
Gene No. 


72562 




Strand 


- 




Start 


6517 




End 


6944 




Name 


OJ990408 02. 


9922.C4.o3.gs 


Method 


GEN SCAN 




Start 


6517 




End 


6944 




GI 


none 




Score 


. 87 




Exons 


6517. . 6564, 


6816. . 6944 








Seq. No. 


35141 




Seq. ID 


OJ990408 02.9922. 


C4 


Gene No. 


72563 




Strand 






Start 


8278 




End 


11339 




Name 


OJ990408 02. 


9922.C4 .o4 .gs 


Method 


GENSCAN 




Start 


8278 




End 


11339 




GI 


none 




Score 


. 61 




Exons 


8278 . . 8539, 


11230. .11339 








Seq. No. 


35141 




Seq. ID 


OJ990408_02.9922. 


C4 


Gene No. 


72564 




Strand 






Start 


17574 




End 


20682 




Name 


OJ990408 02. 


9922.C4.ol.tm 


Method 


TBLASTX : Maize 




Start 


9402 




End 


9781 




GI 


none 




Score 


204 






- , 3AdZ^SL62(X,., ..9AQ1S5.$3-,: 9J.QS 


.^.^6JJ,^6Za^.^£8^^6,5.£^3_6£5. 




« f ^9..6&5 v ^-9.75.0. / ,-,'. 




•^33$l. K ,.^. 






Seq. No. 


35141 ■•■ 




Seq. ID 


OJ990408_02.9922. 


C4 


Gene No. 


72564 




Strand 






Start 


17574 




End 


20682 




Name 


OJ990408 02. 


9922.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9426 




End 


9733 




GI 


none 




Score 


175 




Exons 


9426. . 9638, 


9431.. 9637, 9652 


. .9726, 9653. .9733 




Seq. No. 


35141 




Seq. ID 


OJ990408JD2.9922. 


C4 


Gene No. 


72564 




Strand 






Start 


17574 




End 


20682 




Name 


OJ990408 02. 


9922.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


10025 




' End 


10324 




GI 


none 




Score 


196 




Exons 


10025. . 10324 










Seq. No. 


35141 




Seq. ID 


OJ990408_02 . 9922 . 


C4 


Gene No. 


• 72564 




Strand 






Start 


17574 




End 


20682 




Name 


OJ990408 02. 


9922.C4 .o6.gs 


Method 


GENSCAN 




Start 


17574 




End 


20682 




GI 


none 




Score 


.65 




Exons 


17574 . .17775, 18213 . .18384 , 


18859. .18986, 19045. .19329, 






19388. .19536 


, 19663. . 19810, 


20109. .20393, 20504.. 20682 




Seq. No. 


35142 




Seq. ID 


OJ990408_02.9922. 


C5 


Gene No. 


72565 




Strand 






Start 


23 




End 


889 




Name 


OJ990408 02. 


9922 ,C5.ol .gs 


Method 


GENSCAN 




Start 


23 




End 


889 




GI 


none 




Score 


.74 




Exons 


23. .169, 280 


..495, 554. .769, 


853. .889 







35001 

BEST AVAILABLE COPY 



Seq. No. 35143 

Gene No. 72566 

Start 101 

Name OJ990408_02 . 9922 . C6 . ol . gs 

Start 101' 

GI none 
Exons 



OJ990408 02. 9922. C6 



Seq. ID _ 
Strand 

End 6303 
Method GENSCAN 
End 3236 
Score .78 

101. .179, 209. .317, 496. .623, 791. .967, 982. .1103, 1162. .1241 
1393. .1429, 1538. .1753, 1812. .2027, 2327. .2543, 3179. .3236 



Seq. No. 35143 

Gene No. 72566 

Start 101 

Name OJ9904 08_02 . 9922 . C6 . ol . np 

Start 718 

GI 4680179 

Exons 718.. 857, 5157.. 5963, 6245.. 6303 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990408_02.9922.C6 
Strand 

End 6303 

Method AAT/NAP 

End 6303 

Score 695 



Seq. No. 


35143 






Seq. ID 


OJ990408 


_02. 9922 


.C6 


Gene No. 


72566 






Strand 








Start .. 


101 






.End 


6303 






Name'.'_ 




..C6:..a2 . 


gs-'.. ...... 


:,.Methp'dl_ ; 


. GENSCAN- 


- - ■ " ■ 


— 


Start. .. 


......,,505.0, ....... 






-.J^nd-,^, .... 


..5,8 62 - .... 


■ 




GI 


none '■ ' • • ■ 






Score 


.63 






Exons 


5050. . 5862 














Seq. No. 


35143 






Seq. ID 


OJ990408 


_02 . 9922 


.C6 


Gene No. 


72567 






Strand 








Start 


8351 






End 


9080 






Name 


OJ990408_02 . 9922 


.C6.o3. 


gs 


Method 


GENSCAN 






Start 


8351 






End 


9080 






GI 


none 






Score 


. 59 






Exons 


8351 . . 8599, 8605 


. . 8838, 


8898 


. 9080 








Seq. No. 


35143 






Seq. ID 


OJ990408 


_02. 9922 


.C6 


Gene No. 


72568 






Strand 








Start 


11491 






End 


11760 






Name 


OJ990408 02.9922 


.C6.o4 . 


gs 


Method 


GENSCAN 






Start 


11491 






End 


11760 






GI 


none 






Score 


. 8 






Exons 


11491. .11760 














Seq. No. 


35143 






Seq. ID 


OJ990408 


_02. 9922 


.C6 


Gene No. 


72569 . 






Strand 








Start 


12535 






End 


22389 






Name 


OJ990408 02.9922 


.C6.o4 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


5296 






End 


5556 






GI 


none 






Score 


83 






Exons 


5296.. 5556, 5372 


. .5536 












Seq. No. 


35143 






Seq. ID 


OJ990408 


JD2. 9922 


.C6 


Gene No. 


72569 






Strand 








Start 


12535 






End 


22389 






Name 


OJ990408 02.9922 


.C6.06. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5440 






End 


5796 






GI 


none 






Score 


70 






Exons 


5440. .5796, 5441 


. .5581, 


5618. 


.5794 









35002 




Seq. No. 


3514 3 




Seq. ID 


OJ990408_02.9922 


. Co 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 




o5 . gs 


Method 


GEN SCAN 




Start 


12535 




End 


22389 




GI 


none 




Score 


.54 . 




Exons 


iococ iO/CO/i ncot 
IZd Jj . . lZOo4 , I/DUD. 


. i /oy i , 


17670. .17E 


83, 18019. .18090, 






18 14 5 . . lo jyb , 18o2o. 


1 O A O O 

. 18922 , 


19298. .20467, 20822 .. 21010, 






o i r yi c ono? o o o a c 

2 154 5 .. 21737 , 22205. 


O O O O 1 

. 22331 , 


22338. .22389 




beq. no. 






Seq. ID 


OJ990408_02.9922 


.C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 


r^TQQnyino no qqoo pc 


o2 . np 


Method 


AAT/NAP 




Start 


1 /401 




End 


21634 




GI 


A O O O O 1 O 

4 Jo o o lo 




Score 


2263 




Exons 


"I O /I A 1 O 1 A T A O 1 C A C 

1 /401 . . 21U /0, 21505. 


.21634 








GI Descrip. 


(AC0Uo52o) putative 


retroelement pol polyprotein [Arabidop: 




thaliana] 










"Seq.- ■.. No... 


: -35.1&3 j is^^l II 




l.::Seq,; : ;I,D., 


Oil 39 Q 10-iL ..0 2 .. 9.9 2Z<JI6 




"7 O C *T A 

- /./ob.y,., Vr , ......... ... « ._ r >. 




.. .... Strand.. . 






Start ■ 


1 O C O C . i 




- End 


22389 




Name 


OJ990408 02. 9922. Co. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


17406 




End 


17832 




GI 


none 




Score 


149 




Exons 


17406 .. 17651 , 17408. 


.17830, 


17410. . 178 


32 




Seq. No. 


35143 




Seq. ID 


OJ990408_02. 9922 


.C6 


Gene No. 


/2569 




Strand 






Start 


1 o c o c 

12535 




End 


22389 




Name 


/^TAAA^AO AO AAOO O /" 

OJ990408 02. 9922. Co. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


1/410 




End 


17808 




GI 


none 




Score 


59 




Exons 


174 10 .. 17523, 17411. 


. 17509, 


17525. . 178 


06, 17533.. 17808 




Seq. No. 


35143 




Seq. ID 


OJ990408_02. 9922 


.C6 


Gene No. 


"7 O C /"" A 




Strand 






Start 


12535 




End 


22389 




Name 


OJ990408 02. 9922. C6. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


17410 




. End 


17886 




GI 


none 




Score 


72 




Exons 


174 10 .. 17 619, 17635. 


. 17781, 


17782. .178 


86 




Seq. No. 


35143 




Seq. ID 


OJ990408JD2. 9922 


.C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 


OJ9904 08_02 . 9922 . C6 . 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


17434 




End 


17869 




GI 


none 




Score 


54 




Exons 


17434. .17634, 17494. 


. 17625, 


17653. .178 


56, 17678. .17869 




Seq. No. 


35143 




Seq. ID 


OJ990408_02.9922 


,C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 


OJ990408 02. 9922. C6. 


o2 . tm 


Method 


TBLASTX: Maize 





35003 




Start 


17888 




End 


18334 




GI 


none 




Score 


211 




Exons 


17888 18 199, 17893 


. .18198, 


18172 . . 18 


333, 18242 . . 18334 




Seq. No. 


35143 




Seq. ID 


OJ990408_02.9922. 


C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 


OJ990408 02. 9922. C6 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17983 




End 


18480 




GI 


none 




Score 


56 




Exons 


17983.. 1841 4 , 18002 


. 18166, 


18227. . 18361, 18454. .18480 




Seq. No. 


35143 




Seq. ID 


OJ990408_02.9922. 


C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 


OJ990408 02. 9922. C6 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


18493 




End 


18882 




GI 


none 




Score 


155 




Exons 


18493. . 18762, 18499 


. 18672, 


18500. .18871, 18501. .18860, 






18506 .. 18871, 18694 


. 18882 








.Se^v/No ^ , 


--;35a4:^lv^/:;-/;^ /. \ .;. 




;;;„S.aq : .. -in 


^OJ33MM^0Z . .9522;* 




.Gene ,N.p.... r ,.. . 


. .J. 25.6 9^.-^,, 




. . . Strand .. 






Start 


12535 - ' 




" : " End 


22389"' 




Name 


OJ9904 08 02. 9922. C6 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


18500 




End 


18745 




GI 


none 




Score 


150 




Exons 


18500 .. 18745, 18501 


. 18692, 


18518. .18 


739 




Seq. No. 


35143 




Seq. ID 


OJ990408_02. 9922. 


C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 


OJ990408 02. 9922. C6 


ol . tc 


Method 


TBLASTX: Cress 




Start 


18954 




End 


19474 




GI 


none 




Score 


66 




Exons 


18954 .. 19220, 19061. 


. 19219, 


19235. .19474 




Seq. No. 


35143 




Seq. ID 


OJ990408_02.9922. 


C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 


OJ990408 02. 9922. C6. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


19094 




End 


19534 




GI 


none 




Score 


95 




Exons » 


19094 .. 19231, 19217. 


. 19477 , 


19287. .19472, 194 72. .19534 




Seq. No. 


35143 




Seq. ID 


OJ990408_02.9922. 


C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 




Name 


OJ9904 08_02 . 9922 . C6 . 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


19157 




End 


19754 




GI 


none 




Score 


50 




Exons 


19157. .19219, 19236. 


. 19316, 


19316. . 19474, 1 9359 . . 1 94 75 , 






19469. . 19753, 19470. 


. 19754 








Seq. No. 


35143 




Seq. ID 


OJ990408_02.9922. 


C6 


Gene No. 


72569 




Strand 






Start 


12535 




End 


22389 





35004 



Name 

Start 

GI 

Exons 



OJ990408_02 . 9922 . C6 . o3 . tm Method TBLASTX : Maize 

19307 End 19768 

none Score 77 

19307. . 19477, 19308. .19478, 194 72. . 197 68 



Seq. No. 35143 Seq. ID 

Gene No. 72569 Strand 

Start 12535 End 

Name OJ9904 08_02 . 9922 . C6 . o2 . gp Method 

Start 19481 End 

GI 2428449 Score 

Exons 19481. . 19917 

GI Descrip. 4 388818 /gb | AAD1977 3 | 3.0e-40 (AC006528) putative pol polyprotein 
with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



OJ990408_02.9922.C6 

22389 
AAT/GAP 
19917 
830 



Seq. No. 35143 
Gene No. 72569 
Start 12535 

Name OJ9904 08_02 . 9922 . C6 . o3 . tw 

Start . . .. . 20459 . . 

..vnojie;". l^i:..:. _ "™ 

..Exons. .. . , . 2.0453. 
' '■ " 20642. 

20742. 



Seq. ID 
Strand 
End 

Method 
End 



OJ990408_02.9922.C6 
22389 

TBLASTX: Wheat 
20884 



. 2.05.3.0 ,-.20471 . .-205 L2., ..20-5.30 . .. 20.6.25,- . 2058.8 2.06.5JD-, - 
.20752, 20643. .20735, 2064 8 207 4 9,* 20732 2088 4, 
.20864 



Seq. No. 


35144 




Seq. ID 


OJ990408 


_02.9922.C7 


Gene No. 


72570 




Strand 






Start 


656 




End 


1626 




Name 


OJ990408 02.9922.C7.ol. 


np 


Method 


AAT/NAP 




Start 


656 




End 


1626 




GI 


6539588 




Score 


112 




Exons 


656. .883, 1600. . 1626 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


35144 




Seq. ID 


OJ990408 


_02.9922.'C7 


Gene No. 


72571 




Strand 






Start 


2844 




End 


3455 




Name 


OJ990408 02.9922.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2835 




End 


3455 




GI 


none 




Score . 


52 




Exons 


2835. .3095, 2911. .3081, 


3157. 


.3312, 3159. .3455, 


3369. .3452 



Seq. No,. 35144 Seq. ID 

Gene No.' 72571 . Strand 

Start 2844 End 

Name OJ9904 08_02 . 9922 . C7 . o2 . gs Method 

Start 2844 End 

GI none Score 

Exons 2844.. 3095 



OJ990408_02.9922.C7 

3455 
GENSCAN 
3095 
.96 



Seq. No. 35144 Seq. ID 

Gene No. 72571 Strand 

Start 2844 End 

Name OJ9904 08_02 . 9922 . C7 . o2 . np Method 

Start 2844 End 

GI 4416302 Score 



OJ990408_02.9922.C7 

3455 
AAT/NAP 
3455 
599 



35005 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

SLatt-^;_-l 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



2844. .3455 

(AF105716) copia-type pol polyprotein 



35144 
72571 
2844 

OJ9904 08_02. 9922.C7.ol.tm 
2865 
none 

2865. .3452, 2875. .3450 

35144 
72571 
2844 

OJ9904 08_02 . 9922 . C7 . ol . tw 
2910 
none 

2910. .3086, 2911. .3027, 3144. .3368 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 



35145 
72572 



Seq. ID 
Strand - 
..End._..::;_ 



•OJ.9 90.408^02... .9.922 ; C8...oL.np.. .Method. 
1 - End 

4416302 Score 
1. .581 

(AF105716) copia-type pol polyprotein 



35145 
72572 
1 

OJ9904 08_02.9922.C8.ol.tm 
32 

none 

32. .313, 34. .558, 392. .520 

35145 
72572 
1 

OJ9904 08_02. 9922.C8.ol.ts 

106 
none 

106. .417, 



107. .211, 415. .570 



35145 
72572 
1 

OJ9904 08_02. 9922.C8 .ol.tw 

127 

none 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



127. .414, 128. .301, 136. .306, 454. .579 

35145 Seq. ID 

72572 Strand 

1 End 

OJ9904 08_02 . 9922 . C8 . ol . gs Method 

288 End 



[Zea mays] 

OJ990408_02.9922.C7 
3455 

TBLASTX: Maize 

3452 

345 

OJ990408_02. 9922.C7 
3455 

TBLASTX: Wheat 

3368 

53 

OJ990408_02.9922.C8 

L.581.: \. 

AAT-/NAR . 

581 
528 

[Zea mays] 

OJ990408_02. 9922.C8 
581 

TBLASTX: Maize 

558 

187 

OJ990408_02. 9922.C8 
581 

TBLASTX: Soybean 

570 

61 

OJ990408_02. 9922.C8 
581 

TBLASTX: Wheat 

579 

143 

OJ990408_02. 9922.C8 
581 

GENSCAN 
555 



35006 



GI . none Score .77 

Exons 288.. 555 



Seq. No. 


")C 1 AC 

Jbl 4 o 


Seq. ID 


/-> tAAA A A("> a a a a a a 

OJ990408 02.9922 


. C9 


Gene No. 


"7 A C *7 A 

/ZD / J 


Strand 






Start 


y b 


End 


O O A 




Name 


/~\ T A A A A AO AO a a a a n « 1 

OJ99040o 02 . 9922 . C9 . oi . gs 


Method 


GENSCAN 




C 4- -i v 4- 

btart 


y o 


End 


AAA 

380 






none 


Score 


. 4 




Exons 


96. .380 








Seq. No. 


Obl4 i 


Seq. ID 


OJ990408 02.9922 


. CIO 


taene no . 


n o c -7 a 
1 ZD 1 4 


Strand 


+ 




Start 


1 


End 


1893 




Name 


✓a^taaa/iao ao a a a a o 1 a ^ i 

Qjyyu40o 02 . y y22 . ciu . oi . np 


Method 


AAT/NAP 




btart 


1 


End 


1893 






oy024 4 b 


Score 


1604 




Exons 


1. . 124 U , IzoU. . loyj 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


.35147 


Seq. ID 


OJ9904 08_02. 9922 


.C10 


Ge,ne_,;Np..„ 


....2.25.24 -/•;_ ... / • _ i. 


. ..S_t.r.and 






Starts r .. 




-End.- ... - 






Name 


OJ990408 02.9922.C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


399 




GI 


none 


Score 


297 




Exons 


1..399, 6. .158 









Seq. No. 35147 

Gene No. 72574 

Start 1 

Name OJ9904 08_02 . 9922 . C10 . ol . tw 

Start 5 

GI none 

Exons 5. .76, 12. .311, 12. .344, 13. .342 



Seq. ID OJ990408_02. 9922. C10 
Strand 
End 

Method 
End 
Score 



+ 

1893 

TBLASTX: Wheat 

344 

126 



Seq. No. 


35147 






Seq, ID 


OJ990408_02.9922 


.C10 


Gene No. 


72574 






Strand 


+ 




Start 


1 






End 


1893 




Name 


OJ990408 


J) 2 


9922. C10. ol.gs 


Method 


GENSCAN 




Start 


16 






End 


1426 




GI 


none 






Score 


.84 




Exons 


16. .505, 


58? 


3. .779, 1038. .1426 








Seq. No. 


35147 






Seq. ID 


OJ990408_02. 9922 


C10 


Gene No. 


72574 






Strand 


+ 




Start 


1 






End 


1893 




Name 


OJ990408 


_02 


9922.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


66 






End 


493 




GI 


none 






Score 


255 




Exons 


66. .299, 


67 


.321, 340. .414, 4 


34. .493 






Seq. No. 


35147 






Seq. ID 


OJ990408_02. 9922 


C10 


Gene No. 


72574 






Strand 


+ 




Start 


1 






End 


. 1893 




Name 


OJ990408 


_02. 


9922. C10. o3.tw 


Method 


TBLASTX: Wheat 




Start 


491 






End 


898 





35007 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
_St.ari,. 
. Name.-.,. ..... — .. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 



none 

491. .715, 544. .717, 725.-898, 

35147 
72574 
1 

OJ9904 08_02. 9922. CIO. o4 . tw 

937 

none 

937. .1257, 938. .1195 

35147 
72574 
1 

OJ990408JD2. 9922. CIO. ol.tm 

1400 

none 

1400. .1705, 1438. . 1704 

35147 
■72574 

,OJ99.a4.08_-02 .,9922,. Cl-0.. o2*. tw._J 
1400 
none 

1400. .1783, 1408. .1782 

35148 
72575 
1 

OJ9904 08__02. 9922. Cll. ol.np 

1 

5902445 

1. .490, 1264. .1290 
(AB030283) GAG-POL precursor 

35148 
72575 
1 

OJ9904 08_02. 9922.Cll.ol.gs 

17 

none 
17. .460 



Score 202 
833. .895 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990408_02. 9922. CIO 
+ 

1893 

TBLASTX: Wheat 

1257 

177 



OJ990408_02. 9922. CIO 
+ 

1893 

TBLASTX: Maize 

1705 

326 



Seq. ID OJ990408_02.9922.C1.0 

Strand + 

End ..." 18.9.3..'_ ■ '., 

..Method... T.B LAS TX:. Wheat... .-.-.,„- ~„- . 
End' * 1783 
Score 336 



Seq. ID OJ990408JD2. 9922. Cll 

Strand + 

End 1290 

Method AAT/NAP 

End 1290 

Score 431 

[Oryza sativa] 

Seq. ID OJ990408_02.9922.-C11 

Strand + 

End 1290 

Method GENSCAN 

End 4 60 

Score 1 



Seq. No. 35148 Seq. ID 

Gene No. 72575 Strand 

Start 1 End 

Name OJ990408__02 . 9922 . Cll . o2 . gs Method 

Start 1001 . End 

GI none Score 

Exons 1001.. 1057 



OJ990408JD2. 9922. Cll 
+ 

1290 
GENSCAN 
1057 
. 96 



Seq. No. 35148 Seq. ID 

Gene No. 72576 Strand 

Start 894 End 

Name OJ990408_02 . 9922 . Cll . ol . tw Method 

Start 104 End 



OJ990408_02. 9922. Cll 
1290 

TBLASTX: Wheat 
490 



35008 



GI 


none 


Score 


284 




Exons 


104. .490, 118. .207, 253. .360 








Seq. No. 


35148 


Seq. ID 


OJ990408 


02. 9922. Cll 


Gene No. 


72576 


Strand 






Start 


894 


End 


1290 




Name 


OJ990408 02. 9922.Cll.o2.np 


Method 


AAT/NAP 




Start 


894 


End 


1290 




GI 


6815109 


Score 


485 




Exons 


894. .1290 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


35149 


Seq. ID 


OJ990408 


_02. 9922.C12 


Gene No. 


72577 


Strand 


+ 




Start 


167 


End 


388 




Name 


OJ990408 02. 9922.C12.ol.gs 


Method 


GENSCAN 




Start 


167 


End 


388 




GI 


none 


Score 


. 96 




Exons 


167. .388 








Seq. No. 


351.49 


Seq... ID 


OJ990408 


02.9922.C12 


.Gene .No .- 


"12518 I „"\ . .., 


_ S.t r.and ..' ' 


'.+" . 




S.tar.t 


...1429,. ....... . . . 


. End....... ~ : 


..254.3.. ... 




Name 


• OJ990408 02.9922.C12.o2.gs 


Method 


GENSCAN 




Start' 


1429 


End 


2543 




GI 


none 


Score 


. 71 




Exons 


1429. .1434, 2044. .2172, 2439 


.2543 






Seq. No. 


35149 


Seq. ID 


OJ990408 


02.9922.C12 


Gene No. 


72579 


Strand 


+ 




Start 


8189 


End 


10629 




Name 


OJ990408 02.9922.C12.o4.np 


Method 


AAT/NAP 




Start 


8189 


End 


10629 




GI 


5032266 


Score 


116 




Exons 


8189. .8445, 10603. .10629 








GI Descrip. 


(AF147265) similar to Arabidopsis thaliana putative En/Spm 




transposon protein (GB : AC005396) 






Seq. No. 


35149 


Seq. ID 


OJ990408 


_02.9922.C12 


Gene No. 


72580 


Strand 






Start 


1836 


End 


1945 




Name 


OJ990408 02.9922.C12.ol.gp 


Method 


AAT/GAP 




Start 


1836 


End 


1945 




GI 


uC-osflcyp088bl2bl 


Score 


152 




Exons 


1836. .1945 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P002 6F07 • 






Seq. No. 


35149 


Seq. ID 


OJ990408 


_02.9922.C12 


Gene No. 


72581 


Strand 






Start 


3084 


End 


6246 




Name 


OJ990408 02. 9922.C12.o3.gs 


Method 


GENSCAN . 




Start 


3084 


End 


6246 




GI 


none 


Score 


.81 




Exons 


3084. .3466, 3565. .3710, 3849. 


.4309, 4427. .4610, 


4677. .4735, 




4806. .4952, 5065. .5189, 5269. 


.5428, 5541. .5572, 


6144 . . 6246 



35009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35149 
72581 
3084 

OJ990408 02. 9922 .C12.ol.np 



OJ990408 02.9922.C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4997, 5943. .6011 
(AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

358 (C12976) 
hypothetical 



3848 
6721561 
3848. .4610, 



6246 
AAT/NAP 
6011 
1099 



4677. .4735, 4806. 





gi|6815086| dbj | BAA90372 


.11 (AP001081) 


EST AU082 




corresponds to a region 


of- the predicted gene.; 




protein [Oryza sativa] 






Seq. No. 


3514 9 


Seq. ID 


OJ990408 


Gene No. 


72581 


Strand 


_ 


Start 


3084 


End 


6246 


Name 


OJ9904 08_02 .9922.C12.o2 


. np Method 


AAT/NAP 


Start 


5282 


End 


6014 


GI 


6907089 


Score 


259 


Exons 


5282 . . 6014 






GI Descrip.. 


(AP001129) hypothetical 


protein [Oryza 


sativa ] 




351.49.'..^ m \ 


- -.^ ,-Seq.^-ID^ 


..JD J 9-9.0-4 O.&. 


Gene No. 


7 2582" 


Strand 


— 


Start 


6827 


End 


8523 ■ 


Name 


OJ9904 08 02.9922.C12.o3 


. np Method 


AAT/NAP 


Start 


6827 


End 


8523 


GI 


6721512 


Score 


82 


Exons 


6827. .6934, 8503. .8523 






GI Descrip. 


(APO 01072 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


35150 


Seq. ID 


OJ990408 


Gene No. 


72583 


Strand 


+ 


Start 


8 92 


End 


1009 


Name 


OJ9904 08 02.9922.C13.ol 


gs Method 


GENSCAN 


Start 


892 


End 


1009 


GI 


none 


Score 


.89 


Exons 


892 . . 1009 






Seq. No. 


35150 


Seq. ID 


OJ990408 


Gene No. 


72584 


Strand 


+ 


Start 


O O A A 


End 


5572 


Name 


OJ990408 02. 9922.C13.o2 


gs Method 


GENSCAN 


Start 


2844 


End 


5572 


GI 


none 


Score 


.44 


Exons 


2844. .2911, 3941. .4087, 


4627. .4648, 4917. .4997, 




5475. .5572 






Seq. No. 


351-50 . 


Seq. ID 


OJ990408 


Gene No. 


'72585 


Strand 


+ 


Start 


6831 


End 


7344 


Name 


OJ990408 02. 9922.C13.o3, 


gs Method 


GENSCAN 


Start 


6831 


End 


7344 


GI 


none 


Score 


.72 


Exons 


6831. .6980, 7228. .7344 






Seq. No. 


35150 


Seq. ID 


OJ990408 



,5304, 



35010 




Gene No. 


72586 




Strand 


- 






Start 


1569 




End 


1740 






Name 


OJ9904 08 02.9922.C13.ol.gp 




Method 


AAT/GAP 






Start 


1569 




End 


1740 






GI 


none 




Score 


309 






Exons 


1569 . .1740 












Seq. No. 


35150 




Seq. ID 


OJ990408_02. 


9922 


. C13 


Gene No. 


72587 




Strand 








Start 


6887 




End 


13268 






Name 


OJ990408 02.9922.C13.ol.np 




Method 


AAT/NAP 






Start 


6887 




End 


13268 






GI 


5091513 




Score 


853 






Exons 


6887. .7130, 7283. .7433, 8276. 


8903, 9644.. 10185, 13214. 


. 1326 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sat iva] 






Seq. No. 


35150 




Seq. ID 


OJ990408_02. 


9922 


.C13 


Gene No. 


72587 




Strand 








Start 


6887 




End 


13268 






Name 


OJ990408 02.9922.C13.o4.gs 




Method 


GENSCAN 






Start 


7 87 4. 




End , 


8919 












Score '•:„;.. 








,Exons, ...... 


^,78.7,4 ...:.S,341, , 8.46.0. ..875a, 87J 




..aaLsu ....... 




.■- 




Seq. No. 


35150 




Seq. ID 


OJ990408_02. 


9922 


.C13 


Gene No. 


72587 




Strand 








Start 


6887 




End 


13268 






Name 


OJ990408 02.9922.C13.o5.gs 




Method 


GENSCAN 






Start 


9745 




End 


13189 






GI 


none 




Score 


.76 






Exons 


974 5. .10224, 10323. .10473, 


10533. .10610, 13071. .131 


89 




Seq. No. 


35151 




Seq. ID 


OJ990408_02. 


9922 


. C15 


Gene No. 


72588 




Strand 


+ 






Start 


277 




End 


868 






Name 


OJ990408 02. 9922.C15.o2.np 




Method 


AAT/NAP 






Start 


277 




End 


868 






GI 


3885338 




Score 


110 






Exons 


277. .350, 608. .868 












GI Descrip. 


(AC005623) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


35151 




Seq. ID 


OJ990408_02. 


9922 


. C15 


Gene No. 


72589 




Strand 








Start 


1 , 




End 


785 . 






Name 


OJ990408 02.9922.C15.ol.np 




Method 


AAT/NAP 






Start 


1 




End 


'673 






GI 


2827517 




Score 


118 






Exons 


1..82, 190. .374, 603. .673 












GI Descrip. 


(AL021633.) protein kinase-like protein 


[Arabidopsis 


thaliana 


Seq. No. 


35151 




Seq. ID 


OJ990408_02. 


9922 


.C15 


Gene No. 


72589 




Strand 








Start 


1 




End 


785 






Name 


OJ990408 02. 9922.C15.ol.gs 




Method 


GENSCAN 






Start 


94 




End 


785 






GI 


none 




Score 


.76 






Exons 


94. .274, 645. .785 













35011 



Seq. No. 35152 

Gene No. 72590 

Start 14 

Name OJ990708_08 . 9922 . CI . ol . gp 

Start 14 

GI uC-osflcyp033a04bl 

Exons 14 . . 396 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. ID OJ990708_08.9922.C1 

Strand + 

End 396 

Method AAT/GAP 

End 396 

Score 664 



Seq. No. 35152 

Gene No. 72591 

Start 1 

Name OJ990708_08 . 9922 . CI . ol . np 

Start 1 

GI 4680186 

Exons 1..163, 698.. 718 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990708_08.9922.C1 
Strand 

End 718 

Method AAT/NAP 

End 718 

Score 202 



Seq. No... 35152 

jG_ene_N,QV..-' /: - 125.91" /. Vli;.:,.:.^'-: 

-Start... .- ; .. ;r ..„ ,1,.,.... ..... . ...... ....... ^. .. . 

Name ^ • OJ9907 08_08 . 9922 . CI . o2 ; np 

Start 245 

GI 5852180 

Exons 245.. 303, 532.. 718 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



...Seq. ID OJ?90708J)8. 9922. CI 

-,.;S.tca)idJ.'.;'-.::.l\: ; ; , .„; 

..'.^Ead.... .^JJld-^.~ 

Method AAT/NAP 
End 718 
Score 56 



Seq. No. 35153 

Gene No. 72592 

Start 1 

Name OJ990708_08 . 9922 . C2 . ol . np 

Start 1 

GI 6498436 

Exons 1. .35, 406. .693 

GI .Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq.. ID OJ990708_08.9922.C2 

Strand + 

End 693 

Method AAT/NAP 

End 693 

Score 215 



Seq. No. 35154 

Gene No. 72593 

Start 1 

Name OJ9907 08_08 . 9922 . C3 . ol . np 

Start 1 

GI 2791527 ■ . 

Exons 1..141, 202.. 618 

GI Descrip. (AL021246) PE_PGRS [Mycobacterium tuberculosis] 



Seq. ID OJ990708_08.9922.C3 
Strand 

End 618 

Method AAT/NAP 

End 618 

Score 11.9 ' . ■ - 



Seq. No. 35155 

Gene No. 72594 

Start 397 

Name OJ990708_08 . 9922 . C4 . ol . gs 

Start 397 

GI none 

Exons 397..462 



Seq. ID OJ990708_08.9922.C4 

Strand + 

End 4 62 

Method GENSCAN 

End 4 62 

Score .62 



Seq. No. 
Gene No. 



35155 
72595 



Seq. ID OJ990708_08.9922.C4 
Strand 



35012 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990708_08. 9922.C4 .ol.np 
1 

6721516 
1..95, 486. .630 

(AP001072) hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



630 

AAT/NAP 
630 
233 



35156 Seq. ID 

72596 Strand 

745 End 

OJ990708_08 . 9922 .06. ol ..gs Method 

745 End 

none Score 

745. .792, 2316. .2579, 2922. .3050, 3089 
4597. .4748 



OJ990708_08. 9922.C6 
+ 

4748 
GENS CAN 
4748 
.44 

..3429, 4206... 4481, 



Seq. ID 

Strand 

End 

Method 
End 



OJ990708_08.9922.C6 
+ 

4957 

AAT/NAP 

4957 



Seq. No. 35156 
Gene No. 72597 
Start 4777 

Name OJ990708_08 . 9922 . C6 . o4 . np 

Start - . 4777 

:GI5- :_.":.64 9.8-.4-4=l' .;. 1:.^ 

-Exons . ~. ,-4.77 7 ."....4 957 ■^•■^ ~. : - 

GI Descrip. " (APOOO'815) EST C72786 (E2258 )' -corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



■ Score:...- ...1-9Z.. 



Seq. No. 


35156 




Seq. ID 


OJ990708_08. 9922 


.C6 


Gene No. 


72598 




Strand 






Start 


1 




End 


3490 




Name 


OJ990708 08 


. 9922. C6. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3490 




GI 


6721516 




Score 


424 




Exons 


1..24, 684. 


.933, 1369. .1626, 


3454. .3490 




GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


35156 




Seq. ID 


OJ990708_08. 9922 


.C6 


Gene No. 


72599 




Strand 






Start 


4099 




End 


4437 




Name 


OJ990708 08 


.9922.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


4099 




End 


4437 




GI 


none 




Score 


191 




Exons 


4099. .4437 










Seq. No. 


35157 




Seq. ID 


OJ990708_08. 9922 


.CI 


Gene No. 


72600 




Strand 


+ 




Start 


1 




End 


4988 




Name 


OJ990708 08 


. 9922. C7. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


4988 




GI 


4544372 




Score 


537 




Exons 


1..35, 1013 


. .1344, 4106. .4988 








GI Descrip. 


(AC006920) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


35157 




Seq. ID 


OJ990708_08. 9922 


CI 


Gene No. 


72600 




Strand 


+ 




Start 


1 




End 


4988 





35013 




Name 


/"^iTAAATAA A A A A A A Sfl 

OJ9907 08_08 . 9922 . C7 . 


ol . 


gs 


Method 


GENSCAN 


Start 


14 5 






End 


1438 


GI 


none 






Score 


. 98 


Exons 


145. .l/o, 41o..14jo 










Seq. No. 


35157 






Seq. ID 


OJ990708 08. 9922. C7 


Gene No. 


72601 






Strand 


- 


Start 


c ~7 o n 






End 


5972 


Name 


OJ990708 08. 9922. C7. 


o3 . 


gs 


Method 


GENSCAN 


Start 


5739 






End 


5972 


GI 


none 






Score 


. 93 


Exons 


c t aa c mo 










Seq. No. 


35157 






Seq. ID 


OJ990708_08. 9922.C7 


Gene No. 


72602 






Strand 




brart 


a o t o 






End 


1U1 64 


Name 


A TAfiAT AO AO A A A A /-iT 

OJ990708 08. 9922. C7. 


ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


A o a 

382 






End 


793 


GI 


none 






Score 


4 9 


Exons 


382 .. 429, 427 516, 


428 


. . 520 , 


541. .708 


, 542 . . 793 


Seq-*" JNo.-V 


3.5 is-!. v I; 






_Seq,_.IQ..„. 


-JDJ.9 20XQ.8.- 08, .9.92.2.. C7 ' 


Gene .No..^.. 


- ... : J2'.602-, ; , ... ....... 






..Strand.... 




Start" " 


6218 : 






- End- 


1 0'1'6 4 : - 


Name 


✓^-rAAA^AA A A A A A A /-> " — I 

OJ990708 08. 9922. C7. 


o2 . 


tw 


Method 


TBLASTX : Wheat 


Start 


419 






End 


817 


GI 


none 






Score 


90 


Exons 


419. . 517 , 557 . . 817 










Seq. No. 


35157 






Seq. ID 


OJ990708 08. 9922. C7 


Gene No. 


72602 






Strand 


- 


Start 


6218 






End 


10164 


Name 


OJ990708 08. 9922. CI. 


o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4112 






End 


4406 


GI 


none 






Score 


193 


Exons 


4112. .4225, 4113. .4406 








Seq. No. 


35157 






Seq. ID 


OJ990708 08. 9922. C7 


Gene No. 


72602 






Strand 


- 


Start 


6218 






End 


10164 


Name 


OJ990708 08. 9922. C7. 


ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


4566 -■• ' 






End 


4 973 


GI 


none 






Score 


219 


Exons 


4566. .4973 










Seq. No. 


35157 






Seq. ID 


OJ990708 08. 9922. C7 


Gene No. 


72602 






Strand 


- 


Start 


6218 






End 


10164 


Name 


OJ990708 08. 9922. C7 . 


o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4749 






End 


4 991 




none 






Score 




Exons 


4749. .4991, 4751. .48 


88, 


4959. 


.4988 




Seq. No. 


• 35157 






Seq. ID 


OJ990708_08.9922.C7 


Gene No. 


7 2602 






Strand 




Start 


6218 






End 


10164 


Name 


OJ990708 08. 9922. C7. 


o4. 


gs 


Method 


GENSCAN 



35014 



Start 
GI 

Exons 



6218 End 10164 

none Score ' . 75 

6218. .6721, 6742. .6903, 7162. .7227, 7297. .7719, 7797. .7930, 

7935. .8374, 8423. .9120, 10084. .10164 



Seq. No. 


35158 


Seq. ID 


OJ990708_08.9922.C8 


Gene No. 


72603 


Strand 


+ 


Start 


798 


End 


4821 


Name 


OJ990708 08 . 9922 . C8 . o3 . tm 


Method 


TBLASTX: Maize 


btart 


797 


End 


1304 


GI 


none 


Score 


213 


Exons 


797. .964, 799. .966, 977. .1132, 


981. .1133, 1127. .1243, 1146.. 


Seq. No. 


35158 


Seq. ID 


OJ990708_08.9922.C8 


Gene No. 


72603 


Strand 


+ 


Start 


798 


End 


4821 


Name 


OJ990708 08.9922.C8.ol.np 


Method 


AAT/NAP 


Start 


798 


End 


2960 


GI 


6630685 


Score 


2552 


Exons 


798. .2960 






GI Descrip . 


(AP000969) Similar to copia-type pol polyprotein. (AF105716) 


— ':' 


{0£yza_sa£iva].. . \._.v,;_ 






Seq. No.' 


... - - -.--=7.- - — .- " 

35158 


Seq.' ID 


OJ990708_08.9922.C8 


Gene No. 


72603 


Strand 


+ 


Start 


798 


End 


4821 


Name 


OJ990708 08.9922.C8.o3.tw 


Method 


TBLASTX: Wheat 


Start 


866 


End 


1208 


GI 


none 


Score 


100 


Exons 


866. .943, 976. .1104, 980..110S 


, 981.. 


1097, 1118. .1198, 




1119. .1208 






Seq. No. 


35158 


Seq. ID 


OJ990708__08.9922.C8 


Gene No. 


72603 


Strand 


+ 


Start 


798 


End 


4821 


Name 


OJ990708 08.9922.C8.ol.gs 


Method 


GENSCAN 


Start 


1013 


End 


4821 


GI 


none 


Score 


.52 


Exons 


1013. .2917, 3885. .3942, 4359.. 


4380, 4547. .4821 


Seq. No. 


35158 


Seq. ID 


OJ990708_08.9922.C8 


Gene No. 


■ 72603 


Strand 


+ : 


Start 


798 


End 


4821 


Name 


OJ9.90708 08.9922.C8;o4.tm 


Method 


TBLASTX :Maize 


Start 


1305 ' 


End 


1592 


GI 


none 


Score 


284 


Exons 


1305. .1553, 1325. .1588, 1542.. 


1592, 1544. .1591 


Seq. No. 


35158 


Seq. ID 


OJ990708_08.9922.C8 


Gene No. 


72603 


Strand 


+ 


Start 


798 


End 


4821 



1304 



Name 
Start 
GI- 
Exons 

GI Descrip. 



OJ990708_08 . 9922 . C8 . ol . ts Method 
1320 ' End 

5509260 " Score 



TBLASTX : Soybean 

1933 

710 



1320. .1928, 1413. .1925, 1445. .1933, 1862. .1933 



35015 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35158 
72603 
798 

OJ990708_08, 

1449 

none 

1449. .1538, 
1580. .1918, 



9922.C8.ol.tw 



1545. .1571, 1562. 
1749. . 1925 



Seq. ID OJ990708_08.9922.C8 

Strand + 

End 4821 

Method TBLASTX : Wheat 

End 1925 

Score 84 

.1915, 1572. .1919, 1578. .1706, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start _\ 
.GI ^ 
Exons 



35158 
72603 
798 

OJ990708J)8 , 

1541 

none 

1541. .1687, 

35158 
72603 
798 

OJ990708_08. 
1593 . • • 
..none,.- . ... . .... 

1593. .2060, 



9922.C8.ol.tc 



1542. . 1805 



9922.C8.o2.tm 



Seq. ID OJ990708_08.9922.C8 

Strand + 

End 4821 

Method TBLASTX : Cress 

End 1805 

Score 196 



Seq. ID OJ990708_08.9922.C8 
Strand + 
End 4821 
Method TBLASTX : Maize 
. End- • 2061. ;-" . 
■Score,.-. .566-., . 



1593.. 1712,- 1595.. 2053, 1900.. 2061 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



35158 
72603 
798 

OJ990708_08. 

2102 

none 

2102. .2293, 



9922.C8.o5.tm 



2103. .2294 



Seq. ID OJ990708_08. 9922.C8 

Strand + 

End 4821 

Method TBLASTX : Mai ze 

End 2294 

Score 241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35158 
72603 
798 

OJ990708_08, 

2103 

none 

2103. .2270, 



9922.C8.o2.tw 



2283. .2519 



Seq. ID OJ990708_08. 9922.C8 

Strand + 

End 4821 

Method TBLASTX : Wheat 

End- 2519 

Score 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35158 
72603 
7 98 

OJ990708_08. 

2295 

none 

2295. .2957, 



9922.C8.ol.tm 
2297. .2971, 2858. 



Seq. ID- OJ990708_08 . 9922.C8 

Strand + 

End 4821 

Method TBLASTX : Mai ze 

End 2982 

Score 892 
.2962, 2860.. 2982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35158 
72603 
798 

OJ990708_08. 

2304 

none 

2304 . .2687, 
2750. .2896 



Seq. ID OJ990708_08.9922.C8 

Strand + 

End 4821 

Method TBLASTX : Soybean 

End 2990 

Score 297 
2309. .2680, 2316. .2687, 2721. .2990, 2727. .2870, 



9922.C8.o2.ts 



35016 




S'eq. No. 


35158 


Seq. ID 


OJ990708_08. 9922.C8 


Gene No. 


"7 o ^ n o 


Strand 


+ 


Start 


798 


End 


4821 


Name 


OJ990708 08 . 9922 . C8 . o2 . tc 


Method 


TBLASTX: Cress 


Start 


24 84 


End 


2942 


GI 


none 


Score 


60 


Exons 


2484. .2573, 2577. .2711, 2697. 


.2942, 2723.. 2890 


Seq. No. 


35158 


Seq. ID 


OJ990708_08. 9922.C8 


Gene No. 


*7 o r r\ *d 


Strand 


+ 


Start 


7 98 


End 


4821 


Name 


OJ990708 08 . 9922 . C8 . o4 . tw 


Method 


TBLASTX: Wheat 


Start 


o c o n 


End 


2909 


GI 


none 


Score 


110 


Exons 


2529. .2702, 2597 . .2677 , 2721. 


.2909, 2777. .2896 


Seq. No. 


35159 


Seq. ID 


OJ990708JD8.9922.C9 


Gene No . 


72604 ■ 


Strand 


+ 


Start 


1 


End 


1327 


Name 


OJ990708 08.S922.C9.ol.np . 


Method 


AAT/NAP 


Start * 


•1' - ' ".' \ /' •, 


' End 


\ 1324" ' V'--... ~. 


GI .... 


. 69.07087....;, .. . . - 


. Score- 


-828 _ , . ^ 


Exons ■ ■ 


1. . 682,- 1223... 1324 






GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AQ082313 (E2215 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


35159 


Seq. ID 


OJ990708__08.9922.C9 


Gene No. 


72604 


Strand 


+ 


Start 


1 


End 


1327 


Name 


OJ990708 08. 9922.C9.ol.gs 


Method 


GENSCAN 


Start 


55 


End 


1327 


GI 


none 


Score 


.86 


Exons 


55. .492, 516. .682, 1223. .1327 






Seq. No. 


35159 


Seq. ID 


OJ990708_08.9922.C9 


Gene No. 


72605 


Strand 


+ 


Start 


1968 


End 


3172 


Name 


OJ990708 08.9922.C9.ol.gp 


Method 


AAT/GAP 


Start 


1788 • 


End 


2171 


GI 


uC-osflcyp033a04bl 


Score 


685 


Exons 


•1788. .2171 






GI Descrip. 


''6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genom. 




DNA, chromosome 1, clone : P07 11E10 ' ■ 


Seq. No. 


35159 


Seq. ID 


OJ990708_08 . 9922. C9 


Gene No. 


72605 


Strand 


+ 


Start 


1968 


End 


317-2 


Name 


OJ990708 08.9922.C9.o2.gs 


Method 


GENSCAN 


Start 


1968 


End 


3172 


GI 


none 


Score 


.75 


Exons 


1968. .2043, 2859. .3172 






Seq. No. 


35159 


Seq. ID 


OJ990708_08. 9922.C9 


Gene No. 


72606 


Strand 


+ 


Start 


6892 


End 


8247 



35017 




Name 


ojyyu / oo Oo 


n o 0 0 

. 9 922 . 


C9.o4 .np 


Method 


AAT/NAP 






Start 


c o o o 






End 


6930 






GI 


2213608 






Score 


489 






Exons 


5838 . . 6930 














GI Descrip. 


( AC 0 U 0 1 0 J ) 


1 2 uy . 


2 [Arabidopsis thaliana] 






Seq. No. 


35159 






Seq. ID 


OJ990708 


_08.9922 


C9 


Gene No. 


72606 






Strand 


+ 






Start 


f 0 n. 0 

60 92 






End 


8247 






Name 


a innmno no 

ojy yu /Oo Oo 


n n 0 0 

. 9y22 . 


C9.o3.gs 


■Method 


GENSCAN 






Start 


68 92 






End 


8247 






GI 


none 






Score 


. 9 






Exons 


ooy2 . . /02 J , 


8161 . 


.8247 










Seq. No. 


jbioy 






Seq. ID 


OJ990708 


no 0 n 0 0 

08 . 9922 


C9 


Gene No. 


72607 






Strand 


_ 






Start 


1717 






End 


6697 






Name 


oj y yu / Uo (jo 


.9922. 


C9.o2 .np 


Method 


AAT/NAP 






Start 


1717 






End 


3670 






GI. 


4680186 






Score 


231 






Exons . 


-1-7-1-7 -1 r\ 0 1 

1717 . . 1921 , 


3625. 


.3670 










GI.\ Descrip . _ 


. - .(API 11 7.0.9.) . 


unknown/ LQry.z.a sativa' subsp 


. ' in.di.ca;] 


" T" " ■ ~ 




. .. ... ~ .... 

Seq. No. - 


■ • - *- - - ■ - - — 

35159 






Seq. ID 


OJ990708 


08 . 9922 


C9 


Gene No. 


72607 






Strand 








Start 


1717 






End 


6697 






Name 


ATflomno no 

OJ990 /Oo Uo 


.9922. 


C9.o3.np 


Method 


AAT/NAP 






Start 


O n H O 

307 9 






End 


6697 






GI 


6721516 






Score 


444 






Exons 


3079 . . 3281, 


4080. 


.4390, 4781. 


.5031, 6676.. 6697 






GI Descrip. 


/ a r>n n 1 mo \ 
( APUU 10 /2 ) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


35159 






Seq. ID 


OJ990708 


_08. 9922. 


C9 


Gene No. 


72608 






Strand 








Start 


y / / / 






End 


13251 






Name 


OJ990708 08 


.9922. 


C9.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


c 0 0 0 

5938 






End 


6356 




GI 


none 






Score 


115 






Exons 


by Jo . . bl4 1 , 


6156. 


.6356, 6164. 


.6355 








Seq. No. 


35159 






Seq. ID 


OJ990708 


JD8.9922. 


C9 


Gene No. 


72608 






Strand 








Start 


y / / / 






End 


13251 






Name _ 


OJ990708 08 


.9922. 


C9.o2.tm . 


Method 


TBLASTX: 


Maize 




Start 


n n "7 ' 
oUU / 






End • ' 


6383 






GI 


none 






Score 


123 






Exons 


600 / . .614 4, 


6042. 


.6149, 6162. 


.6383, 6164. .6373 






Seq. No. 


35159 






§eq. ID 


OJ990708 


_08.9922. 


C9 


Gene No. 


n 0 £ n 0 
/ Z 0U0 






Strand 








Start 


9777 






End 


13251 






Name 


OJ990708 08 


.9922. 


C9.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


6022 






End 


6407 






GI 


none 






Score 


127 






Exons 


6022. .6150, 


6027. 


.6149, 6144. 


.6275, 6147. .6344, 


6149. . 6346, 




6345. .6407, 


6348. 


.6398 











35018 



Seq. No. 35159 Seq. ID 

Gene No. 72608 Strand 

Start 9777 End 

Name OJ990708_08 . 9922 . C9 . o2 . tw Method 

Start 6802 End 

GI none Score 

Exons 6802.. 7119, 6808.. 6951 



OJ990708_08.9922.C9 
13251 

TBLASTX : Wheat 

7119 

236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35159 
72608 
9777 

OJ990708_08 . 9922 . C9 . ol . tm 
9742 



OJ990708 08. 9922. C9 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9742. .9900, 9766. .9897, 9777. .9908, 9777. .9908, 10581 .. 10703, 
10592. . 10702, 10799. .10921, 10800 .. 1091 6, 11691 11744 , 
11695. . 11745, 11869. . 11964, 11873 .. 11962, 11886. . 11984, 
12166. . 12258, 12169 .. 12246, 12170 .. 12256, 12351 .. 12509, 
12352. . 12507' 



13251 

TBLASTX: Maize 

12509 

156 



Seq. No. 

Gen:e_,N.o. 
-Start- _ 
Name 
Start 
GI 

Exons 



35159 

72608 ' •• . ... ■ 

mn , .. .. .. . ... 

OJ990708_08\ 9922 . C9 . ol . tc 
9772 



OJ990708 08. 9922. C9 



none 
9772. . 
10799. 
11873, 
12352. 



Seq. . ID 
.Strand,-. 

End. 

_ Method 

End 
Score 

9879, 9774.. 9908, 9774.. 9896, 10592 .; 10702, 10599. 
.10921, 10800. .10922, 11694 .. 1174 4 , 118 69 .. 11964 , 
.11959, 12169. .12246, 1217 6 .. 12250 , 12351 .. 12509, 
.12507, 12359. .12517, 12390. .12509 



132.51...- 

TBLASTX: Cress- 

12517 

95 



,10703, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35159 Seq. ID 

72608 Strand 

9777 End 

OJ990708_08 . 9922 . C9 . o4 . gs Method 

9777 End 

none * Score 



OJ990708_08. 9922.C9 

13251 
GENSCAN 
13119 
.68 



9777. .9887, 9939. .10003, 10801 .. 10915, 1 1697 .. 11744 , 
11872. .11961, 12172. . 12246, 12354 .. 12506, 13048 .. 1311 9 



Seq. No. 35159 Seq. ID 
Gene No, 72608 Strand 
Start 9777 " End 
Name . OJ990708_08 . 9922 . C9 . ol . ts Method- 
Start 9778 End 
GI none Score 
Exons 



OJ990708_08.9922.C9 
13251 

TBLASTX: Soybean 

11744 

101 



9778. .9885, 9780. .9908, 1058 1 .. 10703, 10592 .. 10702, 
107 99. .10921, 10800. .10922, 11691. .1174 4 



Seq. No. 35159 Seq. ID 

Gene No. 72608 Strand 

Start 9777 End 

Name OJ990708_08 . 9922 . C9 . o5 . np Method 

Start 9780 End 

GI 6958204 Score 
Exons 



OJ990708_08. 9922.C9 

13251 
AAT/NAP 
13251 
1002 



9780. . 9887, 10595 10698 , 10801 .. 10915 , 11697 . . 1174 4 , 
11872. .11961, 12172. .1224 6, 12354. .12506, 1304 8. .13251 



35019 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

Starts w - ~ 
. Name - - 
Start 
GI 

Exons 

GI Descrip. 



(AF091838) single-subunit RNA polymerase G [Triticum aestivum] 

35160 Seq. ID OJ990708_08 . 9922 . CIO 

72609 Strand 

1 End 1736 

OJ9907 08_08 . 9922 . CIO . ol .np Method AAT/NAP 

1 End 1736 

4559304 Score 124 

1..49, 1479. .1549, 1671. .1736 

(AF127021) T7-like RNA polymerase [Zea mays] 



35160 Seq. ID 

72609 Strand 

1 End 
OJ9907 08JD8. 9922. C10. ol.gs Method 

1479 End 

none Score 

1479. .1549, 1671. .1721 



OJ990708_08. 9922. C10 

1736 
GENSCAN 
1721 
.85 



Seq. ID 

Strand 

.'■..End...::;-/.: 



35161 
72610 

-■477.8 "... .. _ 

... OJ9.90708_08 ..9922-. CLL...o.2.,np 

4778 • • 

6630699 

4778. .5050, 5842. .5926 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990708JD8. 9922. Cll 

+ 

592-£.,:,. 

Me.thod, - -AAT./NAE.^.... 
End 5926 
Score 120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35161 
72611 
469 

OJ990708_08 . 9922 . Cll . ol . gs 
469 
none 

469. .885, 961. .1092, 1211. .1324, 2545. .2611, 2696 
2918. .3133, 4059. .5138 



Seq. ID OJ990708_08. 9922. Cll 
Strand 

End 5138 

Method GENSCAN 

End 5138 

Score .86 

2829, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35161 
72611 
469 

OJ990708_08 . 9922 . Cll . ol . np 
• 469 

6958204 



Seq. ID OJ990708JD8. 9922. Cll 
Strand 

End 5138 
Method AAT/NAP 
End . 4 951 . 
Score 2503 

469. .885, 961. .1092, 1211. .1324, 2024. .2141, 2388. .2446, 
2545. .2611, 2699. .2829, 2918. .3133, 4059. .4535, 4590. .4951 
(AF091838) single-subunit RNA polymerase G [Triticum aestivum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708 08. 9922. Cll 



35161 
72612 
5622 

OJ990708JD8 . 9922 . Cll . ol . gp 
5622 

35458_1.R1084 
5622. .5652, 5697. .5796 

' 3868853/dbj (BAA34247 | 1.0e-21 (AB013853) GPI-anchored protein 



5796 
AAT/GAP 
5796 
128 



35020 



[Vigna radiata] 1 



Seq. No. 


35161 






Seq. ID 


OJ990708_08.9922.C11 


Gene No . 


72613 






Strand 




Start 


5832 






End 


7781 


Name 


OJ990708 08 


.9922.Cll.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


469 






End 


4455 


GI 


none 






Score 


454 


Exons 


469. .888, 479. .886, 508. 


. 888, 


958. .1092, 964. .1083, 1208. .1 




2024. .2140, 


2025. .2141, 


2361 . 


.2447, 2387. .2446, 2540. .2617, 




2545. .2595, 


2701. .2829, 


2702 . 


.2830, 2915.. 3070, 2916.. 3026, 




4057. .4122, 


4122. .4448, 


4129. 


.4188, 4264. .4455 


Seq. No. 


35161 






Seq. ID 


OJ990708_08.9922.C11 


Gene No. 


72613 






Strand 




Start 


5832 






End 


7781 


Name 


OJ990708 08 


.9922.Cll.o2. 


tm 


Method 


TBLASTX :Maize 


Start 


470 






End 


598 


GI 


none 






Score 


197 


Exons 


470. .592, 473. .598, 475. 


.597 








_,.,3'5.1.6J 







,Seq._m.- 




Gene. -No-..,. 


w . -J£2_6.1 3 ...^ 




.... - 


-, Strand ~ 




Start ' 


■ 5832 ■ 






" End-' 


• 7781 • 


Name 


.. OJ990708 08 


.9922.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


591 






End 


868 


GI 


none 






Score 


116 


Exons 


591. .866, 591. .866, 592. 


.867, 


593. .868 




Seq. No. 


35161 






Seq. ID 


OJ990708_08.9922.C11 


Gene No. 


72613 






Strand 




Start 


5832 






End 


7781 


Name 


OJ990708 08 


.9922.Cll.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


972 






End 


1239 


GI 


none 






Score 


103 


Exons 


972. .1088, 


973. .1080, 973. .1092, 1208. 


.1237, 1209. .1238, 




1210. . 1239 










Seq. No. 


35161 






Seq. ID 


OJ990708_08.9922.C11 


Gene No. 


72613 






Strand 




Start 


5832 






End 


7781 


Name 


OJ990708 08 


.9922.Cll.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


2044 






End 


2779 


GI 


none 






Score . 


14 9 


Exons 


'2044. .2139, 


2045. ".2140, 


2046'. 


.2141, 2366. .2446, 2392. .2451, 




2393. .2452, 


2544. .2624, 


2545. 


.2595, 2693. .2779, 2695. .2778 


Seq. No. 


35161 






Seq. ID 


OJ990708_08.9922.C11 


Gene No. 


72613 






Strand 




Start 


5832 






End 


7781 


Name 


OJ990708 08 


.9922.Cll.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


4087 






End 


4440 


GI 


none 






Score 


70 


Exons 


4087. .4119, 


4107. .4187, 


4108. 


.4188, 4194. .4439, 4206. .4349, 




4228. .4440 










Seq. No. 


35161 






Seq. ID 


OJ990708_08 . 9922 . Cll 



35021 




Gene No. 


72613 


Strand 






Start 


COT! 

oooz 


End 


7781 




Name 


OJ990708 08 . 9922 . CI 1 . o2 . gs 


Method 


GENSCAN 




Start 


c o o a 

5832 


End 


7425 




GI 


none - 


Score 


.84 




Exons 


5832. .5996, 6148.. 6433, 6814 


..6904, 7368. .7425 




Seq. No. 


35161 


Seq. ID 


OJ990708 


AO A A A A fy 1 1 

_08 . 9922 . Cll 


Gene No .. 


72613 


Strand 






Start 


5832 


End 


7781 




Name 


OJ990708 08.9922.Cll.o2.gp 


Method 


AAT/GAP 




Start 


6566 


End 


7781 




GI 


4138298 


Score 


232 




Exons 


6566.. 6593, 7648.. 7781 








GI Descrip. 


4138299/emb|CAA75509| 4.0e-97 (Y15219) 


transcriptional activator 




[Oryza sativa subsp. indica] 








Seq. No. 


35162 


Seq. ID 


OJ990708 


_08. 9922.C12 


Gene No. 


72614 


Strand 


+ 




Start 


738 


End 


5021 




Name 


OJ9907 08 08 . 9922 . CI 2 . ol . gs 


Method 


GENSCAN 




_S.tari. „-..„„.. 


,..aaa-_ ...V-l 


_£nd „ 


.502.1 








— jScor.e.. - 






Exons ' ' 


738.. 854, 1153. . 1264-, 1357.. 


1447, 1573 


. .1747, 4935. .5021 


Seq. No. 


35162 


Seq. ID 


OJ990708 


_08.9922.C12 


Gene No. 


72614 


Strand 


+ 




Start 


738 


End 


5021 




Name 


OJ990708 08.9922.C12.o2.np 


Method 


AAT/NAP 




Start 


4245 


End 


4854 




GI 


3243136 


Score 


139 




Exons 


4245. .4487, 4757. .4854 








GI Descrip. 


(AF047702) fragile histidine 


triad protein [Mus 


musculus ] 


Seq. No. 


35162 


Seq. ID 


OJ990708 


_08.9922.C12 


Gene No. 


72615 


Strand 






Start 


606 


End 


5742 




Name 


OJ990708 08.9922.C12.ol.np 


Method 


AAT/NAP 




Start 


606 


End 


5742 




GI 


5295955 


Score 


403 




Exons 


606. .1180, 1220. .1605, 1686. 


.1759, 2441. .2554, 


3101. . 3169, 




5613. .5742 








GI Descrip. 


(AB026295) Similar, to Epstein-Barr virus (EBV) 


genome . ( V01555) 




[Oryza sativa] 








Seq. No. 


35162 


Seq. ID 


OJ990708 


_08.9922.C12 


Gene No. 


72615 


Strand 






Start 


606 


End 


5742 




Name 


OJ990708 08.9922.C12.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4342 


End 


5029 






none 


Score 


90 




Exons 


4342. .4401, 4343. .4402, 4344 


. .4403, 4344. .4403, 


4405. .4470, 




4405. .4482, 4406. .4483, 4407 


. . 4487, 4746. .4811, 


4748. .4819, 




4748. .4810, 4756. .4839, 4806 


..4853, 4807. .4857, 


4814 . .4861, 




4814. .4861, 4935. .5009, 4935 


..5006, 5006. .5029 




Seq. No. 


35163 


Seq. ID 


OJ990708 


_08. 9922.C13 



35022 



Gene No. 72616 Strand + 

Start 87 End 4980 

Name OJ990708_08 . 9922 . C13 . ol . gs Method GENSCAN 

Start 87 End 4980 

GI none Score .7 

Exons 87. .199, 2394. .2422, 3024. .3122, 3930. .4096, 4759. .4980 

Seq. No. 35163 Seq. ID OJ990708_08 . 9922 . C13 

Gene No. 72617 Strand + 

Start 5283 End 9373 

Name OJ990708_08 . 9922 . C13 . o2 . gs Method GENSCAN 

Start 5283 End 9373 

GI none Score .58 

Exons 5283. .5744, 5759. .5859, 5933. .6327, 6706. .7149, 7250. .7303, 
7451. .7669, 7880. .7994, 8025. .8232, 8244. .8347, 8408. .8502, 
8751. .9373 

Seq. No. 35163 Seq. ID OJ990708_08 . 9922 . C13 

Gene No. 72618 Strand + 

Start 10292 End 11967 

Name OJ990708_08 . 9922 . C13 . o3 . gs Method GENSCAN 

SJtarJt •., „.1.02.92„ ,„_• „ _En£L_ ;113.6J„_-. . 

GI- .none., ,,^.^.core — .7-4..-.-. — 

Exons * ■ 10292. .10379," 10888. .11066, llf03:. 11153, 11677. .11967 • 

Seq. No. 35163 Seq. ID OJ990708_08 . 9922 . C13 

Gene No. 72619 Strand 

Start 12979 End 13092 

Name OJ990708_08 . 9922 . C13 . o4 . gs Method GENSCAN 

Start 12979 End 13092 

GI none Score .49 

Exons 12979. . 13092 

Seq. No. 35164 Seq. ID OJ990708_08 . 9922 . C14 

Gene No. 72620 Strand + 

Start 104 End 5275' 

Name OJ990708_08 . 9922 . C14 . ol . gs Method GENSCAN 

Start 104 End 5275 

GI none Score .46 

Exons 104. .314, 2953. .3085, 3653. .3682, 3985. .4056, 4533. .4641, 
5143. .5275 

Seq. No. 35164 Seq. ID QJ990708_08 . 9922 . C14 

Gene No. 72621 - • Strand - 

Start' 1 End 697 

Name OJ990708__08 . 9922 . C14 . ol . np Method AAT/NAP 

Start 1 End 697 

GI 4680199 Score 147 

Exons 1..176, 463.. 697 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 

Seq. No. 35164 Seq. ID OJ990708_08 . 9922 . C14 

Gene No. 72622 Strand 

Start 4425 End 4913 

Name OJ990708_08 . 9922 . C14 . ol . gp Method AAT/GAP 

Start 4425 End 4913' 

GI none Score 966 




35023 



Exons 


4425. .4913 


Seq. No. 


35165 


Gene No. 


72623 


Start 


868 


Name 


OJ990708_08 


Start 


868 


GI 


uC-osf lcypl 


Exons 


868 . . 938 


GI Descrip. 


1 4581164/gb 




polyprotein 


Seq. No. 


35165 


Gene No. 


72624 


Start 


2353 


Name 


OJ990708 08 


Start 


2353 


GI 


none 


Exons 


2353 . .2739 


Seq. No. 


35165 


Ge,oe_llo;._-. 


.-,.226.25. _ 


Start- ,-. 


- ,,.37,1-8 


Name 


OJ990708_08 


Start 


3718 


GI 


none 


Exons 


3718 . . 3777, 


Seq. No. 


35165 


Gene No. 


72625 


Start 


3718 


Name 


OJ990708_08 


Start 


3755 


GI 


5257262 


Exons 


3755 . . 3837, 


GI Descrip. 


(AP000364 ) 


Seq. No. 


35165 


Gene No. 


72625 


Start 


3718 


Name 


OJ990708 08 


Start 


■ 3866 


GI 


none 


Exons 


3866. . 3952, 


Seq. No. 


35165 


Gene No. 


72625 


Start 


3718 


Name 


OJ990708 08 


Start 


3963 


C T 


none 


Exons 


3963. .4088, 


Seq. No. 


35166 


Gene No. 


72626 


Start 


973 


Name 


OJ990708 08 



Seq. ID OJ990708_08.9922.C15 

Strand + 

End 938 

Method AAT/GAP 

End 938 

Score 84 



Seq. ID OJ990708_08.9922.C15 

Strand + 

End 2739 

Method GENSCAN 

End 2739 

Score .95 



Seq. ID OJ990708_08.9922.C15 

_J^.ti:aacL^.--„.^ 

''.^..End. (l L.„ ...^...5336^._ w ;..-- -....^^ - 

Method GENSCAN ' — • 

End 4180 

Score .59 



Seq. ID OJ990708_08.9922.C15 
Strand 

End 5336 

Method AAT/NAP 

End 5336 

Score 156 



Seq. ID OJ990708_08.9922.C15 
Strand 

End ■ 5336 

22.C15.ol.tm Method TBLASTX : Maize 
-End 4165 
Score 64 

3866. .3952, 3867. .3974, 3954. .4088, 3968. .412.3, 4127. .4165 

Seq. ID OJ990708_08.9922.C15 
Strand 

End 5336 

22.C15.ol.tw Method TBLASTX : Wheat 

End 4264 

Score 108 

3963. .4088, 3968. .4252, 3981. .4253, 4146. .4232, 4175. .4264 

Seq. ID OJ990708_08.9922.C16 
Strand 

End 6907 

22.C16.ol.gs Method GENSCAN 



35024 



Start 


973 




GI 


none 




Exons 


973. .1196, 1506. .1575, 1828 


Seq. No. 


35166 




Gene No. 


72626 




Start 


973 




Name 


OJ990708 08.9922.C16 


.ol.gp 


Start 


1149 




GI 


2428514 




Exons 


1149. . 1196, 1828. .2195 


Seq. No. 


35167 




Gene No. 


72627 




Start 


497 




Name 


OJ990708 08.9922.C17 


. ol . gs 


Start 


497 




GI 


none 




Exons 


497. .716, 2246. .2555 


, 3087. 




4454. .4605, 4906. .5043, 505' 




5929. .6339, 7242. .7462 


- 

..ae.q.-.,No."...,.^...~ 


.. 3.5-167,: 




Gene No. ' 


'72628 




Start 


12942 




Name 


OJ990708 08.9922.C17 


. o3 . np 


Start 


12942 




GI 


629693 




Exons 


12942. .14057, 14673. 


.14717 


GI Descrip. 


probable integrase - 


common 




gi | 530742 | emb | CAA56791 | (X8i 


Seq. No. 


35167 




Gene No. 


72628 




Start 


12942 




Name 


OJ990708 08.9922.C17 


. o3 . gs 


Start 


13204 




GI 


none 




Exons 


13204. .13918, 14588. 


.14705, 


Seq. No. 


35167 




Gene No. 


72629 




Start 


1 




Name 


OJ990708 08.9922.C17 


. o5.np 


Start 


1 ' 




GI 


5852175 




Exons 


1..47, 10668. .10819, 


11364 . 




17991. .18047, 18544. 


.18611 


GI Descrip. 


(AL117265) zhb0005.1 


[Oryza 


Seq. No. 


35167 




Gene No. 


72629 




Start 


1 




Name 


OJ990708 08.9922.C17 


.ol. tw 


Start 


4542 




GI 


none 




Exons 


4542. .4949, 4550. .4951, 455' 



End 
Score 



6907 
.45 



Seq. ID OJ990708_08. 9922.C16 
Strand 

End 6907 

Method AAT/GAP 

End 2195 

Score 787 



Seq. ID OJ990708__08. 9922.C17 

Strand + 

End 7462 

Method GENSCAN 

End 7462 

Score .45 



Seq..,.. ID. .OJ.9 9.0.7-0,8.^0 8 ,..9 92 2^01.7 

Strand ' + 

End 18549 

Method AAT/NAP 

End 14717 

Score 523 



Seq. ID OJ990708_08. 9922.C17 

Strand + 

End 18549 

Method GENSCAN 

End 18549 

Score .41 



Seq. ID OJ990708_08.9922.C17 
Strand 

End 18611 

Method AAT/NAP 

End 18611 

Score 148 



Seq. ID OJ990708_08. 9922.C17 
Strand 

End 18611 

Method TBLASTX : Wheat 

End 4951 

Score 582 



35025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

..Start : 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3.5167 
72629 
1 

OJ990708_08, 

4602 

none 

4602. .4817, 

35167 
72629 
1 

OJ990708_08. 

4818 

none 

4818. .5276, 



9922.C17.o2.tm 



4604. .4816, 4605. 



9922.C17 .ol.tm 



4823. .4912, 4967. 



Seq. ID OJ990708_08.9922.C17 
Strand 

18611 

TBLASTX: Maize 
4817 
307 



End 

Method 

End 
• Score 
.4817 



Seq. ID OJ990708_08.9922.C17 
Strand 

18611 

TBLASTX: Maize 
5276 
561 



End 

Method 
End 
Score 
.5275 



35167 
72629 
1 

OJ990708_08. 9922.C17.o2.ts 

,4 9.65.. _ - . .... - - 

none-.,. .. ; ., . 

■4965. : . 5246, - 5000. .5257, 5246. .5431, 5287'. .5433 



Seq. ID OJ990708_08.9922.C17 
Strand 

18611 

TBLASTX: Soybean 

5,433 , „ 

1.8 9 - c -..„ 



End 

Method 
End.... ; „ 
..Score..... 



35167 
72629 
1 

OJ990708_08, 

5993 

none 

5993. .6205, 

35167 • 

72629 

1 

OJ990708_08, 

6017 

none 

6017. .6190, 

35167 
72629 
1 - 

OJ990708_08. 

7759 

none 

77*59. .7884, 
8074. .8172 



9922.C17.o3.ts 



5994. .6299, 6420. 



9922.C17.o3.tm 



6018. .6293 



9922.C17.ol.ts 



Seq. ID OJ990708_08.9922.C17 
Strand 

End 18611 

Method TBLASTX : Soybean 

End 16087 

Score 213 

.6530, 15950. .16087, 15956.. 16087 

Seq. ID OJ990708_08.9922.C17 
Strand 

End 18611 

Method TBLASTX : Mai ze 

End 6293 

Score 209 



Seq. ID OJ990708_08.9922.C17 
Strand 

End ' 18611 

Method TBLASTX : Soybean 

End 8176 

Score 128 



7760. .7870, 7760. .7897, 7934. .81-76, 7945. .8019, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35167 
72629 
1 

OJ990708_08. 

7805 

none 

7805. .7870, 



9922.C17 .o4 . tw 



Seq. ID OJ990708_08.9922.C17 
Strand 

End 18611 

Method TBLASTX : Wheat 

End 8239 

Score 60 



7948. .8022, 7949. .8239, 8074. .8154 



35026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35167 
72629 
1 

OJ990708_08. 9922.C17.o2.gs 

8382 

none 



Seq. ID OJ990708J38. 9922.C17 
Strand 

End 18611 

Method GENSCAN 

End 12414 

Score .51 



8382. .8506, 8918. .9118, 9449. .9539, 10110 .. 10253, 10370 104 62 , 
11198 .. 1134 8, 11777. .11858, 12165. .12414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

..G.ejie_Np , _ 
.,Star£ ...-,» 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35167 
72629 
1 

OJ9907 08_08. 9922.C17.o2.np 

8385 

6815052 



Seq. ID OJ990708_08.9922.C17 
Strand 

End 18611 

Method AAT/NAP 

End 12414 

Score 829 



8385. .8507, 8787. .8856, 8938. .9370, 9419. .9499, 10315 .. 104 62 , 
11330. .11428, 11738. .118 90, 12139 .. 12 187 , 12269. .12414 
(AP001080) hypothetical protein [Oryza sativa] 



35167 

72.629. . ■ „ 

OJ990708JD8 . 9922 .C17 *"o4 ."np 

12518 

4467124 



Seq. ID OJ990708_08 . 9922.C17 

_.S.tr-and _-„.. „ 

? .~End ,1 8j61 1- ,. .....-« 

Method AAT/NAP 

End 16519 

Score 285 



12518. .12552, 15478. .15615, 15947. .16519 

(AL035538) hypothetical protein [Arabidopsis thaliana] 



35167 
72629 
1 

OJ990708_08. 9922.C17 .o5.ts 

13162 

none 

13162. .13473, 13179. .13373 



Seq. ID OJ990708_08.9922.C17 
Strand 

End 18611 

Method TBLASTX : Soybean 

End 13473 

Score 191 



Seq. No. 35167 

Gene No. 72629 

Start 1 

Name OJ9907 08_08 . 9922 . C17 . o3 . tw 

Start 13233 

GI none 

Exons 13233. .13409, 13234. .13644 



Seq. ID OJ990708_08 . 9922.C17 
Strand 

End 18611 

Method TBLASTX : Wheat 

End 13644 

Score 179 



Seq. No. 35167 

Gene No. 72629 

Start 1 

Name OJ9907 08_08 . 9922 . C17 . o4 . ts 

Start 13816 

GI none 
Exons 



Seq. ID OJ990708_08.9922.C17 
Strand 

End 18611 

Method TBLASTX-: Soybean 

End 14060 

Score 191 



13816. .13983, 13830. .13946, 13986. .14060 



Seq. No. 35167 

Gene No. 72629 

Start 1 

Name OJ990708 08 . 9922 . C17 . o2 . tw 



Seq. ID OJ990708_08. 9922.C17 
Strand 

End 18611 

Method TBLASTX : Wheat 



35027 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15980 
none 

15980. . 16255, 15980. 



End 16300 
Score 151 



,16300 



OJ990708 08.9922.C17 



35167 Seq. ID 

72629 Strand 
1 End 18611 

OJ990708_08 . 9922 . C17 . ol . gp Method AAT/GAP 
16537 End 18611 

61605_1.R1084 Score 628 

16537. .16809, 17 942. .18022, 18536. .18 611 
'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



35168 
72630 
105 

OJ990708_08. 9922.C18.ol. 

105 

none 

105... 640 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_ 
+ 

640 

GENSCAN 

640 

.48 



08.9922.C18 



\ 



..Seq .....No,.-. 35.i-6.8 s . ~ - 

Gene No. " '72631 ' 

Start 1057 

Name OJ990708_08 . 9922 . C18 . o2 . gs 

Start 1057 

GI none 

Exons 1057.. 1701 



.Seq... .ID. .-OJ93.O1Q8-.0B.. 9922 : xa8- 
Strand - 
End 1701 
Method GENSCAN 
End 1701 
Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



35168 Seq. ID 

72632 Strand 
2269 End 
OJ990708_08. 9922.C18.o3.gs Method 
2269 End 
none Score 
2269.. 2595, 2647.. 2928, 3060.. 3182 

35169 Seq. ID 

72633 Strand 
221 End 
OJ9907 08_08. 9922.C19.ol . gs Method 
221 End 
none Score 
221. . 635, 672*. .'2088 



OJ990708_08.9922.C18 

3182 
GENSCAN 
3182 
.72 



OJ990708_08.9922.C19 
+ 

3207 

GENSCAN - 

2088 

.71 



Seq. No. 35169 

Gene No. 72633 

Start 221 

Name OJ9907 08_08 . 9922 . C19 . ol . np 

Start 257 

GI 3645898 

Exons 257.. 1188, 1219.. 1692, 1778 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1992 

(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



OJ990708_08.9922.C19 
+ 

3207 
AAT/NAP 
1992 
600 



Seq. No. 



35169 



Seq. ID OJ990708_08.9922.C19 



35028 




Gene No. 


72633 


Strand 


+ 






Start 


221 


End 


3207 






Name 


OJ990708 08. 9922.C19.o2.np 


Method 


7\7\m /\T7\ n 

AAT/NAP 






Start 


1253 


End 


3207 






GI 


4680186 


Score 


229 






Exons 


1253. .1306, 2998. .3207 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


35169 


Seq. ID 


OJ990708 


_08.9922 


.C19 


Gene No. 


72634 


Strand 


- 






Start 


2281 


End 


3135 






Name 


OJ990708 08.9922.C19.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


286 


End 


714 






GI 


none 


Score 


259 






Exons 


286. .714, 319. .414, 321. .419 










Seq. No. 


35169 


Seq. ID 


OJ990708 


_08.9922 


.C19 


Gene No. 


72634 


Strand 








Start 


2281 


End 


3135 






Name 


OJ990708 08. 9922.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


316 


End 


762 






GI. . . 


none , 


Score . 


7 3 




- - 


.Exons. - ~ , 


31j6„ .,423^ 4 27 ._7.62 










Seq. No. 


35169 


Seq. ID 


OJ990708 


_08.9922 


.C19 


Gene No. 


72634 


Strand 


— 






Start 


2281 


End 


3135 






Name 


OJ990708 08.9922.C19.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


472 


End 


873 






GI 


none 


Score 


213 






Exons 


472. .873, 613. .723 










Seq. No. 


35169 


Seq. ID 


OJ990708 


_08. 9922 


.C19 


Gene No. 


72634 


Strand 








Start 


2281 


End 


3135 






Name 


OJ990708 08. 9922.C19.o2.gs 


Method 


GENSCAN 






Start 


2281 


End 


3030 






GI 


none 


Score 


.52 






Exons 


2281. .2309, 2880. .3030 










Seq. No. 


35169 


Seq. ID 


OJ990708 


_08. 9922 


.C19 


Gene No. 


72634 


Strand 








Start 


2281 


End 


3135 






Name 


OJ990708 08. 9922.C19.ol.gp ' 


Method 


AAT/GAP 






Start 


2752 


End 


3135 






GI 


uC-osflcyp033a04bl 


Score 


669 






Exons 


2752. .3135 










GI Descrip. 


, 60168 45/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


35170 


Seq. ID 


OJ990708 


_08.9922 


C20 


Gene No. 


72635 


Strand 








Start 


1 


End 


1258 






Name 


OJ990708 08. 9922.C20.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1258 






GI 


4680199 


Score 


81 






Exons 


1..70, 1129. .1258 











35029 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


35170 


Seq. ID 


OJ990708 08.9922.C20 


Gene No. 


72635 


Strand 




Start 


1 


End 


1258 


Name 


OJ990708 08.9922.C20.ol.gs 


Method 


GENSCAN 


Start 


44 


End 


1083 


GI 


none 


Score 


.73 


Exons 


44 . . 248, 484. . 1083 






Seq. No. 


35171 


Seq. ID 


OJ990708_06.9919.C1 


Gene No. 


72636 


Strand 




Start 


1 


End 


838 


Name 


OJ990708 06. 9919 . CI . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


838 


GI 


119110 


Score 


116 


Exons 


1..42, 360. .838 






GI Descrip. 


EBNA-1 NUCLEAR PROTEIN gi | 73987 | pir | | QQBE31 probable nuclear 




antigen - human herpesvirus 


4 (strain 


B95-8) 




gi | 1334 880 | emb | CAA24 8 16 . 1 1 


(V01555) BKRF1 encodes EBNA-1 




protein, latent cycle gene. 


[Human herpesvirus 4] 


.Seq-..,. No,,. . .... 




,.. ^ : S : eq., .;ID. . 


OJ 9.9 0.7 0 8.^ 0,6. . ; 9 9:1.9.. C.l : .i 


Gene No. 


7*2636 - 


Strand 




Start 


1 


End 


838 


Name 


OJ990708_06. 9919.Cl.ol. gs 


Method 


GENSCAN 


Start 


466 


End 


551 


GI 


none 


Score 


.88 


Exons 


466. .551 






Seq. No. 


35172 


Seq. ID 


OJ990708_06.9919.C2 


Gene No. 


72637 


Strand 


+ 


Start 


1 


End 


11116 


Name . 


OJ990708 06.9919.C2.o4 .np 


Method 


AAT/NAP 


Start 


1 


End 


11116 


GI 


4680183 


Score 


181 


Exons 


1..257, 10347. . 10417, 11027 


. . 11116 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


35172 


Seq. ID 


OJ990708_06. 9919.C2 


Gene No. 


72637 


Strand 


+ 


Start 


1 ■ * 


' End 


11116 


Name 


OJ990708 06. 9919 . C2 . o2 . gs 


Method 


GENSCAN 


Start 


9196 .■ . 


End . 


9606 ' 


GI 


none 


Score 


.43 


Exons 


9196. . 9606 






Seq. No. 


35172 


Seq. ID 


OJ990708_06. 9919.C2 


Gene No. 


72638 


Strand 




Start 


1 


End 


10319 


Name 


OJ990708 06.9919.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5229 


GI 


6056374 


Score 


691 


Exons 


1..597, 681. .742, 881. .925, 


997. . 1062, 


1159. .1224, 1315. . 138 




1573. .1716, 1772. .1878, 2377. .2443, 2520. .2596, 2707. .2778, 




4461. .4562, 4606. .4680, 4869. .4940, 5020. .5229 


GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases [Arabidopsis 



35030 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..'.Gene No.. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start '* 

GI. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



35172 Seq. ID 

72638 Strand 
1 End 
OJ990708_06. 9919 . C2 . o2 . np Method 
3605 End 
5734705 Score 
3605.. 3758, 5649.. 5961, 9161.. 9293, 10255 .. 10319 
(AC008075) F24J5.4 [Arabidopsis thaliana] 

gi|6524187|gb|AAF15072.1|AC011914JLV (AC011914) hypothetical 
protein [Arabidopsis thaliana] 



OJ9907 08_06. 9919.C2 

10319 
AAT/NAP 
10.319 
1#9 



35172 seq. ID 

72639 Strand 

10690 End 

OJ990708_06 . 9919 . C2 . ol'. tm Method 

256 End 

none Score 

256. .399, 256. .387, 257. .487, 258. .488 



OJ990708_06.9919.C2 
11126 

TBLASTX: Maize 

488 

69 



35172 

72639 ..... . ... , . 

10690 

OJ990708_06. 9919 . C2 .o2 . tm 

491 

none 



491. .592, 544. .591, 671. .748, 682. .750 



Seq. ID OJ9.907Q8_06. 9919.C2 
S-trand ...... - . .. ... ....... . .. . ..... 

End • 11126 

Method TBLASTX: Maize 
End 750 
Score 57 



35172 
72639 
10690 

OJ990708_06. 9919 . C2 . o3 . gs 

10690 

none 

10690. .10870, 11062.. 11126 

35173 
72640 
1 

OJ990708_06. 991 9 . C3 . o3 . np 
1 

4680183 



ySeq. ID OJ990708JD6. 9919.C2 
/ Strand 

' End 11126 

Method* GENSCAN 

End,' 11126 

Score - ' .8 



Seq. ID OJ990708_06. 9919.C3 

•Strand + 

End 5578 

Method AAT/NAP 

End 5578 . 

Score 17.8 



1..124, 4822. ..4892, 5489.. 5578 
(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



35173 
72641 
■;5707 

OJ990708J36. 9919 . C3 . o4 . np 

5707 

6466937 



Seq. ID OJ990708_06. 9919.C3 

Strand + 

End 19272 

Method AAT/NAP 

End 15944 

Score 2063 



5707.15772, 9135.. 12006, 14880.. 15944 
(AC011621) putative retroelement pol polyprotein [Arabidopsis' 
thaliana] 

35173 Seq. ID OJ990708_06. 9919.C3 

35031 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



72641 Strand + 

5707 End 19272 

OJ990708_06.9919.C3.o2.gs Method GENS CAN 

9075 End 19272 

none Score .46 

9075. .9841, 10040. .10197, 1024 5 .. 10615, 10931 1 124 6, 

12917. .13158, 14053. .14152, 15537 .. 15711 , 17788 .. 177 95, 

18066. .18269, 19064.. 19272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 
72642 
27107 

OJ990708_06.9919.C3.o4 . gs 
27107 



End 

Method 
End 

none Score 
27107. .27209, 27710 .. 27832 , 2807 6 28159, 28938 .. 294 93, 
29524 . .29766, 30257 .. 30290 , 30624 30856, 30978 31181, 
31926. .32192, 33139 3327 6, 34486.. 34558 



Seq. ID OJ990708_06. 9919.C3 
Strand + 

34558 
GENSCAN 
34558 
.46 



Seq. No. 35173 Seq. ID OJ990708_06 . 9919 . C3 

Gene No. 72642 Strand + 

Start 27107 .. .'.'End''.. 34 5.58 ". 

Name. .. OJ9907 0.8_0.-6 ...9:9.19.. C3 .o4.. g.p„ . ...Method AAT-/GA.P. , .... ....... 

Start 33304 End ' 33418 

GI LIB3477-003-P1-K1-E9 Score 120 

Exons 33304.. 33418 

GI Descrip. ' 24 98586/sp j Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 35173 Seq. ID 

Gene No. 72643 Strand 

Start 40191 End 

Name OJ990708_06 . 9919 . C3 . o7 . gs Method 

Start 40191 End 

GI none Score 

Exons . 40191.. 40415 



OJ990708_06. 9919.C3 
+ 

40415 
GENSCAN 
40415 
.92 



Seq. No. 


35173 




Seq. ID 


OJ990708_06 


. 9919. C3 


Gene No. 


72644 




Strand 


+ 




Start 


47966 




End" 


52835 




Name . 


OJ990708 06. 9919.C3.o8 . 


np 


Method ' 


AAT/NAP , 




Start 


4.7966 




End 


52835 




GI 


. 4539660 - 




Score 


.3103 




Exons 


47966. .47985, 50021. .52835 








GI Descrip. 


(AF061282) polyprotein 


[Sorgh 


urn bicolor] 




Seq. No. 


35173 




Seq. ID 


OJ990708_06. 


9919. C3 


Gene No. 


72645 




Strand 






Start 


286 




End 


8121 




Name 


OJ990708 06.9919.C3.ol. 


gs 


Method 


GENSCAN 




Start 


286 




End 


8121 




GI 


none 




Score 


.77 • 




Exons 


286. .2387, 2481. .3416, 


3722. . 


4154, 5938 


..6010, 652€ 


. . 6627, 




6672.. 6763, 6855. .7097, 


7383. 


.7432, 7840. .8004, 8059. .8121 


Seq. No. 


35173 




Seq. ID 


OJ990708_06. 


9919. C3 



35032 



Gene No. 


72645 


Strand 




Start 


286 


End 


8121 


Name 


OJyyu/Uo Ub . yy l y . c o . oi . np 


Method 


AAT/NAP 


Start 


28 9 


End 


5854 


GI 


4 68017 9 


Score 


6039 


Exons 


289.-3943, 5797. .5854 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


35173 


Seq. ID 


OJ990708_06. 9919.C3 


Gene No. 


72646 


Strand 




btart 


8330 


End 


8897 


Name 


OJ990708 06.9919.C3.ol.gp 


Method 


AAT/GAP 


Start 


8330 


End 


8897 


GI 


4879016 


Score 


835 


Exons 


8330. .8897 






GI Descrip. 


604 1757 /gb| AC011806. 1 IAC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strai 


n, Complete Sequence, 




complete sequence 






Seq. No. 


35173 


Seq. ID 


OJ990708_06. 9919.C3 


Gene No. 


72647 


Strand 




.Start... : . .. 


".19953...... . 


. .End"..'. . .. 


'..22214 


.Name-. - 


.- yj y yu / uo .,ud ..yy xy .lj.oj. gs-..._ 


.Method-. 


GENS CAN ". 


Start 


' 19953 


' End 


22214 


GI 


none 


Score 


.57 


Exons 


19953. .19990, 20714 .. 20891 , 2 


1690. .222 


14 


Seq. No. 


35173 


Seq. ID 


OJ990708_06. 9919.C3 


Gene No. 


72648 


Strand 




btart 


27891 


End 


29773 


Name 


OJ990708 06. 9919 . C3 . o5 . np 


Method 


AAT/NAP 


Start 


27891 


End 


29773 


GI 


6063554 


Score 


157 


Exons 


27891. .28065, 2 9206 2 9432 , 2 


9545. .29773 


GI Descrip. 


(AP000615) ESTs AU075609 (C633 


44) ,C71850(E04 64) ,098 611 (E04 64 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


35173 


Seq. ID 


OJ990708_06. 9919.C3 


Gene No . 


72648 


Strand 




Start 


27891 


End 


29773 


Name 


OJ990708 06. 9919.C3.o3.gp ■ 


Method 


AAT/GAP 


Start 


28051 


End 


28482 


GI 


.2428185 


Score 


713 # 


Exons 


28051. .28482 






GI Descrip. 


585"217 0/emb|AL1172 65. 1 IOST178 


04 1.0e-l 


77 Oryza sativa 



indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 Seq. ID 

72649 Strand 

35773 End 

OJ990708_06. 9919 . C3 . o5 . gs Method 

35773 End 

none Score 
35773. .36042 



OJ990708_06. 9919.C3 

36042 
GENSCAN 
36042 
.99 



Seq. No. 



35173 



Seq. ID OJ990708_06. 9919.C3 



35033 




Gene No. 


72650 




Strand 




Start 


36241 




End 


37513 


Name 


OJ990708 06. 9919. C3 


06 . gs 


Method 


GENSCAN 


Start 


36241 




End 


37513 


GI 


none 




Score 


.56 


Exons 


3624 1 .. 36627, 37104 


.37316, 


37424 . .37513 


Seq. No. 


35173 




Seq. ID 


OJ990708_06. 9919 


Gene No. 


72651 




Strand 




Start 


41694 




End 


52835 


Name 


OJ990708 06. 9919. C3. 


06 . tw 


Method 


TBLASTX: Wheat 


Start 


299 




End 


31157 


GI 


none 




Score 


36 


Exons 


299 . . 352, 334 . . 666, 


458 . . 57' 


%, 559.-639, 15465. . 15542, 




31053 . . 31157 








Seq. No. 


35173 




Seq. ID 


OJ990708_06. 9919 


Gene No. 


72651 




Strand 




Start 


41694 




End 


52835 


Name 


OJ990708 06. 9919. C3. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


331 . .. 




End 


15961 


.GIL', ./ 


.;_n.one,. . , ; . 




Score . 


..39 


Exons 


.a31....4 7 7.,. .1524.8,... 15265, .1.530.6 .,. 155.90 


1532.6.. .1.5388^ . . 




15425. .15562, 15652. 


.15720, 


15729. .1584 5, 15753. .15836, 




15899. .15961, 15906. 


.15956 






Seq. No. 


35173 




Seq. ID 


OJ990708_06.9919 


Gene No. 


72651 




Strand 




Start 


41694 




End 


52835 


Name 


OJ990708 06. 9919. C3. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


514 




End 


52833 


GI 


none 




Score 


234 


Exons 


514. .954, 539. .952, 


952. .1110, 959. .1105, 15044 15211, 




15206. . 15244, 52624. 


.52779, 


52632. .52778, 527 83 .. 52833, 




52785. .52832 








Seq. No. 


35173 




Seq. ID 


OJ990708_06.9919 


Gene No. 


72651 




Strand 




Start 


41694 




End 


52835 


Name 


OJ990708 06. 9919. C3. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


667 




End 


52835 


GI 


none 




Score 


361 


Exons 


667. .1293, 668. .1291 


, 14880. 


.14984, 14996. . 15256, 42024 




.. 52444 ...52833, 52500 : . 


.52835 . 






Seq. No. 


35173 




Seq. ID 


OJ990708 06.9919 


Gene No. 


72651 




Strand 




Start 


41694 




End 


52835 


Name 


OJ990708 06. 9919. C3. 


o5 . ts 


Method 


TBLASTX: Soybean 


Start 


1090 




End 


42671 


GI 


none 




Score 


86 


Exons 


1090. .1248, 42276. .42671, 42376. .42570 




Seq - ■ No. 


35173 




Seq. ID 


OJ990708_06. 9919 


Gene No. 


72651 




Strand 




Start 


41694 




End 


52835 


Name 


OJ990708 06. 9919. C3. 


o5 . tm 


Method 


TBLASTX: Maize 



35034 



Start 
GI 

Exons 



1162 End 52572 

none Score 216 

1162. .1452, 1166. .1453, 11836 .. 11952 , 52284 52487, 
52284 . .52571, 52285.. 52572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 

72651 

41694 

OJ990708 

1252 

none 



06. 9919.C3.o3. ts 



Seq. ID OJ990708JD6. 9919.C3 
Strand 

End 52835 

Method TBLASTX : Soybean 

End 52485 

Score 144 



1252. .1512, 1253. .1507, 11797 11949, 11956 .. 12003, 
52230. .52484, 52231 .. 52485, 52282. .52485 



m 
o 

w 

o 

n\ 

o 
%: 

o 

o 



Seq. No. 35173 

Gene No. 72651 

Start 41694 

Name OJ990708JD6 . 9919 . C3 . o2 . tw 

Start 1300 

GI none 

Exons 1300.. 1827, 1301.. 1555, 1333 

. ....... ...42567. . 42„68.6, . 51 901.... .5.2 .4 37., 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_06. 9919.C3 
52835 

TBLASTX: Wheat 

52437 

224 



..1746, 11653. 
51945.. .5.24 36. 



11952, 11820. .11954, 



35173 ' 

72651 

41694 

OJ990708_06. 9919 . C3 . o3 . tm 

1855 

none 

1855. .2166, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_06. 9919.C3 
52835 

TBLASTX :Maize 

51879" 

157 



1862. .2059, 1867. .2220, 1952. .2218, 11135 .. 11365, 



43662. .43895, 51516 .. 51866, 51517 .. 51870, 51517. .51879 



35173 

72651 

41694 

OJ990708 

1867 

none 



06.9919.C3.o4 .tw 



Seq. ID OJ990708_06. 9919.C3 
Strand 

End 52835 

Method TBLASTX : Wheat 

End 51870 

Score 238 



1867. .2214, 1867. .2292, 1949. .2284, 11074 .. Ill 99, 11126 11374 , 
43659. .43787, 51445 .. 51870, 51483 51866, 51508. .51870 



Seq. No. ' 35173 ' ■ ■ - - Seq. ID 

Gene No. 72651 Strand 

Start 41694 End 

Name OJ990708_06 . 9919\"C3 . o7 . ts Method 

Start 2041 End 

GI none Score 
Exons 



OJ990708_06. 9919.C3 

52835 . ; 
TBLASTX: Soybean 
51696 
160 



2041. .2286, 11071. . 11220, 11126 .. 11314 , 4 38 4 5 .. 4 4 033 , 
51451. .51696, 51468. .51695 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 

72651 

41694 

OJ990708 

2293 

none 



06-.9919.C3.o5.tw 



Seq. ID OJ990708_06. 9919.C3 
Strand 

End 52835 

Method TBLASTX : Wheat 

End 51444 

Score 239 



2293. .2595, 2294. .2575, 2493. .2594, 10763 11074 , 10792 .. 11061, 



35035 



43950. .44075, 44 108 44347, 5114 2 .. 514 4 4 , 51144 51428, 
51145. .51438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 



Seq. ID OJ990708_06.9919.C3 



72651 Strand 

41694 End 

OJ990708_06.9919.C3.o2 .tm Method 

2299 End 

none Score 
2299. .2751, 2360. .2539, 10604 10987 , 4 404 6 .. 44501, 
44060. .44503, 50986. .51381 



52835 

TBLASTX: Maize 
51381 
66 



Seq. No. 


35173 


Seq. ID 


OJ990708_06.9919.C3 


Gene No. 


72651 


Strand 




Start 


41694 


End 


52835 


Name 


OJ990708 06.9919.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2307 


End 


51429 


GI 


none 


Score 


161 


Exons 


2307.. 2558, 2308.. 2667, 2309 


..2563, 2659. .2703, 2671. .2703 




10688. .11047, 10792. .11046, 


44 075.. 44401, 51034. .51066, 




51036. .51065, 51070 .. 51429, 


51072. .51107, 51138. .514 28 


Seq.... - JNfo... 


. .J.35.17.3 ^ .. - 


.-.Seq.-.. ID- 


-...0 JS 9 0.7 O.a_06 .. 9 91 9.-C3 


Gene No. 


72651 


Strand 




Start 


41694 


End 


52835 


Name 


OJ990708 06.9919.C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2635 


End 


50967 


GI 


none 


Score 


135 


Exons 


2635. .2757, 2770. .2949, 104 06 .. 10582 , 


10412. .10576, 



44370. .44762, 44370 .. 44702, 4 4372 .. 4 4 77 9 , 50788 50967 , 
50788. .50949 



Seq. No. 35173 

Gene No. 72651 

Start 41694 

Name OJ9907 08_06 . 9919 . C3 . o4 

Start 2755 

GI none 

Exons 2755. . 3159, 



Seq. ID 
Strand 
End 

,tm Method 
End 
Score 

.2986, 10140. . 10211, 
10220. . 10603, 10220. .10492, 10564 .. 10599 , 44525 
50589. .50660, 50716. .50967, 50751. .50909 



OJ990708 06. 9919. C3 



2828, 



52835 

TBLASTX: Maize 
50967 
90 

10207. .10446, 

44749, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



35173 

72651 

41694 

OJ990708- 

2815 

none 



06.9919.C3.o6.ts 



Seq. ID 
Strand-.. 
End 

Method 
End 

Score . 



OJ990708_06. 9919.C3 
52835 

TBLASTX: Soybean 

50922 

112 



2815. .2949, 10406 .. 10540, 44573 .. 44707, 4 4 723 . . 4 4 94 1 , 
50788. .50922 



Seq. No. 35173 Seq. ID 

Gene No. 72651 Strand 

Start 41694 End 

Name OJ990708_06 . 9919 . C3 . o7 . tw Method 

Start 3289 End 

GI none Score 



OJ990708_06.9919.C3 
52835 

TBLASTX: Wheat 

50442 

103 



35036 



Exons 



3289. .3471, 3290. .3445, 3499. .3705, 3557. .3655, 9666. .9749, 
9861. .9926, 50074 50283, 50130 .. 50282 , 50328 .. 5044 1, 
50329. .50442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 
72651 
41694 

OJ990708_06. 9919 . C3 . 08 . tm 

9390 

none 



Seq. ID • OJ990708_06.9919.C3 
Strand 

End 52835 
Method TBLASTX: Maize 
End 10025 
Score 109 



9390, .9512, 9549. .9848, 9930. .10025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 
72651 
41694 

OJ990708_06. 9919 . C3 . 08 . tw 

10586 

none 



Seq. ID OJ990708_06.9919.C3 
Strand 

End 52835 

Method TBLASTX : Wheat 

End 51141 

Score 151 



1058 6. .10753, 10618. .10752, 50967 . . 51 131 , 50971. .51141 



Seq. No. 

.Gene... I^o . 

.Star.t^-,. 

Name 

Start 

GI 

Exons 



35173 

\ 7 2 6.51 ; 

._.,.416S4. — 

■ ■ OJ990708_06. 9919 . C3 . o7 . tm 
11376 
none 



Seq. ID OJ990708_06.9919.C3 

.Stxan.d. _ - ._•„_ 

-End. . _ ; ,5.2835,- .. 

Method TBLASTX: Maize 

End 11751 

Score 120 



1137 6. . 114 8 6, 11377. .11514, 1 1506 .. 11751 , 11634. .11750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 
72651 
41694 

OJ990708_06. 9919.C3.o9. tw 

30356 

none 



Seq. ID OJ990708_06. 9919.C3 
Strand 

End .52835 

Method TBLASTX : Wheat 

End 31703 

Score 57 



30356. .30409, 30393 .. 304 4 3, 314 4 9 .. 317 03, 31525. .31689 



Seq. No. 35173 

Gene No. 72651 

Start 41694 

Name OJ990708_06 . 9919 . C3 . olO . tm 

Start 31401 . . 

GI none 

Exons 31401. .31667, 31504.. 31650 

Seq. No. ' r '55173' ' 

Gene No. 72651 

Start 41694 

Name OJ990708_06 . 9919 . C3 . o9 . ts 

Start 31443 

GI none 

Exons 31443. .31667, 31504.. 31650 



Seq. ID OJ990708_06. 9919.C3 
Strand 

End 52835 

Method TBLASTX : Mai ze 

End 31667 

Score 75 



Seq. ID OJ990708_06-.9919.C3 
Strand 

End 52835 

Method TBLASTX : Soybean 

End 31667 

Score 75 



Seq. No. 35173 

Gene No. 72651 

Start 41694 

Name OJ990708JD6 . 9919 . C3 . oil . tw 

Start 35680 



Seq. ID OJ990708_06.9919.C3 
Strand 

End 52835 

Method TBLASTX : Wheat 

End 45731 



35037 



GI 

Exons 



none 

35680. .35883, 35684, 
45597. .45731 



Score 68 
,35788, 35716. .35871, 35911 36036, 



Seq. No. 35173 

Gene No. 72651 

Start 41694 

Name OJ990708_06 . 9919 . C3 . olO . tw 

Start 36903 

GI none 

Exons 36903. .37244, 36922.. 37194 



Seq. ID OJ990708_06.9919.C3 
Strand 

End 52835 

Method TBLASTX : Wheat 

End 37244 

Score 74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.^ No. 

_Gene_Np ... 

..Start- 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35173 
72651 
41694 

OJ990708_06.9919.C3.ol2.tm 
41676 
none 

41676. .41786, 4 178 4 .. 4 18 52 , 41838. .41915 



Seq. ID OJ990708_06. 9919.C3 
Strand 

52835 

TBLASTX : Maize 
41915 
89 



End 

Method 

End 

Score 



35173 

_7 2.6.51- ^ 

-4X694, .... ......... ....... .... 

OJ990708_06.9919.C3. 

41688 

none 

41688. .41933, 41803. 

35173 
72651 
41694 

OJ990708_06.9919.C3. 

41694 

4544372 

41694. .43522, 43643. 
(AC00692.0) putative 
thaliana] 



Seq. ID OJ9907.08_06.9919.C3 

..... Strands - ....,:.„■ „ ■._ 

., ™,..-£nd . .-52,835..... ,. .... . 

o4.ts Method TBLASTX : Soybean 

End 41933 
Score 98 
.41889, 41868. .41921 

Seq. ID OJ990708_06.9919.C3 
Strand 

End 52835 
o6.np Method AAT/NAP 

End 45066 

Score 1352 
.43970, 44031. .45066 

retroelement pol polyprotein [Arabidopsis 



35173 Seq. ID 

72651 Strand 

41694 End 
OJ990708_06.9919.-C3. oil. tm Method - 

42525 End 
none - Score 
42525. .42803 



OJ990708_06.9919.C3 

52835 

■ TBLASTX :Maize 
42803 
187 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



35173 
72651 
41694 

OJ990708_06.9919.C3.ol2.tw 
43185 
none 

4 3185. .43547, 43312. .43422, 43474 .. 43560 



Seq. ID OJ990708_06. 9919.C3 
Strand 

52835 

TBLASTX: Wheat 
43560 
50 



End 

Method 

End 

Score 



35173 
72651 
41694 



Seq. ID OJ990708_06. 9919.C3 
Strand 

End 52835 



35038 




Name 


ujyyu/uo u b . y y i y . g j . oz . rs 


Method 


TBLASTX : 


Soybean 


Start 


a n n o r\ 


End 


43737 




GI 


none 


Score 


82 




Exons 


flOJiCU. . 4 JJDZ, 4 J I . . 4 J4 J / , 


43477. .43560, 43593 


. . 4 0 / Jb, 




4 Joyy . . 4 O / OD, 4 jOUj . . 4 j / j /; 


43603. .43737 




Seq. No. 


35173 


Seq. ID 


OJ990708 


_06.9919.C3 


Gene No. 


72651 


Strand 


_ 




btart 


^ i by 4 


End 


52835 




Name 


ojyyo/Oo ub.yyiy.C3.oo.ts 


Method 


TBLASTX: 


Soybean 


Start 


4o4^o 


End 


45785 




GI 


none 


Score 


196 




Exons 


4o4zo . . 40 Iod 








Seq. No. 


35173 


Seq. ID 


OJ990708 


_06.9919.C3 


Gene No. 


72651 


Strand 






Start 


4 1 by 4 


End 


52835 




Name 


(jjyyu/Uo u b . y y i y . Go . oy . tm 


Method 


TBLASTX: 


Mai ze 


Start 


4 6y yy 


End 


47276 




GI 


none 


Score 


54 




Exons 


A C C\C\0 All or ^ lAAC /ill Art 

4 byyy . . 4 / izb, 4 /uud . . 4 /iuu, 


47151 . .47276, 47152 


a "7 0 c c: 
. .4 / Z bO 


- - 

.Seq.. „N.o..,.~. 


"..35114 ...... , J.. \-~ 




..".oj.990x.0jet 


..- 0o..- y y iy,JG4- 


Gene No . 


72652 


Strand ■ 


+ - 




Start 


59 


End 


10055 




Name 


OJ990708 06.9919.C4.ol.gs 


Method 


GENSCAN 




Start 


59 


End 


10055 




GI 


none 


Score 


.48 




Exons 


59. .71, 402. .458, 2194. .2337, 2804. .3299, 3415. 


. 4 bb4 , 




5463.. 5550, 6067.. 6189, 6222 


..6876, 7417. .7498, 


yz4 b . . y J iu 




9441. .10055 








Seq. No. 


35174 


Seq. ID 


OJ990708 


f\ c (loin a 

(j b . y y 1 y . C4 


Gene No . 


72652 


Strand 


+ 




Start 


59 


End 


10055 




Name 


OJ990708 06. 9919.C4 .ol.gp 


Method 


AAT/GAP 




Start 


916 


End 


1297 




GI 


uC-osflcyp033a04bl 


Score 


631 




Exons 


916. . 1297 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


■59 Oryza 


sativa genoi 




DNA, chromosome 1, clone : P07 11E10 1 






O a **** M 

beq. No. 


35174 


Seq. ID 


OJ990708 


ub . y y 1 y . G4 


Gene No. 


72652* fc r 


•Strand- ■ 


,+ 




Start 


59 


End 


10055 




Name 


OJ990708 06. 9919.C4 .o2.gp 


Method 


AAT/GAP 




Start 


7974 


End 


8355 




GI 


uC-osflcyp033a04bl 


Score 


663 




Exons 


7974.. 8355 - f 








GI Descrip. 


'601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza 


sativa genoi 




DNA, chromosome 1, clone : P07 1 1E10 ' 






Seq. No. 


35174 


Seq. ID 


OJ990708 


_06. 9919.C4 


Gene No. 


72653 


Strand 


+ 




Start 


10304 


• End 


14814 




Name 


OJ990708 06. 9919.C4 .o3.np 


Method 


AAT/NAP 




Start 


10301 


End 


14811 





35039 



GI 


4 680179 


Exons 


10 301 . . 1 1392 , 11426. .14811 


GI Descrip. 


(AF111/09) polyprotem [Oryza 


Seq. No. 


35174 


Gene No. 


72653 


Start 


10304 


Name 


OJ990708 06 . 9919 . C4 . o2 . gs 


Start 


10304 


GI 


none 


Exons 


1 A T A yl "I "I C A VI 1 1 "7 O "*7 "1 A A ("1 /" T 

10304 11504 , 11787 12096, 1 




14320 . .14814 


Seq. No. 


35174 


Gene No. 


72654 


Start 


849 


Name 


OJ990/08 06 . 9919 . C4 . ol . np 


Start 


84 9 


GI 


4680186 


Exons 


849. .1049, 1870. .1923 


GI Descrip. 


(AF111/09) unknown [Oryza sat 


.Seq..,- No...- - 


...35.174. J." . 


Gene No. " 


72655 


Start 


291 / 


Name 


OJ990708_06 . 9919 . C4 . o4 . ts 


Start 


2917 


GI 


none 


Exons 


A A 1 ""7 a a c c 

2917 . .3255 


Seq. No. 


35174 


Gene No. 


72656 


Start 


3827 


Name 


/-\ T A A A T A O C\ f OA1 A /^i * _ a .u . , 

OJ990708 06 . 9919 . C4 . o4 . tw 


Start 


3827 


GI 


none 


Exons 


a a a ) a o a a a a a a *-\ /-\ — v a a a 

3827.. 3883, 3832.. 3873, 3878. 




12 1 o / . . 1234 6, 12359. .12496 


Seq. No. 


35174 


Gene No . 


72656 


Start 


3827 


Name 


OJ990708 06 . 9919 . C4 . o5 . tm 


Start 


3881 


GI 


none 


Exons 


3881.. 4099, 3881.. 4081, 3886. 


Seq. No. 


35174 


Gene No. 


72656 


Start 


3827 


Name 




Start 


4100 


GI 


none 


Exons 


4100. .4561, 4100. .4405, 4249. 




12498. .12635, 12499. .12744 


Seq. No. 


35174 



Score 



5179 



Seq. ID OJ990708_06.9919.C4 

Strand + 

End 14814 

Method GEN SCAN 

End 14814 

Score . 8 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 1923 

Method AAT/NAP 

End 1923 

Score 369 



Seq .. - 1 D... OJ9.9.07. 0.8^06 . -991&..C4, 
Strand 

End 3255 

Method TBLASTX : Soybean 

End 3255 

Score 188 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 13233 

Method TBLASTX : Wheat 

End 12496 

Score 81 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 13233 . 

Method TBLASTX : Mai ze 

End ^ 12346 . • 

Score' 286 



Seq. ID OJ990708_06.9919.C4 
Strand 

End 13233 

Method TBLASTX : Mai ze 

End 12744 

Score 527 



Seq. ID OJ990708_06. 9919.C4 



35040 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



72656 
3827 

OJ990708_06. 9919.C4 .ol .ts 

4196 

none 



Strand 

End 13233 

Method TBLASTX : Soybean 

End 12792 

Score 179 



4196. .4528, 124 13 .. 12445, 124 15 .. 12444 , 124 4 9 12502 , 
12450. . 12485, 12507 .. 12791, 12508. .12792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35174 
72656 
3827 

OJ990708_06. 991 9. C4 .06. tw 

4256 

none 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 13233 

Method TBLASTX : Wheat 

End 12807 

Score 124 



4256. .4528, 4529. .4633, 12506 .. 12622, 12507 .. 12791, 12508. .12807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

,GJ 

. Exons.-... - 



35174 
72656 
3827 

OJ990708_06. 9919.C4 ,o3. tm 
4698 

,no.ne . ; _ „ , ' 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 13233 

Method TBLASTX: Maize 

End 13233 

..Score __1:03. ..1 



-.4,698 .....4.9.4 3.,... 12.818 ... L3 015^. .1287 9 .... 1322.9,, Jl 28 80.... -13 2.33- - _ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35174 
72656 
3827 

OJ9907 08__06. 9919.C4 .o3.tw 

4818 

none 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 13233 

Method TBLASTX : Wheat 

End 13230 

Score 70 



4 818. .4 94 6, 12808. .13230, 1284 0. .13229 



Seq. No. 35174 

Gene No. 72656 

Start 3827 

Name OJ990708_06 . 9919 . C4 . o9 . tw 

Start 10505 

GI none 
Exons 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 13233 

Method TBLASTX : Wheat 

End 10741 

Score 206 



10505. .1054 3, 10550. .10741, 10552. .10740 



Seq. No. 35174 

Gene No. 72656 - ' 

Start 3827 

Name OJ9907 08_06. 9919.C4 .o7.tw 

Start " 10783 

GI none 

Exons 10783. . 10977, 10784.. 11134 



Seq. ID OJ990708_06. 9919. C4 
Strand 

End 13233 

Method" . , TBLASTX.: VJheat .-. 



End 
Score 



11134 
277 



Seq. No. 35174 

Gene No. 72656 

Start 3827 

Name OJ990708_06 . 9919 . C4 . 06 . tm 

Start 10784 

GI none 

Exons 10784 .. 11089, 10798.. 10914 



Seq. ID OJ990708_06.9919.C4 
Strand 

End 13233 

Method TBLASTX : Mai ze 

End 11089 

Score 226 



Seq. No. 



35174 



Seq. ID OJ990708_06. 9919.C4 



35041 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene Np. 

Start 

Name 

Start 

GI 

Exons 



72656 
3827 

OJ990708_06.9919.C4 
11453 
none 

11453. .11662, 11509, 

35174 
72656 
3827 

OJ990708_06.9919.C4. 

12814 

none 

12814. .13059, 12831. 



Strand 
End 

Method 
End 
Score 



.08 . tw 

..11661, 11707. .11820, 11708. .11821 



13233 

TBLASTX: Wheat 
11821 
164 



o3 . ts 
.13058 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 13233 

Method TBLASTX : Soybean 

End 13059 

Score 206 



35174 
72657 
13233 

OJ990708_06. 9919. C4 .o2.tw 

13233 
none 

. JL 3.2.3 3, ....13 19a,. „_1.3.2.&4;_a.3.a0 CL. _ _ 



Seq. ID OJ990708JD6. 9919.C4 
Strand 

End 14787 

Method TBLASTX : Wheat 

End 13800 . . 

Score' 639 



35174 
72657 
13233 

OJ990708__0 6. 9919.C4 .o2.ts 
13593 
none 

13593. .13847, 13594. .1384 8, 1364 5. .13848 



Seq. ID OJ990708_06. 9919.C4 
Strand 

14787 

TBLASTX: Soybean 
13848 
285 



End 

Method 

End 

Score 



35174 
72657 - 
13233 

OJ9907 08JD6. 991 9. C4 .o4 . tm 

13646 

none 

13646. .13795, 13647 .. 13934 , 

35174 
72657 
13233 

OJ990708_0 6. 9919.C4 .ol. tw 
13807 
'none 

13807. .14433, 13863 14327 , 

35174 
72657 
13233 

OJ990708_06. 991 9 . C4 . ol . tm 

13987 

none 

13987. .1414 8, 13995. .14141, 
14308. .14571 



Seq. ID OJ990708_06. 9919.C4 
Strand 

End 14787 

Method TBLASTX : Mai ze 

End 13938 

Score 85 
13648. .13938 

Seq. ID OJ990708_06. 9919.C4 
Strand 

End^ 14787 

Method TBLASTX : Wheat 

End . 14433 

Score .67 5 '/*"'" 
14212. .14430 

Seq. ID OJ990708_06.9919.C4 
Strand 

End 14787 

Method TBLASTX : Mai ze 

End 14586 

Score 235 
14146. .14586, 14148. .14330, 



Seq. No. 



35174 



Seq. ID OJ9907.08_06. 9919.C4 



35042 




Gene No. 


72657 






Strand 








btart 


13233 






End 


14787 






Name 


OJ990708 06. 9919. C4. 


OD . tW 


Method 


TBLASTX: 


wneat 




btart 


T A A *3 *5 
14 H 3 J 






End 


14766 






GI 


none 






Score 


369 






Exons 


14433. 


.14702, 14434. 


i a n a a 
. 14 / 00, 


14437. . 14745 






Seq. No. 


jj 1 / 4 






Seq. ID 


OJ990708 


_06.9919 


.C4 


Gene No. 


/Zoo/ 






Strand 








Start 


1 *3 0 "3 "3 






End 


14787 






Name 


uj y y u / 


HQ H £ QQ1Q C A 


o / . tm 


Method 


TBLASTX: 


Mai ze 




Start 


1 A R Q n 

141 oyu 






End 


14787 






GI 


none 






Score 


183 






Exons 


14590. 


.14787 












Seq. No. 


jj 1 / D 






Seq. ID 


OJ990708 


JD6.9919 


C5 


Gene No. 


/Z DJO 






Strand 


+ 






Start 


i a c: n 






End 


7436 






Name 


OJ9907 


08_06.9919.C5. 


ol . gs 


Method 


GENSCAN 






Start 


1650 






End 


6369 






GI 


none 






Score 


.52 






jExons__..„ 


1.63.0.,, 


17.Q.2, 2A1J5-.-2A 


.82.,. 21.8 


6...... 3D. 1 4,... 3 3.2.8..-. 3 .910,. 


..4 24 7...,A52A 


...... .._ ... _ . — 


. -.4599... 


4 673., ...474 4^. ..4£ 


5 4,.. .4 .9 3 3 ....5 2.3 6.,. ,5324 .,...5559,- 


.578-8 ..-63-6.9- 


Seq. No. 


35175 






Seq. ID 


OJ990708 


_06. 9919 


C5 


Gene No . 


72658 






Strand 


+ 






Start 


1650 






End 


7436 






Name 


OJ990708 06. 9919. C5. 


o2 . np 


Method 


AAT/NAP 






btart 


5690 






End 


7436 






GI 


629693 






• Score 


506 






Exons 


5690. . 


5752, 6335..7436 










(ji Uescrip. 


probable integrase - 


common 


tobacco (fragment) 








gil 530742 | emb | CAA567 91 | (X80830) integrase [Nicotiana taba 


Seq. No. 


35175 






Seq. ID 


OJ990708 


_06. 9919 


C5 


Gene No. 


72659 






Strand 


+ 






Start 


13671 






End 


15458 






Name 


OJ990708 06. 9919. C5. 


o3 . gs 


Method 


GENSCAN 






Start 


13671 






End 


15458 






GI 


none 






Score 


.6 






Exons 


13671. 


.14375, 14388. 


. 14627, 


14895. . 154 


58 






Seq. No. 


35175 






Seq. ID 


OJ990708 


_06. 9919 


C5 


Gene No. 


72660. 






- Strand 


+ . 






Start ■ 


15700 






; Ehd 


20052 






Name 


OJ990708 06. 9919. C5. 


o4 . gs 


Method 


GENSCAN 






Start 


15700 






End 


19079 






GI - 


none 






Score 


.79 






Exons 


15700. 


.15705, 15747. 


. 16523, 


16579. .170 


52, 17070 


. .17420, 






18087. 


.18437, 18439. 


. 18589, 


18874. .19079 






Seq. No. 


35175 






Seq. ID 


OJ990708 


_06.9919. 


C5 


Gene No . 


72660 






Strand 


+ 






Start 


15700 






End 


20052 






Name 


OJ990708 06. 9919. C5. 


o3 . np 


Method 


AAT/NAP 






Start 


16200 






End 


20052 






GI 


4544372 




Score 


737 












35043 









Exons 16200. .16353, 16655 17713, 17774 .. 18177, 18232 .. 184 14 , 

19930. .20052 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


35175 








Seq. ID 


OJ99070E 


i_06.9919 


.C5 


Gene No. 


72 661 








Strand 








Start 


7759 








End 


11222 






Name 


OJ990708__06 . 


9919 


.C5.o2.gs 




Method 


GENSCAN 






Start 


7759 








End 


11222 






GI 


none 








Score 


.59 






Exons 


7759. .8442, 


8521 


..8604, 8702 




.8776, 8826. .9251, 


9330. .10079, 




10228. . 1054S 


, 10571. .10756, 


10882. .11222 . 






Seq. No. 


35175 








Seq. ID 


OJ99070S 


06 . 9919 


. C5 


Gene No. 


72662 








Strand 


- 






Start 


19598 








End 


19953 






Name 


OJ990708 06. 


9919 


.C5.o2.ts 




Method 


TBLASTX: 


Soybean 




Start 


5736 








End 


18379 






GI 


none 








Score 


117 






Exons 


5736. .. 5954, 


5800 


..5952, 18020 


. . 18091, 


18022. .IS 


087,' 






„ ...1.8 1:25. ..,..183.79.,.-..! 8 


12..6......18377._ 













, r . . .... 

Seq. No. 


35175 








Seq. ID 


OJ990706 


06 . 9919 




.C5 


Gene No. 


72662 








Strand 


- 






Start 


19598 








End 


19953 






Name 


OJ990708 06'. 


9919 


.C5.o4.ts 




Method 


TBLASTX : 


Soybean 




Start 


6336 








End 


6602 






GI 


none 








Score 


212 






Exons 


6336. . 6602, 


6509 


. . 6601 












Seq. No. 


35175 








Seq. ID 


OJ990708 


06 . 9919 


. C5 


Gene No. 


72662 








Strand 


- 






Start 


19598 








End 


19953 






Name 


OJ990708 06. 


9919 


,C5.o3. tm 




Method 


TBLASTX: 


Maize 




Start 


6402 








End 


18606 






GI 


none 








Score 


86 






Exons 


6402. .6560, 


6558 


..6782, 18406 


. . 18606 








Seq. No. 


35175 








Seq. ID 


OJ990708 


_06.9919 


.C5 


Gene No . 


72662 








Strand 








Start 


19598 








End 


19953 






Name 


OJ990708 06. 


9919 


.C5.o3.tw 




Method 


TBLASTX: 


Wheat 




Start 


6561 








End . 


i8749- 






GI 


none 








Score 


181 






Exons 


6561. .6926, 


18409. .18576, 18 


618. .18749 








Seq. No. 


35175 








Seq. ID 


OJ990708 


_06.9919 


.C5 


Gene No. 


72662 








Strand 








Start 


19598 








End 


19953 






Name 


OJ990708 06. 


9919 


.C5 .o2 . tw 




Method 


TBLASTX: 


Wheat 




Start 


6963 








End 


19193 






GI 


none 








Score 


206 






Exons 


6963. .7370, 


7103 


..7336, 1878 


6 


. . 19193, 


18935. .19159 




Seq. No. 


35175 








Seq. ID 


OJ990708 


_06.9919 


.C5 


Gene No. 


72662 








Strand 









35044 




Start 


19598 






End 


19953 






Name 


OJ990708 06. 9919. C5 


. o3 . ts 


Method 


TBLASTX : 


Soybean 




Start 


7146 






End 


19219 






rt -T- 

GI 


none 






Score 


225 






Exons 


7146. . 


7391, 7146.. 7313, 7160 


..7327, 7358. .7396, 


Lc y o b . . 


1 JUt 




18969. 


.19214, 18971 




19181. .19219 






Seq. No. 


35175 






Seq. ID 


OJ990708 


_06.9919 


.C5 


Gene No. 


72662 






Strand 








Start 


19598 














Name 


OJ990708 06. 9919. C5 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


16116 






End 


16409 






GI 


none 






Score 


187 






Exons 


16116. 


.16409 












Seq. No. 


35175 






Seq. ID 


OJ990708 


_06.9919 


.C5 


Gene No. 


72662 






Strand 








Start 


19598 






End 


19953 






Name 


OJ990708 06. 9919. C5 


oz . tm 


Method 


TBLASTX: 


Mai ze 




Start 


16843 






End 


17109 






rt T 

GI 


none 






Score 


191 






,Exon.s_._ f 


._.16SA3. 


„m&9_ 








— _ 




•■- - -* ■ 

Seq. No. 


35175 




~ ~ ■ """ 


Seq. ID 


OJ990708 


(j b . y y i y 


. CO 


Gene No. 


72662 






Strand 








Start 


19598 






End 


19953 






Name 


OJ990708 06. 9919. C5 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


16980 






End 


17384 






GI 


none 






Score 


43 






Exons 


16980. 


.17033, 16981 


. 17037, 


16981. .17037, 17032 


. .1/109, 






17040. 


.17150, 17064 


t n -d Q A 


17087 . .17317, 17088 






Seq. No. 


35175 






Seq. ID 


OJ990708 


ub . y y i y 


. LO 


Gene No. 


72662 






Strand 








Start 


19598 






End 


19953 






Name 


OJ990708 06. 9919. C5 


ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


17253 






End 


17713 ' 






rt T 


none 






Score 


379 






Exons 


17253. 


.17576, 17253 


. 17558, 


17402. .17611, 17587 








17588. 


.17713 












Seq. No. 


■ 35175 






Seq. ID 


OJ990708 


Ub . yy i y 


. Co 


Gene No. 


72662 






Strand 








Start 


19598 






End-. 


.19953 ... 






Name 


"OJ990708 '06. 9919.C5. 


ol . t s 


Method ' 


TBLASTX: 


Soybean 




Start 


17400 






End 


17869 






GI 


none 






Score 


151 






Exons 


17400. 


.17576, 17438. 


.17575, 


17588. .17680, 17681 


i ~7 o c n 

. . 1 /o by , 






17725. 


.17856 












Seq. No. 


35175 






Seq. ID 


OJ990708 


06 . 9919 


. C5 


Gene No. 


72662 






Strand 








Start 


19598 






End 


19953 






Name 


OJ990708 06. 9919. C5. 


o5 . gs 


Method 


GENSCAN 






Start 


19598 






End 


19953 






GI 


none 






Score 


.54 






Exons 


19598. 


.19953 













35045 



Seq. No. 35176 

Gene No. 72663 

Start 311 

Name OJ9907 08_06 . 9919 . C6 . ol . gp 

Start 311 

GI 71813_1.R1084 

Exons 311.. 44 6 

GI Descrip. ' 601 684 5/dbj | AP00057 0 . 1 1 AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 1 1E10 ' 



Seq. ID OJ990708_06. 9919.C6 

Strand + 

End 4 4 6 

Method AAT/GAP 

End 44 6 

Score 241 



Seq. No. 35176 

Gene No. 72664 

Start 350 

Name OJ9907 08_06 . 9919 . C6 . ol . gs 

Start 350 

GI none 

Exons 350.. 433 



Seq. ID OJ990708_06. 9919.C6 

Strand + 

End 433 

Method GENSCAN 

End 4 33 

Score .91 



Seq. ID OJ990708JD6. 9919.C8 
Strand + 

End :a98,-_„,_.™ 



Seq. No. 35177 

Gene No. 72665 

.Start ..., ._;„.._ 1 ..... _ 

-Name. _ .0 J 9 9D 7.08..- 0,6- .9919 ...C8 ..oL.jip........ ...Method-. . AAT./N&E. 

Start 1 End 298 

GI 4680186 Score 306 

Exons 1..24, 79.. 298 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 35177 

Gene No. 72666 

Start 647 

Name OJ9907 08_06 . 9919 . C8 . ol . gs 

Start 647 

GI none 

Exons 647 .. 849 



Seq. ID OJ990708_06. 9919.C8 

Strand + 

End 849 

Method GENSCAN 

End 84 9 

Score . 62 



Seq. No. 35177 
Gene No. 72667' 
Start 1 

Name OJ9907 08_06 . 9919 . C8 . ol . gp 

Start 1 

GI uOosflcyp033a04bl 
Exons 1. .231 .... 

GI.. Descrip.- .. 1 60168 4 5/dbj | AP0.0057.0. 1| AP000570 3 . 0e^59' Oryza sativa genomic. 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990708_06. 9919.C8 
Strand 

End 231 

Method AAT/GAP 

End 231 

Score 342 



Seq. No. 35178 

Gene No. 72668 

Start 790 

Name OJ9907 08_06 . 9919 . Cll . ol . gs 

Start 790 

GI none 

Exons 790.. 949 



Seq. ID OJ990708_06. 9919. Cll 

Strand + 

End 94 9 

Method GENSCAN 

End 94 9 

Score .49 



Seq. No. 
Gene No. 
Start 



35179 
72669 
75 



Seq. ID OJ990708_06. 9919.C12 
Strand 

End 430 



35046 



Name 

Start 

GI 

Exons 



OJ990708_06. 9919.C12.ol .gs Method GENSCAN 

75 End 430 

none Score . 6 
75. .430 



Seq. No. 35180 Seq. ID 

Gene No. 72670 Strand 

Start 4368 End 

Name OJ990708_02 . 9919 . CI . o2 . gs Method 

Start 4368 End 

GI none Score 

Exons 4368.. 4399, 4672.. 5121, 5204.. 5455 



OJ990708_02. 9919. CI 
5455 

GENSCAN . 

5455 

.69 



Seq. No. 35180 Seq. ID 

Gene No. 72671 Strand 

Start 6732 End 

Name OJ990708_02 . 9919 . CI . o2 . gp Method 

Start 6732 End 

GI none Score 
Exons . 6732.. 7108 



OJ990708_02.9919.C1 

7108 
AAT/GAP 
7108 
641 



„Se.q....JJq._ 
.Gene. .No.*. . 

Start 

Name 

Start 

GI 

Exons 



: 3.5 181,.-.. ■_■ . .. ;„ S.ejq....LCL. 

.1267-2*...... ... rr •...Strand. . 

,163 End 
OJ9907 08_02 . 9919 . C2 . ol . gs Method 
163 End 
none Score 
163. .258, 1733. .1787, 2143. .2183 



-..Q.j.aaQiDiL_a2 ... aaia...c2. 

2183 " 
GENSCAN 
2183 
.69 



Seq. No. 35181 Seq. ID 

Gene No. 72673 Strand 

Start 2787 End 

Name OJ9907 08_02 . 9919 . C2 . o2 . gs Method 

Start 2787 End 

GI none • Score 

Exons 2787. .2900 



OJ990708JD2. 9919. C2 

2900 
GENSCAN 
2900 
.56 



Seq. No. 35182 Seq. ID 

Gene No. 72674 Strand 

Start 1390 End 

Name OJ990708_02 . 991 9 . C4 . ol . gs Method 

Start 1390 • End 

GI none Score 

Exons. ; . 1390. . 1701, 1736... 2005, . 2501. .2 617. 



OJ990708_02.9919.C4 
+ 

3307 
GENSCAN 
2617 
.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35182 Seq. ID 

72674 Strand 
1390 End 
OJ990708_02 . 9919 . C4 . ol . np Method 
1700 End 
5852178 Score 
1700. .2005, 2037. .2133, 2493. .2595 
(AL117265) zhb0008.1 [Oryza sativa] 



OJ990708_02, 
+ 

3307 
AAT/NAP 
2595 
388 



9919. C4 



Seq. No. 
Gene No. 
Start 



35182 
72674 
1390 



Seq. ID OJ990708_02. 9919.C4 
Strand + 
End 3307 



35047 




Name 


OJ990708 02.9919.C4.o2.np 




Method 


AAT/NAP 




Start 


1776 




End 


3307 






6063554 




Score 


141 




Exons 


1776.. 2002, 3130.. 3307 










tji uescrip . 


(AP000615) ESTs AUO'75609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of 


t ne 


predicted gene.; 


hypothetical 




protein [Oryza sativa] 










Seq. No. 


TCI QO 




Seq. ID 


/~\ T A A A "7 A O 

OJ990708 


uz . y y i y . C4 


Gene No. 


T O /T *7 C 

/ZD / O 




Strand 






o tar t 


H U 1 0 




End 


A T A T 

4 701 




Name 


ujyyu/uo uz.yyiy.L4.oz.gs 




Method 


GENSCAN 




CM , vf 

btart 


4015 




End 


4701 






none 




Score 


. 66 




Exons 


4015. .4122, 4636. .4701 










beq . ino . 


35183 




Seq. ID 


OJ990708 


. y y i y . Co 


Gene No. 


72676 




Strand 


+ 




Start 


1 




End 


472 




Name 


OJ990708 .02'. 9919 . C6 . ol . np 




Method 


AAT/NAP 




btart 


1 




End 


472 




.(jl.^ _ ...... .... - 


'..50A244.7 . 




^S,co.re ,._ 


..5.3JL— 


- - ~ 


-Exons 


.a 4 72 „ , 






• - ~- — - 




f*" 1 "T l~\ /-i V"" -* y-\ 

\j± uescr ip . 


(AC007789) putative- polyprotein [Oryza 


sativa] 




Seq. No. 


35183 




Seq. ID 


/-» t A A A A A 

OJ990708 


AO A o t n r* c 

\)i . y yi y . Co 


Gene No. 


72676 




Strand 


+ 




b car l 


1 




End 


472 




Name 


OJ990708 02.9919.C6.ol.tw 




Method 


TBLASTX: 


Wheat 


btart 


209 




End 


A 1 O 

4 72 




C T 


none 




Score 


273 




Exons 


209. .472, 213. .470 










Seq. No. 


35183 




Seq. ID 


S\ T A A A "~7 A A 

OJ990708 


AO QOI Q c C 

uz . y y i y . cb 


Gene No. 


72676 




Strand 


+ 




b tart 


1 




End 


472 




Name 


OJ990708 02.9919.C6.ol.tm 




Method 


TBLASTX : 


Maize 


bt art 


222 




End 


472 




H T 


none 




Score 


269 




Exons 


222. .470, 329. .472 










Seq. No. 


35184 




Seq. ID 


OJ990708 


ao AAin r*n 

uz.yyiy.c/ 


Gene No. 


72677 




Strand 


+ 




b t a r t 


.1963 - > .. . 




.End 


27 51 r - 




Name 


OJ990708 02.9919.C7.ol.gs 




Method 


gens Can 




Of , r f 

btart 


1963 




End 


2751 




P T 


none 




Score 


.82 




Exons 


1963. .2611, 2689. .2751 










beq. no. 


35184 




Seq. ID 


OJ990708 


_02.9919.C7 




72678 




Strand 






Start 


2192 




End 


2611 




Name 


OJ990708 02.9919.C7.ol.gp 




Method 


AAT/GAP 




Start 


2192 




End 


2611 




GI 


18284 1.R1084 




Score 


645 




Exons 


2192. .2611 










GI Descrip. 


, 416316/gb|U03445|PRS405 4 


.0e- 


-20 Yeast 


integrative vector pRS405 



35048 



with LEU2 marker, complete sequence' 



Seq. No. 35184 

Gene No. 72679 

Start 4382 

Name OJ990708_02 . 9919 . C7 . o3 . gp 

Start 4382 

GI 2315_5.R1084 

Exons 4382.. 4644 

GI Descrip. ' 601 684 5/db j | AP000570 . 1 | AP00057 0 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 1 1E10 1 



Seq. ID OJ990708_02.9919.C7 
Strand 

End 4644 

Method AAT/GAP 

End 4 64 4 

Score 359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..Se.q.., ,No . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



35185 
72680 
1 

OJ990708_02. 9919 . C9 . ol . np 
1 

5257279 
1..594, 657. .723 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ990708_02. 9919.C9 

Strand + 

End 723 

Method AAT/NAP 

End 723 

Score 387 



3.5185. . ~ : - 

72680 

1 

OJ990708_02. 9919.C9.ol . tw 

291 

none 

291. .587 



S.eq, . ID, _0 ja9.Q708_G2 . 9919-,C9_ 
Strand 
End 

Method 
End 
Score 



+ 

723 

TBLASTX: Wheat 

587 

182 



Seq. No. 35185 

Gene No. 72680 

Start 1 

Name OJ9907 08_02 . 9919 . C9 . ol . tm 

Start 318 

GI none 

Exons 318 . . 575 



Seq. ID OJ990708_02. 9919.C9 

Strand + 

End 723 

Method TBLASTX : Mai ze 

End 575 

Score 179 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35186 
72681 
1 

OJ990708_02. 991 9 ..CIO . ol . np 
1 

4539660 ■ ; 

1..2953. 

(AF061282) polyprotein [Sorghum bicolor] 



Seq. ID OJ990708__02. 9919. C10 

Strand + 

End 4 600 

Method AAT/NAP 

End 2953 

Score 3369-- 



35186 
72681 
1 

OJ990708_02. 9919. C10. ol.gs 
48 

none 



Seq. ID OJ990708_02. 9919. CIO 

S.trand + 

End 4600 

Method GENSCAN 

End 4 600 

Score .54 



48. .698, 796. .1645, 1738. .2066, 2561. .2761, 2892. .2998, 
3622. .3903, 4041. .4170, 4224. .4386, 4470. .4600 



Seq. No. 



35186 



Seq. ID OJ990708_02. 9919. C10 



35049 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



72681 Strand 

1 End 

OJ990708JD2. 991 9. CIO. o4 . tw Method 

209 End 

none Score 

209. .457, 213. .548, 272. .514, 501. .638 



+ 

4600 

TBLASTX: Wheat 

638 

74 



Seq. No. 35186 

Gene No. 72681 

Start 1 

Name OJ990708_02 . 9919 . C10 . o4 . tm 

Start 222 

GI none 

Exons 222.. 512, 272.. 514 



Seq. ID OJ990708_02. 9919. C10 

Strand + 

End 4 600 

Method TBLASTX: Maize 

End 514 

Score 343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.„Ex.ona 



35186 
72681 
1 

OJ9907 08__02. 9919. C10. o5.tm 

534 

none 



Seq. ID OJ990708J)2. 9919. C10 

Strand + 

End 4 600 

Method TBLASTX: Maize 

End 1023 

Score 139 



...53.4 ., 7.0.4.,.., 7S..4 , _UJ3.2 3.,_„-23_& 9 02,. ...9 3.0. ... .,1.0.1.6 



Seq. No. 35186 

Gene No. 72681 

Start 1 

Name OJ990708__02 . 9919 . C10 . ol . ts 

Start 579 

GI none 
Exons 



Seq. ID OJ990708_02. 9919. C10 

Strand + 

End 4600 

Method TBLASTX : Soybean 

End 972 

Score 56 



579. .611, 579. .638, 615. .785, 623. .778, 781. .963, 784. .972, 
789. . 971 



Seq. No. 35186 

Gene No. 72681 

Start 1 

Name OJ9907 08_02 . 9919 . C10 . 06 . tw 

Start 687 

GI none 
Exons 



Seq. ID OJ990708_02. 9919. C10 

Strand + 

End 4 600 

Method TBLASTX : Wheat 

End 987 

Score 126 



687. .785, 697. .798, 720. .785, 784, 



37, 795. .986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35186 
72681 
1 

OJ990708_02-. 9919 . C10..- o2 . tw 

988 

none 



Seq. ID OJ990708_02. 9919. C10 

Strand + • 

End 4 600 

Method TBLASTX :. Wheat 

End 1*413 ' • • 

Score 577 



988. .1413, 996. .1145, 1036. .1413 



35186 
72681 
1 

OJ990708JD2. 9919 . C10 . o3 . ts 

1000 

none 

1000. .1239, 1014. .1124 



Seq. ID OJ990708_02. 9919. C10 

Strand + 

End 4 600 

Method TBLASTX : Soybean 

End 1239 

Score 201 ; 



Seq. No. 



35186 



Seq. ID OJ990708_02. 9919. C10 



35050 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



72681 
1 

OJ990708_02. 

1060 

none 

1060. .1413, 



9919. CIO. o2.tm 



Strand 
End 

Method 

End 

Score 



+ 

4600 

TBLASTX: Maize 

1415 

465 



1080. .1151, 1102. .1410, 1194. .1415 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35186 
72681 
1 

OJ990708_02. 

1450 

none 

1450. .1560, 



9919. C10. o3.tw 



1568. .1972, 1569. 



Seq. ID OJ990708_02. 9919. CIO 

Strand + 

End 4600- 

Method TBLASTX: Wheat 

End 1976 

Score 63 
.1976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI ■ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35186 
72681 
1 

OJ990708_02. 9919. C10. ol.tc 

1680 

none 

.16.80,,, 1.856,.. 1857 . .200.0, 1859.. 



35186 
72681 
1 

OJ990708_02. 

1776 

none 

1776. .2024, 



Seq. ID OJ990708_02. 9919. C10 
Strand + 

4600 

TBLASTX: Cress 
2000 
101 



End 

Method 
End 

Score 
. 1999 



35186 
72681 
1 

OJ990708J32. 

1822 

none 

1822. .1923, 

35186 
72681 
1 

OJ990708_02. 

1983 

none 

1983. .2114, 

35186 
72681 
1 

OJ990708_02. 

2165 

none 

2165. .2323, 
2320. .2616, 



9919. C10. o2.ts 



1802. .2017 



9919. C10. o3.tm 



Seq. ID OJ990708_02. 9919. C10 

Strand + 

End 4 600 

Method TBLASTX : Soybean 

End 2024 

Score 294 



Seq. ID OJ990708_02. 9919. C10 

Strand + 

End 4 600 

Method TBLASTX: Maize 

End 2114 

Score 66 



1824. .2108, 1826. .2110, 1827. .2114 



9919. C10. ol.tw 



1985. .2119, 2117. 



9919. C10. ol.tm 



2167. .2316, 2170. 
2321.. 2758, 2710. 



Seq. ID OJ990708JD2. 9919. C10 

Strand + 

End 4600 

Method TBLASTX : Wheat 

End .. ■ : . 2 608 . 

Score 132 

.2608, 2126. .2407, 2155. .2607 

Seq. ID OJ990708_02. 9919. C10 

Strand + 

End 4600 

Method TBLASTX : Mai ze 

End 2769 

Score 189 

.2334, 2232. .2318, 2320.. 2376, 
.2769 



Seq. No. 



35186 



Seq. ID OJ990708_02 . 9919. C10 



35051 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

S.tart _ 

GI— - ~ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



72681 Strand 

1 End 

OJ990708_02 . 9919 . CIO . o5 . tw Method 

2608 End 

none Score 
2608.. 2877, 2609.. 2941 



+ 

4600 

TBLASTX: Wheat 

2941 

339 



Seq. ID OJ990708_02.9919.C11 
Strand + 

991 

AAT/GAP 
991 
606 



35187 
72682 
623 

OJ990708_02.9919.Cll.ol.gp 
623 

uC-osf Icyp033a04bl 
623. .991 

? 6016845/dbj i AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



End 

Method 

End 

Score 



35187 
72683 
2936 

OJ990708_02.9919.C11 .ol.np 

...2.936 

,4.68.017.9 ............. ; .. » . ..... 

2936.. 4021, 4055.. 5837 ' 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990708JD2. 9919. Cll 
Strand + 
End 5837 
Method AAT/NAP 

.End 58 37 ... ,. _ 

.-Sco-r.e. ~ -30.67 -.^^.^.^^ 



Seq. ID OJ990708_02.9919.C11 

Strand + 

End 8024 

Method AAT/NAP 

End 8024 

Score 913 



35187 
72684 
6573 

OJ990708_02. 9919 . Cll . o2 . np 
6573 
6907087 
6573.-7384, 7923.. 8024 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza. 
sativa] 



Seq. No. 35187 . 

Gene No. 72685 

Start 8490 

Name OJ990708_02 . 9919 . Cll . o2 . gp 

Start 8490 

GI uC-osflcyp033a04bl 

Exons 8490. .8871 . • • . . - ^ 

GI Descrip. 1 601684 5/dbj I AP00057 0 . 1 1 AP00057 0 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. ID OJ990708_02. 9919. Cll 

Strand + 

End 8871 

Method AAT/GAP 

End 8871 

Score 671 



Seq. No. 35187 

Gene No. - t 72686 

Start 8419 

Name OJ990708_02 . 9919 . Cll . o3 . np 

Start 8419 

GI 4680186 

Exons 8419.. 8623, 10340.. 10367 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990708_02. 9919. Cll 
Strand 

End 10367 

Method AAT/NAP 

End 10367 

Score 237 



Seq. No. 



35187 



Seq. ID OJ990708_02. 9919. Cll 



35052 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



72687 
11908 

OJ990708_02. 

3119 

none 

3119. .3166, 



9919.C11 .06. tw 



3179.. 3376, 3181. 



Strand 
End 

Method 
End 
Score 
.3378 



12638 

TBLASTX: Wheat 

3378 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35187 
72687 
11908 

OJ990708_02, 

3412 

none 

3412. .3606, 



9919.Cll.o4.tw 



3428. .3763 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708__02. 9919.C11 
12638 

TBLASTX: Wheat 

3763 

278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. E.xo.as 



35187 
72687 
11908 

OJ990708_02. 

3427 

none 

.3A27.._,.3M3,.... 



9919.Cll.o3.tm 



3.4.2 a...... 3-7.1JB,. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_02. 9919.C11 
12638 

TBLASTX: Maize 

3718 

221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35187 ■ 

72687 

11908 

OJ990708_02. 

4046 

none 

4046. .4399, 



9919.Cll.o4.tm 



4048. .4215 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ990708_02. 9919.C1T 
12638 

TBLASTX: Maize 

4399 

184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35187 
72687 
11908 

OJ990708_02. 

4081 

none 

4081. .4290, 



9919.Cll.o5. tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_02. 9919.C11 
12638 

TBLASTX: Wheat 

4504 

152 



4082. .4291, 4336.-4449, 4337. .4504 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35187 
72687 
11908 

OJ990708_02. 
4615. . 
none - • 
4615. .5058, 

35187 
72687 
11908 

OJ990708_02. 

4724 

none 

4724 . .5155, 



9919.Cll.o2. tw 



4619. .4669, 4724, 



9919.Cll.o2.tm 



4763.-4936, 4954, 



Seq. ID 
Strand 
End * 
Method 
End 
Score 
.5101 

Seq. ID 
Strand 
End 
Method 
End 
Score 
.5148 



OJ990708_02. 9919.C11 
12638 

TBLASTX: Wheat 
5101 .. . , 

52 ' 



OJ990708_02.9919.C11 
12638 

TBLASTX: Maize 

5155 

363 



Seq. No. 
Gene No. 



35187 
72687 



Seq. ID 
Strand 



OJ990708 02. 9919.C11 



35053 




Start 11908 End 12638 

Name OJ990708_02 . 991 9 . Cll . ol . ts Method TBLASTX : Soybean 

Start 5042 End 5437 

GI none Score 57 

Exons 5042. .5074, 5044. .5073, 5078. .5437, 5080. .5118, 5146. .5436 



Seq. No. 35187 

Gene No. 72687 

Start 11908 

Name OJ990708_02 . 991 9 . Cll . o3 . tw 

Start 5150 

GI none 
Exons 



Seq. ID OJ990708_02. 9919. Cll 
Strand 
End 

Method 
End 
Score 



12638 

TBLASTX: Wheat 

5421 

349 



5150. .5419, 5150. .5419, 5152. .5421, 5305. .5421 



Seq. No. 35187 Seq. ID 

Gene No. 72687 Strand 

Start 11908 End 

Name OJ990708_02 . 9919 . Cll . ol . tm Method 

Start 5171 End . 

GI none Score 

Exons 5171.. 5707, 5305.. 5589 



OJ990708_02. 9919. Cll 
12638 

TBLASTX : Maize 

5707 

443 



.S.eq.. ..No ..35L87. ... . . .. 

Gene.No. ■ 72687 
Start 11908 

Name OJ990708_02 . 9919 . Cll . ol . tw 

Start 5422 
GI none 

Exons 5422.. 5817, 5423.. 5821, 5465. 



Seq.. : , ID, 
Strand 
End ■ 
Method 
End 
Score 
5824, 5487.. 5837 



, QJ9.9D 7 0.8.^.02,.. 9 9 L9,.-C1 : 1- 
12638 

TBLASTX: Wheat 
5837 
547 



Seq. No. 35187 Seq. ID 

Gene No. 72687 Strand 

Start 11908 End 

Name OJ990708_02 . 9919 . Cll . o2 . ts Method 

Start 5459 End 

GI none Score 

Exons 5459.. 5704, 5461.. 5703 



OJ990708__02. 9919. Cll 
12638 

TBLASTX : Soybean 

5704 

207 



Seq. No. 


35187 






Seq. ID 


OJ990708_02.9919 


.Cll 


Gene No. 


72687 






Strand 






Start 


11908 






End 


12638 




Name 


OJ990708 02 


.9919. Cll 


. o5 . tm 


Method 


TBLASTX :Maize 




Start 


5714 






End 


5838 




GI 


none 






Score 


. 182 . . ..^ 




Exons 


5714. .5827, 


.5722. /58 


38, 5725. 


.5826 






Seq. No. 


35187 






Seq. ID 


OJ990708_02. 9919 


.Cll 


Gene No. 


72687 






Strand 






Start 


11908 






End 


12638 




Name 


OJ990708 02 


. 9919. Cll 


. o3 . gs 


Method 


GENSCAN 




Start 


11908 






End 


12638 




GI 


none 






Score 


.41 




Exons 


11908 . . 1193* 


3, 12458. 


.12638 








Seq. No. 


35188 ' 






Seq. ID 


OJ990708_02. 9919 


.C12 


Gene No. 


72688 






Strand 


+ 




Start 


299 






End 


8752 





35054 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990708_02. 9919.C12 .ol.np Method AAT/NAP 

299 End 1931 

4680179 Score 2283 
299. .1931 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



35188 Seq. ID 

72688 Strand 
299 End 
OJ9907 08JD2. 9919.C12.o4 .np Method 
1365 End 
4544372 Score 
.1365. .1385, 5215. .5600, 5667. .6054, 6168. .6474, 8682. .8728 
(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990708_02. 9919.C12 
+ 

8752 
AAT/NAP 
8728 
388 



Seq. No. 35188 Seq. ID OJ990708_02 . 9919 . C12 

Gene No. 72688 Strand 

Start 299 End 

Name OJ9907 08_02.. 9919 . C12 . o5 . np Method 

Start 1969 ' ' End 

.GI . ... .. ..6498.441 ' .... -. ... . . . . . Score 

• Exons . ... 1969. .1997, 

8324 . .-8390 - 

GI Descrip. (AP000815) EST C7278 6 { E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990708_ 
+ 

8752 
AAT/NAP 

8390 

12 9 ...... . ...„ . 

275.8 ..,2.898,, ..3047. . 3226, . 5729 . ..5933., . 60.7.3- .-64 4-0.,...- 



Seq. No. 


35188 


Seq. ID 


OJ990708 


Gene No. 


72688 


Strand 


+ 


Start 


299 


End 


8752 


Name 


OJ990708 02.9919.C12.o3.np 


Method 


AAT/NAP 


Start 


2845 


End 


8752 


GI 


4206306 


Score 


532 


Exons 


2845. .2879, 5202. .6714, 8635. 


.8752 




GI Descrip. 


(AF049110) prpol [Zea mays] 






Seq. No. 


35188 


Seq. ID 


OJ990708 


Gene No. 


72688 


Strand 


+ 


Start 


299 


End 


8752 


Name 


OJ990708 02.9919.C12.o2.gp 


Method 


AAT/GAP 


Start 


4024 , 


End 


4406 


GI 


uC-osf Icyp033a04bl 


Score 


660 . 


Exons 


402.4 . .4406 : , - . ■;• 






GI Descrip. 


, '60168 4 5/dbj IAP00057 0. 1 IAP000570 3 . Oe- 


59 Oryza 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


35188 


Seq. ID 


OJ990708 


Gene No. 


72688 


Strand 


+ 


Start 


299 


End 


8752 


Name 


OJ990708 02.9919.C12.o3.gs 


Method 


GENSCAN 


Start 


4203 


End 


6955 


GI 


none 


Score 


.54 


Exons 


4203. .4274, 5197. .5519, 5832. 


.6678, 6749. .6955 


Seq. No. 


35188 


Seq. ID 


OJ990708 


Gene No. 


72688 


Strand 


+ 



35055 



Start 299 End 8752 

Name OJ990708_02 . 9919 . C12 . 06 . np Method AAT/NAP 

Start 5380 End 8351* 

GI 629693 Score 210 

Exons 5380.. 5415, 6749.. 7483, 8307.. 8351 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

-GI. 

Exons 

GI Descrip. 



35188 
72689 
12571 

OJ990708_02. 9919 . C12 . o7 . np 
12571 
6721512 
12571. .12704, 13856. .1392 6 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990708_02. 9919.C12 

Strand + 

End 13926 

Method AAT/NAP 

End 13926 

Score 80 



35188 
72690 
1 

OJ990708_02 .9919. C12 . o2 . np 

.1 _ ._ 



Seq. ID OJ990708JD2. 9919. C12 
Strand 

End 7 904 

Method AAT/NAP 

.End .'. .... 7 9.04, „ ■ ... 



,5852180 .... . . ..... Score 553...... . ~ 

1..105, 2682. .3103, 3155. .3273, 4255 4314, ■ 7844 7904 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 35188 

Gene No. 72690 

Start 1 

Name OJ9907 08_02 . 991 9 . C12 . o2 . gs 

Start 2630 

GI none 

Exons 2630. .3037 



Seq. ID OJ990708_02. 9919.C12 
Strand 

End 7904 

Method GENSCAN 

End 3037 

Score 1 



Seq. No. 35188 

Gene No. 72690 

Start 1 

Name OJ990708_02 . 9919 . C12 . o4 . gs 

Start 7220 

GI none 

Exons 7220.. 7325, 7478.. 7647 

Seq. No.. 35188 

.Gene No. 72691 

Start 7859 

Name OJ990708___02 . 9919 . C12 . o5 . gs 

Start 7859 

GI none 
Exons 



Seq. ID OJ990708_02. 9919.C12 
Strand 

End 7904 

Method GENSCAN 

End 7647 

Score . 65 



Seq. ID OJ990708_02. 9919.C12 
.Strand 

End 10343 * • ' ' 

Method GENSCAN 

End 10343 

Score .82 



7859.-8539, 8621. .8701, 8810. .8869, 9026. .9367, 9449. .9474, 
10052. .10343 



Seq. No. 35188 Seq. ID 

Gene No. 72692 Strand 

Start 10793 End 

Name OJ990708_02 . 9919 . C12 . o2 . tw Method 

Start 353 End 

GI none Score 



OJ9907 08_02. 9919.C12 
11830 

TBLASTX: Wheat 

920 

657 



35056 



Exons 



353. .919, 384. .920 



Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ990708_02 . 9919 . C12 . ol . tc 

Start 627 

GI none 

Exons 627.. 800, 801.. 944, 803.. 943 



Seq. ID OJ990708_02.9919.C12 
Strand 

End 11830 

Method TBLASTX: Cress 

End 94 4 

Score 90 



Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ990708_02 . 9919 . C12 . ol . ts 

Start 708 

GI none 

Exons 708. .968, 713. .967, 787. .969 



Seq. ID OJ990708_02. 9919.C12 
Strand 

End 11830 

Method TBLASTX : Soybean 

End 969 

Score 296 



Seq. No. 35188 
Gene No. 72692 
Start 10793 

Name . .OJ99.0.7 08_02, 9919., C12...o3...tm. 

Start . - - .767... . . ... . . 

GI none 

Exons 767.. 1054, 768.. 1058 



Seq. ID OJ990708_02.9919.C12 
Strand 

End 11830 

. _Me.thod_„ TBLAS.T..X.:.Ma.ize. _. 

. End.. . .... AO 5 8-. 

Score 37 9 



Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ9907 08_02 . 991 9 . C12 . ol . tw 

Start 927 

GI none 
Exons 



Seq. ID OJ990708_02. 9919.C12 
Strand 

End 11830 

Method TBLASTX : Wheat 

End 6931 

Score 699 



927. .1553, 983. .1441, 1299. .1550, 6788. .6931 



Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ9907 08_02 . 991 9 . C12 . ol . tm 

Start 1107 

GI none 
Exons 



Seq. ID ■ OJ990708_02.9919.C12 
Strand 

End 11830 
Method TBLASTX : Mai ze 
End 1706 
Score 231 



1107. .1268, 1115. .1261, 1266. .1706, 1268. .1690 



Seq, No. „35188 

Gene No. / . 72692 . . ; 

Start 107 9*3. ' ' " ' 

Name OJ9907 08_02 . 991 9 . C12 . o3 . tw 

Start 1553 

GI none 

Exons 1553. .1822, 1554. .1886, 1557. 



Seq. ID OJ990708_02. 9919.C12 
■Strand * 

End . 11*830 

Method TBLASTX : Wheat 

End 1886 

Score 372 
.1865 



Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ9907 08_02 . 991 9 . C12 . o5 . tm 

Start 1710 

GI none 

Exons 1710.. 1907, 1721. .1816, 1810. 



Seq. ID OJ990708_02. 9919.C12 
Strand 

End 11830 

Method TBLASTX : Maize 

End 1938 

Score 187 
.1938 



35057 



Seq. No. 35188 Seq. ID 

Gene No. 72692 Strand 

Start 10793 End 

Name OJ990708_02 . 9919 . C12 . o2 . tm Method 

Start 5215 End 

GI none Score 

Exons 5215.. 5580, 5215.. 5400, 5268.. 5579 



OJ990708_02. 9919.C12 
11830 

TBLASTX: Maize 

5580 

389 



Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ990708JD2 . 9919 . C12 . o4 . tw 

Start 5224 

GI none 

Exons 5224.. 5586, 5548.. 5649 

Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ990708_02 . 9919 . C12 . o3 . ts 

.Star.t ... . ...52.66 .... . : 

GI- - . ...-none. ....... ....... ~ 

Exons 5266.. 5547, 5304.. 5528, 5548. 

Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ990708_02 . 9919 . C12 . o2 . ts 

Start 5887 

GI none 

Exons 5887.. 6024, 5889.. 6038, 6039. 
6278. .6355 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_02. 9919.C12 
11830 

TBLASTX: Wheat 

5649 

238 



Seq. ID OJ990708_02. 9919.C12 
Strand 

End . 11830 

Method TBLASTX: Soybean 

.End... 5J7 36 . 

. Score, 2.04. .. tT ..~._ 

.5736, 5592.. 5723 

Seq. ID OJ990708_02. 9919.C12 
Strand 

End 11830 

Method TBLASTX : Soybean 

End 6355 

Score 148 
.6104, 6045. .6215, 6046. .6276, 



Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name OJ990708_02 . 9919 . C12 . o4 . ts 

Start 7255 

GI none 

Exons 7255.. 7407, 7280.. 7486, 7450. 

Seq. No. 35188 . 

.Gene .No. - . 7.2 692... . o 

Start 10793 

Name OJ990708_02 . 9919 . C12 . o4 . tm 

Start 9832 

GI none 

Exons 9832.. 9927, 9832.. 9879, 9833. 

9958.. 10032, 9967. .10356, 99E 
10038. .10367 



Seq. ID OJ990708_02.9919.C12 
Strand 

11830 

TBLASTX : Soybean 
7491 
192 



End 

Method 
End 
Score 
.7491 



Seq. ID OJ990708_02. 9919.C12 
. Strand 

End 11830 

Method TBLASTX : Mai ze 

End 10367 

Score 57 
.9928, 9845. .9928,-. 9903. .10034, 

il. .10034, 10030. .10236, 



Seq. No. 35188 

Gene No. 72692 

Start 10793 

Name 0J9 907 08_02 . 9919 . C12 . 06 . gs 

Start 10793 



Seq. ID OJ990708_02. 9919.C12 
Strand 

End 11830 

Method GENSCAN 

End 11830 



35058 



GI 


none 






Score . y4 




Exons 


10793 . . 11830 










Seq. No. 


35189 






Seq. ID OJ99U/(Jo 


oz . yyiy . cu 


Gene No. 


~1 O f~ c\ o 

7269 3 






onrana + 




Start 


5484 






End 10854 




Name 


OJ990708 02.9919 


C13.o3 


gs 


Method GENSCAN 




Start 


5484 




End 9487 




GI 


none 






Score .56 




Exons 


5484 . . 5641, 5643 


. 6102, 


6159. 


. 6235, 6953. .7049, 


7257. .7329, 




7496. .7620, 7688 


.7873, 


7944 . 


.8002, 8071. .8771, 


9156. .9487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

,Seq..~.N.o.L .... 

..Gene .No.. ...... 

Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35189 Seq. ID 

72693 Strand 
5484 End 10854 

OJ990708_02. 9919 . C13 . o5 . np Method AAT/NAP 
6149 End 10854 

6907089 Score 275 

614 9. . 6324, 6829. .7416, 10813. . 10854 
(AP001129) hypothetical protein [Oryza sativa] 



OJ9907 08_02 . 991 9. CI 3 
+ 



;3518,9„ 

..72633. 

5484 



6721558 
6800. . 6877, 



.OJ.9.9.Q_7.0^0.2..,a9.15...,.CJ,X 

10854 
AAT/NAP 
8271 
138 



.. . ;„ ;___S.eq ID 

v -...Strand-.,. 

End 

OJ9907 08JD2. 9919 . C13 . 06 . np Method 
6800 End 

Score 

7476. .7626, 8071. .8271 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj | BAA90369. 1 I (AP001081) hypothetical protein 
[Oryza sativa] 

35189 Seq. ID OJ990708_02 . 9919 . C13 

72693 Strand + 

5484 End 10854 

OJ9907 08JD2 . 9919 . C13 . o7 . np Method AAT/NAP 

7220 End 8833 

6721561 - Score 1049 

722 0. .72 55, 7 654. .7873, 7 94 4.. 80 02, 8 071.. 88 33 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene . ; hypothetical 
protein. [Oryza sativa] . ■• 



Seq. No. 


35189 




Seq. ID 


OJ990708 


Gene No. 


72694 




Strand 


+ 


Start 


16411 




End 


17291 


Name 


OJ990708 02.9919.C13 


ol.gp 


Method 


AAT/GAP 


Start 


16411 




End 


17120 


GI 


none 




Score 


789 


Exons 


16411. .16699, 16927. 


17120 






Seq.- No. 


35189 




Seq. ID 


OJ990708 


Gene No. 


72694 




Strand 


+ 


Start 


16411 




End 


17291 


Name 


OJ990708 02.9919.C13 


o2 . gp 


Method 


AAT/GAP 



35059 




o tar l 


16933 


End 


17291 




bl 


LIB34 34-003-P1-K1-B12 


Score 


570 




Exons 


16933. .17291 








GI Descrip. 


? 5852170/emb|AL1172 65. 1 I0ST17 


B04 l.Oe 


-50 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone: 


tl7804 ■ 


beq . no . 


35189 


Seq. ID 


a Tfiornno no 

uj y y u / Uo uz 


O O 1 O T O 

. y y i y . ci J 


Gene No. 


72695 


Strand 






Start 


1 


End 


O 1 A Q 

z 1 4 y 




Name 


OJ990708 02. 9919 . C13 . ol . np 


Method 


A 7\ T /MAD 

AAi / NAr 




Start 


1 


End 


O 1 A Ck 

z 1 4 y 




bl 


4680179 


Score 


829 




Exons 


1..55, 1121. .2149 








GI Descrip . 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica 


J 


Seq. No. 


35189 


Seq. ID 


r\ tqqht no no 

uj y y u / Uo uz 


. yy iy . li j 


Gene No. 


72695 


Strand 






C +- -i >- •(- 

btart 


1 


End 


O 1 A Q 

z 1 4 y 




Name 


OJ990708 02.9919.C13.ol.gs 


Method 


bhNbbAN 




Start 


437 


End 


z 1 \z 




bl 


none 


Score 


.7 




Exp AS 


_A3jU. .5.3.4 ^.9a....3J.3. / _m5^aL5A^13.6.a.... 


.,21:1.2:,. ... 


—~ — 


Seq. No. 


35189 


Seq. ID 


r\ Tnnm ao no 

ojyyu /uo uz 


. yyiy . ci j 


Gene No. 


72696 


Strand 






Start 


2396 


End 


5^4 / 




Name 


OJ990708 02.9919.C13.o2.np 


Method 


AAI / NAF 




Start 


2394 


End 


o i n n 

o i y U 




bl 


4512231 


Score 


1109 




Exons 


2394. .3190 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa 


] 




Seq. No. 


35189 


Seq. ID 


ojyyu/oo 02 


. yyiy . ci 3 


Gene No. 


72696 


Strand 






OH , v +- 

otart 


2396 


End 


oy4 / 




Name 


OJ990708 02.-9919.C13.o2.gs 


Method 


P T7 M O r* 7\ M 

bbNbbAN 




Start 


2396 


End 


a n i a 
4 / 1 o 




bl 


none 


Score 


.9 




Exons 


2396. .3190, 4714. .4716 








beq . no . 


35189 


Seq. ID 


OJ990708_02 


. 9919. C13 


bene .no . 


72696 


Strand 








2396 


End 


5947 




Name . 


. OJ990708 .02.9919.C13.o3.np 


Method 


.' AAT/NAP • 




Start' ■' ' * 


4323 


End' 


5873- " • '"' 




C T 

bl 


6063554 


Score 


166 




Exons 


4323. .4497, 5537. .5594, 5706. 


5873 






bl Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C718 


50 (E0464) ,098611 (E0464) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


35189 


Seq. ID 


OJ990708_02 


. 9919. C13 


Gene No. 


72696 


Strand 






Start 


2396 


End 


5947 




Name 


OJ990708 02.9919.C13.o4.np - 


Method 


AAT/NAP 




Start 


5051 


End 


5947 




GI 


5852178 


Score 


395 





35060 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5051. .5152, 5510. .5608, 5640. .5947 
(AL117265) 2hb0008.1 [Oryza sativa] 



35189 Seq. ID 

72697 Strand 

10294 End 13404 

OJ990708_02 . 9919 . C13 . 08 . np Method AAT/NAP 

10294 End 13404 

5902445 Score 2957 
10294 11532, 11572.. 13404 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990708 02.9919.C13 



35189 Seq. ID 

72698 Strand 

13471 End 
OJ990708_02. 9919.C13.o5. tw Method 

1354 End 

none Score 
1354 . . 1698 



OJ990708_02.9919.C13 
13894 

TBLASTX: Wheat 

1698 

308 



Seq. No. 35189 Seq. ID 

..Gen.e_ No... 7 263.8 .„ „ ..Strand.. .. 

.Start. .134 7.1 , v .. .. ...End...... 

Name OJ990708_02 . 9919 . C13 . o3 . tm Method 

Start 1360 End 

GI none Score 

Exons 1360.. 1698 



OJ990708_02.9919.C13 

.13834.,. Z. Z.ZZ' ZZ„ - 
TBLASTX: Maize 
1698 
242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene .No. 
Start 
Name 
Start 



35189 Seq. ID 

72698 Strand 

13471 End 
OJ9907 08_02 . 9919 . C13 . 08 . tw Method 

1750 End 

none Score 

1750. .1923, 1750. .1932, 1751. .1948 

35189 Seq. ID 

72698 Strand 

13471 End 
OJ9907 08_02 . 9919 . C13 . o3 . tw Method 

10303 End 

none Score 



OJ990708_02.9919.C13 
13894 

TBLASTX: Wheat 

1948 

68 



OJ990708_02.9919.C13 
13894 

TBLASTX: Wheat 

10892 

62 



10303. .104 34, 10304. .1042 9, 104 59. .107 01, 10713. .108 92 

OJ990708 02v99l'9.C13 



35189 
72698 
13471 

OJ990708_02. 991 9 . C13 . o5 . tm 

10339 
none 

10339. .104 22, 10423. .10605 

35189 
72698 
13471 

OJ990708_02. 9919 . C13 . o4 . tm 
10881 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



13894 

TBLASTX: Maize 

10605 

137 



OJ990708_02.9919.C13 
13894 

TBLASTX: Maize 
11262 



35061 




GI 


none 






Score 


43 






Exons 


10881 . 


.10994, 10912. 


. 10983, 


10992. .11255, 1102S 


. . 11262 




Seq. No. 


35189 






Seq. ID 


OJ990708 


02 . 9919 


C13 


Gene No. 


72698 






Strand 








Start 


13471 






End 


13894 






Name 


OJ9907 


08_02.9919.C13 


. o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


10926 






End 


11276 






GI 


none 






Score 


181 






Exons 


10926. 


.11264, 10936. 


.11178, 


11085. . 112 


76 






Seq. No. 


35189 






Seq. ID 


OJ990708 


02 . 9919 


C13 


Gene No. 


72698 






Strand 








Start 


13471 






End 


13894 






Name 


OJ990708 02.9919.C13 


.ol0. tw 


Method 


TBLASTX: 


Wheat 




Start 


11554 






End 


11875 






GI 


none 






Score 


81 






Exons 


11554 . 


.11874, 11621. 


. 11875 










Seq. No. 


35189 






Seq. ID 


OJ990708 


_02.9919. 


C13 


Gene No. 


72698 






Strand 








..Start.. „ „„. 


_ -13.471. 




. 


„JEad_„-„„„ 






^ .i.j 


Name—.--^ 


OJ.990.7 


0V_0Z~9.9i97ci3. 


^o6..-tw. - 


Method 


T BLAS T.X.: .Wheat- . ...... 




Start 


11914 






End '. 


12322 






GI 


none 






Score 


42 






Exons 


11914 . 


.12087, 11917. 


. 11985, 


11966. .12058, 12095 


. . 12322, 






12097 . 


. 12321 












Seq. No. 


35189 






Seq. ID 


OJ990708 


_02.9919. 


C13 


Gene No. 


72698 






Strand 








Start 


13471 






End 


13894 






Name 


OJ9907 


08_02 . 9919 .C13 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


12391 






End 


12682 






GI 


none 






Score 


101 






Exons 


12391. 


.12564, 12554. 


. 12682 










Seq. No. 


35189 






Seq. ID 


OJ990708 


_02.9919. 


C13 


Gene No. 


72698 






Strand 








Start 


13471 






End 


13894 






Name 


OJ9907 


08_02.9919.C13 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


12412 






End 


12835 




GI 


none 






Score 


95 






Exons 


12412. 


.12564, 12560. 


. 12835, 


12651. .128 


03 






Seq. No. 


35189 






Seq. ID 


OJ990708 


_02. 99*19. 


C13 


Gene No. 


72698 






Strand 








Start 


13471 






End 


13894 






Name 


OJ9907 


08_02. 9919.C13 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


12563 






End 


12919 






GI 


none 






Score 


128 






Exons 


12563. 


.12919, 12564. 


. 12797 










Seq. No. 


35189 






Seq. ID 


OJ990708 


_02.9919. 


C13 


Gene No. 


72698 






Strand 








Start 


13471 






End 


13894 






Name 


OJ990708 02.9919.C13 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


12686 






End 


13105 







35062 




GI 


none 






Score 


1 A C 

lUo 




Exons 


12686. . 


13105, 12687. 


. 12.303 f 


"1 O T 1 A TOO 

iz 1 1 y . . izo 


A A 1 ft ft ft o 

44, lz9oo 


. . 1 ol) ol , 




12965. . 


13090 










Seq. No. 


35189 






Seq. ID 


OJ990708 


_02.9919 


Gene No. 


72698 






Strand 






Start 


13471 






End 


13894 




Name 


OJ990708 02.9919.C13 


oZ . tm 


Method 


TBLASTX: 


Mai ze 


Start 


12974 






End 


13329 




GI 


none 






Score 


82 




Exons 


12974 . . 


13150, 12984. 


1 Jlbl , 


13114. .13329, 13118 


T O O <Z *7 


Seq. No. 


35189 






Seq. ID 


OJ990708 


02 .9919 


Gene No. 


72698 






Strand 






Start 


13471 






End 


13894 




Name 


OJ990708 02.9919.C13 


OZ . tw 


Method 


TBLASTX: 


wneat 


Start 


13130 






End 


13498 




GI 


none 






Score 


244 




Exons 


13130. . 


13498, 13135. 


1 T j| ft/ 

134 94 








Seq. No. 


35189 






Seq. ID 


OJ990708 


ft ft QQ1 Q 

vz . y y i y 


G.ene^NQ.v..™ 


•,.72.69.8.. 






„._..Stz.a.n.d™ 






•Start 


.. .13.4 7 L. 






... End...... ..^ - 






Name 


OJ990708 02.9919.C13 


o9 . np 


■ Method 


AAT/NAP 




Start 


13471 






End 


13882 




GI 


5902444 






Score 


228 




Exons 


13471. . 


13882 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


35189 






Seq. ID 


OJ990708 


_02.9919 


Gene No. 


72698 






Strand 






Start 


13471 






End 


13894 




Name 


OJ990708 02.9919.C13 


o7 . tw 


Method 


TBLASTX: 


Wheat 


Start 


13651 






End 


13894 




GI 


none 






Score 


140 




Exons 


13651. . 


13893, 13661. 


13894 








Seq. No. 


35189 






Seq. ID 


OJ990708 


a o nm n 

uz . y y i 9 


Gene No. 


72699 






Strand 






Start 


16447 






End 


17056 




Name 


OJ990708 02.9919.C13. 


oil . tw 


Method 


TBLASTX: 


wneat 


Start 


1644.7 






End 


17056 - 




GI 


none 






Score 


186 




Exons 


16447... 


16470, 16480.,. 


16581, 


164,9.6. ■. 16684; . 1-64 97 


i c c a a 
. . 1 .0 0 U 4 , 




' 16555. . 


16701, • 16929. . 


17051, 


16531. . 17056, 16936 


1" 1 A C O 


Seq. No. 


35190 






Seq. ID 


OJ990708 


AO A A 1 n 

oz . y y i 9 


Gene No. 


72700 






Strand 


+ 




Start 


1 






End 


1757 




Name 


OJ99070 


8_02. 9919.C14 . 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


1757 




GI 


6498434 






Score 


127 




Exons 


1. .25, 


1669. . 1757 










GI Descrip. 


(AP0008 


15) hypothetical protein [Oryza 


sativa] 




Seq. No. 


35190 






Seq. ID 


OJ990708 


_02.9919 


Gene No. 


72701 






Strand 







35063 




OlaiL 


362 






End 


1603 




Name 


OJ990708 02. 


.9919.C14.ol. 


.gs 


Method 


GENSCAN 




b tart 


362 






End 


1349 




C T 


none 






Score 


.82 




Exons 


362. .426, 683.-764, 918. 


. . y / / , 


1143. .1349 




beq. no. 


35190 






Seq. ID 


OJ990708 


uz . yy 19 . ci4 


Gene No . 


72701 






Strand 






Start 


362 






End 


1603 




Name 


OJ990708 02. 


9919. C14 .ol. 


, tw 


Method 


TBLASTX: 


Wheat 


b t art 


1047 






End 


1603 




bl 


none 






Score 


184 




Exons 


1047. .1070, 


1080. .1157, 


i u y d . . 


.1284, 1096. .1176, 


lloo . . loOl, 




1528. .1569, 


1532. .1570, 


1 con 


.1601, 1546. .1602, 


looo . . loU J, 




1559. . 1603 












Seq. No. 


35191 






Seq. ID 


ojy 9(J / Uo 


_02.9919.C15 


Gene No. 


72702 






Strand 


+ 




Of iv4- 

otart 


47 






End 


OAT 




Name 


OJ990708 02. 


9919.C15.ol. 


,gs 


Method 


GENSCAN 




btart 


47 






End 


303 




bl 


; none 







.S.cor.e 


. ..7 6/ _ 


- : ■ — — 


Exons,-. .... 


.47. .303- 












beq. No. 


35192 






Seq. ID 


OJ990708 


02 . 991 9 . C16 


Gene No. 


72703 






Strand 






Start 


1 






End 


1254 




Name 


OJ990708 02. 


9919.C16.ol. 


np 


Method 


AAT/NAP 




C -1 1 -v-4- 

btart 


1 






End 


1236 




bl 


6742729 






Score 


1506 




Exons 


1. .1236 












GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


35192 






Seq. ID 


OJ990708 


_02.9919.C16 


Gene No. 


72703 






Strand 






btart 


1 






End 


1254 




Name 


OJ990708 02. 


9919.C16.o2. 


tw 


Method 


TBLASTX: 


Wheat 


btart 


2 






End 


391 




C T 
bl 


none 






Score 


74 




Exons 


2. .76, 3. .77 


, 52. .390, 74. .391, 77. .391 




Seq. No. 


35192 






Seq. ID 


OJ990708 


_02.9919.C16 


Gene No. 


72703 






Strand 






btart 


. 1 ' 






End 


1254 




Name 


OJ990708 02. 


9919:C16.o2. 


tm 


Method * * 


T0LASTX : 


Maize 


btart 


67 






End 


348 






none 






Score 


119 




Exons 


67. .348, 77. 


.337 










Seq. No. 


35192 






Seq. ID 


OJ990708 


_02.9919.C16 


Gene No. 


72703 






Strand 






Start 


1 






End 


1254 




Name 


OJ990708 02. 


9919.C16.ol. 


gs 


Method 


GENSCAN 




Start 


387 






End 


1166 




GI 


none 






Score 


.89 





Exons 387. .944, 1065. .1166 



35064 



Seq. No. 35192 

Gene No. 72703 

Start 1 

Name OJ990708_02 . 9919 . C16 . ol . ts 

Start 552 

GI none 

Exons 552. .794 



Seq. ID OJ990708_02.9919.C16 
Strand 

End 1254 

Method TBLASTX : Soybean 

End 7 94 

Score 195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI. _ . . 
,.Exans . 



35192 
72703 
1 

OJ990708_02. 9919 . C16 . ol . tm 

624 

none 



Seq. ID OJ990708_02. 9919.C16 
Strand 

End 1254 

Method TBLASTX : Maize 

End 1077 

Score 68 



624. .818, 828. .950, 829. . 939, 949. .1068, 979. .1077 



35192 
72703 
1 

OJ990708_02. 991 9 . C16 . ol . tw 

663 

none ...... . . . 



Seq. ID OJ990708__02. 9919.C16 
Strand 

End 1254 

Method TBLASTX : Wheat 

End 1117 

Score . 123. . 



..663. ..-881,.. 703 8.64.,. . 8.65 .. .94 8,_8 67 . .950, ,8.68- ..951,. ..9.67 .-..1-0.7.1 ,.. 

971.. 1072, 1069. .1116, 1073.. 1117 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



35192 
72703 
1 

OJ990708_02. 991 9 . C16 . ol . tc 

967 

none 



Seq. ID OJ990708_02. 9919.C16 
Strand 

End 1254 

Method TBLASTX : Cress 

End 1254 

Score 59 



967. .1128, 974. .1060, 1183. .1254 



Seq. No. 35193 

Gene No. 72704 

Start 213 

Name OJ990708_02 . 9919 . C17 . ol . gs 

Start 213 

GI none 

Exons 213.. 382, 3585.. 3968 



Seq. ID OJ990708_02. 9919.C17 

Strand + 

End 3968 

Method GENSCAN 

End 3968 

Score .61 



Seq. No. 

Gene No . 
Start ^ 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35193 
72705 

1 . :.- . ' . 

OJ990708_02. 9919 . C17 ; ol . np 
1 

4680203 
1..601 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990708_02.9919.C17 
Strand - . 
End ,601 
Method AAT/NAP " 
End 601 
Score 496 



35193 
72706 
5543 

OJ990708_02. 991 9 . C17 . o5 . tw 
1 

none 



Seq. ID OJ990708_02.9919.C17 
Strand 

End 8703 

Method TBLASTX : Wheat 

End 255 

Score 105 



1..159, 2. .160, 3. .152, 143. .244, 154. .255 



35065 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 



35193 Seq. ID 

72706 Strand 

5543 End 

OJ990708_02. 9919.C17 .o2.gs Method 

5543 End 

none Score 



OJ990708_02.9919.C17 

8703 
GENSCAN 
7428 
.82 



5543. .5648, 5680. .5915, 6840. .6941, 7027. .7428 



Seq. No. 35193 Seq. ID 

Gene No. 72706 Strand 

Start 5543 End 

Name OJ990708JD2 . 9919 . C17 . o2 . np Method 

Start 6678 End 

GI 4680179 Score 

Exons 6678.. 8703 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990708_02.9919.C17 

8703 
AAT/NAP 
8703 
2895 



Seq. No. 35193 Seq. ID 

Gene No. 72706 Strand 

Start 5543 End' 

..Name..,;. _„ -..OJ99.D7.0B_.0.2 ..9.919,_C17,-,q4 , ,tw Method... 

.S-tart..- 6723. _ . ^..-^ . ... ,En<i..* 

GI none * Score 

Exons 6723.. 6959, 6925.. 7056 



OJ990708_02.9919.C17 
8703 

..TBLASTX :.Whe.a.t „_ 

,,-7.0.56 

117 



Seq. No. 35193 Seq. ID 

Gene No. 72706 Strand 

Start 5543 End 

Name OJ990708_02 . 9919 .C17 . ol . tm Method 

Start 6918 End 

GI none Score 
Exons 



OJ990708_02.9919.C17 
8703 

TBLASTX: Maize 

7503 

160 



6918. .6959, 6955. .7344, 7043. .7345, 7342. .7503, 7349. .7495, 
7351. .7497 



Seq. No. 


35193 






Seq. ID 


OJ99070! 


3_02.9919.C17 


Gene No. 


72706 






Strand 






Start 


5543 






End 


8703 




Name 


OJ990708 02, 


. 9919.C17.ol, 


. tw 


Method 


TBLASTX: 


: Wheat 


Start 


7057 






End 


7678 




GI 


none 






Score 


331 




Exons 


7057 . .7677, 


7058. .7678 










Seq. No. 


..35193. 






. Seq.. .ID 


OJ99070E 


3_02.. 99.1-9.. C17 


Gene No. 


72706 






Strand 






Start 


5543 






End 


8703 




Name 


OJ990708 02. 


. 9919.C17.o3. 


. tm 


Method 


TBLASTX: 


: Maize 


Start 


7552 






End 


7843 




GI 


none 






Score 


282 




Exons 


7552. .7842, 


7556. .7843 











Seq. No. 35193 Seq. ID 

Gene No. 72706 Strand 

Start 5543 End 

Name OJ990708_02 . 9919 . C17 . ol . ts Method 

Start 7642 End 

GI none Score 



OJ990708_02. 9919.C17 
8703 

TBLASTX: Soybean 

7902 

178 



35066 



• 



Exons 



7642. .7902, 7643. .7900 



beq . NO . 








beq. id 


OJ990708 02.9919 


. CI / 


Gene No. 


/ / / Ub 






Strand 








btart 


034 j 






End 


0 *7 n "3 






Name 


uj y y u / u 


Q HO QQ1 Q pi 7 — O 

0 uz . y y 1 y . li / . oz 


. tw 


Method 


mnT 7\ 0 rp v • 

1 BLAo 1 A : 


Wheat 




b tart 


/ o y u 






hno 


0 0 0 c 
Oil D 






GI 


none 






Score 


343 






Exons 


7690. .8 


226, 7691.. 8224 












beq . no . 


o o i y j 






beq . 1 u 


r\ T AA A -7 AC 

00 y yu /(Jc 


> A A A A 1 A 

s uz . y y 1 y 


. CI / 


Gene No . 


-7 0 -7 n c 
/£ / Ub 






bt rana 








Start 


c c ^ 








8703 






Name 


uj y y u / u 


8__02.9919.C17.o3 


.gs 


Method 


GENSCAN 






b tar t 


"7QOO 






ijIlU 


8538 






bl 


none 






Score 


.82 






Exons 


7828. .8 


538 












beq. no. 








Seq. ID 


OJ99070S 


_02.9919 


. CI / 


Gene No . 


Tome 
/z / Ub 






Strand 








Start 








End 


8703 






.JSlame-'.. 


;-_0 J 99fij:o. 


8/;.0.2_.-9.9.1.9. ,.C 1.7.._o.2_...tm. _ 


..Me.tho.d 


..T.ELaST.X.:.Ma.iz.e._ 






: ..,..825Z......,,. 






End..-. , 


..859.2 




<rr.r- - 


GI 


none 






Score 


48 






Exons 


8257. .8 


304, 8264.. 8299, 


O O A A 

8299 . 


.8580, 8302.. 8592, 


8303. .8 


587 


beq . No . 


35193 






Seq. ID 


OJ99070S 


_02.9919 


. CI / 


Gene No . 


72706 






Strand 








Start 


5543 






End 


8703 






Name 


OJ990708 02.9919.C17.o3 


. tw 


Method 


TBLASTX: 


Wheat 




btart 


8296 






End 


8695 






GI 


none 






Score 


185 






Exons 


8296. .8 


694, 8299.. 8619, 


8303. 


8695 








beq . no . 


35193 






Seq. ID 


OJ990708 


_02. 9919 


. CI / 


Gene No . 


72706 






Strand 








Start 


5543 






End 


8703 






Name 


OJ990708 02.9919.C17.o2 


.ts 


Method 


TBLASTX: 


Soybean 




C -1 , -V-.+- 

bt art 


8410 






End 


8658 






GI 


none 






Score 


86 






Exons 


8410. .8 


658, 8429.. 8623 












Seq. No. 


35194 






Seq. ID 


OJ990708 


_02. 9919- 


.C19 


Gene No 


72707- • 






• Strand * 








btart 


* 1 






End* " 1 


1884 






Name 


OJ9.90708 02.9919.C19.ol 


-np 


Method 


AAT/NAP 






Start 


1 






End 


1562 






C T 
Vjl 


4680179 






Score 


636 






Exons 


1. .832, 


1498. .1562 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp . indica] 




Seq-. No. 


35194 






Seq. ID 


OJ990708 


_02. 9919 


.C19 


Gene No. 


72707 






Strand 








Start 


1 






End 


1884 






Name 


OJ99070 


8_02. 9919.C19.ol 


.gs 


Method 


GENSCAN 






Start 


138 






End 


1818 






GI 


none 






Score 


.73 







35067 




Exons 


138. .341, 603. .831, 1084. .1818 






Seq. No. 


35194 


Seq. ID 


OJ990708_02 . 9919 


. C19 


Gene No. 


72707 


Strand 






Start 


1 


End 


1884 




Name 


OJ990708 02.9919.C19.o2.np 


Method 


7\ Ti m / XT TV T~\ 

AAT/NAP 




Start 


1120 


End 


1884 




GI 


4512229 


Score 


1000 




Exons 


1120. .1884 








GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 






Seq. No. 


35194 


Seq. ID 


OJ990708_02.9919 


C19 


Gene No. 


72708 


Strand 






Start 


2098 


End 


278 9 




Name 


OJ990708 02.9919.C19.ol.tw 


Method 


TBLASTX : Wheat 




Start 


94 


End 


4 oZ 




GI 


none 


Score 


102 




Exons 


94. .432, 97. .405 








Seq. No. 


35194 


Seq. ID 


OJ990708 02.9919 


C19 


Gene No. 


72708 


Strand 


- 




...S.t.ar-.t__ 


„._.._2.0.9.8_. , ; _ \:_ .„ 


Ead„ - 


„..27.85_ 




.Name,.,,... - 


QJ.990.7.0.8..'.02...991 9X19. ..ol .,trru,. 


.........Method _ 


.JTBLASJX: Malza 




Start 


133 


End 


432 




GI 


none " 


Score 


4 6 




Exons 


133. .432, 134. .202, 302. .381 








Seq. No. 


35194 


Seq. ID 


OJ990708 02.9919 


C19 


Gene No. 


72708 


Strand 






Start 


2098 


End 


2789 




Name 


OJ990708 02.9919.C19.o3.np 


Method 


T\ 7\ m / XT TV T^l 

AAT/NAP 




Start 


2098 


End 


278 9 




GI 


5852175 


Score 


47 




Exons 


2098. .2208, 2721. .2789 








GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 






Seq. No. 


35195 


Seq. ID 


OJ990708_02. 9919 


C20 


Gene No. 


72709 


Strand 


+ 




Start 


7383 


End 


8273 




Name 


OJ990708 02.9919.C20.ol.gp 


Method 


AAT/GAP 




Start 


7383 


End 


8273 




GI 


none 


. Score 


1200 




Exons 


7383. .7657, 7889. .8273 








"Seq. No.' 


35195 ' ' < 


Seq.' " ID 


OJ990708JD2.99I9. 


C20 


Gene No. 


72710 


Strand 






Start 


318 


End 


3348 




Name 


OJ990708 02.9919.C20.ol.gs 


Method 


GENSCAN 




Start 


318 


End 


3348 




GI 


none 


Score 


.59 




Exons 


318. .439, 1144. .1335, 1423. 


1531, 1874 


..2040, 2078. .2189, 




3208. .3348 








Seq. No. 


35195 


Seq. ID 


OJ990708_02.9919. 


C20 


Gene No. 


72711 


Strand 






Start 


7419 


End 


8039 




Name 


OJ990708 02.9919.C20.ol.tw 


Method 


TBLASTX: Wheat 





35068 



Start 
GI 

Exons 



7419 End 8039 

none Score 194 

7419. .7442, 7452. .7553, 7468. .7656, 7527. .7655, 7535. .7657, 

7892. .7930, 7906. .8031, 7916. .8035, 7920. .8039 



Seq. No. 35196 Seq. ID 

Gene No. 72712 Strand 

Start 6135 End 

Name OJ990708_02 . 9919 . C21 . ol . gp Method 

Start 6029 End 

GI none Score 

Exons 6029.. 6303, 6546.. 6738 



OJ990708_02.9919.C21 
+ 

6917 
AAT/GAP 
6738 
823 



Seq. No. 35196 Seq. ID 

Gene No. 72712 _ Strand 

Start 6135 " End 

Name OJ990708_02 . 9919 . C21 . o2 . gs Method 

Start 6135 End 

GI none Score 

Exons 6135.. 6303, 6546.. 6628 



OJ990708_02.9919.C21 
+ 

6917 
GENSCAN 
6628 
.43 



_Seq..„Jto,__ 3.5.1.9,6.: . _ . _ .S-eq;.„.ID, 

.Gene-No-.^-. 72712.-, ..... . . J, v — -Strand.. 

Start 6135 End 

Name OJ990708JD2 . 9919 . C21 . o2 . gp Method 

Start 6220 End 

GI none Score 

Exons 6220.. 6303, 6546.. 6917 



. aj930.70.8_.02,.„9„91.9„.,Q21 

; „. 

6917 
AAT/GAP 
6917 
799 



Seq. No. 35196 Seq. ID OJ9907 08_02 . 9919 . C21 

Gene No. 72713 Strand + 

Start 12761 End 16904 

Name OJ990708_02 . 9919 . C21 . o4 . gs Method GENSCAN 

Start 12761 End 16904 

GI none Score .48 

Exons 12761. . 12860, 13324 .. 13540 , 14 635 .. 14 911 , 15089 .. 15386, 
16846.. 16904 



Seq. No. 35196 Seq. ID 

Gene No. 72713 Strand 

Start 12761 End 

Name OJ990708_02 . 9919 . C2 1 . o4 . gp Method 

Start 15532 End 

GI ■, LIB3477-003-P1-K1-E9 ■ ; .- ■ Score. 

Exons " 15532.. 15614 ' * ' 

GI Descrip. ' 24 9858 6/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990708_02.9919.C21 
+ 

16904 
AAT/GAP 
15614 
98 



Seq. No. 35196 

Gene No. 72714 

Start 9188 

Name OJ990708J32 . 9919 . C21 . o3 . gs 

Start 9188 

GI none 
Exons 



Seq. ID OJ990708_02.9919.C21 



Strand 
End 

Method 

End 

Score 



10114 
GENSCAN 
10114 
.86 



9188. .9339, 9553. .9680, 9841. .9970, 10087. .10114 



35069 




Seq. No. 


35196 






Seq. ID 


OJ990708 


_02.9919 


.C21 


Gene No. 


72715 






Strand 


- 






Start 


14782 






End 


15199 






Name 


OJ990708 02.9919.C21 


.o3.gp 


Method 


AAT/GAP 






Start 


■ 14782 






End 


15199 






GI 


568184 






Score 


628 






Exons 


14782. 


.14959, 15032. 


.15199 










Seq. No. 


35196 






Seq. ID 


OJ990708 


_02. 9919 


.C21 


Gene No. 


72716 






Strand 








Start 


19176 






End 


21911 






Name 


OJ990708 02.9919.C21 


. o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


6054 






End 


6696 






GI 


none 






Score 


46 






Exons 


6054 . . 


6152, 6062. .6088, 6114 


. .6302, 6117. .6194, 


6169. . 6303, 




6173. . 


6301, 6244. .6303, 6545 


. . 6586, 6549. . 6587, 


6563. . 6691, 




6563. . 


6688, 6577. .6696 










Seq. No. 


35196 






Seq. ID 


OJ990708 


__02.9919 


.C21 


Gene No. 


72716 






Strand 








Start 


19176 






End 


21911 






Name '.. 


„ ..O.a99Q7Q8. JD:2... 9.9.1.9... C2.1..o2...tm „ 


-„Met.hp.cL - 


_.TBLAS.TX,:.M.ai z.e 


— ~ 


-Start- 


.......12.754. 




- 


..End, 


...L3274-.._- 






GI 


none 






• Score 


216 






Exons 


12754. 


.13074, 12763. 


. 13152, 


13070. .13123, 13071 


. . 13175, 






13113. 


.13274, 13177. 


. 13260 










Seq. No. 


35196 






Seq. ID 


OJ990708 


_02. 9919 


C21 


Gene No. 


72716 






Strand 








Start 


19176 






End 


21911 






Name 


OJ990708 02.9919.C21 


, o5 . gs 


Method 


GENSCAN 






Start 


19176 






End 


21781 






GI 


none 






Score 


.65 






Exons 


19176. 


.19259, 19487. 


19621, 


19716. .19814, 20360 


. .20644, 






20735. 


.21301, 21488. 


21781 










Seq. No. 


35196 






Seq. ID 


OJ990708 


_02.9919 


C21 


Gene No. 


72716 






Strand 








Start 


19176 






End 


21911 






Name 


OJ990708 02.9919.C21 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


20384 






End 


21706 






GI 


none 






Score 


55 






Exons . ■ 


20384. 


.20476, 20401. 


20475, - 


20465. .20545, 20508 


. .20546, 






2Q55Q. 


.20648, 20551. 


20667, 


20552. .20668, ,20559- 


. -.20699, 






20570. 


.20698, 20628. 


20741, 


20678. .'2073'7;' 20744 


.-'.20791, 






20745. 


.20792, 20752. 


20808, 


20783. .21700, 20799 


. .21701, 






21212. 


.21706 












Seq. No. 


35196 






■ ■ t Seq. ID 


OJ990708 


_02.9919 


C21 


Gene No. 


72716 






Strand 








Start 


19176 






End 


21911 






Name 


OJ990708 02.9919.C21 


ol . np 


Method 


AAT/NAP 






Start 


20868 






End 


21911 






GI 


6742729 




Score 


1219 






Exons 


20868. 


.21709, 21813., 


21911 











GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



35070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI„„.. : 

-Exons......-, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35196 
72716 
19176 

OJ990708_02. 9919 . C21 . ol . tc 

20966 

none 



Seq. ID OJ990708_02. 9919.C21 
Strand 
End 

Method 
End 
Score 



21911 

TBLASTX: Cress 

21413 

81 



20966. .21115, 20966. .21409, 20970 .. 214 13, 20976. .21413 



35196 Seq. ID 

72716 Strand 
19176 End 
OJ990708_02. 991 9 . C21 . ol . tm Method 
21344 End 
none Score 
21344 . .21658, 21345. .21647 

35197 
72717 
1554 

OJ990818_07. 9920.Cl.ol.gs 

1554 

...none...... , , 

..15 5:4. ...... 15 68., . .2 62.6 2 7 69 ,:..2 8 63. 

4388. .4571, 4754. .4890, 5054. 

8013. .8091, 8186. .8331, 8441. 

35197 Seq. ID 

72717 Strand 
1554 End 9310 
OJ990818_07. 9920.Cl.o2.np Method AAT/NAP 
3419 End 9150 
5306263 Score 997 
3419. .3526, 4985. .5269, 5363. .5712, 5947. .6113, 
8013. .8097, 8213. .8331, 8639. .8807, 8918. .9150 



OJ990708_02. 9919.C21 
21911 

TBLASTX: Maize 
21658 
133 



Seq. ID OJ990818_07. 9920. CI 
Strand + 
End 9310 
Method GENSCAN 
End 9153 

jSco.r a _„ _,.fi.6- - : . 

..2 9 7.4..,. .3207. ..33.4 9.,,. , 4 10 4 425 9 , . , - 

.5683, 5952. .6113, 7460. .7537, 
.8509, 8639. .8807, 8903. .9153 



OJ990818_07. 9920. CI 
+ 



7460. .7537, 



GI Descrip. (AC006233) unknown protein [Arabidopsis thaliana] 



Seq. No. 35197 Seq. ID 

Gene No. 72717 Strand 

Start 1554 End 

Name OJ9908 18_07 . 9920 . CI . ol . gp Method 

Start 4312 End 

GI uC-osf Icyp014e02bl Score 

Exons 4312.. 4571, 4812.. 4977 

GI Descrip. ' 5306263/gb I AAD41995 .1 1 AC006233_6 2-.0e-23 (AC006233) unknown 
' protein [Arabidopsis thaliana] f 



OJ9908.18_07. 9920. CI 
+ 

9310 
AAT/GAP 
4977 
832 



Seq. No. 35197 Seq. ID 

Gene No. 72717 Strand 

Start 1554 End 

Name OJ9908 18_07 . 9920 . CI . o2 . gp Method 

Start 5623 End 

GI 3766754 Score 

Exons ■ 5623. .5683, 5952. .6113, 7460. .7537, 8013. .8091, 8186. .8227 

GI Descrip. 5306263/gb. | AAD4 1995.11 AC006233_6 2.0e-23 (AC006233) unknown 
protein [Arabidopsis thaliana] 



OJ990818JD7. 9920. CI 
+ 

9310 
AAT/GAP 
8227 
698 



Seq. No. 



35197 



Seq. ID OJ990818_07.9920.C1 



35071 



Gene No. 72717 Strand + 

Start 1554 End 9310 

Name OJ990818_07 . 9920 .CI . o3 . gp Method AAT/GAP 

Start 8630 End 9310 

GI 34607_1.R1084 Score 1056 

Exons 8630.. 8807, 8903.. 9310 

GI Descrip. ' 53062 63 /gb I AAD4 1995 . 1 | AC006233_6 2.0e-20 (AC006233) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35197 Seq. ID 

72718 Strand 

2404 End 

OJ990818_07. 9920.Cl.ol.np Method 

2404 End 

6815053 Score 



OJ990818_07 .9920. CI 

3510 
AAT/NAP 
3510 
732 



2404. .2640, 2690. .2866, 3366. .3510 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
.Name. 

..Starts . 
GI 

Exons 



35197 
72719 

4961 

:.Qja9.Q8.1..8^Q.7 
.4 9.61 . 

none 

4961. 

5233. 

5951. 

7934. 

8179. 

8638. 



".£9.2,0.. C.L..ol...tm 



.5011, 
.5394, 
, 6115, 
,8092, 
,8331, 
8733, 



4981. 
5463. 
5952. 
8010. 
8180. 
8639. 



.5046, 4981. 

.5690, 5474. 

.6113, 5952. 

.8108, 8010. 

.8350, 8440. 

.8734, 8653. 



Seq. ID OJ990818_07 . 9920. CI 
Strand 

End 9290 

.Method ..TBLAS.T.X.:.Mai.z.e : r 

End .87 36.. .............. .. ... .... 

Score ■ '91 



,5043, 5204, 

.5683, 5478. 

.6116, 7454. 

.8090, 8011. 

,8517, 8441. 
,8736 



.5413, 5233. .5415, 

.5708, 5509. .5694, 

,7540, 7459. .7539, 

.8091, 8167. .8331, 

,8509, 8633. .8716, 



Seq. No. 35197 

Gene No. 72719 

Start 4961 

Name OJ9908 18_07 . 9920 . CI . o2 . ts 

Start 5474 

GI none 
Exons 



Seq. ID OJ990818_07.9920.C1 
Strand 
End 

Method 
End 
Score 



9290 

TBLASTX: Soybean 

7540 

69 



5474. .5554, 5527. .5694, 5618. .5680, 5952. .6113, 5952. .6113, 
7454. .7540, 7459. .7539 



Seq. No. 35197 
Gene No . 72719 
Start . 4961 

Name ■■ ..- OJ9908 18_07 . 9920 . CI . ol . ts 
Start ' ' ' 8003 
GI none 

Exons 8003. .8089, 8009. .8092, 8010. 

8178. .8330, 8449. .8502, 8633. 
8977 . ,9117 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 07. 9920. CI 



9290 

TBLASTX : Soybean . 
9117 
58 

8108, 8010. .8090, 8167. .8331, 
8722, 8638. .8721, 8752. .8808, 



Seq. No. 35197 Seq. ID 

Gene No. 72719 Strand 

Start 4961 End 

Name OJ990818_07 . 9920 . CI . ol . tw Method 

Start 8037 End 

GI none Score 
Exons 



OJ990818_07.9920.C1 
9290 

TBLASTX: Wheat 

8767 

100 



8037. .8108, 8037. .8090, 8038. .8091, 8167. .8331, 8178. .8330, 



35072 






S~\ AAA f\ r~ /\ f\ 

8444 . . 8509, 


8451 . . 8507, 8452 . 


.8508, 8633. .8725, 


8638 . .8736 




8639 . . 874 6, 


8641 . . 8748 , 8744 . 


. 8767 






Seq. No. 


35197 




Seq. ID 


OJ990818 


_07 . 9920 .CI 


Gene No. 


72719 




Strand 






Start 


4961 




End 


9290 




Name 


OJ990818_07 


. 9920 . CI . o2 . tm 


Method 


TBLASTX : 


Maize 


Start 


8752 




End 


9290 




GI 


none 




Score 


40 




Exons 


8752 . . 8811, 


8767 . . 8796, 8889 . 


.9164, 8899. .9165, 


8932 . .9186 




9243 . . 9290 










Seq. No. 


35198 




Seq. ID 


OJ990818 


_07 . 9920 . C2 


Gene No. 


72720 




Strand 






Start 


6417 




End 


10259 




Name 


OJ990818 07 


■9920.C2.ol.np 


Method 


AAT/NAP 




Start 


6417 




End 


10259 




GI 


81286 




Score 


187 




Exons 


6417. .6547, 


6994. .7632, 10154 


. .10259 






GI Descrip. 


extensin - 


Volvox carteri (fraqment) gi | 2 1 992 | emb | CAA4 628 3 




(X65165) extensin [Volvox carteri] 






— — 

.S.eq-...^No...~ ■ 


,...35199-... , . 




. Seq. -JD 


.....QJ9.9.Q818 


- ■ — ■ — 

:~.07.. L 992Q-^C4- 


Gene No. 


72721 




Strand 


+ 




Start 


940 




End 


6972 




Name 


OJ990818 07 


.9920.C4.ol.gs 


Method 


GENSCAN 




Start 


940 




End 


6737 




GI 


none 




Score 


.65 




Exons 


940. . 1019, 


2269.. 2365, 4896.. 


5056, 5921. . 6186, 


6421. .6489, 




6592. .6737 










Seq. No. 


35199 




Seq. ID 


OJ990818 


_07.9920.C4 


Gene No. 


72721 




Strand 


+ 




Start 


940 




End 


6972 




Name 


OJ990818 07 


.9920.C4.ol.gp 


Method 


AAT/GAP 




Start 


6019 




End 


6972 




GI 


2312823 




Score 


769 




Exons 


6019. . 6186, 


6275. . 6337, 6421. 


.6489, 6592.. 6698, 


6921. . 6972 


Seq. No. 


35199 




Seq. ID 


OJ990818 


_07. 9920.C4 


Gene No . 


72722 




Strand 


+ 




Start 


13088 




End 


■14-090 




Name 


OJ990818 07 


. 9920.C4 .o3.gs 


Method 


GENSCAN 




Start 


13088 




End ■ 


14090- 




GI 


none 




' Score 


.52- * 




Exons 


13088. . 1323 


8, 13534. .13736, 13815. .14 090 




Seq. No. 


35199 




Seq. ID 


OJ990818 


_07. 9920.C4 


Gene No, 


72723 




Strand 


+ 




Start 


17965 




End 


19011 




Name 


OJ990818 07 


.9920.C4.o5.gs 


Method 


GENSCAN 




Start 


17965 




End 


19011 




GI 


none 




Score 


.78 




Exons 


17965. . 18035, 18119. . 18278, 1 


8333. . 18491, 18608 


. .18725/ 



18890. . 19011 



Seq. No. 35199 Seq. ID OJ990818_07 . 9920 . C4 



35073 




Gene No. 


72724 


Strand 


+ 




Start 


21263 


End 


23813 




Name 


OJ990818 07.9920.C4.o2.np 


Method 


AAT/NAP 




Start 


20144 


End - 


23813 




GI 


4544450 


Score 


652 




Exons 


20144. .20198, 2 1877 228 96, 


23672. .23813 




GI Descrip. 


(AC006592) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


35199 


Seq. ID 


OJ990818_07.9920 


.C4 


Gene No. 


72724 


Strand 


+ 




Start 


21263 


End 


23813 




Name 


OJ990818 07.9920.C4.o6.gs 


Method 


GENS CAN 




Start 


21263 


End 


22900 




GI 


none 


Score 


.79 




Exons 


21263. .22900 








Seq. No. 


35199 


Seq. ID 


OJ990818J)7.9920 


. C4 


Gene No. 


72725 


Strand 


+ 




Start 


28568 


End 


30989 




Name 


OJ990818 07.9920.C4.o3.np 


Method 


AAT/NAP 




Start 


28568 


End 


30989 




„ GL_ 


_8A9GX4_ 1 




73 •• 




. r ... — Exons ~ - — 


,...285 68.. 2 8.59.1,, 3 08.7.2, ,..'3 0,98 9....:.. 








] GI Descrip. 


(D50737) B-type cyclin [Nicotiana tabacum] 




i Seq. No. 


35199 


Seq. ID 


OJ990818_07.9920 


.C4 


1 Gene No . 


72726 


Strand 


+ 




: Start 


35596 


End 


36078 




i Name 


OJ990818 07.9920.C4.o8.gs 


Method 


GENSCAN 




Start 


35596 


End 


36078 




; GI 


none 


Score 


.9 




! Exons 


35596. .35747, 35874. .36078 








= Seq. No. 


35199 


Seq. ID 


OJ990818_07.9920 


.C4 


\ Gene No. 


72727 


Strand 






Start 


7932 


End 


11376 




Name 


OJ990818 07. 9920.C4 .o2.gs 


Method 


GENSCAN 




i Start 


7932 . 


End 


11376 






none 


Score 


.65 




; Exons 


7932. .7994, 8085. .8979, 9296 


..9636, 11350. .11376 




* 

Seq. No. 


35199 


Seq. ID 


OJ990818JD7.9920 


C4 


Gene No. 


.72727 


Strand 






■Start- 


7932 


End 


• 11376 • 




Name 


OJ990818 07.9920.C4.ol.np' 


Method 


AAT/NAP ' ' 




Start 


7943 


End 


8888 




GI 


4678221 


Score 


391 




Exons 


7943. .8888 








GI Descrip. 


(AC007135) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


35199 


Seq. ID 


OJ990818_07 . 9920. 


C4 


Gene No. 


72727 


Strand 






Start 


7932 


End 


11376 




Name 


OJ990818 07.9920.C4.o2.gp 


Method 


AAT/GAP 




Start 


8595 


End 


8909 




GI 


95327 1.R1084 


Score 


557 




Exons 


8595. .8909 









35074 



GI Descrip. , 1707032 2.0e-15 (U80445) coded for by C. elegans cDNA ykl3g5.3; 

coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA 
yk65h8' 



beg. no. 


35199 








Seg. ID 


OJ990818_07.9920 


.C4 


Gene No . 


72728 








Strand 






oLd.J_U 


15295 








End 


16937 




Name 


OJ990818 07. 9920. C4 


.o3 


.gp 




Method 


AAT/GAP 




Start 


15041 








End 


15189 




GI 


uC-osflcypl04cl2al 








Score 


198 




Exons 


15041. . 15189 














GI Descrip. 


'5852170/emblALl 17265. 


1I0ST17 


804 3.0e 


-29 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 


4, BAC clone: tl7804 ' 


beg . no . 


35199 








Seg. ID 


OJ990818_07.9920 


C4 


Gene No . 


72728 








Strand 






Start 


15295 








End 


16937 




Name 


ojyyuoio u/.yyz(j.c4 


.o4 


.gs 




Method 


GENSCAN 




b car t 


15295 








End 


16937 






„,„n.one„_ _„ 








..Sc.Qxe 






Exons..-, ^ — -■ — 


.15295-r 1SJ3.5S ,..,160.84 


..,.16213,;. 


,1,65.91 . .1.6.7,8 3 ,.../X6 8.63 .16937,.. 




beg . no . 


35199 








Seg. ID 


OJ990818_07.9920 


C4 


Gene No . 


72729 








Strand 


- 




btar l 


18128 








End 


18836 




Name 


OJ990818JD7.9920.C4 


o4 


.gp 




Method 


AAT/GAP 




Start 


1 Q10Q 

lo Icq 








End 


18836 




GI 


none 








Score 


1363 




Exons 


18128. .18836 














beg . no . 


35199 








Seg. ID 


OJ990818_07.9920. 


C4 


Gene No . 


72730 








Strand 






otart 


25436 . 








End 


33328 




Name 


OJ990818 07. 9920. C4 


ol 


. tm 




Method 


TBLASTX: Maize 




otart 


17944 








End 


18706 




GI 


none 








Score 


90 




Exons 


17944 .. 18030, 18109. 


. 1 


3204, 


1* 


3120. . 18 


203, 18309. . 18491, 






18312. .18437, 18313. 


. 1 


3492, 


IE 


3606. . 18 


704, 18608. .18706, 






18609. . 18704 














beg . No . 


35199 








Seg. ID 


OJ990818_07. 9920. 


C4 


Gene No. 


72730 








Strand . 






btart 


25436 








'End 


3332S' 




Name 


OJ990818 07. 9920. C4. 


ol 


. ts 




Method 


TBLASTX: Soybean 




Start 


18139 








End 


18751 




GI 


none 








Score 


51 




Exons 


18139. . 18198, 18313. 


. li 


3492, 


IE 


5324 . .18' 


494, 18608. .18751, 






18609. .18695 














Seg. No. 


35199 








Seg. ID 


OJ990818_07.9920. 


C4 


Gene No. 


72730 








Strand 






Start 


25436 








End 


33328 




Name 


OJ990818 07. 9920. C4. 


ol 


. tc 




Method 


TBLASTX: Cress 




Start 


18286 








End 


18695 




GI 


none 








Score 


270 





35075 



Exons 



18286. .18348, 18313 184 92 , 18324 184 94 , 18608 .. 18694 , 
18609. .18695 



OJ990818 07. 9920. C4 



Seq. No. 35199 Seq. ID 

Gene No. 72730 Strand 

Start 25436 End 

Name OJ990818JD7 . 9920 . C4 . o2 . tw Method 

Start 18426 End 

GI none Score 

Exons 18426. -.18491, 18427 .. 184 92, 1854 8 .. 18703, 18608 .. 18694 , 
18609. .18704 



33328 

TBLASTX: Wheat 

18704 

103 



Seq. No. 35199 
Gene No. 72730 
Start 25436 

Name OJ990818_07 . 9920 . C4 . o2 . tc 

Start 21485 
GI none 

Exons 21485. .21886, 2 1509 .. 2 194 6, 
21863. .22234, 21880 .. 22074 , 
21971. .22141, 22001. .22123, 
2228.3. .22438, 2245U..225.64... 



Seq. ID OJ990818_07.9920.C4 
Strand 

End 33328 

Method TBLASTX : Cress 

End 22564 

Score 124 
21785. .21952, 21791 .. 22054, 
21881. .22045, 21921 .. 21962, 
22061. .22234, 22133 .. 22207, 



Seq. No. 35199 ' ■ ■ 

Gene No. 72730 

Start 25436 

Name OJ990818_07 . 9920 ,C4 . ol . tw 

Start 21521 

GI none 

Exons 21521. .21868, 21971 .. 22192, 
22283..22438, 22297 .. 22551, 



Seq. ID OJ990818_07.9920-.C4- 
Strand 

End 33328 

Method TBLASTX : Wheat 

End 22585 

Score 132 
22109. .22237, 22283 22582, 
22472. .22585 



Seq. No. 35199 Seq. ID 

Gene No. 72730 Strand 

Start 25436 End 

Name OJ9908 18_07 . 9920 . C4 . o2 . tm Method 

Start 21530 End 

GI none Score 

Exons 21530. .21844, 21602 .. 21853, 

21875. .21991, 21878 .. 22042, 
22136. .22219, 2227 1 . . 224 92 , 
22283. .22879, 22291. .22449 



OJ990818_07.9920.C4 
33328 

TBLASTX: Maize 
22879 
167 

21788. .21946, 218 63 .. 2 194 6, 
21968. .22201, 21974 .. 2214 1, 
22282. .22878, 22283 .. 224 83, 



Seq. No. 35199 • ■ - Seq.. -ID 

Gene No. 72730 ' ' Strand 

Start 25436 End 

Name OJ990818_07 . 9920 . C4 . o2 . ts Method 

Start 224 60 End 

GI none Score 
Exons 



OJ990818_07-.9920.C4 
33328 

TBLASTX: Soybean 

22879 

343 



22460. .22879, 224 90 .. 22864 , 22612. .22878 



Seq. No. 35199 Seq. ID 

Gene No. 72730 Strand 

Start 25436 End 

Name OJ990818_07 . 9920 . C4 . o3 . tc Method 

Start 22565 End 

GI none Score 



OJ990818_07.9920.C4 
33328 

TBLASTX: Cress 

22891 

199 



35076 



Exons 


22565 


..22891, 22585 


. zzo yu 










Seq. No. 


35199 






Seq. ID 


OJ990818 


_07.9920 


• C4 


Gene No. 


72730 






Strand 










25436 






End 


33328 






XT _ _ _ 

Name 


OJ990818 07. 9920. C4 


o / . gs 


Method 


GENSCAN 






Start 


25436 






. End 


33328 






GI 


none 






Score 


.47 






Exons 


Z04 Jo 


. ZD old , JUoyu , 


. ju yo o, 


33266. .33328 






Seq. No. 








Seq. ID 


OJ990818 


r\ — i Ann a 

07 . 9920 


. C4 


Gene No. 


"7 O *7 Tfi 






Strand 








Start 


4 Jo 






End 


33328 






Name 


r\ tq on c 

uj y yuc 


)1 Q AT noon C A 

i lo u / . y yzu . . 


O D . tS 


Method 


TBLASTX: 


Soybean 




Start 


30720 






End 


30995 








none 






Score 


40 






Exons 


"3 A "7 o n 


. JU / OH , oU / bo . 


. ouyy y , 


30773. .30841, 30863 


. .30988, 






oUo o / . 


. juy yo 












Seq. No. 


i y y 






Seq. ID 


OJ990818 


_07.9920 


. C4 


Gene No. 


/ Z / jU 






Strand 








S.tar.t„ 








...End... _ 


..33328. .„._ 







.Name ^ .... 


; ,~G.J9aG£ 


a8^>7.I^92aJc4,,. 


oo T> tm,- , r . 


... ..Me ? t.hpd., T . 


- TBLASTX:,Ma.ize - . 


r.-r; 


Start . 


30783 






End 


30953 






GI 


none 






Score 


165 






Exons 


30783. 


.30938, 30788. 


. jtjy 34 , 


30861. .30938, 30862 


. .30939, 






30933. 


.30953 












Seq. No. 


35200 






Seq. ID 


OJ990818 


JD7.9920 


.C5 


Gene No. 


72731 






Strand 


+ 






b tart 


159 






End 


503 






Name 


OJ990E 


18_07.9920.C5. 


ol . gs 


Method 


GENSCAN 






Start 


159 






End 


503 






GI 


none 






Score 


.99 






Exons 


159. .503 












Seq. No. 


35200 






Seq. ID 


OJ990818_ 


_07.9920 


. C5 


bene ino . 


72732. 






Strand 


+ 






Start 


4324 






End 


11269 






Name 


OJ9908 


18JD7.9920.C5. 


ol . np 


Method 


AAT/NAP 






C 4 1 -v 4- 

otart 


4022 






End 


4833 








5921832 




Score 


226 






Exons 


4022. . 


4123, 4393. .4599, 4633 


..4833 








GI Descrip . 


■COPPER TRANSPORTER L gi | 1082054 | emb | CAA90018 t (Z49859) 


coppe 




transporter protein ' 


[Arabidopsis thaliana] ■ 






Seq. No. 


35200 






Seq. ID 


OJ990818_ 


_07.9920 


. C5 


Gene No. 


72732 






Strand 


+ 






Start 


4324 






End 


11269 






Name 


OJ9908 


18_07.9920.C5. 


o3 . gs 


Method 


GENSCAN 






Start 


4324 






End 


11269 






GI 


none 






Score 


.4 






Exons 


4324. . 


4810, 6149. .6238, 7577 


..7921, 8586. .8605, 


10542. . 


L0665 




10989. 


.11269 












Seq. No. 


35200 






Seq. ID 


OJ990818_ 


_07. 9920 


,C5 


Gene No. 


72733 






Strand 









35077 




Start 


997 








End 


1452 




Name 


OJ990818_07 


. 9920 


. C5 . o2 . 


gs 


Method 


GENSCAN 




Start 


997 








End 


1452 




GI 


none 








Score 


. 74 




Exons 


997 . .1452 














Seq. No. 


35201 








Seq. ID 


OJ990818_07. 9920 


.C6 


Gene No. 


72734 








Strand 


+ 




Start 


919 








End 


1025 




Name 


OJ990818 07 


. 9920 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


919 








End 


1025 




GI 


none 








Score 


. 97 




Exons 


919 . . 1025 














Seq. No. 


35201 








Seq. ID 


OJ990818J37. 9920 


.C6 


Gene No. 


72735 








Strand 


+ 




Start 


i n n c 








End 


2636 




Name 


OJ990818_07 


. 9920 


. C6 . o2 . 


gs 


Method 


GENSCAN 




Start 


1996 








End 


2636 




GI 


none 








Score 


.94 




Exons 


1996. . 2329, 


2620 


. .2636 










.Seq...^No..^./.- 


. ■ .. 
. /35201 




....... 




Seq-. ID- 


, .0 Ja9-G818^ OX. .9 92XI-C6, 


Gene No. 


72735 








Strand 


+ 




Start 


1996 








End 


2636 




Name 


OJ990818 07 


. 9920 


.C6.ol . 


np 


Method 


AAT/NAP 




Start 


1999 








End 


2343 




GI 


4895197 








Score 


242 




Exons 


1999. .2343 














GI Descrip. 


(AC007 661 ) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


35201 








Seq. ID 


OJ990818_07.9920 


.C6 


Gene No. 


72736 








Strand 


+ 




Start 


5696 








End 


6486 




Name 


OJ990818 07 


. 9920 


.C6.o3. 


gs 


Method 


GENSCAN 




Start 


5696 








End 


6486 




GI 


none 








Score 


. 94 




Exons 


5696. . 6038, 


6458 


. .6486 










Seq. No. 


35201 








Seq. ID 


OJ990818_07.9920 


.C6 


Gene No. 


72737 








Strand 


+ 




Start - 


7 4 32 - 








End 


8173' 




Name 


OJ990818_07 


.9920 


.C6.o2. 


np 


Method 


AAT/NAP 




Start ' 


'7 304 








End 


8173 




GI'-. 


5306268 








Score 


'415 




Exons 


7304 . .7493, 


7594 


. .7658, 


7731. 


.7914, 8006. .8173 




GI Descrip. 


(AC006233) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


35201 








Seq. ID 


OJ990818_07.9920 


.C6 


Gene No. 


72737 








Strand 


+ 




o tar l 










End 


8173 




Name 


OJ990818 07 


. 9920 


.C6.o4 . 


gs 


Method 


GENSCAN 




Start 


7432 








End 


8164 




GI 


none 








Score 


1 




Exons 


7432. .7644, 


7723 


. .7914, 


8006. 


.8164 






Seq. No. 


35201 








Seq. ID 


OJ990818_07.9920 


.C6 



35078 



Gene No. 72738 

Start 14186 

Name OJ990818_07 . 9920 . C6 . 06 . gs 

Start 14186 

GI none 

Exons 14186. . 14450, 14462 .. 14647, 
16135. . 16155, 16234. .164 66 



Strand 
End 

Method 

End 

Score 



+ 

16466 
GENSCAN 
16466 
.71 



14 734 . . 14 963, 15982. .16090, 



Seq. No. 35201 

Gene No. 72739 

Start 9112 

Name OJ990818_07 . 9920 . C6 . ol . tc 

Start 2062 

GI none 

Exons 2062.. 2181, 2091. .2174, 2197, 
5777. .5848, 5906. .6037, 5917. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2328, 2202 
.6069 



OJ990818 07. 9920. C6 



18368 

TBLASTX : Cress 
6069 
137 

2327, 5776.. 5877, 



Seq. No. 35201 

Gene No. " 72739 

Start .9.112 

Name OJ990818_07 . 9920 . C6 . ol . t s 

.Start . 2.Q62 ..... . 

-,~GI . .... - —..none * — . . -.,„ 

Exons 



Seq. ID 
Strand 
End 

Method 

End 

-Score-. - 38. 



OJ990818_07.9920.C6 
18368 

TBLASTX: Soybean 
.6037 _ . 



2062. .2082, 2083. .2196, 2197. .2328, 2202. .2327, 5915. .6037, 
5920. .6036 



Seq. No. 35201 

Gene No. 72739 

Start 9112 

Name OJ990818_07 . 9920 . C6 . ol . tw 

Start 2062 

GI none 

Exons 2062.. 2196, 2091.. 2192, 2131. 

5776.. 5919, 5777.. 5920, 5906. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 07. 9920. C6 



18368 

TBLASTX: Wheat 
6078 
181 

,2328, 2197. .2235, 2199. 
,6037, 5908.. 6069, 5908. 



,2327, 
,6078 



Seq. No. 35201 

Gene No. 72739 

Start 9112 

Name OJ9908 18JD7 . 9920 . C6 . ol . tm 

Start 2065 

GI none 

Exons • 2065.. 2328, 2085.. 2327, 5776. 

5908.. 6039, 5917.. 6036, 5966, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 07. 9920. C6 



18368 

TBLASTX: Maize 
6039 
402 

.5913, 5777.. 5851, 5906.. 6037, 
.6037 



Seq; No. • ' 35201" " '. . 

Gene No. 72739 

Start 9112 

Name OJ990818_07 . 9920 . C6 . o2 . tm 

Start 7518 

GI none 

Exons 7518. .7646, 7564.. 7665, 7705. 

7997. .8086, 8005. .8085 



OJ9908I8_07.992O-.C6 4 
18368 

TBLASTX: Maize 
8086 
140 

.7737, 7783. .7917, 7785. .7916, 



Seq.- ID 
Strand ' 
End 

Method 

End 

Score 



Seq. No. 35201 Seq. ID 

Gene No. 72739 Strand 

Start 9112 End 

Name OJ990818 07 . 9920 . C6 . o2 . tc Method 



OJ990818__07.9920.C6 
18368 

TBLASTX: Cress 



35079 



Start 
GI 

Exons 



7594 End 7917 

none Score 79 

7594. .7647, 7783. .7917, 7785. .7916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI_ . ... 

.Exons - 



35201 Seq. ID 

72739 Strand 
9112 . End . 18368 

OJ990818_07. 9920.C6.o3.np Method AAT/NAP 

8913 End 13419 

5763821 Score 800 

8913. .9023, 9132. .9198, 9675. .9885, 9961. .10037, 
10430. .10478, 10900. . 10950, 11027 11079, 11202. 
11326. . 11414, 11509. . 11594, 11757 .. 11810, 11938. 
13197. .13419 

(AJ238590) E2F protein [Triticum sp.] 



OJ990818 07. 9920. C6 



10241. 
11253, 
12127, 



10306, 



35201 
72739 
9112 

OJ990818_07. 9920.C6.o5.gs 
9112 

.none ; ; 

,9112.. .,9 198.,.. 9 6 15,. .9.920, 10241 ....10306, ..10430.. ..10478., 

10900. .10950, 11027. . 11116, 1 1326 . . 114 53 , 13234. .13422 



Seq. ID OJ990818__07.9920.C6 
Strand 

End 18368 
Method GEN SCAN 
End 13422 

..S core., ._.,&2 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35201 
72739 
9112 

OJ990818_07.9920.C6.o4 . np 
11483 
2781362 

11483. .11504, 13502 
16661. . 16900, 18298 
(AC003113) F2401.18 

gi | 54 54187 | gb| AAD4 3602 . 1 | AC005698_1 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818_07.9920.C6 

18368 
AAT/NAP 
18368 
116 



.13626, 13657. .13774, 14 319. .14 7 96, 
.18368 

[Arabidopsis thaliana] 

AC005698) T3P18.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



35201 Seq. ID 

72739 Strand 

9112 End 

OJ990818_07 . 9920.C6.o7 . gs Method 

17792 End 

none Score 
17792. .17861,.. 17916. .17992 - 



OJ990818_07.9920.C6 

18368 
GENSCAN 
17992 • 
.95 



35202 
72740 
64 

OJ990818_07.9920.C7.ol.np 
64 

3328221 



Seq. ID OJ990818_07.9920.C7 
Strand + 

3344 
AAT/NAP 
3341 
778 



End 

Met,hod 
End 
Score 

64. .256, 351. .425, 911. .993, 1089. .1168, 1916. .2004, 2724. .2759, 
2901. .3014, 3228. .3341 

(AF076920) thioredoxin peroxidase [Secale cereale] 



35202 
72740 



Seq. ID OJ990818_07.9920.C7 
Strand + 



35080 



Start 


64 






End 


3344 


Name 


OJ990818 07 


.9920.C7.ol. 


gs 


Method 


GENSCAN 


Start 


118 






End 


3344 




none 






Score 


.54 


Exons 


118. .256, 351. .559, 906 


. . 1 1 DO j 


2901. .3014, 3228. .3344 


Seq. No. 


35202 






Seq. ID 


OJ990818_07. 9920.C7 


Gene No . 


72741 






Strand 




Start 


3277 






End 


3493 


Name 


OJ990818 07 


.9920.C7.ol. 


ts 


Method ' 


TBLASTX: Soybean 


Start 


345 






End 


3353 


GI 


none 






Score 


104 


Exons 


345. .428, 353. .427, 911 


. .940, 


930. .1010, 932. .1006, 1066. .1167, 




1069. .1167, 


1073. .1168, 


1 AT) 

1073 . 


1180, 1915. .1974, 1916. .1975, 




1975. .2010, 


2897. .2980, 


o o m 

z o 9 / . 


2980, 2898. .3014, 2898. .2996, 




3225. .3353, 


3226. .3333, 


TOOT 


3334 




Seq. No. 


35202 






Seq. ID 


OJ990818_07. 9920.C7 


Gene No. 


72741 






Strand 




Start 


3277 






End 


3493 


Name 


OJ990818 07 


.9920.C7.ol. 


tc 


Method . 


TBLASTX: Cress 


.St.a.r.t. '_.../ 


.... .3.5.3... 




— — 


.End... . 


3.493 .„...____ , . 


..GI. . ~ r 










.118. , 


Exons 


353. .427, -354. .428, 908 


. . 940, 


930. .1010, 932. .1006, 942. .1007, 




1069. .1176, 


1073. .1168, 


107 9 . , 


1180, 1915. .1974, 1916. .1975, 




1975. .2010, 


1983. .2006, 


28 97. , 


2980, 2898. .3014, 3225. .3389, 




3227. .3352, 


3416. .3493 








Seq. No. 


35202 






Seq. ID 


OJ990818_07. 9920.C7 


Gene No . 


72741 






Strand 




Start 


3277 






End 


3493 


Name 


OJ990818 07 


9920.C7.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


353 






End 


3347 




none 






Score 


113 


Exons 


353. .427, 354. .428, 354 


. . 4za , 


911.'. 940, 


930. .1010, 932. .994, 




1069. . 1167, 


1073. .1168, 


107 9 . . 


1180, 1915. .1971, 1916. .1972, 




1970. .2005, 


1972. .2010, 




3014, 2898. .3014, ■ '2*899. .3015, 




2899. .3018, 


2900. .3028, 


"D O O C 


3347, 3227. .3346 


Seq. No. 


35202 






Seq. ID 


OJ990818_07. 9920.C7 


Gene No. 


72741 






Strand 




b l art 


327-7 






End 


3493 


.Name 


OJ990818 07. 


9920.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


3277 






End • 


3474' - 


GI ' . 


'none 






Score- 


34 6 ■ ' .. " 


Exons 


3277. .3474 










o e q . in o . 


35203 






Seq. ID 


OJ990818_07. 9920.C8 


Gene No. 


72742 


* i 




Strand 


+ 


Start 


3909 






End 


7068 


Name 


OJ990818 07. 


9920.C8.ol. 


np 


Method 


AAT/NAP 


Start 


3909 






End 


7062 


GI 


4886278 






Score 


1200 


Exons 


3909. .4479, 


4555. .4630, 


4658. . 


5308, 5806. .5884, 5959. .6867, 



6898. .7062 

GI Descrip. (AL050300) putative protein [Arabidopsis thaliana] 



35081 



Seq. No. 


35203 




Gene No. 


72742 




btart 


"3 Q n Q 

jy uy 




Name 


OJ990 




Start 


T A A A 

3909 




GI 


none 




Exons 


3909. 


.5185, 


Seq. No. 


35203 




Gene No. 


72743 




Start 


745 




Name 


OJ990818 07 


Start 


/ 4 D 






none 




Exons 


745. . 


752, 1 


Seq. No. 


d a o a o 

3oz (Jo 




Gene No. 


H O 1 A A 

/ Z 1 4 4 




Start 


o o a r 




Name 


t n n a 

uj y yu 


3 1 O A "7 


Start 


"3 Cx a c 

j y u b 




.GI 


none,. 




.Exons.,,. ^.-^ ,. ., 


v .. 390 6... 


..4.oaa,. 


Seq. No. 






Gene No. 


*7 O ~1 A A 

1 c 1 4 4 




Start 


*!) A A £T 

3906 




Name 


r\ t a a a < 


") 1 O AT 

:lo 07 


Start 


jy u d 




GI 


none 




Exons 


3906. 


.4088, 




5034. 


.5138 


Seq. No. 






Gene No. 


TOT /l yi 

/z / 4 4 




Start 


3906 




Name 


OJ990* 


318_07 


Start 


3909 




GI 


none 




Exons 


3909. 


4043, 




4220. 


4321 


Seq. No. . 


. 35203 




Gene No. 


- 72745 




Start 


. .6Z5'9 " 




Name 


OJ990S 


318_0'7 


Start 


6259 




GI 


none 




Exons 


6259. . 


6393;, 


beq . no . 


35203 




Gene No. 


72745 




Start 


6259 




Name 


OJ990818 07 


Start 


6358 




GI 


none 




Exons 


6358. . 


6399, 



Seq. ID OJ990818_07.9920.C8 
Strand + 

7068 
GENSCAN 
7068 
.72 



End 

Method 
End 
Score 
.7068 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_07.9920.C8 

1375 

GENSCAN 

1375 



Seq. ID OJ990818J)7. 9920. C8 
Strand 

End 5138 

Method TBLASTX: Cress 

End 4150 

..S.QQre... ,157' ™. .™ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_07.9920.C8 
5138 

TBLASTX: Soybean 

5138 

176 



,4145, 4223. .4405, 4224. .4406, 



Seq. ID OJ990818_07. 9920.C8 
Strand 

End 5138 

Method TBLASTX : Maize 

End 4 321 

Score 195 



Seq. ID 
•Strand 
•End ' - 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_07. 9920.C8 

,687 0 ■ : - ' ' ' ' • 
TBLASTX: Soybean 
6507 
183 



OJ990818_07.9920.C8 
6870 

TBLASTX: Maize 

6870 

50 



6358. .6399, 6385. .6534, 6420. .6515, 6634. .6870, 6663. .6851 



35082 



Seq. No. 


35204 




Seq. ID 


OJ990818_07 


. 9920. Cll 


Gene No. 


"7 0 *7 A £Z 




Strand 


+ 




Start 


1 1 c o 

1 Id J 




End 


1724 




Name 


ojyyooio 07 . 9920 . Cll . ol . 


gs 


Method 


GENSCAN 




Start 


1 1 CO 




End 


1724 




GI 


none 




Score 


. 62 




Exons 


lloJ..lii4, 1384. .1425, 


1 685 


. . 1724 






Seq. No. 






Seq. ID 


OJ990818_07 


. 9920 . C12 




72747 




Strand 






Start 


229 




End 


598 




Name 


OJ990818 07.9920.C12.ol. 


np 


Method 


AAT/NAP 




Start 


229 




End 


598 




GI 


1346840 




Score 


104 




Exons 


229. .388, 575. .598 










GI Descrip. 


PHOTOSYSTEM Q(B) PROTEIN 


(32 


KD THYLAKOID MEMBRANE 


PROTEIN) 




(PHOTOSYSTEM II PROTEIN 


Dl) 


gi| 1363615 |pir| IS58531 


photosystem 



..S.aq^No. 
.Gene No ,... 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



II protein Dl - maize chloroplast gi | 902201 | emb | CAA60265 | 
(X86563) PSII 32 KDa protein [Zea mays] 



3.5 2.0 6_ . . 

,.-.7.2.7.48.....,- - ? 

1 

OJ990818_07 . 9920.C13.ol.np 
1 

4335720 
1..778 

(AC006248) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



S.eq ..-.ID. -.._OJ.9.9D. 8JL8_JD7 ..932.0„.„C.:LX 

-Stxand.-, ... - » .~. . 

End 778 
Method AAT/NAP 
End 778 
Score 367 



Seq. No. 35206 

Gene No. 72748 

Start 1 

Name OJ9908 18_07 . 9920 . C13 . ol . tm 

Start 9 

GI none 
Exons 



,71, 14. .67, 99. .404, 102. .395, 104 



Seq. ID OJ990818_07.9920.C13 
Strand 

End 778 

Method TBLASTX : Mai ze 

End 404 

Score 40 
403 



Seq. No. 35206 

Gene No. 72748 

Start 1 . . 

Name OJ9908 18_07 . 9920 . C13 . ol . tw 

Start 204 - 

61* ' ■ none " * 

Exons 204. .407, 310. .405, 392. .511 



Seq. ID OJ990818__07.9920.C13 
Strand 

End 778' 

Method TBLASTX : Wheat 

End 511 

Score • 54 ■ 



Seq. No. 35207 
Gene No. .. 72749 

Start 318 

Name OJ990528_2 6 . 9A03 . CI . ol . gs 

Start 318 

GI none 

Exons 318 . . 497 



Seq. ID OJ990528__26. 9A03.C1 

Strand + 

End 4 97 

Method GENSCAN 

End 4 97 

Score . 6 



Seq. No. 
Gene No. 



35208 
72750 



Seq. ID OJ990528_26. 9A03.C2 
Strand + 



35083 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



171 



End 

Method 
End 
Score 



395 

AAT/GAP 
341 
273 



OJ990528_2 6 . 9A03 . C2 . ol . gp 
171 

LIB3433-019-P1-K1-G3 
171. .341 

' 3021267/emb | CAA184 62 . 1 1 3.0e-29 (AL022347) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 1 



35208 
72750 
171 

OJ990528_26. 9A03.C2.ol .gs 

193 

none 

193. .395 



Seq. ID OJ990528_26. 9A03.C2 

Strand + 

End 395 

Method GENSCAN 

End 395 

Score .59 



Seq. No. 
Gene No. 
Start 
Name 
Start 

„GI 

Exons 

GI Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35208 
72751 
1 

OJ990528_2 6 . 9A03 . C2 . ol . np 
1 

.3.02.1.2.6.5 ; „„ 



Seq. ID OJ990528_26. 9A03.C2 
Strand 

691 

AAT/NAP 
691 

2.12„„_ ; 



End 

Method 
End 
, Sqoxe. 

.-L....35,, 29.1. ..359, .479.... 691. - . - .......... ... . . • . . ... . 

(AL022347) protein kinase-like protein [Arabidopsis thaliana] 
gi|3292839|emb'|CAA19829.1| (AL031018) protein kinase-like 
protein [Arabidopsis thaliana] 



35208 
72751 
1 

OJ990528_26.9A03.C2.ol.tc 

447 

none 

447. .689, 477. .689, 478. .690 

35208 
72751 
1 

OJ990528_2 6. 9A03 . C2 . ol . tw 

465 

none 

465. .689, 471. .689, 493. .690 
35208 

72751' . ... * 

1 

OJ990528_26. 9A03 . C2 . ol . t s 

468 

none 

468. .689, 493. .690 

35208 
72751 
1 

OJ990528_26 . 9A03 . C2 . ol . tm 

480 

none 



Seq. ID OJ990528_26. 9A03.C2 

Strand • - 

End 691 

Method TBLASTX: Cress 

End 690 

Score 100 



Seq. ID OJ990528_26. 9A03.C2 
Strand 

End 691 

Method TBLASTX : Wheat 

End 690 

Score 86 



Seq, ID ■ OJ990528_2'6. 9A03.C2 

Strand ' - - v • ' : - ' • 

End 691 

Method TBLASTX : Soybean 

End 690 

Score 135 



Seq. ID OJ990528_26. 9A03.C2 

Strand 

End 691 

Method TBLASTX : Maize 

End 691 

Score 142 



35084 




Exons 


aqc\ ann /ion aao a o i can 


/IOC C Q 1 

4 O D . . d y 1 










Seq. No. 


35209 


Seq. ID 


OJ990528 


__26 


. 9 AO 3 


.C3 


Gene No. 


72752 


Strand 










C 4- -i vf 

otart 


Q A 
0 4 


T7 1 s~l 

bna 


i an 
lb/ 








Name 


ojyyuozo z o . yAUo . Co . ol . gs 


Metnoa 


bbNbbAN 








Start 


Q A 

o4 


End 


i an 
lb/ 








C T 

bl 


none 


Score 


a a 
. b4 








Exons 


q /i i a n 
o 4 . .lb/ 












Seq. No. 


35210 


Seq. ID 


OJ990528 


_2 6 


. 9A03 


.C4 


Gene No. 


72753 


Strand 


+ 








btart 


1 Z Z 


bna 


^ "5 a 
Job 








Name 


ojyyuozo z b . yAUo . C4 . oi . gs 


Metnoa 


bbNbbAN 








Start 


1ZZ 


bna 


Job 








C T 


none 


Score 


n ~$ 
. / J 








Exons 


IZz . .Job 












Seq. No. 


35211 


Seq. ID 


OJ990528 


_2 6 


9 AO 3 


.C6 


Gene No. 


72754 


Strand 


+ 








otart 


y / 


End 


5919 








N.ame__ 


_.,OJy W.dz,o. _z.d .^AOo.. Co.. ol.. gs ,„ . 


.•Method 


.GEN SCAN . 




■ - 





Start. ... . 




-End, - 


5,9,19 


^ 






bl 


none 


Score 


. 61 








Exons 


ozy/..o41U, 4oU1..4ooo, ODoz. 


.5636, 5779.. 5919 








beq. No. 


obz 1 1 


Seq. ID 


OJ990528 


z b 


o 7\ n o 

9AUo 


. Co 


Gene No. 


72755 


Strand 


+ 








Start 


6490 


End 


7852 








Name 


OJ990528 26. 9A03 . C6 . o2 . np 


Method 


AAT/NAP 








Start 


6171 


End 


7852 








bl 


6907086 


Score 


1366 








Exons 


6171. .6943, 7004. .7238, 7454. 


.7510, 7624. .7852 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


35211 


Seq. ID 


OJ990528_ 


_26. 


9A03 


.C6 


Gene No. 


72755 


Strand 


+ 








otart 


6490 


End 


7852 








Name 


OJ990528 26.9A03.C6.o2.gs 


Method 


GENSCAN 








otart 


6490 


End 


6798 








C T 
bl 


none 


Score 


.87 








Exons 


6490. .6798 












Seq. No.- 


35211 ■ . - • * 


Seq. ID 


OJ : 99052.8_ 


o r 

\Zo . 


9A0i 


. C6 


Gene too-. 


.- 72756 • - " . - - * 


Strand ' ■• 










Start 


2654 


End 


4079 








Name 


OJ990528 26. 9A03 . C6 . ol . np 


Method 


AAT/NAP 








Start 


2654 


End 


4079 








bl 


5852084 


Score 


72 








Exons 


2654. .2737, 4051. .4079 












GI Descrip . 


(AL117264) zwh0007.1 [Oryza sativa] 










Seq. No. 


35211 


Seq. ID 


OJ990528_ 


_26. 


9 AO 3 


.C6 


Gene No. 


72757 


Strand 










Start 


7481 


End 


7660 








Name 


OJ990528 26.9A03.C6.o3.gs 


Method 


GENSCAN 








Start 


7481 


End 


7660 









35085 



GI 

Exons 



none 

7481. .7660 



Score 



.82 



Seq. No. 35212 Seq. ID 

Gene No. 72758 Strand 

Start 6993 End 

Name OJ990528_2 6 . 9A03 . C7 . ol . gp Method 

Start 6993 End 

GI 2800454 Score 

Exons 6993.. 7168 



OJ990528_26. 9A03.C7 
+ 

7168 
AAT/GAP 
7168 
242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

Start' j 

Name . _ . 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35212 
72759 
8637 

OJ990528_2 6. 9A03.C7.o2 .gs 

8637 

none 



Seq. ID OJ990528 26.9A03.C7 



Strand 
End 

Method 

End 

Score 



+ 

13472 
GENSCAN 
13169 
.73 



8637. .9649, 10179. . 10258, 10758 11198, 13081. .13169 



35212 Seq. ID 

72759 Strand 

.8.637, ; . , : _ _ /. _ End . 

•OJ.9 905 28^26.. 9A0 3 ....C7....o.2..np.. . . .Method, . 

9037 End 
5107823 Score 
9037. .9062, 10775 .. 11143, 13420. .13472 

(AF149413) contains similarity to leucine rich repeats (Pfam 
PF00560, Score-225.3, E=9.2e-64, N=12); may be a pseudogene 
[Arabidopsis thaliana] 



OJ990528_26. 9A03.C7 
+ 

„ 134 7 2 _.. .... 

. AAT7 NAB... ... . .... . _™ . 

13472 

169 



35212 Seq. ID 

72760 Strand 

14331 End 

OJ990528_2 6. 9A03 .C7 .o3. gs Method 

14331 End 

none Score 
14331. .15017 



OJ990528_26. 9A03.C7 

+ 

15017 
GENSCAN 
15017 
.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons *■- 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



35212 Seq. ID 

72761 Strand 

1262 End 
OJ990528_26 : 9A03 . C7 . ol . gs ■ Method 

1262 . ■ . End 

none ■ *. .Score 

1262.-'.4417, : 4730 A 4529, 53-92. i 6961 ' 



OJ990528_26. 9A03.C7 

6961 

GENSCAN 

6961 

.55 • •- • • 



35212 
72761 
1262 

OJ990528_2 6. 9A03.C7 .ol.np 
1268 
3777527 

1268. .3024, 3109. .4400, 4428, 
5524. .5701, 5918. .6945 
(AF053008) gag-pol polyprotein [Glycine max] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4549, 4715. .4852, 4988. .5127, 



OJ990528_26.9A03.C7 

6961 
AAT/NAP 
6945 
2364 



35212 



Seq. ID OJ990528_26. 9A03.C7 



35086 



Gene No. 72762 Strand 

Start 11253 End 13314 

Name OJ990528_26 . 9A03 . C7 . o3 . np Method AAT/NAP 

Start 11253 End 13314 

GI 6721561 Score 138 

Exons 11253. .11278, 13224.. 13314 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35212 Seq. ID OJ990528_26 . 9A03 . C7 

72762 Strand 

11253' End 13314 

OJ990528_26. 9A03 . C7 . o2 . gp Method AAT/GAP 

12609 End 12719 

uC-osflcyp088bl2bl Score 154 

12609. .12719 

f 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



.Seq No. 35212-,-.. ., ...Seq.. .ID.. ..OJ.9 9 052-8^26 . 9 A03-.-CX- „ 

Gene No. 72763 Strand 

Start 13831 End 13911 

Name OJ990528_2 6 . 9A03 . C7 . o3 . gp Method AAT/GAP 

Start 13831 End 13911 

GI LIB3434-017-P1-K1-F5 Score 88 

Exons 13831. . 13911 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


35212 








Seq. ID 


OJ990528 


_26.9A03 


.C7 


Gene No. 


72764 








Strand 








Start 


14423 








End 


15306 






Name 


OJ990528 26 


. 9A03 


C7.o2. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


1241 








End 


1921 






GI 


none 








Score 


71 






Exons 


1241. .1504, 


1338 


.1499, 


1532. 


.1921, 1617. .1727 






Seq. No. 


35212 








Seq. ID 


OJ990528 


_2 6.9A03 


.C7 


Gene No. 


72764 








Strand 








Start 


14423 








End 


15306 






Name ' 


• OJ9905-2-8- 26 


.-9A03 


C7.ol. 


tm 


' Method 


TBLASTX: 


Maize 




Start •■" ■ 


1283 








•End ■ 


'1939 ■ 






GI 


none 








Score 


277 






Exons 


1283. . 1939, 


1284 


.1931 












Seq. No. 


35212 








Seq. ID 


OJ990528 


_2 6. 9A03 


.C7 


Gene No. 


72764 








Strand 








Start 


14423 








End 


15306 






Name 


OJ990528 26 


. 9A03 


C7 ,o2 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


1283 








End 


1942 






GI 


none 








Score 


73 






Exons 


1283. .1495, 


1514 


.1648, 


1760. 


.1930, 1769. .1942 






Seq. , No. 


35212 








Seq. ID 


OJ990528 


__2 6.9A03 


.C7 



35087 




Gene No. 


72764 








Strand 








OH ! v- -f- 

btart 


1 A A 9 9 
1 4 4 ZO 










15306 . 






Name 


ujyyuozo zb 


. yAUo 


CI ^9 


4- r i 

tw 


Metnoa 


TBLASTX: 


Wheat 




btart 


1 / U D 








TT 1 -n <4 

hna 


2122 






f T 


none 








Score 


80 






tiXons 


i / u d . .. iy 4 z , 


1 / u / 


1 Q "3 1 

. . i y j i , 


i Qin 
i y / u . 


9 19 9 
. Z 1ZZ 








Seq. No. 


35212 








Seq. ID 


OJ990528 26.9A03 


• C7 


Gene No. 


72764 








Strand 








oiart 


1 / A 9 9 
1 4 4 Z O 










i cone 
ID jUo 






Name 


ATQQOCOQ 9£ 

ujyyuozo zo 


. yAu o 


. b / . 04 . 


ts 


Method 


1 BLAb I A : 


Soybean 




otart 


i yz z 








T~i _ -J 

bna 


Z 1 DU 




t 
bl 


none 








Score 


/ D 






Exons 


1 Q9 9 9 1 /I £ 
lyZZ . . Z 1 4 b , 


i y o o 


. . Z 1 DU 












Seq. No. 


35212 








Seq. ID 


uj y y udzc 


Z b . yAUo 


.C7 


Gene No. 


72764 








Strand 








btart 


1 4 4 ZJ 








■pp ,j 
bna 


15306 






Name 


ujyyuDzo zb 


. yAU j 


r*H ^.9 
b / . O J . 


tm 


Method 


i BLAb IX : 


Maize 




btart 


ZIoj 








End 


O d "D A 

z boU 






C T 


none 








Score 


o o o 






.Exons___;_ _ . .. 


9 1 Q 9 O^OQ 

. _.z l.o o... ..ZqZ.9 


z i yj 


„..Z D J,.U. 












beq. wo. 


ooZ 1Z 


* _i — ■ "•-'■-*- 






Seq. ID 


OJyyOozb 


z 6 . 9A05 


. C7 


Gene No. 


72764 








Strand 








Start 


14423 








End 


15306 






Name 


ujyyuozo zb 


yAUo 


b / . Ol . 


ts 


Method 


TBLASTX: 


Soybean 




btart 


O O Q O 

zz yz 








End 


2861 




bl 


oouyz bu 








Score 


316 






Exons 


zz yz . . z b / o / 


zz y 4 . 


. Z o Z 1 , 


9 £T Q A 

Zby4 . 


. Z o bl 








GI Descnp. 


















beq . no . 


OOZ 1Z 








Seq. ID 


OJ990528 


_2 6. 9A03 


.C7 


Gene No. 


72764 








Strand 








Start 


14423 








End 


15306 






Name 


ujyyuozo zd. 


yAU j . 


b / . Ol . 


tw 


Method 


TBLASTX: 


Wheat 




O j . „ j_ 

otart 


z juy 








End 


2776 






bl 


none 








Score 


142 






Exons 


. z ju y . . z boo , 


ooi A 

Zo 1U . 


. Z4 / / , 


9 9 G 9 

z j yz . 


.2478, 2508. .2645, 


2693. .2770, 




zbyj. .z / / b 
















Seq-. No. 


35212 








Seq. ID 


OJ990528 


_26. 9A03 


.C7 


Gene No.-. 


72764 








Strand 








otart 


1 A A 9 9 








End - - 


15306 ■ 






Name- 


uj y yuozo z b . 


Q 7\ C\ 9 

yAu j . 


b /-. ol . 


tc 


Method - 


TBLASTX-: 


Cress 




O A , -y-4- 

bt art 


o / 1 i 

Z 4 1 1 








End 


2677 






bl 


none 








Score 


120 






Exons 


Z4 1 1 . .ZD//, 


O / 1 o 
Z4 1Z . 


9 £T 1 9 

. Z b / Z 












o c . . 


_j »j j. ^. 








Seq. ID. 


OJ990528 


_2 6. 9A03 


.C7 


Gene No. 


72764 








Strand 








Start 


14423 








End 


15306 






Name 


OJ990528 26. 


9A03. 


C7.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3134 








End 


3769 






GI 


none 








Score 


2'63 






Exons 


3134. .3286, 


3268. 


.3369, 


3281. 


.3703, 328 


2. .3611, 


3686. .3769, 



3706. .3738 



35088 




Seq. No. 


35212 




Seq. ID 


OJ990528 


_26.9A03 


.C7 


Gene No . 


72764 




Strand 








Start 


14423 




End 


15306 






Name 


OJ990528 26.9A03.C7. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


3134 




End 


3595 






GI 


none 




Score 


54 






Exons 


3134. .3262, 3153 .. 3272, ■ 3275 


...3595, 3291. .3584 






Seq. No. 


35212 




Seq. ID 


OJ990528 


_2 6.9A03 


.C7 


Gene No. 


72764 




Strand 








Start 


14423 




End 


15306 






Name 


OJ990528 26.9A03.C7. 


o3 . tc 


Method • 


TBLASTX: 


Cress 




Start 


3135 




End 


3577 






C T 


none 




Score 


38 






Exons 


3135. .3272, 3140. .3271, 3287 


..3577, 3356. .3553 






Seq. No. 


35212 




Seq. ID 


OJ990528 


_26.9A03, 


.C7 


Gene No. 


72764 




Strand 








Start 


14423 




End 


15306 






Name 


OJ990528 26.9A03.C7. 


o2 . tw 


Method 


TBLASTX: 


Wheat 




..Star.t 


_ai3X 




...End 


...4.0.0.0 






GI.-... - - . — ■ ^ 






~ ...Score..,,-.,, 


,,.9.6 «... 






Exons 


■3437.. 3724, 3438. -.3539, 3452 


..3727, 3764. .4000, 


3782. .3994 


Seq. No. 


35212 




Seq. ID 


OJ990528 


_26. 9A03, 


.C7 


Gene No. 


72764 




Strand 








Start 


14423 




End 


15306 






Name 


OJ990528 26.9A03.C7. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


10757 




End 


11134 






GI 


none 




Score 


49 






Exons 


10757. .10858, 10763. 


. 10858, 


10775. .10858, 10784 


. .10858, 






10874 .. 11089, 10877. 


. 11134, 


10883. .11059, 10886 


. .11089, 






10886. . 11020, 10889. 


.11035, 


10898. .11092, 10898 


. .11095, 






10913. . 11095, 10913. 


. 11089 










Seq. No. 


35212 




Seq. ID 


OJ990528 


_26. 9A03. 


.C7 


Gene No. 


72764 




Strand 








Start 


14423 




End 


15306 






Name 


OJ990528 26.9A03.C7. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


10774 




End 


11133 






GI 


none 




Score 


67 ' 






Exons 


10774 . . 10851, 10775. 


.10858, 


10829. .10858, 10865 


. .11104, 






. 10886. . 11089, 10898'. 


.11080, - 


L09Q0. ; 11133, 10910 


. ,11092, 






10912. .11010, 11059. 


.11091 










Seq. No. 


35212 




Seq. ID 


OJ990528 


_2 6.9A03. 


.C7 


Gene No. 


72764 




Strand 








Start 


14423 




End 


15306 






Name 


OJ990528 26.9A03.C7. 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


10874 




End 


11133 






GI 


none 




Score 


185 






Exons 


10874 . .11101, 10879. 


. 11133, 


10886. . 11110, 10904 


. .11089, 






10924 . . 11088, 10952. 


.11089 










Seq. No. 


35212 




Seq. ID 


OJ990528 


_2 6. 9A03. 


,C7 


Gene No. 


72764 




Strand 









35089 



Start 14423 End 15306 

Name OJ990528_26 . 9A03 . C7 . o4 . np Method AAT/NAP 

Start - 14423 End 15306 

GI 119714 Score 261 

Exons 14423.. 15306 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | 1 S06733 hydroxyproline— rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
..S±.axt„ ..,„■ 
-.Name- 

Start' ■ 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35213 
72765 
1 

OJ990528_26.9A03.C8.ol.np 

1 

4680184 



Seq. ID OJ990528_26. 9A03.C8 
Strand 

End 3813 

Method AAT/NAP 

End 1242 

Score 291 



1..65, 303. .840, 897. .1099, 1144. .1242 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990528_26.9A03.C8 

Strand ' 

„En.d,..,. 3,81.3.. , 

„-Me.thod,. ..AAT/NAE ....... 

End ■ 2638 - - • 

Score 139 



35213 
' 72765 

-OJ39A5-28^2 6...^03-X8-.:.o2...np_^., 

1 - 

6069653 

1..36, 311. .1097, 2599. .2638 

(AP000616) hypothetical protein [Oryza sativa] 

35213 Seq. ID OJ990528_26 . 9A03 . C8 

72765 Strand 

1 End 3813 

OJ990528_26 . 9A03 . C8 . ol . gs Method GENSCAN 

212 End 757 

none Score . 59 

212. .479, 615. .757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI*- Descrip . 

Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35213 Seq. ID 

72765 Strand 

1 End 

OJ990528_26 . 9A03 . C8 . o3 . np Method 

1836 End 

468.0186 Score 



OJ990528_26. 9A03.C8 

3813 
AAT/NAP 
3813 
192 



1836. .1884, .2501. .2660, 3235. .3387, 3717. .3813 
(AF111709)'*'unknown [Oryza- .sativa subsp*.' indica-] 



35214 Seq. ID 

72766 Strand 

399 End 

OJ990528_26. 9A03 . C9 . ol . gs Method-, 

399 End 

none Score 

399. .731, 1463. .2572 



Seq. No. 35214 Seq. ID 

Gene No. 72766 Strand 

Start 399 End 

Name OJ990528_26 . 9A03 . C9 . ol . np Method 



OJ990528_26.9A03.C< 
+ 

9661 
GENSCAN 
2572 
.47 



OJ990528_26.9A03.C-S 
+ 

9661 
AAT/NAP 



35090 



Start 1113 End 9612 

GI 2735017 Score 787 

Exons 1113. .1190, 6695 .. 6863, -7071 7281, 7934. .8171, 8635.-8785, 

9299. .9612 

GI Descrip. (U82481) KI domain interacting kinase 1 [Zea mays] 



Seq. No. 35214 Seq. ID 

Gene No. 72766 Strand 

Start 399 End 

Name OJ990528_26. 9A03 . C9 . ol . gp Method 

Start 2483 ■' " End 

GI 2796366 Score 

Exons 2483.. 2684 



OJ990528_26. 9A03.C9 
+ 

9661 
AAT/GAP 
2684 
391' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35214 
72766 
399 

OJ990528_2 6. 9A03 . C9 . o2 . gs 
4768 
none 

4768. .5599, 6436. .6546, '6670. 



Seq. ID OJ990528_26. 9A03.C9 

Strand + 

End 9661 

Method GENSCAN 

End 9661 

Score .96 

6867, 6988. .7019,' 7071. .7281, 



35214 
72767 
14002 

OJ990528_2 6. 9A03.C9.o4 .gs 

14002 

none 

14002. . 14343 



Seq. ID OJ990528_26.9A03.C9 

Strand + 

End 14343 

Method GENSCAN 

End 14343 

Score .99 



Seq. No. 35214 Seq. ID 

Gene No. 72768 Strand 

Start 14646 End 

Name OJ990528_2 6 . 9A03 . C9 . o3 . gp Method 

Start 14646 End 

GI 5816518 Score 

Exons 14646. .14751 

GI Descrip. 452 1193/db j | AB0134 50 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990528_26. 9A03.C9 
+ 

14751 
AAT/GAP 
14751 
153 



Seq. No. 


35214 




Seq. ID 


OJ990528_26. 9A03 


,C9 


Gene No. 


72769 




• .Strand 


+ 




Start • . . 


16135 - V v- 




' End 


16305 > 




'Name ■* 


OJ990528 2 6. 9A03.C9-. 


, o5 . gs • 


Met hob! 


'GENSCAN- 




Start 


16135 




End 


16305 




GI 


none 




Score 


. 95 




Exons 


16135. .16305 










Seq. No. 


35214 




Seq. ID 


OJ990528_26. 9A03 


,C9 


Gene No. 


72770 




Strand 


+ 




Start 


20919 




End 


23075 




Name 


OJ990528 26.9A03.C9. 


o7 . gs 


Method 


GENSCAN 




Start 


20919 




End 


23075 




GI 


none 




Score 


.82 




Exons 


20919. .21111, 21248. 


.21361, 


22341. .22507, 22920. .23075 





35091 



Seq. No. 


35214 


Seq. ID 


OJ990528_26. 9A03.C9 


Gene No. 


72771 


Strand 


+ 


Cf a >- f 


jIOUD 




ozlol 


Name 


ujyyuozo z o . yAUo . cy . oiu . gs 


Method 


GENSCAN 


Qf a r-f 


jloUb 


bna 


32151 


PT 


none 


Score 


. 9 / 


Exons 


OXDUO. . JZlDl 






oeq . no . 


35214 


Seq. ID 


OJ990528_26. 9A03.C9 


Gene No . 


72772 


Strand 




c+- = r t 
o tai t 


1697 


End 


34478 


Name 


OJ990528 26. 9A03 . C9 . o3 . np 


Method 


AAT/NAP 


Start 


1697 


End 


33527 


p,t 


5734709 


Score 


176 


Exons 


1697. .1770, 23807. .23904, 25353 .. 25521 , 25850 .. 26121, 












(ALUUoU/o) Contains PF|UUuoy 


Eukaryotic protein kinase doma 




[ Arabidopsis thaliana] 






Cr\A Ma 

oeq. ino . 


O DZ 1 *± 


Seq. ID 


OJ990528_26. 9A03.C9 


Gene No. 


n oil O 
/ Z / / Z 


Strand 




JS.ta.rj: 


1.691 - - 


_EncL 


-MA23 — ,™ 




...-,..OJ9.9.052.8,-2.6..:9A03.,:C9.. oJUtm_ 


..-Method,. 


^.T BLAST. X.i.Mai ze ... 


otarc 


/UDj 


End 


8169 


p t 


none 


Score 


325 


Exons 


Tficc Toon thcq "7 o q n th^o 
/Udo . . /ZoU, / U bo . . /ZoU, / U b y 


.7281, 7091. .7282, 7932. .8114, 




/yjj . . oioy, /yjj..oibo 






Seq. No. 


o c n i >i 
OOZ 1 4 


Seq. ID 


OJ990528_26. 9A03.C9 


Gene No. 


72772 


Strand 




OLdXL 


1697 


End 


34478 


Name 


ujyyuDzo z d . yAU j . c y . o i . t c 


Method 


TBLASTX: Cress 


Cf a y-f 


/ 1Z Z 


End 


8169 


P T 


none 


Score 


207 


Exons 


"7100 T)On *7 1 O O ■ TOOA T <1 "3 O 

/1ZZ. . /ZoU, /IZo. . /ZoU, /y33. 


.8169, 7954. .8148, 8094. .8168 


Seq. No. 


35214 


Seq. ID 


OJ990528_2 6. 9A03.C9 


Gene No. 


72772 


Strand 




Cf arf 


1697 


End 


34478 


Name 


OJ990528 26.9A03.C9.ol.tw 


Method 


TBLASTX: Wheat " 


Cf a r f 

O Lai L 


7203 


End 


8163 


PT 


none 


Score 


121 




7203. .7280, 7921. .8163, 7953. 


.8162 




Seq. Nd.- 


35214 - • ' 


Seq. ID 


OJ990528_26. 9A03.1C9 


Gene No. 


72772 


Strand 




Cf a r-f 


1697 


End 


34478 


Name 


OJ990528 26. 9A03.C9.ol. ts 


Method 


TBLASTX: Soybean 


Of a r f 
o La J. L 


7206 .. t 


End 


8737 


P T 


none 


Score 


88 


LAUtlb 


7206. .7280, 7933. .8169, 7954. 


.8166, 8635. .8700, 8636. .8737 


Seq. No. 


35214 . . 


Seq. ID 


OJ990528_26. 9A03.C9 


Gene No. 


72772 


Strand 




Start 


1697 


End 


34478 


Name 


OJ990528 26.9A03.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


8635 


End 


9529 



35092 




GI 


none 




Score 


227 


Exons 


8635. .8700, 8636. .8/ 


85, 8636 


..8785, 9278.-9352, 9374. .9529 




937 9 . .9474 








Seq. No. 


35214 




beq. ID 


ojy yuozo z o . yAU j . cy 


Gene No. 


72772 




Strand 




Start 


1697 




End 


O A A "7 O 

34 4 78 


Name 


OJ990528 26.9A03.C9. 


o3 . gs 


Method 


GENSCAN 


Start 


11554 




T-l _ _J 

End 


1Z 14 1 


GI 


none 




Score 




Exons 


11554 11775, 11995. 


.12141 






Seq. No. 


35214 




Seq. ID 


OJ990528_26. 9A03.C9 


Gene No . 


/ Z 1 1 z 




Strand 




Start 


1697 




End 


34478 


Name 


OJ990528_26. 9A03.C9. 


o2 . gp 


Method 


AAT/GAP 


Start 


14 409 




End 


14637 


GI 


37 61181 




Score 


335 


Exons 


14409. .14637 








GI Descrip. 


4521193/dbj IAB013450 


. 1IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to 


Pib gene 






„ -.. — 

S^q..-,.JNfo ~ 


• — 

35,21-4. . ... wr .~- . 




_:Seq. -.ID - 


-0.J9 9052.8^.2-6,., 9A0.3-..C9 C 


Gene No. 


72772 




Strand 




Start 


1697 




End 


34478 


Name 


OJ990528 26.9A03.C9. 


o2 . np 


Method 


AAT/NAP 


Start 


16151 




End 


26138 


GI 


5091513 




Score 


2633 


Exons 


16151. .16466, 17243. 


. 17333, 


1748 6. .1834 3, 19080 .. 19707, 




19758. .20354, 25638. 


.25758, 


25909. .26138 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


35214 




Seq. ID 


OJ990528_26. 9A03.C9 


Gene No. 


72772 




Strand 




Start 


1697 




End 


34478 


Name 


OJ990528 26.9A03.C9. 


06 . gs 


Method 


GENSCAN 


Start 


16994 




End 


20253 


GI 


none 




Score 


.45 


Exons 


16994. .17421, 17541. 


. 18307, 


19088. .20253 


Seq. No. 


35214 




Seq. ID 


OJ990528_26. 9A03.C9 


Gene No. 


72772 




Strand 




Start 


1697 




. End - 


34478 


Name " 


OJ990528 -26: 9A03.C9. 


o"A . gp 


Method 


AAT/GAP * . * ,.. • • 


Start 


20612 




' ■ End 


20840 v 


GI 


3761181 




Score 


33'5 


Exons 


20612. .20840 








GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 1.0e-99 


Oryza sativa DNA, 




similar sequence to 


Pib gene 






Seq. No. 


35214 




Seq. ID 


OJ990528_26. 9A03.C9 


Gene No. 


72772 




Strand 




Start 


1697 




End 


34478 


Name 


OJ990528 26.9A03.C9. 


o5 . gp 


Method 


AAT/GAP 


Start 


20848 




End 


20954 


GI 


5816518 




Score 


145 


Exons 


20848. .20954 









35093 




GI Descrip. 4 521193/dbj I ABO 134 50 . 1 1 ABO 134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 


35214 




Seq. ID 


OJ990528 


2d. 9A03 . C9 


Gene No. 


72772 




Strand 






Start 


1697 




End 


34478 




Name 


OJ990528 26. 9A03.C9.o8/gs 


Method 


GENSCAN 




Start 


23614 




End 


27201 




GI 


none 




Score 


.77 




Exons 


23614 


..23787, 24367. .24521, 


25181. .25509, 25567 


. .25816, 




25909 


..26056, 26141. .26273, 


27119. .27201 




beq. No. 


35214 




Seq. ID 


OJ990528_ 


_ o . yAUo . cy 


Gene No. 


72772 




Strand . 






Start 


1697 




End 


34478 




Name 


OJ990528 26. 9A03 . C9 . oil . gs 


Method 


GENSCAN 




Start 


33111 




End 


34478 




GI 


none 




Score 


.55 




Exons 


33111 


..33497, 33595. .33727, 


34178. .34264, 34456 


. .34478 


Seq. No. 


35215 




Seq. ID 


OJ990528_ 


26 . 9A03 . C10 


Gene. . No . _ 


... .7.27.7.3 




. ..Strand 


+ 


_____„■.- 


Starts - - ...... 


. - .-121.,. . 




. End - 


.„1L61._....„ 


~ — 


Name 


OJ990528 26. 9A03 .'CIO . ol . gs 


Method 


GENSCAN 




Start 


121 




End 


1161 




GI 


none 




Score 


.46 




Exons 


121. . 


L74, 709. .844, 1094. .1161 






Seq. No. 


35215 




Seq. ID 


OJ990528_ 


_26.9A03.C10 


Gene No. 


72774 




Strand 






Start 


1498 




End 


15663 




Name 


OJ990528 26. 9A03 . CIO . ol . gp 


Method 


AAT/GAP 




Start 


1498 




End 


2033 




GI 


LIB3431-001-P1-N1-B5 


Score 


691 




Exons 


1498. 


.1745, 1851. .2033 








GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 1 . Oe 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 








Seq. No. 


35215 




Seq. ID 


OJ990528_ 


_26. 9A03.C10 


Gene No . 


72774 




Strand 






Start 


1498 




End 


15663 




Name 


OJ990528 26. 9A03 . CIO ..o2 . gs 


Method 


GENSCAN 




Start 


1629 




End 


15663 




GI " 


none* 




Score 


'■.71 




Exons 


1629. 


•1745, 1'8'60.;2022, 2189 


*. .2322, 2331. .2359", 


2442. .3276, 




' 3358. 


3819, 3898. .4486, 4720 


. .4856, 6091. .6207, 


6278. . 6320, 




6741 . 


6783, 6812.. 6822, 6875 


..6967, 7307. .7708, 


8235. .8322, 




8443 . 


8591, 8867. .9253, 10210 10424, 


10486. .11148, 




11332 


.11419, 11463. .11559, 


11906. . 15161, 15448 


. .15506, 




15579 


.15663 








Seq. No. 


35215 




Seq. ID 


OJ990528_ 


_26. 9A03.C10 


Gene No. 


72774 




Strand 






Start 


1498 




End 


15663 




Name 


OJ990528 26.9A03.C10.o2.gp 


Method 


AAT/GAP 




Start 


11770 




End 


13196 




GI 


5002953 


Score 


1194 





35094 




Exons 


11770. . 11917, 12397. 


. 12806, 


13065. .13196 




GI Descrip. 


4680203/gb| AAD27566. 


1IAF114171 7 l.Oe 


-39 (AF114171) TNP2-li 




protein [Sorghum bicolor] 








oeq. NO . 


35215 




Seq. ID 


OJ990528__26. 9A03 


.C10 


Gene No. 


72774 




Strand 






Start 


1498 




End 


15663 




Name 


OJ990528 26.9A03.C10 


. o2 . np 


Method 


AAT/NAP 




b tart 


11850 




End 


15155 




H T 

bl 


4680203 




Score 


2052 




Exons 


11850. .12791, 13068. 


. 13298, 


13452. . 1354 4, 13587. . 15155 




GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum 


bicolor] 




o e q . in o . 


35215 




Seq. ID 


OJ990528_26. 9A03 


.C10 


bene lno . 


72774 




Strand 






Start 


1498 




End 


15663 




Name 


OJ990528 26.9A03.C10 


. ol . tw 


Method 


TBLASTX: Wheat 




o car t. 


11961 




End 


13181 




C T 
bl 


none 




Score 


67 




Exons 


11961. .12053, 12054. 


. 12158 , 


12082. .12159, 12183. . 12224, 






12 183 . . 1222 1 , 12228. 


. 12275, 


12264. .124 55, 12280 .. 124 17 , 






... 12.45..9...-a2..6.20,,, ..1.2.4.63., 


.12 6,0.3,. 


..12.6^9.^,13 L8 1., .. JLZ6 91 _U.3 U7_ 




Seq. No. 


35215 




Seq. ID 


OJ-990528_26. 9A03 


.C10 


Gene No. 


72774 




Strand 








1498 




End 


15663 




Name 


OJ990528 26.9A03.C10 


.o2 . tc 


Method 


TBLASTX: Cress 




otart 


12468 




End 


12894 




C T 
bl 


none 




Score 


68 




Exons 


12468. .12620, 12481. 


.12603, 


12639. .12E 


190, 12691.. 12894 




Seq. No. 


35215 




Seq. ID 


OJ990528_26. 9A03 


C10 


Gene No. 


72774 




Strand 






jLqiI 


1498 




End 


15663 




Name 


OJ990528 26.9A03.C10 


. o2.tm 


Method 


TBLASTX: Maize 




otart 


12792 




End 


13277 




CT 
bl 


none 




Score 


89 




Exons 


12792. .13277, 12799. 


.12948, 


13084. .13260 




Seq. No. 


35215 




Seq. ID 


OJ990528_26. 9A03. 


C10 


Gene No. 


72774 




Strand 






Cf a v--j- 


1498 




End 


15663 




Name 


OJ990528 26.9A03.C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




otart 


13185 1 . . 




End ' 


' 13535 ■ ■ - • ■ 




bl 


none * ' ' 




■ S'c'ore 


66 




Exons 


13185. . 13268, 13186. 


13269, 


13305. .13535, 13306. .13506 




Seq. No. 


35215 




Seq. ID 


OJ990528_26. 9A03. 


C10 


Gene No. 


72774 




Strand 






ot art 


1498 




End 


15663 




Name 


OJ990528 26.9A03.C10. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13314 




End 


13529 




GI 


none 




Score 


93 




Exons 


13314 . . 13376, 13383. . 


13529, 


13393. .13500 




Seq. No. 


35215 




Seq. ID 


OJ990528_26. 9A03. 


C10 


Gene No. 


72774 




Strand 







35095 



Start 
Name 
Start 
GI 

Exons 



1498 End 

OJ990528_26. 9A03 . CIO . o2 . ts Method 

13674 End 

none Score 
13674. .13907, 13753. .13908 



15663 

TBLASTX: Soybean 

13908 

98 



Seq. No. 35215 

Gene No. 72774 

Start 1498 

Name OJ990528_26 . 9A03 . CIO . ol . tm 

Start 13743 

GI none 

Exons 13743. .13937, 1394 1 .. 14 18 6, 13945.. 14136 



Seq. ID OJ990528_26. 9A03.C10 
Strand 

End 15663 

Method TBLASTX : Maize 

End 14186 

Score 78 



Seq. No. 35215 
Gene No. 72774 
Start 1498 

Name OJ990528_26 . 9A03 . CIO . o2 . tw 

Start 13777 
GI none 
Exons 13777. 

' ..... . _1398,2. 

"... . - .. ..... ~ 14190.... 



.13965, 13782. 
, 14,0 &P.,_ 13983... 
,.142.4 3,^14.2.0.0.. 



13937, 
.14.0.9.3, 
.14235.. , 



Seq. ID OJ990528_26. 9A03.C10 
Strand 

End 15663 

Method TBLASTX : Wheat 

End 14243 

Score 102 
13906. . 14076, 13968. .14084, 
.14 0.35.. ..14X8.9, ..1.4 .0,92.. ..1.4I.ia,„.™ 



Seq. No. 35215 

Gene No. 72774 

Start 1498 

Name OJ990528_26 . 9A03 . C10 . ol . tc 

Start 14031 

GI none 

Exons 14031. .14360, 14 032 .. 14 106, 14073 14 177 , 14 128 .. 14 187 , 
14224 . . 14361 



Seq. ID OJ990528_26.9A03.C10 
Strand 

End 15663 

Method TBLASTX : Cress 

End 14361 

Score 59 



Seq. No. 35215 

Gene No. 72774 

Start 1498 

Name OJ990528_26 . 9A03 . C10 . ol . ts 

Start 14109 

GI none 

Exons 14109. . 14357, 14 113 .. 14358 , 

Seq. No. '35215 

Gene Mo. 72774 

Start, ' 1498 * . • 

Name " OJ990528_26 . 9A03 . CV0 . o3 . tw *- 

Start 14256 

GI none 

Exons 14256. . 14360, 14266 .. 14361, 

Seq. No. 35216 

Gene No. 72775 

Start 64 

Name OJ990528_26 . 9A03 . CI 1 . ol . gs 

Start 64 

GI none 

Exons 64.. 432, 953.. 1104 



Seq. ID OJ990528_26. 9A03.C10 
Strand 

End 15663 

Method TBLASTX : Soybean 

End 14528 

Score 105 
14 4 07. . 14 52 6, 14 409. .14528 

Seq. ID OJ990528_26.9A03.C10 
'Strand 

End. 15663- . 

• -Method TBLASTX: Wheat- 

End 14807 

Score 64 
14 4 07. . 14 568, 14 4 09. .14807 

Seq. ID OJ990528_26.9A03.C11 

Strand + 

End 1104 

Method GEN SCAN 

End 1104 

Score .52 



35096 




Seq. No. 


35216 


Seq. ID 


OJ990528_26. 9A03 


.Cll 


Gene No. 


72776 


Strand 


+ 




Start 


ZZZb 


hna 






Name 


OJ9y052o 26 . 9A03 . Cll . oZ . gs 


Method 


GENSCAN 




Start 


o o o ^ 

ZZZb 


End 






GI 


none 


Score 


. DO 




Exons 


ZZZb..ZZ19 f 4182. .5093 








Seq. No. 




Seq. ID 




Oil 
.Cll 


Gene No . 


72776 


Strand 


+ 




Start 


2226 


End 


5093 




Name 


OJ990528 26. 9A03 . Cll . ol . gp 


Method 


AAT/GAP 




Start - 


4391 


End 


4702 




GI 


72524 1.R1084 


Score 


420 




Exons 


4391. .4702 








GI Descrip. 


' 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


35216 


Seq. ID 


OJ990528_26. 9A03 


.Cll 


Gene No. 


72777 


Strand 


+ 




Start 


10890 


End 


16061 




Name.,™... 


_0 iaap£2B„.Z!&-. .9&Q3. .£/U. -..oX..np_ 


Me.t.hQd. 


_AAT./N£J? . „ 




Start.. 


....1051L._. , 


...-.End, 


,,16061. ~. 




GI 


3021270 


Score 


1143- 




Exons 


10511. .10610, 10999. . 11714, 


14622. . 14806, 14 888 .. 15098 , 






15186. .15423, 15506 .. 15656, 


15759. . 16061 




GI Descrip. 


(AL022347 ) serine/threonine 


kinase-like protein [Arabidopsis 




thaliana] 








Seq. No. 


35216 


Seq. ID 


OJ990528_26.9A03 


.Cll 


Gene No. 


72777 


Strand 


+ 




Start 


10890 


End 


16061 




Name 


OJ990528 26.9A03.Cll.o5.gs 


Method 


GENSCAN 




Start 


10890 


End 


16043 




GI 


none 


Score 


. 9 




Exons 


108 90. .117 60, 14 67 6. . 14 806, 


14888. .15098, 15186 .. 15423, 






15506. .15656, 15759. .1604 3 








Seq. No. 


35216 


• Seq. ID 


OJ990528_26. 9A03 


Cll 


Gene No . 


72778 


Strand 


+ 




o cart. 


16444 


End 


18805 




Name 


OJ990528 26. 9A03 . CI 1 . o2 . np 


Method 


AAT/NAP 




Start 


16444 


End • 


18805 . 




GI 


- 5922634 


Score 


139 




Exons' 


T6444-: i 16543, ■ 0/8680. . 18805 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 60168 67 | dbj | BAA85210 . 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


35216 


Seq. ID 


OJ990528_26. 9A03 


Cll 


bene lno . 


72778 


Strand 


+ 




Start 


16444 


End 


18805 




Name 


OJ990528 26.9A03.Cll.o3.np 


Method 


AAT/NAP 




Start 


16781 


End 


16902 




GI 


6815099 


Score 


71 




Exons 


16781. .16902 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 





35097 



Seq. No. 


35216 


Seq. ID 


OJ990528 


_26. 9 AO 3 


.Cll 


Gene No . 


/ z / / y 


Strand 








otart 


/ y u 


End 


o o r a 

82 64 






Name 


ujyyuozo z b . yAUo . bi i . o4 . gs 


Method 


GENSCAN 






btart 


/ y lo 


End 


o o r a 






bl 


none 


Score 


. 57 






Exons 


/yio. . /yyo, olJo. .o2o4 










o G q . IN O . 


35216 


Seq. ID 




_26.9A03 


.Cll 


Gene No. 


72780 


Strand 








Start 


9839 


End 


10152 






Name 


OJ990528 26.9A03.Cll.o2.gp 


Method 


AAT/GAP 






C4- -i v+- 

btart 


9839 


End 


10152 






b X 


72524 1.R1084 


Score 


431 






Exons 


9839. . 10152 










GI Descrip. 


' 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e-£ 


J4 Oryza 


sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 




Seq. ID 


OJ990528 


_2 6 . 9A03 


.Cll 


Gene No . 


72781 


Strand 








S.kart. ^ _ 


... J,J-A1„4_ _ 


„„Ead. 








.Name - . . 


„OJ99ff528... 26 ..9AQ3 . CLl^o.3...g.p.- 


- ...Met hod~ . 


AA.T/.GAP... 




.... 


btart 


11614 


End 


12042 






bl' 


none 


Score 


854 






Exons 


11614 . . 12042 










Seq. No. 


35216 


Seq. ID 


OJ990528 


_26. 9A03 


.Cll 


Gene No . 


72782 


Strand 








Start 


17926 


End 


19233 






Name 


OJ990528 26.9A03.Cll.o2.tm 


Method 


TBLASTX: 


Maize 




Of ^ vf 

otart 


111 


End 


11276 






bl 


none 


Score 


44 






Exons 


111. .167, 171. .374, 10992.. 


11171, 10994 


[ . . 11170, 


11226. .: 


11276 


beq . no . 


35216 


Seq. ID 


OJ990528 


_2 6. 9A03 


.Cll 


Gene No. 


72782 


Strand . 








Start 


17926 


End 


19233 






Name 


OJ990528 26. 9A03 .Cll . ol . tc 


Method 


TBLASTX: 


Cress 




otart 


11010 


End, 


16000 






bl 


none 


Score 


96 






Exons 


11010. . 11162, 11484 . . 11543, 


14732. . 14806, 14885 


. . 15097, 






14887. .15084, 14913. .15092, 


15185. . 15421, 15241 


. .15420, 






- 154 8 6. . 15 677, 15512. .-15613, 


15771. .15968, .15-8-4 5 


. .16000 




Seq. No. 


35216 


Seq. ID 


OJ990528 


_2 6. 9A03, 


.Cll 


Gene No. 


72782 


Strand 








Start 


17926 


End 


19233 






Name 


OJ990528 26. 9A03 . Cll . ol . tm 


Method 


TBLASTX:! 


Maize 




Start 


14732 


End 


15928 






GI 


none 


Score 


85 






Exons 


14 732. .14 806, 14 885. .15097, 


14908. .15096, 15203 


. . 15421, 






15203. .15388, 15241. .154 23, 


15506. . 15613, 15507 


. .15650, 






157 62. .158 96, 15791. .15928 










Seq. No. 


35216 


Seq. ID 


OJ990528 


_2 6. 9A03. 


.Cll 


Gene No. 


72782 


Strand 









35098 



Start 


17926 




End 


19233 






Name 


OJ990528_26.9A03.C11 


. ol . ts 


Method 


TBLASTX: 


Soybean 




C -1 1 v-4- 

otart 


1 A H *3 O 
14 /OZ 




End 


16009 






(~* T 


none 




Score 


95 






Exons 


14 /oz . . 14 oOo, 14ooO. 


.1509 7/ 


14887. .15096, 15185 


. . 15421 , 






i conn 1 c o o n. 


. 15420 , 


15489. . 15653, 15506 


. . 15652 , 






iD/zj..ioyyz, id fob. 


. i do y j , 


15845. . 16009 






Seq. No. 


35216 




Seq. ID 


OJ990528 


_2 6.9A03 


.Cll 


Gene No. 


72782 




Strand 








Start 


1 / 92 D 




End 


19233 






Name 


OJ990ozy z6.9A03.Cll 


. o2 . tw 


Method 


TBLASTX : 


Wheat 




Start 


14 oo 5 




End 


15097 






GI 


none 




Score 


228 






Exons 


1 4 O O 0 . . IDUj / f 1 4 y u o . 


. louyo 










Seq. No. 


35216 




Seq. ID 


OJ990528 


_26.9A03 


.Cll 


Gene No. 


72782 




Strand 








Start 


1 /9zd 




End 


19233 






Name 


ojyyuozo zb.yAOJ.cii 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


loz4 / 




End 


15650 






GZ„_ 


none_ , , „ 





Scare 


-J2.3J.... 





— 


Exons~, r , — „ 


-,-L5z4 15,4-20.,^, Lo.2 4-8.. 


...154 21 


-1 5,485 - .„ 1.5-65-0 ,,.1.5 5.Q.6 


.-...15613—= 


— 


Seq. No. 


35216 




Seq. ID 


OJ990528 


26 . 9A03 


Cll 


Gene No. 


72782 




Strand 








Start 


17926 




End 


19233 






Name 


OJ990528 26.9A03.C11 


. o4 .np 


Method 


AAT/NAP 






Start 


17926 




End 


19233 






GI 


6907086 




Score 


222 






Exons 


17926. .18132, 18380. 


.19233 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


35217 




Seq. ID 


OJ990528 


2 6 . 9A03 


C12 


Gene No . 


72783 




Strand 


+ 






Start 


1295 




- End 


1720 






Name 


OJ990528 26.9A03.C12 


.ol.gp 


Method 


AAT/GAP 






Start 


1295 




End 


1720 






GI 


4878407 




Score 


679 






Exons 


1295. .1720 












GI Descrip. 


6069643/dbj ! AP000616 


.1IAP000616 1.0e-152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 








Seq. No.. 


35217 ... 




Seq. . ID 


OJ990528- 


_2 6. 9A03 


CI 2 


Gene No. '■* 


72784 ' 




Strand 


* + 






Start 


3049 




End 


3423 






Name 


OJ990528 26.9A03.C12 


. o2 . gp 


Method 


AAT/GAP 






Start 


3049 




End 


3423 






GI 


5667173 




Score 


732 


"t 




Exons 


3049. .3423 












Seq. No. 


35217 




Seq. ID 


OJ990528 


_26.9A03. 


C12 


Gene No. 


72785 




Strand 


+ 






Start 


5861 




End 


7745 






Name 


OJ990528 26.9A03.C12 


. o2 . gs 


Method 


GENSCAN 






Start 


5861 




End 


7643 






GI 


none 




Score 


.81 







35099 



Exons 



5861. .6021, 6077. .6306, 6699. .6936, 7029. .7179, 7299. .7643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35217 Seq. ID 

72785 Strand 

5861 End 
OJ990528_2 6 . 9A03 . C12 . o3 . gp Method 

7288 End 

5667174 Score 
7288. .7745 

30212 68/emb | CAA184 63 . 1 | 5.0e-17 (AL022347) putative protein 
[Arabidopsis thaliana] 



OJ990528_26.9A03.C12 
+ 

7745 
AAT/GAP 
7745 
856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35217 
72786 
8056 

OJ990528_26.9A03.C12.o3.gs 

8056 

none 



Seq. ID OJ990528_26.9A03.C12 



Strand 
End 

Method 

End 

Score 



+ 

19240 
GENSCAN 
14768 
.91 



8056. .8878, 9987. .10121, 1027 6 .. 10409, 104 91 .. 10758 , 
10781. . 11018, 11096. .11246, 1134 9 .. 11637 , 14515. .14768 



Gene.jD...-.-^ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.35211 

.72-786-;. - 

8056 

OJ990528_2 6. 9A03 . C12 . ol . np 
8062 
4530126 
8062. .8896 
18342. . 185 
(AF078082) 
[Phaseolus 



10020. . 10101, 



S.e-q..-~£D_ 

. >~~ .S-trand. 
End 

Method 
End 
Score 
10265. .10409, 



m9m5^2-6.,3AQ3, > ilI2_ 

1924 0"" 
AAT/NAP 
19237 
1103 
10491. .10701, 



79, 18655. .18805, 18902.. 19237 
receptor-like protein kinase homolog RK20-1 
vulgaris] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35217 
72786 
8056 

OJ990528_2 6 . 9A03 . C12 . o4 . gp 
11112 
429002 

11112. .11244, 11349. 
322652/pir | | JQ1677 9 
precursor - rape >gi 



OJ990528_ 
+ 

19240 
AAT/GAP 
11560 
552 



26. 9A03.C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11560 

Oe-22 S-receptor kinase (EC 2.7.1.-) 
167181 (M97667) serine/threonine kinase 



receptor [Brassica napus] 



Seq. No. 


. 35217- 












Seq. ID 


OJ990528 


_26. 


9A03 


.C12 
















- Strand 


+ 








Start 


8056 












End 


19240 








Name 


OJ99052 


8_2 6. 


9 AO 3 


.C12 


. o5 


.gp 


Method 


AAT/GAP 








Start 


11551 












End 


11948 








GI 


568488 












Score 


727 








Exons 


11551. . 


11948 




















Seq. No. 


35217 












Seq. ID 


OJ990528 


_26. 


9A03 


.C12 


Gene No. 


72786 












Strand 


+ 








Start " 


8056 












End 


19240 








Name 


OJ99052 


8_2 6. 


9 AO 3 


C12 


.o4 


.gs 


Method 


GENSCAN 








Start 


15342 












End 


19240 








GI 


none 












Score 


. 87 









35100 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15342. .16155, 17374 .. 17508 , 17 693 .. 17826, 17865 .. 18123, 
18342. .18579, 18 655 18805, 18902. .19240 



35217 Seq. ID 

72786 Strand 

8056 End 

OJ990528_26. 9A03 . C12 . 06 . gp Method 

18543 End 

429002 Score 



OJ990528_26.9A03.C12 
+ 

19240 
AAT/GAP 
19113 
701 



18543. .18579, 18 655 .. 18803, 18902. .19113 

322652/pir| IJQ1677 9.0e-22 S-receptor kinase (EC 2.7.1.-) 
precursor - rape >gi_167181 (M97667) serine/threonine kinase 
receptor [Brassica napus] 



Seq. No. 35217 Seq. ID 

Gene No. 72787 Strand 

Start 23808 End 

Name OJ990528_2 6 . 9A03 . C12 . o7 . gp Method 

Start 23808 End 

GI 90742_1.R1084 Score 

Exons 23808 .'.23888 

( .GJ„.Q,e^Qrip..„ : 5.7 3.16 16.Zplb.j.iaPQ0.Q 3 9 L- U hP.Q.0Q39X. J J)e-2 9 .S)r^za.^s_aXiy^gmoMc^ 
.. . . . . .-.D.NA,„..chromos.ome- S r ...clone.:. P0538C0 1.' v _ . .. 



OJ990528_26.9A03.C12 
+ 

23888 
AAT/GAP 
23888 
102 



beq. No. 


35217 






Seq. ID 


OJ99052S 


_26.9A03.C12 


Gene No . 


72788 






Strand 






Start 


373 






End 


3830 




Name 


OJ990528 26 


. 9A03. 


C12.ol.gs 


Method 


GENSCAN 




Start 


373 






End 


3830 




GI 


none 






Score 


.65 




Exons 


373. .527, 666. .903, 1043. .1266, 1424.. 


1527, 1831.. 2020, 




2124 . .2234, 


3119. 


.3152, 3225. 


.3830 






Seq. No. 


35217 






Seq. ID 


OJ990528 


_26.9A03.C12 


Gene No. 


72789 






Strand 






Start 


19187 






End 


22532 




Name 


OJ990528 26 


9A03. 


C12.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


3212 






End 


15707 




GI 


none 






Score 


116 




Exons 


3212 . . 3358, 


3222. 


.3353, 3399. 


.3458, 8140. .8214, 


8263. .8301, 




8305. .8403, 


15434 


..15601, 15435. .15605, 15609.. 


15707 


Seq. No. 


35217 






Seq. ID 


OJ990528 


_26.9A03.C12 


Gene No. 


72789 






Strand - 






Start 


■ 19187 






End 


22532' 




Name 


OJ990528 26. 


9A03. 


C12.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


3399 






End 


16109 




GI 


none 






Score 


67 




Exons 


3399. . 3488, 


3672. 


.3752, 3759. 


,.3857, 8263. .8433, 


8554. .8796, 




8613. .8771, 


15621 


. .15737, 15927. .16109 






Seq. No. 


35217 






Seq. ID 


OJ990528 


_26.9A03.C12 


Gene No. 


72789 






Strand 






Start 


'19187 






End 


22532 




Name 


OJ990528 26. 


9A03. 


C12.-ol.tc 


Method 


TBLASTX: 


Cress 


Start 


3669 






End 


21601 






none 






Score 


80 





35101 



Exons 



3669. .3731, 5915. .6004, 6081. .6137, 6153. .6305, 
6718.. 6876, 6722.. 6931, 6723.. 6932, 6723.. 6974, 
7041. .7139, 7359. .7508, 8272. .8415, 8536. .8676, 
10296. .10409, 10357. .10410, 104 88 .. 10700, 10488. 
10490. .10687, 10774 .. 11016, 107 99 .. 1 1029, 10821. 
11096. .11203, 11100. . 11261, 11108 .. 11182, 11361. 
11432. .11572, 15447. .15593, 15702 .. 1574 6, 15930. 
17712. .17825, 17713 .. 17826, 17901 .. 18122, 17912. 
18269. .18577, 1834 0 .. 1857 6, 18360 .. 18593, 18658. 
18659. . 18787, 18667 .. 18765, 18914 .. 19087, 18985, 
20274 . .20423, 20276 .. 20482 , 20582 .. 20734 , 20631. 
20842. .21111, 20843. .21058, 20869 .. 21078, 21186. 
21199. .21408, 21493. .21582, 21497. .21601 



6698. .6892, 

7033. .7140, 

10295. .10408, 

.10664, 

.11015, 

.11510, 

.16079, 

.18109, 

.18762, 

.19125, 

.20732, 

.21410, 



Seq. No. 35217 
Gene No. 72789 
Start 19187 

Name OJ990528_2 6 . 9A03 . C12 . ol . tm 

Start ' 5915 
GI none 
Exons 5915. . 

.._.„ 7,0.2.9-... 

........ ,1.0488., 

11096. 

17742, 

18295. 

18656. 

20324 . 

20840. 

21488. 



6004, 6081. . 6137, ' 6153 
2112. ...JJ)3D^J.U 3+ .7.3.5.9. 
.1.0.700.,.. -1 0.4.90 .... .106 99 7 
.11188, 11097. . 11240, 
.17819, 17743. . 17826, 
.18579, 18362. .18577, 
.18799, 18905. .19072, 
.20491, 20325. .20492, 
.21058, 20842. .21057, 
.21556, 21491. .21574, 



Seq. ID OJ990528_26.9A03.C12. 
Strand 

End 22532 
Method TBLASTX: Maize 
End 21579 
Score . 108 

6305, 6718.. 6873, 6719.. 6892, 
,.,X4 6a, 110.3.2.5.. aMQ2^1£3^,,X0AQ9-, 

10801 „. 11016,.. .108.2,4 1LQ18,,_ - 

11352. . 11510, 11421. .11510, 
17910. . 18122, 17912. .18121, 
18366. . 18593, 18 655 .. 18771, 
18974 19063, 20273 .. 20344 , 
20594. .20737, 20631 .. 20738 , 
21198. .21410, 21198. .21410, 
21493. .21579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35217 
72789 
19187 

OJ990528_26. 

5918 

none 

5918. .6004, 
6166. .6312, 
7030. .7176, 
10488. .10727 
11096. .11188 
11352. . 11582 
17910. .18131 
18395. .18595 
18893. .19087 
20288. .20491 
20888. .21058 
21497. .21592 



9A03.C12.ol.ts 



6081.. 6134, 6089 
6698.. 6886, 6722 
7359.. 7517, 7599 
, 10490. . 10699, 



11097. 
11622, 
17912. 
18608. 
18905. 



,11243, 
,11696, 
,18121, 
,18745, 
, 19105, 



20591. .20737, 
21186. .21410, 



Seq. ID OJ990528_26.9A03.C12 
Strand 

End 22532 
Method TBLASTX : Soybean 
End 21592 
Score 102 
..6133, 6147. .6305, 6153. .6305, 
..6871, 6724. .6873, 7029. .7136, 
..7643, 10286. .10408, 102 93 .. 104 09, 
10774. .11016, 10821. .11015, 
11332. . 114 66, 11334. ; 11510, 

17703. . 17825, 17704 .. 17826, 

18284... 18577, 18340 .. 1857.6, 
18655. . 18762, 18656 .. 18802 , 
19166. . 19240, 20283. .20513, 
20592. .20738, 20842 .. 21078 , 
21211. .21408, 21493. .21573, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35217 Seq. ID 

72789 Strand 

19187 End 

OJ990528_26. 9A03.C12.o2. tw Method 

6087 End 

none Score 



OJ990528_26.9A03.C12 
22532 

TBLASTX: Wheat 

21410 

59 



6087. .6140, 6138. .6305, 6698. .6760, 10488 .. 10700, 10488 .. 10688, 



35102 



10490. .10699, 10774. .10842, 17910 .. 18122 , 17912 .. 18139, 
18269. .18403, 2 1016 .. 2 1078 , 21183 214 10, 21189. .21410 



Seq. No. 35217 
Gene No. 72789 
Start 19187 

Name OJ990528_26 . 9A03 . C12 . ol . tw 

Start 6761 
GI none 
Exons 6761 . . 

10842, 

18403. 

20618. 

20843. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6895, 6763.-6873, 6770. .6934, 7029. 
.11015, 1084 3. . 11016, 11096. . 11188, 
. 18576, 18 404 . . 18577, 18655. . 18780, 
.20737, 20631. .20738, 2084 2 21009, 
.21016 



OJ990528_26.9A03.C12 
22532 

TBLASTX: Wheat 

21016 

179 

7142, 
11097 
18656 
20842 



7030. .7173, 
. 11240, 
. 18799, 
.21015, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.ExpU3_. 

GI Descrip. 



35217 Seq. ID 

72789 Strand 

19187 End 

OJ990528_2 6 . 9A03 . C12 . o2 . np Method 

19187 End 

3021270 Score 



OJ990528_26.9A03.C12 

22532 
AAT/NAP 
21603 
844' 



,.,,X9225^^ ■ 

. 2 1 197 .... 2 1 4 QX„ ~2 1 4 9.CU , 2 1 60-1. , . ~ - - , ^ ~ - 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 35217 

Gene No. 72789 

Start 19187 

Name OJ990528_26 . 9A03 . C12 . o5 . gs 

Start 20130 

GI none 

Exons 20130. .20494, 20588 .. 20738 , 
21490. .21629, 2 1709 .. 2 184 6, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

20977 

22457 



OJ990528 26.9A03.C12 



22532 
GEN SCAN 
22532 
.87 

21077, 21197. 
22532 



,21407, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35218 Seq. ID OJ990528_2 6 . 9A03 . C13 

72790 Strand + 

2682 End 11137 

OJ990528_26 . 9A03 . C13 . ol . np Method AAT/NAP 

2596 End 11134 

4530126 Score 962 

2596. .3450, 3579. .3690, 3774. .3906, 3979. .4189, 4595. .4832, 
4908. .5061,. 10802. .11134 

(AF078082) receptor-like . protein kinase homolog RK20-1 - . 
[Phaseolus vulgaris] 



Seq. No. 35218 

Gene No. 72790 

Start 2682 

Name OJ990528_2 6 . 9A03 . C13 . o2 . gs 

Start 2682 

GI none 

Exons 2682.. 3444, 3564.. 3686, 4592, 



OJ990528_2 6. 9A03.C13 
+ 

11137 
GENSCAN 
7368 
.77 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.4832, 4908.. 5.061, 5377. 



6051.. 6106, 6634.. 6746, 6771.. 6871, 7092.. 7180, 7255. 



.5617, 
.7368 



Seq. No. 
Gene No. 



35218 
72790 



Seq. ID OJ990528_26.9A03.C13 
Strand + 



35103 



Start 
Name 
Start 
GI 

Exons 



2682 End 11137 

OJ990528_26. 9A03 . C13 . o3 . gs Method GENSCAN 
8189 End 11137 

none Score .76 

8189.. 8616, 8702.. 9126, 9238.. 9363, 9439.. 9560, 9658.. 9868, 
10200. . 10437, 10513. .10660, 10802. .11137 . 



Seq. No. 35218 

Gene No. 72790 

Start 2682 

Name OJ990528_26 . 9A03 . C13 . ol . gp 

Start 8911 

GI LIB34 33-01 9-P1-K1-G3 

Exons 8911.. 9183 

GI Descrip. f 302 1267/emb | CAA184 62 . 1 1 3. 



Seq. ID OJ990528_26.9A03.C13 

Strand + 

End 11137 

Method AAT/GAP 

End 9183 

Score 514 

Oe-29 (AL022347) serine/threonine 



kinase-like protein [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start 
Name 

..atari; 

-GI..,-, 

Exons 

GI Descrip. 



35218 Seq. ID OJ990528_2 6 . 9A03 . C13 

72790 Strand + 

2682 End 11137 

OJ990528_26. 9A03 . C13 . o2 . gp Method AAT/GAP 

35 3J3_. . __Ead. LQ3J.8 _ „ 

126284 , - Score .63 ft:.. 

9530.. 9560, 9658.. 9868, 10200.. 10318 

3021267/emb|CAA18462.1| 3. Oe-29 (AL022347) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 35218 Seq. ID 

Gene No. 72791 Strand 

Start 1058 End 

Name OJ990528_26 . 9A03 . C13 . ol . gs Method 

Start 1058 End 

GI none Score 

Exons 1058.. 1083, 1371.. 2199 



OJ990528_26.9A03.C13 

2199 
GENSCAN 
2199 
.91 



Seq. No. 


35218 




Seq. ID 


OJ990528_26.9A03 


.C13 


Gene No. 


72792 




Strand 






Start 


11846 




End 


13963 




Name 


OJ990528 26.9A03.C13 


. o4 . gs 


Method 


GENSCAN 




Start 


11846 




End 


13850 




GI 


none 




Score 


.84 




Exons 


11846. .11904, 11984 . 


.12238, 


12368. . 13660, 13778 . . 13850 




Seq. No. 


35218 




. Seq. ID . 


OJ990528_26. 9A03 


C13 


Gene No. 


72792 




Strand 






Start 


11846 




End 


13963 




Name 


OJ990528 26.9A03.C13 


. o2 . np 


Method 


AAT/NAP 




Start 


11973 




End 


13963 




GI 


4455206 




Score 


900 




Exons 


11973. . 12247, 12599. 


.12856, 


12920. .1364 


6, 13892.. 13963 




GI Descrip. 


(AL035440) putative 


beta-1, 


3-glucanase 


[Arabidopsis thaliana 


Seq. No. 


35218 




Seq. ID 


OJ990528_26.9A03, 


C13 


Gene No. 


72792 




Strand 






Start 


11846 




End 


13963 




Name 


OJ990528 26.9A03.C13 


. o3 . gp 


Method 


AAT/GAP 




Start 


12144 




End 


12698 





35104 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

.GI. ....... 

Exons 



83489_1.R1084 Score 821 

12144. .12238, 12368. .12698 

, 4558591/gb|AAD22663.1|AC006555_l 1.0e-25 (AC006555) putative 
beta-1, 3-glucanase [Arabidopsis thaliana] 
>gi_4 662638_gb_AAD26909. 1_AC007233__1 (AC007233) putative 
beta-1, 3-glucanase [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528 26.9A03.C13 



35218 
72792 
11846 

OJ990528_26. 9A03.C13.o4 .gp 
13262 

431__1.R1084 
13262. .13657, 13778. .13891 

'2160314/dbj |BAA18905| 3.0e-50 (D25236) possible 

1-3, 1-4-beta-glucanase coding sequence [Oryza sativa] ' 



13963 
AAT/GAP 
13891 
824 



35218 
72793 
15062 

OJ990528_26 . 9A03 . C13 . o5 . gs 

a.5£)62__ , . m 

none ,- ... ..... . ... ..... . ... 

15062. 
17187, 
18465. 



Seq. ID OJ990528_26.9A03.C13 
Strand 

End 21229 
Method ' GENSCAN 

™..E.nd__ 2QX22 . 

- .. . - .... . .,v..'.-"Scbre-,-,,... 89i..,,. m .^.,^ '.- 

15123, 15338. . 15539, 1597 9 .. 16150, 16300 .. 1 6389, 
17449, 17564. .17717, 17809 .. 1804 6, 18170 18380, 
18604, 19282.. 20122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI ■ 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35218 
72793 
15062 

OJ990528_2 6 . 9A03 . C13 . o3 . np 

17133 

3021270 

17133. .17449, 17564 
18465. .18583, 19219 



Seq. ID OJ990528_26.9A03.C13 
Strand 

End 21229 
Method AAT/NAP 
End 21229 
Score 1034 
17809. .18046, 18170. 
21169. .21229 



17717, 
20076, 

(AL022347) serine/threonine kinase-like protein 
thaliana] 



.18380, 
[Arabidopsis 



35218 
72793 
15062 

OJ990528_26.9A03.C13.o5.gp ■ 
17654 

LIB3434-015-P1-K1-E8 
17654. .17717, 17 809 /. 1804 6, 
■322652/pir | | JQ1677 9.0e-22 
precursor - rape >gi__167181 
receptor [Brassica napus] 1 

35218 
72793 
15062 

OJ990528_26.9A03.C13.o6.gp 

19845 

700286 

19845. .20202 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 26.9A03.C13 



21229 
AAT/GAP 
18523 

1048 ■ ■ - 

18170V. 18380, 18465.. 18523 
S-receptor kinase (EC 2.7.1. 



-) 



(M97667) serine/threonine kinase 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_26.9A03.C13 

21229 
AAT/GAP 
20202 
619 



35105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35218 
72794 
21650 

OJ990528_26. 

1453 

none 

1453. .1617, 
3978 . .4184, 
4912. .5013, 
9456. . 9560, 



10517. 
17193. 
17827, 
18465. 
19934. 
23164, 
23800. 



. 10618 
. 17420 
,18009 
, 18527 
,20041 
,23256 
,23904 



9A03.C13.ol. tc 



1774. .1965, 3817 
4607. .4828, 4615 
4920.. 5012, 5410 
9655.. 9867, 9657 
, 10525. . 10617, 
, 17228. . 17437, 
, 17838. .18047, 
, 18468. .18539, 
, 22791. .22940, 
, 23357. .23593, 



Seq. ID OJ990528_26.9A03.C13 
Strand 

End 24327 

Method TBLASTX: Cress 

End . 23954 

Score 97 
..3906, 3822. .3932, 3967. .4188, 
..4830, 4633. .4803, 4908. .5012, 
..5550, 8874. .8936, 9450. .9572, 
. .9863, 10199. .104 35, 10237. .10380, 
10874. ".11011, 10885. .11010, 
17582. .1774 0, 17 610. .17711, 
18171. .18383, 18247. .18381, 
19478. .19546, 19739. .19978, 
22792. .22917, 23163. .23264, 
23412. .23555, 237 96 .. 23954 , 



Seq. No. 35218 

Gene No. 72794 

Start 21650 

,Name._ . .. OJ99Q52.8_2_6 .,9£03.,. £1 3.. .o4 .Jts 

Start. . 147.1..-,. ., . . . 

GI none 

Exons 1471.. 1626, 1669.. 1983, 2035. 

8291.. 8332, 8375.. 8443, 8778. 



Seq. ID 
Strand 
End 

Me.thQd_ 
Score 



OJ990528 26.9A03.C13 



24327 

TBLASTX.; .So.yfee,a.rv. m _. 

...1.99-1 .5,-. ... /-, 

110 

.2094, 3186. .3356, 3200. .3313, 
.8981, 19367. .19651, 19751. .19915 



Seq. No. 35218 Seq. ID 

Gene No. 72794 Strand 

Start . 21650 End 

Name OJ990528_26 . 9A03 . C13 . o5 . tm Method 

Start 1885 End 

GI none Score 
Exons 



OJ990528_26.9A03.C13 
24327 

TBLASTX: Maize 

20024 

185 



1885. .2118, 1916. .2116, 2689. .2760, 2811. .2849, 8378. .8449, 
19814. .19927, 19815. .19922, 19920 .. 20024 , 19922. .20023 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35218 
72794 
21650 

OJ990528_26. 
3820 
none 
3820. . 
4635., 
5641. . 
10223. 
10868. 
17579. 
17842. 
18468. 
23164. 
23796. 
24111. 



9A03.C13.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528 26.9A03.C13 



24327 
TBLASTX: 
24137 
107 



Soybean 



3915, 
4775,. . 
'5697, 
. 10435 
. 11020 
. 17716 
.18006 
.18545 
.23268 
.23945 
.24137 



3822... 3920, 3970.. 4188, .3978.. 4187, 
4 908. .5012., - 4 909. .5022, 54 07. .5565,- 
94 50. . 9560, 94 62. .9560, ; 9655. . 98 67, 
, 10240. . 10380, 10513. . 10617, 10514 
, 11096. .11128, 17231 

17601. . 17717, 17838 

18171. . 18398, 18247 

22788. .22940, 23130 

23357. .23593, 23412 

23797. .23946, 23953 



17446, 17238 

17993, 17838 

18381, 18464 

23267, 23163 

23552, 23796 

24003, 23961 



4615. .4830-, 
.5409. .5480, 
' 9657 . . 9866, 
. . 10618, 
. . 17438, 
. . 18047, 
. . 18502, 
. .23267, 
. .23927, 
. .24005, 



Seq. No. 
Gene No. 
Start 



35218 
72794 
21650 



Seq. ID 

Strand 

End 



OJ990528 26.9A03.C13 



24327 



35106 



Name 

Start 

GI 

Exons 



OJ990528_26 . 9A03 . C13 . o3 . tm Method TBLASTX : Maize 
3853 End 24137 

none Score 7 9 

3853. .3915, 3855.-3899, 3967. .4188, 3978. .4184, 4079. .4192, 
9507. .9560, 9655/. 9867, 9657. .9863, 9671. .9874, 18171 .. 18383, 
18247. .18381, 184 68 .. 18518 , 23774 .. 23905, 237 96 .. 23954 / 
23800. .23952, 23961 .. 24 005 , 24111.. 24137 



Seq. No. 35218 
Gene No. 72794 
Start 21650 

Name OJ990528_26 . 9A03 . C13 . o4 . tw 

Start 3973 
GI none 

Exons 3973.. 4188, 3978.. 4193, 9655 

18171. .18383, 18247. .18381, 2374 6 .. 2394 6, 23796. . 23945, 
23961. .24005 



Seq. ID OJ990528_26.9A03.C13 
Strand 

End 24327 

Method TBLASTX : Wheat 

End 24005 

Score 201 

9867, 9657.. 9872, 17985 18047, 



Seq. No. 35218 Seq. ID OJ990528_26.9A03.C13 

Gene No. 72794 Strand 

Start 21650 End ' 24327 . 

L Name _„ . .Da9AQ52.8_2..6....9A03 ...ClX-,ol..t.w.., fc ^Method .TB.LASm.;^lxe,a.t__ ..„„ „ 

.Start.. , .4.657, r . . ..„_... End,- 2 35 3.0 — 

GI none Score 203 

Exons 4657. .4830, 4908. .5018, 4909. .5022, 10262 .. 10438, 10264 .. 10380 , 

10513. .10626, 10514. .10618, 17595. .17717, 17597 .. 177 16, 
17811. .17978, 17812. .17 958, 17824 . . 17 98 5, 17838. .17 984, 
23163. .23267, 23164 .. 23268, 23354 .. 23530, 23412.. 23528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35218 
72794 
21650 

OJ990528_26. 
4672 
none 
4672. . 
4908. , 
5041. . 
10285. 
10871. 
17854. 
23155-, 
23355. 



9A03.C13.o2. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_26.9A03.C13 
24327 

TBLASTX : Maize 

23515 

237 



4830, 
5039, 
5064, 
.10437 
.10897 
.17970 
.23268 
.23507 



4672. .4776, 4680. .4832, 4907. .5038, 4908. .5021, 
4909. .5037, 4913. .5038, 5040. .5063, 5040. .5063, 
1027 6. .10380, 10277. .10435, 10277. .104 38, 



10513. . 10662, 10514. 

17612. . 17716, 17619. 

22903. .22917, 22926. 

23161. .23265, 23163. 
23357. .23515 



.10663, 10802. .10876, 

.17717, 17841. .17969, 

.23000, 23145. .23267, 

.23267, 23354 . .23515, 



Seq. No. 35218 ' Seq. ID 

Gene No. 72794 Strand 

Start 21650 End 

Name OJ990528_26 . 9A03 . C13 . 06 . tm Method 

Start 5395 End 

GI none . Score 

Exons 



OJ990528_26.9A03.C13" 
24327 

TBLASTX: Maize 

22922 

151 



5395. .5568, 5409. .5474, 108 97 .. 11010, 108 98 11011 , 
17225. .17446, 17226 .. 17375, 22788.-22922 



Seq. No. 35218 Seq. ID 

Gene No. 72794 Strand 

Start 21650 End 

Name OJ990528 26 . 9A03 . C13 . o3 . tw Method 



OJ990528_26.9A03.C13 
24327 

TBLASTX: Wheat 



35107 



Start 
GI 

Exons 



7217 End 13647 

none Score 42 

7217. .7333, 13257 .. 1334 3, 132 61 .. 13329, 13360 1364 7 , 

13362. .13643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35218 
72794 
21650 

OJ990528_26. 9A03 . C13 . o2 . tw 
11982 



none 
11982. 
12056. 
12384 . 
12442. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,12089, 11986. . 12090, 12054. 
,12229, 12175. . 12240, 12368. 
,12476, 12439. .12477, 12441. 
, 12627 



OJ990528_26.9A03.C13 
24327 

TBLASTX: Wheat 
12627 
109 

,12128, 12054. .12239, 
12454, 12378. .12455, 
12605, 12441. . 12626, 



Seq. No. 35218 Seq. ID 

Gene No. 72794 Strand 

Start 21650 End 

Name OJ990528_26 . 9A03 . C13 . o3 . ts Method 

Start 11982 ' End 

. G.I none.,.. „ - . , . . S.c,Q.re.._ _ 

...Exons,,.,:.. . .„11982.....122L5,- 1.239.3,. .12617. , 



OJ990528_26.9A03.C13 
24327 

TBLASTX : Soybean. 
12617 

.207 _ . ■ 



Seq. No. 35218 
Gene No. 72794 
Start 21650 

Name OJ990528_26 . 9A03 . C13 . o4 . tm 

Start 11982 
GI none 
Exons 11982. 

12018. 

12436. 



12044, 11983. 
12257, 12378. 
12573 



12045, 
12437, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 26.9A03.C13 



24327 

TBLASTX: Maize 
12575 
65 

12003. .12257, 12004 .. 12234 , 
12393. .12569, 12396 12575, 



Seq. No. 35218 Seq. ID 

Gene No. 72794 Strand 

Start 21650 End 

Name OJ990528_26 . 9A03 . C13 . o2 . tc Method 

Start 12006 End 

GI none Score 

Exons 12006. . 12137, 12111 .. 122 15, 12390 

■ 12630. .12749, 12 631 .. 12729, 12924 



OJ990528 26.9A03.C13 



24327 

TBLASTX: Cress 
13813 
66 

12524, 12537. . 12602, 
13271, 13111. .13272, 



13281. .1334 6, 13362. .13655, 13751. .13813. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



35218" • Seq. ID 

72794 Strand 

21650 End 

OJ990528_26 . 9A03 . C13 . ol . tm Method 

12577 'End 

none Score 
12577. . 12756, 12624 . . 12752, 
12 996. .13178, 13182. .1367 6, 

35218 Seq. ID 

72794 Strand 

21650 End 

OJ990528 26. 9A03 . C13 . ol . ts Method 



12768. . 12827, 12963 
13185. . 13661, 13186 



OJ990528_26.9A03.C13 
24327 

TBLASTX: Maize 

13676 

80 

13181, 
13662 



OJ990528_26.9A03.C13 
24327 

TBLASTX: Soybean 



35108 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..GI-..-Descri.p„ 



•12642 End 13664 

none Score 199 

12642. .12755, 127 65 .. 12866, 12924 .. 13664 , 13018 13401, 

13299. .13433, 13453.. 13659 



35218 
72794 
21650 

OJ990528_26. 9A03 . C13 . 06 . gs 
21650 
none 

21650. .21752, 22048 .. 22126, 22787 .. 23000, 23130 
233S5..23592 



Seq. ID OJ990528_26.9A03.C13 
Strand 

End 24327 

Method GENSCAN 

End 23592 

Score . 65 



23268, 
OJ990528 26.9A03.C13 



35218 Seq. ID 

72794 Strand 
21650 End 24327 

OJ990528_26. 9A03 . C13 . o4 . np Method AAT/NAP 
22013 End 24327 

4530126 Score 616 

22013. .22094, 22757 .. 23000, 23118 .. 23268 , 23355 .. 23592 , 

, .23795^, .240J32, .24 111„.^2432X_ ... 

IAE0 7 808 2). ..-receptor-, 11 ke protein, .kinase-.-homo.log~ RK2.0-.1~ 
[Phaseolus vulgaris] 



beq. No. 






Seq. ID 


OJ 9 9052t 


i 2 6. 


9A03 


. C14 


Gene No. 


72795 




Strand 


+ 








Start 


1 




End 


834 








Name 


OJ990528 26.9A03.C14.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


834 








GI 


5091513 




Score 


741 








Exons 


1. .834 














GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


35219 




Seq. ID 


OJ99052S 


S_26. 


9 AO 3 


.C14 


Gene No . 


72795 




Strand 


+ 








Start 


1 




End 


834 








Name 


OJ990528 26. 9A03.C14 .ol 


.gs 


Method 


GENSCAN 








Start 


135 




End 


828 








GI 


none 




Score 


.55 








Exons 


135. .524, 571. .828 














Seq. No. 


35220 




Seq. ID 


OJ99052E 


S_2 6. 


9A03 


.C15 


Gene No. 


72796 




Strand 










Start 


124 




• End * ' 


410 








Name 


OJ990528 26. 9A03.C15.ol 


.gs 


Method 


GENSCAN 








Start 


124 




End 


410 








GI 


none 




Score 


. 64 








Exons 


124. .252, 289. .410 












* i 


Seq. No. 


35221 




Seq. ID 


OJ99052E 


}_26. 


9A03 


.C16 


Gene No. 


72797 




Strand 


+ 








Start 


109 




End 


388 








Name 


OJ990528 26. 9A03.C16.ol- 


.gs 


Method 


GENSCAN 








Start 


109 




End 


388 








GI 


none 




Score 


. 91 








Exons 


109. .230, 267. .388 















35109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35222 Seq. ID 

72798 Strand 

1 End 

OJ990528_26 . 9A03 . CI 8 . ol . np Method 

1 End 

2290176 Score 
1. .93 

(U84881) envelope glycoprotein [Human immunodeficiency virus 
type 1] 



OJ990528_26.9A03.C18 
+ 

93 

AAT/NAP 

93 

95 



35223 Seq. ID 

72799 Strand 
174 End 
OJ990528_2 6. 9A03 . C20 . ol . gs Method 
174 End 
none Score 

174. .335, 417. .461 



OJ990528_2 6 . 9A03 . C20 
461 

GENSCAN 

461 

.5 



Seq. No. 35224 Seq. ID 

Gene No. • 72800 Strand 

S,t a r_t 2 2 8. .6, _ . . .,. -End . „ 

.Name— .". .OJ9 9 0.4.28_2 8. .,9A 0-8,. C2.. ol..gp... .... — Method.^ 

Start 2286 End 

GI none Score 

Exons 2286.. 2603 



OJ990428__28.9A08.C2 

+ . 

..376JL, , .„ 

AAT-/.GAR.-- - — 

2603 
563 



Seq. No. 35224 Seq. ID 

Gene No. 72800 Strand 

Start 2286 End 

Name OJ990428_28 . 9A08 . C2 . ol . gs Method 

Start 2344 End 

GI none Score 

Exons 2344.. 2799, 2909.. 3748 



OJ990428_28 . 9A08.C2 
+ 

3761 
GENSCAN 
3748 
1 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35224 Seq. ID 

72800 Strand 

2286 End 

OJ990428_28 . 9A08 . C2 . ol . np Method 

2365 End 

6899926 Score 
2365. .2776, 2898. .3761 

(AL13865L) putative protein [Arabidopsis thaliana] 



OJ990428_28.9A08.C2 
+ 

3761 
AAT/NAP 
3761 
695 



35224 Seq. ID OJ990428 

72800 Strand + 

2286 End 3761 

OJ990428__28 . 9A08 . C2 . o2 . gp Method AAT/GAP 

3179 End 3584 .. 

none Score 717 
3179. .3584 



28. 9A08.C2 



Seq. No. 35224 Seq. ID 

Gene No. 72801 Strand 

Start 6594 End 

Name OJ9904 28_28 . 9A08 . C2 . ol . tm Method 

Start 2407 End 



OJ990428_28. 9A08..C2 
12748 

TBLASTX: Maize 
3733 



35110 




GI 


none 




Score 


121 






Exons 


24 07. . 2502 , 


O C /" O O -7 O O n Artrt 

2563 . . 2793, 2902 . 


.3003, 2903.. 3013, 


3077. .3322 




on ni 00-10 

• -3091 . . 3318 , 


TTOA O jl "7 IT A ^ A ^ 

3329 . .34 75, 34 94 . 


.3733, 3538.. 3717 






Seq. No. 


35224 




Seq. ID 


OJ990428 


Of^ O 7\ o o 

28 . 9A08 . 


C2 


Gene No. 


72801 




Strand 








Start 


6594 




End 


12748 






Name 


OJ990428_28 . 


9A08 . C2 . o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


3187 




End 


3370 






GI 


none 




Score 


187 






Exons 


O 1 O 1 O O O O 

3187 . . 3333, 


*3 1 O 1 O O O >1 O O O VI 

3191 . . 3334 , 3334 . 


.3369, 3338.. 3370 






Seq. No. 


35224 




Seq. ID 


OJ990428 


O O O 7\ o o 

28 . 9AU8 . 


Cz 


Gene No. 


72801 




Strand 








Start 


6594 




End 


12748 






Name 


uj y yu4 Zo Zo . 


yAUo . Cz . ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


34 4 5 




End 


3679 






GI 


none 




Score 


47 






Exons 


3445 . .3471, 


~) A A /~ O) / — 1 A o r n n 

3446 . .3472, 3500 . 


.3679, 3502.. 3678 






Seq. No. 


35224 




Seq. ID 


OJ990428 


_28.9A08. 


C2 


G.e,ae~Hcu. 


. 22SPJ. 


„„ — „. w 


!,S..tr.ancU 






— 




r c c\ a 

...,6.5,9,4- .. ., 




- End. ~ ... 


_I27.4&Z" 






Name 


/~\ T A A A x o n on 

OJ990428_28 . 


9A08 . C2 . o2 . gs 


Method 


GENSCAN 






Start 


6594 




End 


12650 






GI 


none 




Score 


.65 






Exons 


6594 . . 7610 , 


7 665 . .7772 , 10284 


. . 10404, 


10597. .12650 




Seq. No. 


35224 




Seq. ID 


OJ990428 


_28.9A08. 


C2 


Gene No . 


72801 




Strand 








Start 


6594 




End 


12748 






Name 


/"\ ~r r\ r\ r\ a on on 

OJ990428 28. 


9A08 . C2 . o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


7365 




End 


7611 






GI 


none 




Score 


48 






Exons 


7365 . .7412, 


7371 .. 74 66, 7371 . 


.7610, 7423. .7611 






Seq. No. 


35224 




Seq. ID 


OJ990428 


_28.9A08. 


C2 


Gene No. 


72801 




Strand 








Start 


6594 




End 


12748 






Name 


OJ990428 28. 


9A08.C2.o2.np 


Method 


AAT/NAP 






Start 


9558 




End 


12748 






GI 


4874303 




Score 


627 






Exons 


9558. .9643, 


10265. 104 04, 10597. .10915, 11012. . 


11111, 






11178. . 12212, 12715. . 12748 










GI Descrip. 


(AG006053) putative transcription elongation factor S-II 




[Arabidopsis 


thaliana] 










Seq. No. 


35224 




Seq. ID 


OJ990428 


_28.9A08. 


C2 


Gene No. 


72801 




Strand 








Start 


6594 




End' 


12748 






Name 


OJ990428 28. 


9A08 .C2 .o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


10279 




End 


10439 






GI 


none 




Score 


156 






Exons 


1027 9. .10404, 1027 9. .10419, 10281. .10^ 


H2, 10281 


. . 10439 




Seq. No. 


35224 




Seq. ID 


OJ990428 


_28.9A08. 


C2 


Gene No. 


72801 




Strand 









35111 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

JSX 

. Exons 



6594 End 

OJ990428_28 . 9A08 . C2 . o2 . tm Method 

11022 End 

none Score 



12748 

TBLASTX: Maize 

11402 

69 



11022. .11228, 11024 .. 11173, 11025. .11174, 11228 .. 11275 , 
1128 6. . 11402, 11289. .11402 



35225 
72802 
279 

OJ990428_28. 9A08 . C3 . ol . gs 

279 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

279. .413, 421. .622, 680. .852, 858. .1240, 2007. .2307, 3047. .3110, 
3790. .3921, 4086. .4507 



OJ990428_28.9A08.C3 

+ 

4507 
GENSCAN 
4507 
.49 



35226 
72803 
460 

OJ990428_28 . 9A08 . C4 . ol . gs 
460 

_npri,e 



Seq. ID 
Strand 
End' 
Method 
End ' 
_.jS.c.oxe. 



OJ990428_28.9A08.C4 
+ 

2638 

GENSCAN 

2638 



4.6.0,.. ,-5X6-,. ,2 3.93- .,-.,15 2 Z,„_ .2 2 3.4 .2.635 ~ 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35226 Seq. ID 

72804 Strand 
12540 End 17000 

OJ990428_28 . 9A08 . C4 . o5 . gs Method GENSCAN 

12540 End 17000 

none Score . 68 

12540. . 13052, 13133 .. 132 66, 137 61 13874 , 14072 

15462. . 15715, 15755 .. 15842 , 15998 16027 , 16812 



OJ990428_28.9A08.C4 



,14255, 
,17000 



35226 Seq. ID 

72805 Strand 
8596 End 
OJ990428_28. 9A08 .C4 .o3.gs Method 
8596 End 
none ■ Score 
8596. .8645, 9086. .9151, 9180. .9252 

35226 Seq. ID 

72806 Strand- 
11593 . , End 
OJ990428_28.9A08.C4.o4.gs Method ' 
11593 End 
none Score 
11593. .11735, 117 94. .11905 

35226 Seq. ID 

72806 Strand 

11593 End 

OJ990428_28. 9A08.C4 .ol.gp Method 

11735 End 

none Score 
11735. . 11894 



OJ990428_28.9A08.C4 

9252 
GENSCAN 
9252 
-.64 ■ 



OJ990428_28.9A08.C4 

11905 
GENSCAN 
11905 
.76 



OJ990428 28.9A08.C4 



11905 
AAT/GAP 
11894 
239 



35112 



Seq. No. 35226 

Gene No. 72807 

Start 22128 

Name OJ990428_28 . 9A08 . C4 . ol . np 

Start 22128 

GI 2586082 

Exons 22128. .25532, 25560.. 26465 
GI Descrip. (U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990428_28.9A08.C4 
Strand 

End 26465 

Method AAT/NAP 

End 26465 

Score 4131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35226 
72808 
27148 

OJ990428_28.9A08.C4 
12539 
none 

12539. .12688, 12540 
12788. .13054, 12792 
13129. .13266, 13756 
14070. . 14273, 14070 
14354. .14422, 15441 
15461. .15751, 15929 
. 16J04.3^...16J..U. 



ol . tm 



.12662, 
.13052, 
.13872, 
.14261, 
.15695, 
.15961, 



35226 
72808 
27148 

OJ9904 28_28. 9A08 . C4 . o3 . ts 
12690 
none 
12690. 
13129. 
14052. 
14354 . 



,13052, 12707. .13054, 

.13260, 13130. .13273, 

,14210, 14070. .14204, 

,14422, 15459. .15566, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_28 ..9A08.C4 
27670 

TBLASTX: Maize 

16111 

163 



12680. .12769, 12 68 4 .. 12773, 

12829. .13053, 13103 .. 1327 9, 

13756. .13872, 14 069 .. 14254 , 

14113. .14262, 14349. .14423, 

15457. .15756, 154 61 .. 157 63, 

16006. .16038, 16021. . 16110, 



Seq. ID OJ990428_28.9A08.C4 
Strand 

End 27670 

Method TBLASTX : Soybean 

End 15682 

Score 336 
13081. .13119, 13103. . 13279, 
13761. .13850, 13762. . 13872, 
14223. .14273, 1434 9 .. 14 423, 
15461. .15565, 15603 .. 15677 , 



15614. .15682 



Seq. No. 35226 
Gene No. 72808 
Start 27148 

Name OJ990428_28 . 9A08 .C4 . ol . tc 

Start 12782 
GI none 

Exons 12782. . 13054, 12795 .. 13052 , 

-13129. . 13275, 13-129 13275,- 
14069. . 14152, 14070. . 14210, 
14349. . 14423, 14354 14422 , 
15603.. 15677 



Seq. ID OJ990428_28.9A08.C4 
Strand 

End 27670 
Method TBLASTX: Cress 
End 15677 
Score 328 
13103. .13267, 13128. .13268, 
-13758 . .13856, 13759 .. 1387.2, 
14070. . 14171, 14229. . 14273, 
"15459. .15566, 154 61 .. 15565, " " 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



35226 
72808 
27148 

OJ990428_28. 

12927 

none 



9A08 .C4 .06. tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_28.9A08.C4 
27670 

TBLASTX: Wheat 

13267 

108 



12927. .13058, 13120. .13263, 13121. .13267 



Seq. No. 
Gene No. 



35226 
72808 



Seq. ID 

Strand 



OJ990428 28.9A08.C4 



35113 



Start 


27148 




End 


27670 




Name 


OJ990428 28.9A08.C4. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


22103 




End 


22775 




GI 


none 




Score 


39 




Exons 


22103 22126, 22143. 


. 22775, 


22186. .22581 




Seq. No. 


35226 




Seq. ID 


OJ990428_28.9A08 


.C4 


Gene No. 


72808 




Strand 






Start 


27148 




End 


27670 




Name 


OJ990428 28.9A08.C4. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


22113 




End 


22796 




GI 


none 




Score 


118 




Exons 


22113 2234 6, 22380. 


. 22502, 


22512. .22601, 22617. .22796 




Seq. No. 


35226 




Seq. ID 


OJ990428_28.9A08 


.C4 


Gene No. 


72808 




Strand 






Start 


27148 




End 


27670 




Name 


OJ9904 28 28 . 9A08 . C4 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


22185 




End 


22608 




GI 


none 




Score 


138 




Exons 


22185 22472, 22186. 


. 22473, 


22474. .22608, 22479. .22607 




Seq.. -No. 







. , -,Seq..- ID. 


.OJ990A.23._2B.9A0B 


..C4- 


Gene No. 


72808 




Strand 






Start 


27148 




End 


27670 




Name 


OJ9904 28 28 . 9A08 .C4 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


22539 




End 


22946 




GI 


none 




Score 


191 




Exons 


22539. .22946, 22540. 


. 22932, 


22614. .22937 




Seq. No. 


35226 




Seq. ID 


OJ990428_28. 9A08 


• C4 


Gene No. 


72808 




Strand 






Start 


27148 




End 


27670 




Name 


OJ990428_28 . 9A08 .C4 . 


06 . tm 


Method 


TBLASTX: Maize 




Start 


22611 




End 


22862 




GI 


none 




Score 


73 




Exons 


22611 .. 2284 1, 22617. 


. 22862, 


22621. .228 


57 




Seq. No. 


35226 




Seq. ID 


OJ990428_28. 9A08 


.C4 


Gene No. 


72808 




Strand 






Start 


27148 




End 


27670 




Name 


■ OJ990428 28.9A08.C4. 


o3 . tm- 


Method 


TBLASTX: Maize 




Start 


22935 . 




End 


23361 . 




GI 


none • 




Score 


101 : . , 




Exons 


22935. .23360, 23104. 


.23361 








Seq. No. 


35226 




Seq. ID 


OJ990428_28.9A08 


.C4 


Gene No. 


72808 




Strand 






Start 


<; 27148 




End 


27670 




Name 


OJ990428 28 . 9A08 . C4 . 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


22953 




End 


23495 




GI 


none 




Score 


71 




Exons 


22953. .23156, 23148. 


.23318, 


2314 8. .234 92, 2317 6. .23334, 






23398. .23475, 23412. 


.23495 ' 








Seq. No. 


35226 




Seq. ID 


OJ990428_28.9A08 


.C4 


Gene No. 


72808 




Strand 







35114 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..E.xaaa „ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



27148 End 27670 

OJ990428_28. 9A08.C4 . o2 . ts Method TBLASTX: Soybean 

23175 End 23660 ■ 

5509260 Score 205 
23175. .23660, 23179. .23523 



35226 
72808 
27148 

OJ990428_28. 9A08.C4 .o3. tc 

23274 

none 

23274. .23543, 23275.. 23529 



Seq. ID OJ990428_28.9A08.C4 
Strand 

End 27670 

Method TBLASTX : Cress 

End 23543 

Score 119 



35226 
72808 
27148 

OJ9904 28_28 . 9A08 . C4 . 08 . tm 

23367 

none 



Seq. ID OJ990428_28. 9A08.C4 
Strand 

End 27670 

Method TBLASTX: Maize 

End 23630 

Score 103 



35226 • ■ 

72808 

27148 

OJ9904 28_28 . 9A08 . C4 . o2 . tc 

24234 

none 

24234. .24677 



Seq. ID OJ990428_28. 9A08 .C4 
Strand 

End 27670 

Method TBLASTX: Cress 

End 24677 

Score 361 



35226 
72808 
27148 

OJ9904 28_28. 9A08.C4 . o5 . tw 

24237 

none 

24237. .24572, 24397 24 44 1, 



Seq. ID OJ990428_28 . 9A08 .C4 
Strand 

End 27670 

Method TBLASTX : Wheat 

End 24588 

Score 48 
24514. .24588 



35226 
72808 
27148 ■ 

OJ9904 28_28 . 9A08.C4.o4.ts- 

24246 

none 

24246. .24680 



Seq. ID OJ990428_28 . 9A08 .C4 
Strand 

End 27670 
■Method TBLASTX : Soybean 
End • , 24680. 
Score 260 



35226 
72808 
27148 

OJ990428_28 . 9A08 . C4 . o4 . tm 

24258 

none 

24258. .24617, 24 298 .. 24 372, 



Seq. -ID OJ990428_28.9A08.C4 
Strand 

End 27670 

Method TBLASTX : Mai ze 

End 24695 

Score 50 
24397. ,24 609/ ts 24594 . .24 695 



35226 
72808 



Seq. ID OJ990428_28 . 9A08 .C4 
Strand 



35115 




bt art 


27148 




End 


0 "7 C. *"7 A 

1 1 b 70 




Name 


OJ990428 28.9A08.C4.o5.ts 


Method 


TBLASTX : Soybean 




Start 


24687 




i-i j 

End 


25085 




GI 


none 




Score 


ion 

18 0 




Exons 


24687. . 


,24863, 24882.. 25085 








Seq. No. 


35226 




Seq. ID 


OJ990428_28.9A08 


.C4 


Gene No. 


72808 




Strand 






Start 


27148 




End 


Z I b /0 




Name 


OJ990428 28.9A08.C4.o7.tm 


Method 


TBLASTX : Maize 




Start 


25170 




End 


z54 69 




GI 


none 




Score 


63 




Exons 


25170. . 


25469, 25383.-25469 








Seq. No. 


35226 




Seq. ID 


OJ990428_28 . 9A08 


. C4 


Gene No. 


72808 




Strand 






Start 


27148 




End 


27670 




Name 


OJ990428 28.9A08.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


25175 




End 


25523 




GI 


none 




Score 


73 




Exons 


25175. . 


25255, 25176. .25511, 


25219. .25515, 25339 25521 , 




— — — 


_25.3i,l.„. 


..2,5.52.3.. _ 






— — 


Seq. No. 


35226 




Seq. ID 


OJ990428_28 .9A08 


.C4 


Gene No. 


72808 




Strand 






Start 


■27148 




End 


27670 




Name 


OJ990428 28.9A08.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


25938 




End 


26372 




GI 


none 




Score 


88 




Exons 


25938. . 


26120, 26127. .26372, 


26128. .26364 




Seq. No. 


35226 




Seq. ID 


OJ990428_28.9A08, 


.C4 


Gene No. 


72808 




Strand 






Start 


27148 




End 


27670 




Name 


OJ990428 28.9A08.C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


25938 




End 


26387 




GI 


none 




Score 


63 




Exons 


25938. . 


26246, 26011. .26235, 


26283. .26387 




Seq. No. 


35226 




Seq. ID 


OJ990428_28. 9A08, 


. C4 


Gene No . 


72808 




Strand 






Start - 


27148 




End 


27670 




Name 


OJ990428 28.9A08.C4.o2.gp' 


Method 


AAT/GAP 




btart . 


27148 




. .End 


, 27 670 . ... 




GI 


LIB3434 


-038-P1-K1-F1 


Score 


781 * ' • 




Exons 


27148. . 


27670 








GI Descrip. 


'5257255/dbj I AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






beq. no. 


35227 




Seq. ID 


OJ990428_28.9A08. 


.C6 


Gene No. 


72809 




Strand 


+ 




Start 


100 




End 


2753 




Name 


OJ990428 28.9A08.C6.ol.gs 


Method 


GEN SCAN 




Start 


100 




End 


2753 




GI 


none 




Score 


. 63 




Exons 


100. .149, 1357. .1438, 2640. , 


.2753 







35116 



Seq. No. 35227 Seq. ID OJ990428_28 . 9A08 . C6 

Gene No. 72810 Strand + 

Start 3567 End 3670 

Name . OJ990428__28 . 9A08 . C6 . ol . gp Method AAT/GAP 

Start 3567 End 3670 

GI 69953JL.R1084 Score 122 

Exons 3567.. 3670 

GI Descrip. 1 5295936/dbj | AB0262 95 . 2 | AB0262 95 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10, complete sequence 1 

Seq. No. 35227 Seq. ID OJ990428_28 . 9A08 . C6 

Gene No. 72811 Strand 

Start 4536 End 5532 

Name OJ990428_28 . 9A08 . C6 . ol . np Method AAT/NAP 

Start 4536 End 5532 

GI 6907106 Score 484 

Exons 4536.. 5141, 5302.. 5532 

GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene .; hypothetical protein [Oryza sativa] 

Seq. No. 35227 Seq. ID OJ990428_28. 9A08 . C6 

.Gene. N.o...„. _._72811 . _ jS.traad.. „...: „. 

.Start 4536. ..... , . End 55.32 . _____ 

Name 0 J9 9 0 4 2 8_2 8 . 9A0 8 . C 6 . o 1 . tm Method TBLASTX : Mai z e 

Start 4635 End 5064 

GI none Score 134 

Exons 4635. .4676, 4636. .4692, 4637. .4741, 4698.-4745, 4715. .4828, 

4716. .4829, 4790. .4828, 4797. .4829, 4810. .4830, 4815. .4913', 
4826. .4885, 4827. .4871, 4827. .4973, 4828. .4962, 4829. .4972, 
5008. .5064 

Seq. No. 35228 Seq. ID OJ990428_28 . 9A08 . C7 

Gene No. 72812 Strand + 

Start 8063 End 13695 

Name OJ990428_28 . 9A08 . C7 . o3 . gs Method GENSCAN 

Start 8063 End 13695 

GI none Score .67 

Exons 8063.. 8273, 10211 .. 10532, 10618 .. 10938 , 11208 11310, 

13070. .13226, 13529. .13695 

Seq. No. 35228 Seq. ID OJ9904 28_28 . 9A08 . C7 

Gene No. 72812 Strand + 

Start 8063 - - - -End - 13695 

Name • OJ990.428_28 . 9A08..C7.. o2 .gp . - Method AAT/GAP • 

Start 10258 ' ' End 10916 * : 

GI 20063_1.R1084 Score 1069 

Exons 10258. .10532, 10618.. 10916 

GI Descrip. 1 1352057/sp | P4 967 9 | AXI4_PEA 6.0e-18 AUXIN-INDUCED PROTEIN IAA4 

>gi_629633_jpir S39075 auxin-induced protein - garden pea 

>gi_414181_emb_CAA4 8297_ (X68215) auxin-induced protein [Pisum 
sativum] 1 

Seq. No. 35228 Seq. ID OJ990428_28 . 9A08 . C7 

Gene No. 72812 . Strand + 

Start 8063 End 13695 

Name- OJ990428_28 . 9A08 . C7 . o2 . np Method AAT/NAP 

Start 10402 End 11100 



35117 



GI 1352057 Score 295 

Exons 10402. .10938, 11028.. 11100 

GI Descrip. AUXIN- INDUCED PROTEIN IAA4 gi | 629633 j pir | | S39075 auxin-induced 
protein - garden pea gi I 414181 1 emb I CAA4 8297 | (X68215) 
auxin-induced protein [Pisum sativum] 



Seq. No. 35228 Seq. ID. 

Gene No. 72813 Strand 

Start 13875 End 

Name OJ990428_28 . 9A08 . C7 . o4 . gp Method 

Start 13875 End 

GI uC-osflcyp064gl2bl Score 

Exons 13875. . 14104, 1 6384 1 6593, 16766. .16863 

GI Descrip. '4874313/gb | AAD31375 . 1 | AC006053_17 2.0e-27 
proton phosphatase [Arabidopsis thaliana] 1 



OJ990428_28.9A08.C7 
+ 

18125 
AAT/GAP 
16863 
1020 



(AC006053) putative 



Seq. No. 
Gene No. 
Start 
Name 
Start 

..GI . 

.Exons---. 

GI Descrip. 



35228 Seq. ID 

72813 Strand 

13875 End 

OJ990428_28 . 9A08 . C7 . o3 . np Method 

15000 End 

.4874313 Sop.r.e_ 



OJ990428_28.9A08.C7 
+ 

18125 

AAT/NAP 

18122 

1,04.3. . ; 



15.0.0.0 15.08.6 ,-.163.8 4-. . 1659.3 ,_1 67.66 16977-,. 17558.. ~. 1.8122— 

(AC006053) putative protein phosphatase 2C [Arabidopsis 
thaliana] 



Seq. No. 35228 

Gene No. 72813 

Start 13875 

Name OJ990428_28 . 9A08 . C7 . o5 . gs 

Start 15891 

GI none 
Exons 



Seq. ID OJ990428_28.9A08.C7 

Strand + 

End 18125 

Method GENS CAN 

End 18125 

Score .99 



158 91. .15 902, 16384. .16593, 167 66 .. 16977 , 17558. .18125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35228 
72814 
22373. 
OJ990428 
22373 
none 
22373 
25417 
28517 



28.9A08.C7.o7.gs 



22386, 
25435, 

28591- 



23371, 
25553. 



.23520, 
.25654, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

23925 

25940 



24056, 
26041, 



OJ990428_ 
+ 

28591 
GENSCAN 
28591 
. 47 

24291. 
27516. 



28. 9A08.C7 



,24424, 
,27642, 



Seq. No. 35228. ' ' 'Seq: ID OJ990428_28\ 9A08 . C7 

Gene No. 72815 Strand + 

Start 29882 End 30015 

Name OJ990428__28 . 9A08 . C7 . o5 . gp Method AAT/GAP 

Start 29882 End 30015 

GI LIB3474-009-P1-K1-F11 Score 221 

Exons 29882. .30015 

GI Descrip. ' 4455244/emb | CAB36743 . 1 | 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 



35228 
72816 
30575 



Seq. ID OJ990428_28 . 9A08 .C7 
Strand + 
End 32609 



35118 



Name 

Start 

GI 

Exons 



OJ990428_28 . 9A08 . C7 . 06 . gp 

30575 

none 

30575. .30731, 31467. .31709 



Method AAT/GAP 
End 31709 
Score 689 



beq. no. 


Q C O O Q 




oeq. iu 




Gene No . 


n 0 Q 1 d 




0 crana 


+ 


btart 






bna 




Name 


OJ990428 28.9A08.C7 


.o9.gs 


Method 


GENSCAN 


Start 


31579 




End 


32548 


pT 


none 




Score 




Exons 


Jlj / y . . Ol / H O, JXoZO 








beq. no. 


O C O O Q 




beq. iu 




Gene No . 


/ Z O 1 D 




Strand 


+ 


btart 


jUj /o 








Name 


OJ990428 28.9A08.C7 


.o7 .gp 


Method 


7\ t\ m /r< TV n 

AAT/GAP 


Start 


32292 




End 


32609 


GI 


2431408 




Score 


602 


Exons 


32292.. 32609 








.Seq, ...N.o .. „. 


35.22.8 _ 








Gene.. No ..... 


... _72.8.L7.,». . - ...... 




.Strand 


...i. — 


Start 


33075 




End 


35705 


Name 


OJ990428 28.9A08.C7 


olO . gs 


Method 


GENSCAN 


Start 


33075 




End 


34442 


GI 


none 




Score 


.99 


Exons 


33075. .34442 









Seq. No. 


35228 


Seq. ID 


OJ990428 


_28 


.9 AO 8 


.C7 


Gene No. 


72817 


Strand 


+ 








Start 


33075 


End 


35705 








Name 


OJ990428 28.9A08.C7.o4.np 


Method 


AAT/NAP 








Start 


33462 


End 


35705 








GI 


2213632 


Score 


724 








Exons 


33462. .34200, 35675.. 35705 












GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 








Seq. No. 


35228 


Seq. ID 


OJ990428 


_28 


9A08 


.G7 


Gene No. 


72818 


Strand 










Start 


1 


End 


2994 








Name 


■ OJ990428 28.9A08.C7.ol.np 


Method 


AAT/NAP 








Start 


1. 


End 


2994 








GI . .. 


6063557 ' ;- . 


Score , 


. 133 








Exdris 


1..29'; 2298. .2387, *2864. .2994 












GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z988E 


J5) [Oryza 


sativa] 




Seq. No. 


35228 


Seq. ID 


OJ990428_ 


_28. 


9 AO 8 


C7 


Gene No. 


72818 


Strand 










Start 


1 


End 


2994 








Name 


OJ990428 28.9A08.C7.ol.gp 


Method 


AAT/GAP 








Start 


734 


End 


839 








GI 


LIB3477-003-P1-K1-E9 


Score 


129 








Exons 


734. .839 













GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



35119 



Seq. No. 35228 Seq. ID 

Gene No. 72819 Strand 

Start 11369 End 

Name OJ9904 28_28 . 9A08 . C7 . o3 . gp Method 

Start 11369 End 

GI none Score 

Exons 11369.. 11759 



OJ990428_28 . 9A08.C7 

11759 
AAT/GAP 
11759 
747 



Seq. No. 35228 Seq. ID 

Gene No. 72820 Strand 

Start 13853 End 

Name OJ990428_28 . 9A08 . C7 . o4 . gs Method 

Start 13853 End 

GI none Score 

Exons 13853. .14377, 15147.. 15293 



OJ990428_28.9A08.C7 

15293 
GENSCAN 
15293 
.64 



Seq. No. 35228 Seq. ID 

Gene No. 72821 Strand 

Start 29572 End 

Name' OJ9904 28_28 . 9A08 . C7 . 08 . gs • ' Method 

„Star_t.™ ,__2.a5JL2-i_„^ . ;„.JEn.d.™_. 

GI-.. . ..-..„ - , no.ne. T -, . . ^ ^ .„ . S.c.ore- .-^ - 

Exons 29572. .29793, 30302.. 30688 



OJ990428_28 . 9A08.C7 

30688 
GENSCAN 

.-.ms&a, ~ . 



Seq. No. 35228 

Gene No. 72822 

Start 34691 

Name OJ9904 28_28 . 9A08 . C7 . oil . gs 

Start 34691 

GI none 

Exons 34691. .34833, 35929 .. 36163, 36168.. 36209 



Seq. ID OJ990428_28 . 9A08.C7 
Strand 

End 36209 

Method GENSCAN 

End 36209 

Score .76 



Seq. No. 35228 

Gene No. 72822 

Start 34691 

Name OJ990428_28 . 9A08 .C7 . o5 .np 

Start 35804 

GI 6815099 

Exons 35804 . . 35940 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ990428_28.9A08.C7 
Strand 

End 36209 

Method AAT/NAP 

End 35940 

Score 77 



Seq. No. . 35228 Seq. ID 

Gene No. 72.823 - ■ . . Strand 

"Start 36907 " "End 

Name OJ9904 28_28 . 9A08 . C7 . o3 . tm Method 

Start 10615 End 

GI none Score 
Exons 



.OJ990428_28.9A08.C7 

37342 . 
TBLASTX: Maize 
11088 
93 



10 615. . 10677, 10616. .10702, 10679 .. 10816, 10694. .,10780, 
10843. .10938, 10847 .. 10939, 11026 .. 11088 , 11028. .11087 



Seq. No. 35228 Seq. ID 

Gene No. 72823 Strand 

Start 36907 End 

Name OJ9904 28_28 . 9A08 . C7 . o2 . tc Method 

Start 10616 End 

GI none Score 



OJ990428_28.9A08.C7 
37342 

TBLASTX: Cress 

11088 

70 



35120 




Exons 


iUblo. 


. lUbby/ lUboz 


. . lUoU 1 , 


10844. .10939, 11029. .11088 




Seq. No. 


35228 






Seq. ID 


OJ990428_28.9A08 


.C7 


Gene No. 


72823 






Strand 






otart 


6 by u / 






End 


37342 




Name 


ojy yu4 


oo oo cmno r»n 

ZO ZO . y/\uo . C / 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


lUbl D 






End 


10939 




GI 


none 






Score 


71 




Exons 


1 U Ol 0 . 


. 1U / Uz, iUby / 


. . i u / y o , 


10874. .10939 




Seq. No. 


O C O O O 






Seq. ID 


OJ990428_28.9A08 


. c / 


Gene No. 


72823 






Strand 






Start 


36907 






End 


37342 




Name 


ojy yu4 


Zo Zo . yAUo . L / 


. OZ . t S 


Method 


TBLASTX: Soybean 




Start 


1 U D 1 D 






End 


11088 




bl 


none 






Score 


70 




Exons 


lUblb . 


. lubol , IUblo 


. . 1 U bbz , 


10688. .108 


01, 10694. .10780, 






i n Q A H 
lUo 4 / . 


1 noon i i noo 

. iuyjy, iiuzy 


. . 1 lUoo 








Seq. No. 


o c o o o 

Jozzo 






Seq. ID 


OJ990428_28.9A08 


. c / 


Gene No. 


72823 






Strand 






.Siarjt 


3A9Q7 . 








-J313A2™™„.., m 





Name — «. — 


~— .oj y-yu-4 


oo oo no r*i 


..QO-,tS™. • 


-^..^MethocL 


^TBLASTX -„SjQ.ybean-*- 




Start 


164 53 






End 


16978 




GI 


none 






Score 


154 




Exons 


164 5 J . 


. lbo 9b, lb4oo 


. . 1 bo9o , 


16473. . 165 


98, 16764. .16847, 






1 b / DO . 


. 1 by / / , Ib/bb 


. . i by / o 








Seq. No. 


o c o o o 

Jozzo 






Seq. ID 


OJ990428_28.9A08 


C / 


Gene No. 


72823 






Strand 






Start 


36907 






End 


37342 




Name 


uj y yu4 


zo zo . yAUo . L / 


ol . tm 


Method 


TBLASTX: Maize 




Start 


1 /o4 D 






End 


18110 




GI 


none 






Score 


279 




Exons 


1 /04 b . 


1 T T O O nCJl 

. 1 / / oz , 1/04/ 


. 1 / / bo , 


17780. .18001, 17781. . 18017, 






i t o o n 
1 /ozu . 


. loUzy , loUbb 


. lo 1 1 U 








Seq. No. 


o c o o o 
ODZZO 






Seq. ID 


OJ990428_28. 9A08 


c / 


Gene No. 


72823- 






Strand 






Start 


36907 






End 


37342 




Name 


oj y yu4 


oo oo A?\ no O "7 

z o z o . yAUo . C / 


ol . tc 


Method 


TBLASTX: Cress 




Start 


1754 7 






End 


18110 




GI 


none 






Score 


2 95 




Exons 


■ 17547. 


.17765, 17548- 


1 / b b 1 , 


17570. .177 


58, 17783. . 18013, 






17784. 


.18017, 18069: 


i o i i n 
. 1 o 1 lu 








Seq. No. 


35228 






Seq. ID 


OJ990428_28.9A08. 


C7 


Gene No. 


72823 






Strand 






Start 


36907 






End - # 


37342 




Name 


OJ990428 28.9A08.C7. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


17547 






End 


17993 




GI 


none 






Score 


286 




Exons 


17547. 


.17744, 17555. 


. 17743, 


1774 2. . 17777, 177 42 .. 17777 , 






17780. 


.17992, 17781. 


. 17993, 


17808. . 17993 




Seq. No. 


35228 






Seq. ID 


OJ990428_28.9A08. 


C7 


Gene No. 


72823 






Strand 







35121 



Start 
Name 
Start 
GI 

Exons 



36907 

OJ990428_28. 9A08 . C7 . o3 . tw 

17621 

none 

17621. .17752, 17622. .17756, 



End 

Method 

End 

Score 



37342 

TBLASTX: Wheat 

17861 

151 



Seq. No. 35228 

Gene No. 72823 

Start 36907 

Name OJ9904 28_28 . 9A08 . C7 . o2 . tw 

Start 17862 

GI none 

Exons 17862. . 18020, 178 62 .. 18 128 , 
18066. .18128, 18172. .18219, 

Seq. No. 35228 

Gene No. 72823 

Start . 36907 

Name OJ990428_28 . 9A08 . C7 . o4 . tw 

Start 33249 

GI none 

. Exo.ns... 3.32,4 9. .,.-235 6 6. 2 9 £,^33.5,4 1. 

Seq. No. - 35228 

Gene No. 72823 

Start 36907 

Name OJ990428_28 . 9A08 . C7 . o2 . tm 

Start 33414 

GI none 

Exons 33414 .. 33743, 33428 33565, 
33746. .33844, 33747. .33845 

Seq. No. 35228 

Gene No. 72823 

Start 36907 

Name OJ990428_28. 9A0 8 . C7 . o 1 . t w 

Start 33575 

GI none 

Exons 33575. .33739, 3357 6 .. 33740 , 
33764 . .33976 



17783. .178 60, 17784. .17861 

Seq. ID OJ990428_28.9A08.C7 
Strand 

End 37342 . 

Method TBLASTX : Wheat 

End 18312 

Score 260 ■ 
17863. . 18129, 17864 18118, 
18283. . 18312 

Seq. ID OJ990428_28.9A08.C7 
Strand 

End 37342 

Method TBLASTX: Wheat 

End 33566 

Score 202 



Seq. ID OJ990428_28.9A08.C7 
Strand 

End 37342 

Method TBLASTX : Mai ze 

End 33845 

Score 341 
33588. .33731, 33656. .33742, 



Seq. ID OJ990428_28. 9A08.C7 
Strand 

End 37342 

Method TBLASTX : Wheat 

End 33980 

Score 213 
33585. .33755, 33747. .33980, 



Seq. No. 35228 

Gene No. 72823 
Start • • • 36907 

Name OJ990428_28 . 9A08 . C7 . o4 : tm 

Start 33846 

GI none 

Exons 33846. . 34112, 3384 6 .. 33992 , 

Seq. No. 35228 

Gene No. 72823 

Start 36907 

Name OJ9904 28_28 . 9A08 . C7 . 06 . tw 

Start 33984 

GI none 

Exons 33984 . .34229 



Seq.' ID OJ990428_28.9A08.C7 
Strand 

End 37342 

Method TBLASTX: Maize 

End 34184 

Score 210 
34 029. .3407 6, 34119. .34184 

Seq. ID OJ990428_28.9A08.C7 
Strand • 

End 37342 

Method TBLASTX : Wheat 

End 34229 

Score 187 



35122 



Seq. No. 


35228 


Seq. ID 


OJ990428 


_28.9A08.C7 


Gene No. 


72823 


Strand 






b tart 


*3 a q m 

obyu / 


Lnd 


o / 34 I 




Name 


A Tfl / o o oo fi7\no 1 _io — — 

0JyyU4zb zo . yAUo . C / . olZ . gs 


Method 


GENSCAN 




Start 


"3 C C\ C\ "7 


End 


3/34^ 




GI 


none 


Score 


. 91 




Exons 


TCGm "3 T 1 Q £ *JiO'3Q T7*3/10 

Jbyu/. . o / 1 y o / J/zJo..J/o4z 








Seq. No. 


o c o o n 

3522 9 


Seq. ID 


OJ990428 


_28 . 9A08 . C8 


Gene No. 


72824 


Strand 






Start 


1653 


End 


7004 




Name 


ojyyu4zo z o . yAUo . Lo . oi . gs 


Method 


GENSCAN 




Start 


loo J 


End 


7004 




GI 


none 


Score 


.51 




Exons 


1 £ c; *3 nCO 1 Q 'S "7 OITQ 0"5QQ 

iboj. . i / oj, ±yo/..z±/y, zjyo. 


.2536, 3746. .3887, 


3910 . . 4061 , 




4201. .4290, 4665. .4797, 5838. 


.5950, 6405. . 6502, 


6546. . 7004 


Seq. No. 


35230 


Seq. ID 


OJ990428_ 


_28.9A08.C9 


Gene No. 


72825 


Strand 


+ 




Start 


1 


End 


5659 




Name 


OJ990428 28.9A08.C9.ol.np 


Method 


AAT/NAP 




Star;t_ _ „ 




_En.d__ 


5656._ 





m 

m 

o 

m 

o 

|„, 
D 



GI. ., - 
Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start.. 
Name " 
Start " 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



...Score... .....30.4-4.. r „ 



51073-74- . - ~ - 

1..281, 362. .511, 597. .730, 825. .934, 1094. .1200, 1428. .1566, 
1669. .1785, 2120. .2227, 2310. .2381, 2491. .2613, 2719. .2878, 
2968. .3089, 3208. .3345, 3425. .3567, 3688. .3750, 3950. .4013, 
4092. .4227, 4506. .4579, 5147. .5241, 5334. .5365, 5487. .5656 
(AF154272) PINHEAD [Arabidopsis thaliana] 



35230 
72825 
1 

OJ9904 28_28 . 9A08 . C9 . ol . gs 

118 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

118. .281, 365. .511, 552. .592, 611 .. 934, . 1528 1566, 2491. .2613, 
2696. .2878, 2968. .3089, 3208. .3345, 3688. .3750, 3927. .4013, 
4092. .4227, 4506 .. 4579, '54 33 .. 5451, 5487. .5659 



OJ990428_28. 9A08 .C9 
+ 

5659 
GENSCAN 
5659 
.58 



35230 
72825 

1 ■ - 

■OJ9904 28_28.9A08.C9.ol.gp 

1070 

uC-osflM202123c05bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1070. .1200, 1428. .1566, 1669. .1785, 2124. .2235 
'5107374/gb|AAD40098.1|AF154272_l 5.0e-34 (AF154272) PINHEAD 
[Arabidopsis thaliana] 1 



OJ990428_28.9A08.C9 
+ 

5659 
AAT/GAP 
2235 
860 



35230 Seq. ID 

72825 Strand 
1 End 
OJ9904 28_28 . 9A08 . C9 . o2 . gp Method 
2779 End 
2310389 Score 
2779. .2879, 2968. .3089, 3208. .3345, 3425 
5107374/gb|AAD40098.1|AF154272 1 5.0e-34 



OJ990428_28. 9A08.C9 
+ 

5659 
AAT/GAP 
3527 
754 

.3527 

(AF154272) PINHEAD 



35123 






[Arabidopsis thaliana] 








Seq. No. 


35230 




Seq. ID 


OJ990428_28.9A08.C9 


Gene No. 


72826 




Strand 




Start 


6078 




End 


o c o o 
8592 


Name 


OJ990428 28 . 9A08 . C9 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


67 




End 


636 


GI 


none 




Score 


O A A 

24 0 


Exons 


/- — 1 O 1 O "1 O A ") A O /" O 

67. .219, 70. .270, 360.. 


515, 362. .514, 


585 . . 632, 586 . .636 


Seq. No. 


35230 




Seq. ID 


/"\ T O O O ,4 O O OO OtvOO /~i o 

OJ990428 28.9A08.C9 


Gene No. 


72826 




Strand 




Start 


6078 




End 


8592 


Name 


OJ990428 28.9A08.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


70 




End 


5659 


GI 


none 




Score 


248 


Exons 


70. .264, 360. .515, 362. 


.499, 


595. .729, 


609. .728, 823. .918, 




823. .960, 830. .955, 1066. .1200, 1067.. 


1210, 1082. .1216, 




1425. .1577, 1429. .1566, 


i a r o 

14 69. 


.1582, 1666. .1785, 1668. .1781 




2101. .2229, 2104. .2226, 


2117. 


.2230, 2310. .2381, 2310. .2381 




2488.. 2622, 2488.. 2613, 


2490. 


.2621, 2718. .2882, 2719. .2889 


. .„..-. . . ..- 


o a o m a n n/"n o a a o 

. . „ ,2 9„6 .6..., r ..,3 0 2.Q.,_, , Z3J>J~* ... J 0.9 2.,. 


__2 9J„tu 


...3aai.,_ .32,0.2;.,. .3.3.4.8,^,3.2^2-. ,-33J^ 


' --' ' r 


O O A ^ yn o yii n OCT'? 

„ ... . 3207 . .-33.4-7,- -3,413.. . 357-7., 


T3 A O A 

. 3 A 2-4.. 


...357.9,. -.3.685. . 37,4 7-,.. T 3698 .-.-3,7.5-1, 




3948. .4013, 3950. .4009, 


4077 . 


.4220, 4078. .4230, 4079. .4219 




4092. .4229, 4504. .4587, 


4505 . 


.4579, 5144. .5245, 5146. .5241 




5319. .5360, 5332. .5364, 


5482 . 


.5550, 5486. .5560, 5602. .5655 




5603. . 5659 








Seq. No. 


35230 




Seq. ID 


OJ990428_28.9A08.C9 


Gene No. 


72826 




Strand 




Start 


6078 




End 


8592 


Name 


/-% Tr\ f\ a /i o n otioo o o 

OJ990428 28 . 9A08 . C9 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


70 




End 


913 


GI 


none 




Score 


104 


Exons 


70. .162, 160. .270, 360. 


.515, 


366. .494, 


368. .514, 585. .719, 




586. .729, 823. .912, 830 


. .913 






Seq. No. 


35230 




Seq. ID 


OJ990428_28.9A08.C9 


Gene No. 


72826 




Strand 




Start 


6078 




End 


8592 


Name 


OJ990428 28.9A08.C9.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


636 




End 


960 


GI 


none-. 




Score 


155 


Exons 


636.. 728, 637.'. 729, 823 


. . 960, 


830. . 955 




£>eq. No. 


■ 35230 




Seq. ID 


OJ990428_28.9A08.C9 


Gene No. 


72826 




Strand 




Start 


6078 




End 


8592 


Name 


OJ9,90428 28. 9A08.C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


1066 




End 


1479 


(IT 


none 




Score 


199 


Exons 


1066. .1212, 1067. .1210, 


1429. 


.1479, 1429. .1479 


Seq. No. 


35230 




Seq. ID 


OJ990428_28.9A08.C9 


Gene No. 


72826 




Strand 




Start 


6078 




End 


8592 


Name 


OJ990428 28.9A08.C9.ol. 


ts 


Method 


TBLASTX: Soybean 



35124 



Start 
GI 

Exons 



1425 

none 

1425. 

2117. 

2488. 

2967. 

3424 . 



.1577, 1426. 

,2227, 2119. 

.2619, 2488. 

.3092, 3202. 

.3567, 3676. 



.1569, 1666. 

.2229, 2145. 

.2628, 2718. 

,3348, 3210. 
,3729 



End 3729 
Score 169 

.1785, 1671.. 1784, 2117.. 2230, 

.2240, 2310. .2381, 2310. .2381, 

.2882, 2722. .2889, 2966. .3067, 

.3347, 3413. .3568, 3421. .3576, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35230 
72826 
6078 

OJ990428_28 
1480 ■ 
none 

1480. .1569, 
2307. .2381, 
2551. .2631, 



9A08.C9.ol.tm 



2848. 
3210. 
3947. 
4505. 
,5.14 6.. 



.2889, 
.3347, 
.4006, 
, 4579, 
■ 5,2.50.,. 



1678. 
2310. 
2569. 
2966. 
3413. 
3948. 
4516. 
.-.53.3.2..... 



1785, 
2381, 
2613, 
3073, 
3577, 
4013, 
4581, 
.5.3.6,4,. 



1701. 
2488, 
2718, 
2967, 
3424 , 
4091, 
5114 . 
.5.48.2,. 



Seq. ID OJ990428 
Strand 

End 8592 
Method TBLASTX : 
End 5668 
Score 111 
.1784, 2113. ,2223, 
.2574, 2488. .2568, 
.2783, 2719. .2796, 
.3092, 3028.. 3105, 
.3579, 3688.. 3750, 
.4231, 4092. .4250, 
.5248, 5144. .5245, 
..5.5.5A/...5.4.86.,.,,. 556.0* 



28.9A08.C9 



Maize 



2117. 
2490. 
2811. 
3202. 
3698. 
4504 . 
5146. 
55Z5U 



.2224, 
.2576, 
.2882, 
.3348, 
.3751, 
.4587, 
.5247, 
.55J5&, 



56Q3. .5.668- 



Seq. No. 35230 

Gene No. 72826 

Start 6078 

Name OJ990428_28 . 9A08 . C9 . o2 . tw 

Start 2967 

GI none 

Exons 2967.. 3092, 2981.. 3067, 3202. 
3443. .3469 



Seq. ID OJ990428_28. 9A08 .C9 
Strand 

End 8592 

Method TBLASTX : Wheat 

End 3469 

Score 178 

.3348, 3210. .3344, 3442. .3468, 



Seq. No. 35230 
Gene No. 72826 
Start 6078 

Name OJ990428_28 . 9A08 .C9.o3. 

Start 3947 
GI none 

Exons 3947.. 4009, 3948.. 4013, 

4504. .4575, 4505. .4579, 
5325. .5360, 5332. .5364, 
5602. .5655, 5603. .5659 

Seq." No. " 35230 

Gene" No. 72826 

Start 6078 

Name OJ990428_28 . 9A08 . C9 . o3 . 

Start- 5129 

GI none 

Exons 5129.. 5248, 5144.. 5245, 
5486.. 5560, 5602.. 5655, 

Seq. No. 35230 

Gene No. 72826 

Start 6078 

Name OJ990428 28 . 9A08 . C9 . o2 . 



Seq. ID OJ990428_28. 9A08 .C9 
Strand 

End 8592 
ts Method TBLASTX : Soybean 

End 5659 

Score 107 
4 077. .4226, 4 079. .4171, 4092. .4250, 
4 507. .4581, 5144. .5245, 5146. .-5244, 
5482. .5556, 5482. .5556, 5486. .5560, 

Seq. ID OJ990428_28. 9A08.C9 
Strand 

End 8592 

tw Method TBLASTX : Wheat 

End 5659 

Score 177 
5146. .5250, 5332. .5364, 5482. .5556, 
5603. .5659 

Seq. ID OJ990428_28. 9A08.C9 
Strand 

End 8592 

np Method AAT/NAP 



35125 



Start 


,6078 








End 


8592 




GI 


A C A A A C r\ 

4 54 4 4 50. 








Score 


962 




Exons 


6078 . . 62 12 , 


6767 


• .8213, 


8566 


. .8592 






GI Descrip. 


( ACUUo592 ) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


35230 








Seq. ID 


OJ990428 28.9A08.C9 


Gene No. 


72826 








.Strand 






Start 


dU /o 








End 


8592 




Name 


OJ990428 28 


.9A08.C9.o2. 


gs 


Method 


GENSCAN 




Start 


f n f a 

67 60 








End 


QOCA 

0 odZ 




GI 


none 








Score 


. 7 3 




Exons 


0 / 60 . . o3dZ 














Seq. No. 


35230 








Seq. ID 




1 z 0 . 9AUO . C9 


Gene No. 


72826 








Strand 






Start 


a m 0 
bU lo 








End 


8592 




Name 


OJ990428 28 


. 9A08 


.C9.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


f~ 1 f~ a 

6769 








End 


~i a 0 a 

7230 




GI 


none 








Score 


180 




Exons 


67 69. . 6996, 


7006 


. .7230 










.Seq. ..No-._,- . . . 


...35230 . „ „. 








...Seq....I.Q„ 


r . JD.J990A2S 


!_2_8 ...9A.0it. C.9. 


.Gene-^No, 


,..72826.. 








„.S.trand 




, .„...,,. r .„^, i _ — 


Start 


6078 








•End 


■8592 




Name 


OJ990428 28 


. 9A08.C9.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6778 








End 


7110 




GI 


none 








Score 


71 




Exons 


6778 . . 6996, 


6799, 


. .6990, 


7000, 


. .7110 






Seq. No. 


35230 








Seq. ID 


OJ990428 


:_28 . 9A08 . C9 


Gene No. 


72826 








Strand 






Start 


6078 








End 


8592 




Name 


OJ990428 28 


. 9A08. 


.C9.o3. 


tm 


Method 


TBLASTX : 


Maize 


Start 


6790 








End 


8211 




GI 


none 








Score 


72 




Exons 


6790 . . 6996, 


6844. 


. .6987, 


7018. 


.7524, 7198. .7524, 


7210. .7392 




"7 O "3 vl "7 O A O 

7234 . . 7392 , 


7432. 


. .7626, 


7537. 


.7692, 7639. .7791, 


7663. .7791, 




7725 . . 7754 , 


7810. 


. .8151, 


7831 . 


.7932, 7.8 


34. .8007, 


■-7 f-\ --1 0 —1 /-\ r~ — 7 
7838 . . 7957 , 




TOO fl O A O 

788 9. . 808 6, 


7897, 


. . 8211, 


7918. 


.8151, 8024. .8152 




Seq. No. 


35230 








Seq. ID 


OJ990428 


_28 . 9A08 . C9 


Gene No. 


72826 








Strand 






Start 


6078 








End 


8592 ■ 




Name 


/^TAAA/IOO 00 

OJ990428 28 


.9 AO 8, 


,C9.ol. 


tw • 


Method 


TBLASTX: 


Wheat - 


Start 


7085 








End. 


' 8259* 




GI 


none 








Score 


142 




Exons 


7085 . .7405, 


7090. 


Z.7560, 


- 7147. 


.7260, 74 


48. .7561, 


7453. ..7710, 




7615 . .7797 , 


7804. 


. .8259 










Seq. No. 


35230 








Seq. ID 


OJ990428 


_28 .9A08.C9 


Gene No . 


/ z 0 z 0 








Strand 






Start 


6078 








End 


8592 




Name 


. OJ990428 28 


. 9A08. 


C9.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7111 








End 


8214 




GI 


none 








Score 


140 




Exons 


7111. .7233, 


7147. 


.7341, 


7219. 


.7584, 72 


31. .7791, 


7234 . .7641, 




7453. .7524, 


7615. 


.7824, 


7621. 


.7821, 78 


10. .7938, 


7828 . .8058, 



35126 



7915. .8151, 7927. .8211, 7928. .8125, 7930. .8214, 7984. .8148, 
8179. .8211 



Seq. No. 35230 

Gene No. 72826 

Start 6078 

Name OJ990428_28 . 9A08 . C9 . 06 . ts 

Start 7243 

GI none 

Exons . 7243. .7371, 
7678. .7737, 



7291. .7668, 7466. 
7687. .7815, 7799. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 28.9A08.C9 



8592 

TBLASTX: Soybean 
8211 
68 

7669, 7480. .7671, 7594. .7692, 
8062, 7825. .8061, 7987. .8211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35230 
72826 
6078 

OJ990428_28 . 9A08 . C9 . o3 . np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990428 28.9A08.C9 



8592 
AAT/NAP 
8592 
76 



8442 
119714 
8442. .8592 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi | 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
_~.~-C.omm.Qn".. .t.o.bacccu gl,L1.9,8j6 r 7 F 1 enit)J.CAA3.20.5 QJ _ „(.X13B_8J?J je^k§iX3JUX~(.j^ 





... 1 - .62 0 )„.4-N ieo ti ana . a t aba cum ] i5 ... 










Seq. No. 


35231 




Seq. ID 


OJ990428 


:_28 . 9A08 


. C10 


Gene No. 


72827 




Strand 


+ 






Start 


48 




End 


769 






Name 


OJ990428 28. 


9A08.C10.ol.gs 


Method 


GENSCAN 






C-l 1 v-+- 

otart 


48 




End 


769 






GI 


none 




Score 


.9 






Exons 


48. .296, 571 


. .769 










Seq. No. 


35231 




Seq. ID 


OJ990428 


_28 . 9 AO 8 


.C10 


Gene No. 


72828 




Strand 


+ 






Start 


1626 




End 


2387 






Name 


OJ990428 28. 


9A08.C10.ol. tc 


Method 


TBLASTX: 


Cress 




Start 


190 




End 


1777 






GI 


none 




Score 


128 






Exons 


190. .297, 1524. .1775, 1553. 


.1777 








Seq. No. 


35231 




Seq. ID 


OJ990428 


_28. 9A08 


.C10 


Gene No. 


72828 




Strand 


+ 






Start 


1626 . 




End 


2387 






Name 


OJ990428 28. 


9A08 .C10,o2/gs 


v- Method 


GENSCAN 






Start 


1626 




End 


2387 






GI' 


none 




Score 


1 






Exons 


1626. .1772, 


1854 . .2387 










Seq. No. 


35231 




Seq. ID 


OJ990428 


_28. 9A08 


.C10 


Gene No. 


72828' 




Strand 


+ 






Start 


1626 




End 


2387 






Name 


OJ990428 28. 


9A08.C10.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1695 




End 


2000 






GI 


none 




Score 


98 






Exons 


1695. .1769, 


1695. .1760, 184 


8. .2000, 1853. .1996 






Seq. No. 


' 35232 




Seq. ID 


OJ990428 


_28. 9A08 


.Cll 



35127 



Gene No. 


72829 


Strand 


+ 


O La.ru 


244 


End 


ZUO f 


Name 


OJ990428 28.9A08.Cll.ol.gs 


Method 


GENSCAN 


otart 


244 


End 


O O C\ 1 

ZOO 1 


C T 

bl 


none 


Score 


. bo 


Exons 


244. .289, 842. .862, 1889. .2007 




beq. no. 


35232 


Seq. ID 


OJ99U4ZD 28.9A08.C11 


Gene No. 


72830 


Strand 


+ 


Start 


3977 


End 


5986 ' 


Name 


OJ990428 28.9A08.Cll.o2.np 


Method 


AAT/NAP 


btart 


3946 


End 


5947 


C T 


4467124 


Score 


910 


Exons 


3946. .5947 






GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


35232 


Seq. ID 


OJ990428 28.9A08.C11 


Gene No. 


72830 


Strand 


+ 


b Lai U 


3977 


End 


5986 


Name 


OJ990428 28.9A08.Cll'.o2.gs 


Method 


GENSCAN 


C -1 . -v-4- 

btart 


3977 


End 


5986 


-W. — , ...... 


_ none:,.. 


.JSLcore. 


....9.4..; .„ _ „ 


..Exons-... 4 - , . 


- 397.7.,.. -5986- . ... 






beq. No. 


35232 


Seq. ID 


OJ990428_28.9A08.C11 


Gene No. 


72831 


Strand 


+ 


Start 


6799 


End 


9752 


Name 


OJ990428 28.9A08.Cll.o3.gs 


Method 


GENSCAN 


b Ear u 


6799 


End 


9340 


C T 


none 


Score 


.78 


Exons 


6799. .7282, 7300. .7433, 8375. 


.8446, 8696. .8778, 8858. .8989, 




9130. .9340 






Oo/v NT /-v 

beq. no. 


35232 


Seq. ID 


OJ990428_28.9A08.C11 


Gene No. 


72831 


Strand 


+ 


Start 


6799 


End 


9752 


Name 


OJ990428 28.9A08.Cll.o3.np 


Method 


AAT/NAP 


G -i i 

b cart: 


8372 


End 


9635 


bl 


4895187 


Score 


57 


Exons 


8372. .8446, 8696. .9046, 9130. 


.9325, 9594.. 9635 


GI Descrip. 


(AC007661) unknown protein [Arabidopsis thaliana] 


beq . no . 


35232 


Seq. ID 


OJ990428 28.9A08.C11 


bene no . 


' . 72831 . 


Strand 


+ . 


Start 


6799 


End' ■ 


9752 ^ • ' 


Name 


OJ990428 28.9A08.Cll.ol.gp 


Method 


AAT/GAP 


b tar z 


8391 


End 


9752 


C T 

bl 


12398 1.R1084 


Score 


1096 


Exons 


8391. .8446, 8696. .8778, 8858. 


.8989, 9130.. 9340, 9609.. 9752 


GI Descrip. 


'4895187/gb|AAD32774.1|AC007661 11 7 . Oe 


;-16 (AC007661) unknow: 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


35232 


Seq. ID 


OJ990428_28.9A08.C11 


Gene No. 


72832 


Strand 




Start 


375 


End 


486 


Name 


OJ990428 28.9A08.Cll.ol.np 


Method 


AAT/NAP 


Start 


375 


End 


486 



35128 




GI 5922619 Score 89 

Exons 375. .486 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



beq . NO . 


J OZ JZ 








beq. ID 


ujyyu4zo zo.yAUo.cn 


Gene No. 


/ Z o J J 








Strand 




Start 


4094 








End 


4314 


Name 


OJ990428_28 


. 9A08- 


.Cll.o4 


.tm 


Method 


TBLASTX: Maize 


o car t 


4 u y 4 








bna 


A O 1 A 

4 314 


C T 

bl 


none 








Score 


o o tz 

Z3b 


Exons 


4 Uy 4 . . 4olZ , 


4 1U3 . 


/Tin 

. . 4 31Z , 


4 lUo . 


A O 1 A 

.4 314 




beq. no. 


o c o o o 
JOZ oZ 








Seq. ID 


OJyy0428 28.yA08.Cll 


Gene No. 


"7 O O O A 

1 Zo 34 








Strand 




Start 


4698 








End 


5269 


Name 


OJ990428_28 


. 9A08. 


.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


otart 


4 by o 








End 


C O C A 

bz54 


bl 


none 








Score 


4 90 


Exons 


4 o yb . . 4 yu / , 


a n n n 
4 / (JU . 


c o / o 

. . 5Z4 8 , 


a "7 o o 


C O C A 

.5254 




beq.- No 


J bZ3z~ 


— 




. - ... 

... 


- - - - 

,. Seq.. ..ID.. 


...0 J9 9 0.4 2 8_2 8..,9A0,8.~.-C2J..,- 


Gene No . 


"7 o o o / 

/zo J4 








Strand 




Start 


4698 








End 


5269 


Name 


OJ990428_28 


. 9A08. 


,Cll.o2 


. tm 


Method 


TBLASTX: Maize 


btart 


A 1 A A 

4/44 








End 


C O f c\ 

bz 69 


bl 


none 








Score 


219 


Exons 


AH A A A C\dO 

4 / 44. . 4 y y o , 


A H A C 

4 / 4 0 . 


c f\ c n 

. bUbU , 


bObl . 


C O f c\ 

. bz69 




beq . no . 


o c o o o 
ODZ jz 








Seq. ID 


OJ99U4ZO Zo.9A08.Cll 


Gene No . 


/ Z o J4 








Strand 




Start 


4698 








End 


5269 


Name 


OJ990428_28. 


.9A08. 


Cll.ol. 


. tw 


Method 


TBLASTX: Wheat 


otart 


A QH A 

4 o / 4 








End 


5224 


bl 


none 








Score 


224 


Exons 


A O 1 A COO/1 

4 o / 4 . . bZZ 4 












beq. no. 


o c o o o 
JoZ JZ 








Seq. ID 


OJ990428_28.9A08.C11 


Gene No . 


/Zobb 








Strand 




Start 


ODlO 








End 


5931 


Name 


ojy yu4Zo Zo . 


o. 7\ n o 


CI 1 . o 3 . 


, tm 


Method 


TBLASTX: Maize 


C \ . -w- -f- 

b tart 


bo 1 b 








End 


5931 


bl 


; none ... . •■ . 






■■ 


Score " 


36 • ■ 


Exons 


5516. . 5584, 


5570 . 


. 5788, ■ 


5807 . 


.5929, '5824. .5931 * ' ' 


Seq. No. 


35232 








Seq. ID 


OJ990428_28.9A08.C11 - 


Gene No. 


72836 








Strand 




Start 


7030 








End 


9253 


Name 


OJ990428 28. 


9A08. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7030 








End 


9253 


GI 


none 








Score 


201 


Exons 


7030. .7143, 


7047. 


.7142, 


7149. 


.7193, 7293. .7433, 7295. .7459, 




7296. .7433, 


7357. 


.7473, 


8228. 


.8299, 8229. .8300, 8370. .8447, 




8372. .8449, 


8372. 


.8446, 


8669. 


.8779, 8693. .8773, 8698. .8781, 




8858. .8989, 


8859. 


.8987, 


8932. 


.8988, 9151. .9213, 9152. .9253, 




9161. .9253 













35129 



Seq. No. 35232 
Gene No. 72836 
Start 7030 

Name OJ990428_28 . 9A08 . CI 1 . o2 . ts 

Start 7033 
GI none 
Exons 7033. .7140, 

7295. .7435, 

8371. .8448, 

8859. .8939 



7050. .7139, 7149. 
8213.. 8293, 8227. 
8372. .8449, 8666. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7190; 7284 
.8286, 8228 



OJ990428 28.9A08.C11 



9253 

TBLASTX: Soybean 
8939 
145 

7433, 7284. .7433, 
8302, 8229.. 8300, 



,8779, 8710. .8781, 8858. .8917, 



Seq. No. 35232 Seq. ID 

Gene No. 72836 Strand 

Start 7030 End 

Name OJ990428_28 . 9A08 . CI 1 . o2 . tw Method 

Start 8693 End 

GI none Score 
Exons 



OJ9904 28_28 . 9A08 . Cll 
9253 

TBLASTX: Wheat 

9181 

94 



8693. .8779, 8701. .8781, 8710. .8778, 8858. .8989, 8866. .8988, 
9121. .9180, 9128. .9181 

..Seq. .No.. _3..5233_ .. _ ... ...... _ ....... Seq.- ID.. ...0^9.9.0.428^2.8... 9AQ&J^12_..., 

..Gene-. No,. , ..,^-..^7.28 3X ^„..„,,_ ^..,,,. v ,,^rand.^..- ,^.,,„.. w ^.^, ;; ^ 

Start 208 End 413 

Name OJ990428_28 . 9A08 . C12 . ol . gp Method AAT/GAP 

Start 208 End 413 

GI LIB3477-003-P1-K1-E9 Score 123 

Exons 208.. 232, 345.. 413 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MPOl^ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 35234 Seq. ID 

Gene No. 72838 Strand 

Start 102 End 

Name OJ990528_28 . 9A01 . CI . ol . np - Method 

Start .102 End 

GI ' 2498930 Score 

Exons 102.". 161 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ990528_28 . 9A01.C1 
+ 

161 

AAT/NAP 
161 
53 



•Seq. No. 35235 . Seq. ID 

.Gene No.; '728*40 - .' v ' .... "' ■ " Strand 

Start " * ■ 4 0 ' ' ' End 

Name OJ990528_28 . 9A01 . C2 . ol . np Method 

Start 40 End 

GI 399316 Score 

Exons 40. .141, 341. .610, 4114. .4150 -> 

GI Descrip. ADENYLATE CYCLASE, TYPE V (ATP PYROPHOSPHATE-LYASE) 

(CA(2+) -INHIBITABLE ADENYLYL CYCLASE) gi | 2 8 4 522 | pir | | A4 2 90 4 
adenylyl cyclase type V - dog 



.OJ990528_28.9A01-.C2 

+" 

4150 
AAT/NAP 
4150 
70 



Seq. No. 35235 Seq. ID 

Gene No. 72840 Strand 

Start 40 End 

Name OJ990528__28 . 9A01 . C2 . ol . gs Method 



OJ990528_28.9A01.C2 
+ 

4150 
GENSCAN 



35130 



Start 


1 O "7 

lo I 




End 


- T A A 

74 4 


GI 


none 




Score 


O A 

. 84 


Exons 


son n a a 
io / . . / 4 4 








Seq. No. 


35235 




Seq. ID 


OJ990528 


Gene No. 


72840 




Strand 


+ 


otart 


a n 




Lncl 


4 loU 


Name 


ojyyuDzo zo 


. yAUl . Cz . oz . gs 


Method 


GENSCAN 


Start 






End 


O A O O 

24 oz 


GX 


none 




Score 


ft o 


Exons 


i Jo y . . 14 z / , 


lo/y. . z 4 oz 






Seq. No. 


JOZOD 




Seq. ID 


ojyyuozo 


Gene No . 


/ Z o 4 U 




Strand 


+ 


Start 


40 




End 


4150 


Name 


OJ990528__28 


.9A01.C2.o4.np 


Method 


AAT/NAP 


otart 


ZJOl 




End 


4150 


GI 


4b44 5 1 z 




Score 


622 


Exons 


zoo i . . jd y 1 , 


4101. .4150 






GI Descrip. 


( AC U U b y Z U ) 


putative retroelement pol polyprotei 




thaliana ] 








.Seq... .....No v: ~ 






,.Seq:. ,~XD.-., 


7oj-9.9-a5.28 


Gene No. 


72840 




Strand 


+ ■ ■ ■ 


Start 


4 U 




End 


4150 


Name 


OJyyUDZO ZO 


. 9A01.C2.o3.gs 


Method 


GENSCAN 


Start 


z /lz 




End 


3809 




none 




Score 


.48 


Exons 


z / iz . . jou y 








beq. JNo. 


JJZOJ 




Seq. ID 


OJ990528 




/ O 1 ± 




Strand 




Start 


1 




End 


4150 


Name 


OJ990528 28 


.9A01.C2.o5.np 


Method 


AAT/NAP 


Start 


1 




End 


4150 


GI 


5042454 




Score 


298 


Exons 


1..121, 187 


. .634, 3542. .3689, 


4032. .4150 


GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 



28. 9A01.C2 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI" 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



35235 
72841 
1 

OJ990528 
25 

1076205 
25. .592, 
hypothet 
(L29028) 
46 . . 48 
134, 158 
domain, 



OJ990528 28.9A01.C2 



_28.9A01.C2.o2.np 



Seq. ID 

Strand 

End 4150 - - 

Method -AAT/NAP- 
7 . End ' 2854 ' 

Score 130 ' ' 

2828.. 2854 

ical protein WP6 , - Chlamydomonas eugametos gi 1530878 
amino acid feature: N-glycosylation sites, aa 41 .. 43, 

, 51 .. 53, 72 .. 74, 107 .. .109,-, 128 .. 130, 132 .. 
.. 160, 163 .. 165; amino acid feature: Rod protein 

aa 169 .. 340; amino acid feature: globular pro... 



35235 Seq. ID 

72841 ' Strand 

1 End 

OJ990528_28 . 9A01 . C2 . o3 . ts Method 

1922 End 



OJ990528_28. 9A01.C2 
4150 

TBLASTX: Soybean 
2287 



35131 



GI 

Exons 



none 

1922. .2287 



Score 188 



Seq. No. 35235 

Gene No. 72841 

Start 1 

Name OJ990528_28 . 9A01 . C2 . o2 . ts 

Start 2697 

GI none 

Exons 2697.. 2921, 2711.. 2887, 2928, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
,.S£art,_.. 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene l No. 

Start 

Name 

Start 

GI 

Exons 



35235 
72841 
1 

OJ990528_28. 

2858 

none 

2858. .2905, 

35235 
72841 

u ...... 

..-,OJS.9j05.28 1 .28... 
2913 
none 

2913. .3131, 

35235 
72841 
1 

OJ990528_28. 

3132 

none 

3132. .3590, 

35235 
72841 
1 

OJ990528_28. 

3264- 

none 

.3264 . .3584, 



Seq. ID OJ990528_28.9A01.C2 

Strand ' - 

End 4150 

Method TBLASTX : Soybean 

End 3062 

Score 139 
.3062 

Seq. ID OJ990528_28.9A01.C2 
Strand 

End 4150 

Method TBLASTX : Wheat 

End 32 63 

Score 80 

2859. .2915, 2910. .3263, 2918. .3220, 2919. .3263 



Seq. ID OJ990528_28._9A01.C2 

Strand 

.End_ _..\4150_ ^ , 

Method.,.. T-BLAS.TX.iMai.ze 

End 3131 
Score 280 

.3130 



9A01.C2.ol.tw 



9A0X.,C2...o2_tm,. ... 



2913. .3113, 2918, 



9A01.C2.ol.tm 



3132. .3413, 3281. 



9A01.C2.o2.tw 



3338. .3544 



Seq. ID OJ990528_28 .9A01.C2 
Strand 

4150 

TBLASTX: Maize 
3592 
532 



End 

Method 
End 
Score 
.3592 



Seq. ID OJ990528_28.9A01.C2 
Strand 

End 4150 

Method TBLASTX : Wheat 

End 3584 

Score 180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35235 
72841 
1 

OJ990528_28. 

3279 

none 

3279. .3560, 

35236 
72842 
854 

OJ990528_28. 

854 

none 



9A01.C2.ol.ts 



3317. .3454 



9A01.C3.ol.gs 



"Seq. ID' PJ990528._28 .9A0I.C2 
Strand 

End 4150 

Method TBLASTX : Soybean 

End 3560 

.,Score 221 



Seq. ID OJ990528_28.9A01.C3 

Strand + 

.End 4090 

Method GENSCAN 

End 4090 

Score . 9 



35132 



Exons 



854 . .4090 



Seq. No. 


35236 


Seq. ID 


OJ990528 


ucllc 1NO • 


1 9ft 4 0 

1 4L O H £ 


Strand 


+ 


OlalL 


O D H 


bnd 


a n n r\ 


Name 


(~\ TQ Qn^9Q O ( 

uj y yuozo z i 


3 . yAU i . Lo . o i . np Method 


AAT/NAP 






Lna 


^ n o "7 




o y u / u o y 


Score 


4147 


Exons 


oca 01 1 t; 


OOAQ A HQ"! 




f t r^z^ c? v* t 
IjI Ucbcrip . 


(AP001129) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


35236 


Seq. ID 


OJ990528 


Gene No. 


72843 


Strand 


+ 


Start 


10955 


End 


13446 


Name 


OJ990528 2i 


3 . 9A01 . C3 . o3 . np Method 


AAT/NAP 


Start 


10955 


End 


13446 


GI 


5922623 


Score 


258 


Exons 


10955. . 11062, 11458. . 11577, 117 4 5 11820 , 13353 


GI Descrip. 


(AP000492) 


hypothetical protein [Oryza 


sativa] 



, 13446 



gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



-Seq : ... No... ....35236..-. - 

Gene No. 72843 

Start 10955 

Name OJ990528_28 . 9A01 . C3 . o3 . gs 

Start 11672 

GI none 

Exons 11672. .11726, 1174 5 .. 11820, 
13219. . 13323 



-O.J990528^2£. 9ACLU-C3 
+ 

13446 
GENSCAN 
13323 
. 63 



-Seq.- ID.. 
Strand 
End 

Method 
End 
Score 

12314. .12947, 13008 13151, 



Seq. No. 35236 Seq. ID 

Gene No. 72844 Strand 

Start 4723 End 

Name OJ990528_28 . 9A01 . C3 . o5 . tm Method 

Start 4682 End 

GI none Score 

Exons 4682.. 4858, 4699.. 4863 



OJ990528_28.9A01.C3 
13247 

TBLASTX: Maize 

4863 

125 



Seq. No. 35236 
Gene No. 72844 
Start 4723 

Name OJ99Q528_28 . 9A01 . C3 . o2 . np 

'Start 4723 ' ' 

GI ■ ' 6498441 

Exons 4723.. 5004, 5098.. 6495, 

8075. .8448, 8512. .8975, 

GI Descrip. 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ990528_28.9A01.C3 

13247 
AAT/NAP ■- 
10369 " 
6737 



6667. .7151, 7344. .7582, 7757. .7891, 
9306. . 10369 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 35236 Seq. ID 

Gene No. 72844 Strand 

Start 4723 End 

Name OJ990528_28 . 9A01 . C3 . o7 . tw Method 

Start 4732 End 

GI none Score 



OJ990528_28 . 9A01 .C3 
13247 

TBLASTX: Wheat 

5334 

83 



35133 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4732. .4857, 4736. .4858, 5050. .5334, 5051. .5329 



35236 
72844 
4723 

OJ990528_28. 9A01.C3.o4 .tw 

5335 

none 



Seq. ID OJ990528_28.9A01.C3 
Strand 

End 13247 

Method TBLASTX : Wheat 

End 5716 

Score 161 



5335. .5715, 5366. .5614, 5660. .5716 



Seq. No. 35236 

Gene No. 72844 

Start 4723 

Name OJ990528_28 . 9A01 . C3 . o2 . tm 

Start 5530 

GI none 
Exons 



Seq. ID OJ990528_28.9A01.C3 
Strand 

End 13247 

Method TBLASTX : Mai ze 

End 13247 

Score 177 



5530. .5853, 5543. .5824, 13068. .13247 



Seq. No. 35236 

Gene No. 72844 

Start 4723 

N.ame . . .OJ990528_28... 9AQ1, C.3...P.8 ..tw.. 

•Start. . . ...6.0.4 6.. ..... 

GI none - 
Exons 



Seq. ID OJ990528_28 . 9A01.C3 
Strand 

End 13247 

Me thod_. ^JBLASJX^Wh.e.a t. „ 

-End., ..^....^6.35 8- 
Score- 56 ' 



6046. .6306, 6157. .6345, 6182. .6358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35236 
72844 
4723 

OJ990528_28 . 9A01 . C3 . ol . ts 

6262 

none 



Seq. ID OJ990528_28 . 9A01.C3 
Strand 

End 13247 

Method TBLASTX : Soybean 

End 12779 

Score 157 



6262. .6498, 6574. .6672, 12369 .. 12506, 12371 12520, 
12527. .12694, 12528. .1277 9 



Seq. No. 35236 

Gene No. 72844 

Start 4723 

Name OJ990528_28 . 9A01 . C3 . o5 . tw 

Start 6361 

GI none 
Exons 



Seq. ID OJ990528_28 . 9A01.C3 
Strand 

End 13247 
Method TBLASTX : Wheat 
End 12683 
Score 87 

6361. .6510, 6362. .6499, 6364. .6501, 6557. .6730, 6571. .6819, 
6571. .67 95, 124 0i. .12502, 124 02. .12503, 1254 3. .12 683, . 
12545. . 12 619 '- ' ' ' ' ' 



Seq. No. 35236 

Gene No. 72844 

Start 4723 

Name OJ99052,8_28 . 9A01 . C3 . o2 . ts 

Start 7420 

GI none 

Exons 7420.. 7791, 7631.. 7774 



Seq. ID OJ990528_28.9A01.C3 
Strand 

End 13247 

Method TBLASTX : Soybean 

End 7791 

Score 90 



Seq. No. 35236 

Gene No. 72844 

Start 4723 

Name OJ990528 28 . 9A01 . C3 . o2 . tw 



Seq. ID OJ990528_28.9A01.C3 
Strand 

End 13247 

Method TBLASTX : Wheat 
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1 4 4 b 






End 


*7 O f~ C\ 
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/— < -r 
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Score 
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Exons 


1 A A C "1 Q C A 
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/4 50 


n o ez c\ 

. / o ©y 








Seq. No. 


35236 






Seq. ID 


OJ990528_28.9A01 


.C3 


Gene No. 


72844 






Strand 






Start 


4 1 Z5 






End 


1324 / 




Name 


OJ9yUoz8 28. 


O 7\ O 1 

9A01 . 


C3 . o3 ..tm 


Method 


TBLASTX: Maize 




Start 


1 C A O 

754 J 






End 


TOOT 

7 927 




GI 


none 






Score 


O O 

2 0 6 




Exons 


/o4o . . /y2b, 


/5 bZ . 


. / y2 / 








Seq. No. 


35236 






Seq. ID 


OJ990528__28. 9A01 


.C3 


Gene No. 


72844 






Strand 






Start 


/ "7 O T 
4 f Z5 






End 


1324 / 




Name 


uj y yuozo zo . 


q 7\ n i 
yAU 1 . 


L J . oi . tm 


Metnod 


l bLAb i a : Maize 




Start 


/ y 5 4 






End 


O O 1 o 

o Jl U 




GI 


none 






Score 


106 




Exons 


TOC/I O O O O 

/ yo4 . . 822 5, 


1 o ✓** o 

/ y do . 


. 831U , / 964 . 


O O *7 C 

. 82 /5 






Seq. No. 


35236 






Seq. ID 


OJ990528_28. 9A01 


.C3 


.Gene. . No..... ... . 


... 728.4.4. 




, 


strand, _ 






Start -. - - . . 


A T O O 


■' — 




End 


1 O O A H 




Name 


/otooocoo o o 

oj y yubzy 28 . 


9A01 . 


C3 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


7978 






End 


8 4 4 0 




GI 


none 






Score 


393 




Exons 


**7 n "7 o o / o o 


T O T O 

/ y / y . 


O /I A f\ 

.84 40 








Seq. No. 


35236 






Seq. ID 


OJ990528_28.9A01 


.C3 


Gene No. 


72844 






Strand 






Start 


A 1 O O 

4723 






End 


1324 7 




Name 


a to n a c o o o o 

oj y ytjozo 28 . 


O 7\ O 1 

yAoi . 


C3 . o3 . ts 


Method 


TBLASTX : Soybean 




Start 


8U35 






End 


0/10 0. 

8 4 00 




GI 


none 






Score 


117 




Exons 


o n oc oi /"a 
oU3t> . . o 1 by , 


o i n c 
O 1 / D . 


o a r\c\ 
. 8 4 UU 








Seq. No. 


35236 






Seq. ID 


OJ990528_28. 9A01 


,C3 


Gene No. 


72844 






Strand 






Start 


4 /2o 






End 


1 O O ^ H 

1324 / 




Name 


A TO AA [IOO OO 

oj y yobzo 28 . 


9A01 . 


C3 . o3 . tw 


Method 


TBLASTX : Wheat 




Start 


o o c 






End 


9091 




GI 


none 






Score ■ 


168 




Exons 


oouo. . yu yu , 


o tz c\ n 


. a o y b , byio. 


AA A1 

. yu y i 






Seq: No. 


35236 






Seq. ID 


/-\ -r A r\ r\ r~ r\ a O.O O ti O T 

OJ990528 28.9A01 


. C3 


Gene No. 


72844 






Strand 






Start 


4723 






End 


13247 




Name 


r\ TA A A COO OO 

OJ990528 28. 


9A01 . 


C3 . 06 . tw 


Method • 


TBLASTX : Wheat 




Start • , 


982 9 






End 


10221 




GI . 


none 






Score 


89 




Exons 


9829 . . 10086, 


9863 


. . 10102, 100* 


d9 . . 10167, 


10070 . . 10150, 






10174 . .10221 












Seq. No. 


35236 






Seq. ID 


OJ990528_28. 9A01 


.C3 


Gene No. 


72844 






Strand 






Start 


4723 






End 


13247 




Name 


OJ990528 28. 


9A01. 


C3.o4 . tm 


Method 


TBLASTX: Maize 





35135 



Start 


9931 


End 


10216 








GI 


none 


Score 


103 








Exons 


9931. .101/9, 9932. .10216 












Seq. No. 


35237 


Seq. ID 


OJ990528 


_28. 


9A01 


.C4 


Gene No. 


72845 


Strand 


+ 








Start 


8044 


End 


10396 








Name 


OJ990528 28.9A01.C4.o3.gs 


Method 


GENSCAN 








Start 


8044 


End 


10396 








GI 


none 


Score 


. 7 








Exons 


8044. .8778, 9905. .10157, 10257. .10396 










Seq. No. 


35237 


Seq. ID 


OJ990528 


_28. 


9A01 


.C4 


Gene No. 


72846 


Strand 


- 








Start 


290 


End 


4806 








Name 


OJ990528 28.9A01.C4.ol.gs 


Method 


GENSCAN 








Start 


290 


End 


4 800 








GI 


none 


Score 


. 61 








Exons 


z90..ooz, 921. .3994, 4049. .48 


00 










Seq. No. 


35237 


Seq. ID 


OJ990528 


_28 . 


9A01 


. C4 


.Ge.ne, No . . 


..72846 r ■ 


„ Strand.. , 










.Start...... 


... 2.9.0 . - - ,,. 


-End. 


I, 4B0j&.* 








Name - 


OJ990528 28.9A01.C4.ol.np 


Method 


AAT/NAP 








Start 


293 


End 


4806 








GI 


4680179 


Score 


5310 








Exons 


293. .3690, 3724. .4806. 












GI Descrip. 


(AF111709) pplyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


35237 


Seq. ID 


OJ990528 


__28. 


9A01 


.C4 


Gene No. 


72847 


Strand 










Start 


5055 


End 


7134 








Name 


OJ990528 28.9A01.C4.o2.gs 


Method 


GENSCAN 








Start 


5055 


End 


7040 








GI 


none 


Score 


.85 








Exons 


5055. .5864, 6966. .7040 












Seq. No. 


35237 


Seq. 'ID 


OJ990528_ 


_28. 


9A01 


.C4 


Gene No. 


72847 


Strand 










Start 


5055 


End 


7134 








Name 


OJ990528 28.9A01.C4.ol.gp 


Method 


AAT/GAP 








Start 


6753 


■End 


7134 








GI 


uG-osf Icyp033a04bl . 


Score 


687 









Exons . 6753. .7134 - \ ' . 

GI Descrip. ' 601684 5/dbj | AP000570 .1 | AP000570 .3 . 0e'-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 35237 

Gene No. 72848 

Start 11479 

Name OJ990528_28 . 9A01 . C4 . 06 . tw 

Start 338 

GI none 

Exons 338.. 670, 359.. 667, 402.. 671 



Seq. ID OJ990528_28.9A01.C4 
Strand 

End 14296 

Method TBLASTX : Wheat 

End 671 

Score 134 



Seq. No. 
Gene No. 



35237 
72848 



Seq. ID OJ990528_28 . 9A01.C4 
Strand 



35136 



Start 


11479 




End 


14296 






Name 


OJ990528 28 


. 9A01.C4 .ol.tm 


Method 


TBLASTX 


:Maize 




Start 


518 




End 


9709 






GI 


none 




Score 


111 






Exons 


518. .883, 533..796, 657. .884, 


861. .1103, 890.. 


1108, 895. 


.1113, 




912. .1001, 


959. .1105, 9551. .9709 








Seq. No. 


35237 




Seq. ID 


OJ99052 


8_28.9A01. 


C4 


Gene No. 


72848 




Strand 








btart 


11479 




End 


14296 






Name 


OJ990528 28 


.9A01.C4.o2.tw 


Method 


TBLASTX 


: Wheat 




Start 


671 




End 


9826 






bl 


none 




Score 


34 






Exons 


671. .886, 672. .731, 783. .881, 


892. .1293, 893.. 


1237, 9467.. 9826 


Seq. No. 


35237 




Seq. ID 


OJ99052 


8_28.9A01. 


C4 


Gene No. 


72848 




Strand 








Start 


1 1 A H Cl 

114 / y 
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T / O O f~ 

14Z y o 






Name 


OJ990528 28 


. 9A01.C4 .o4 .tm 


Method 


TBLASTX 


: Maize 




Start 


1162 




End 


1453 






GI 


none 




Score 


208 






Exons. 


.. 1162. .14 52, 


116.6. ...14 53,. . 1250,. 


.1.4.53 








Seq. No. 


35237 




Seq. ID 


OJ99052 


8_28.9A0l". 


C4 


Gene No. 


72848 




Strand 








Start 


ii 4 / y 




End 


14296 






Name 


OJ990528 28 


.9A01.C4.o2.ts 


Method 


TBLASTX 


: Soybean 




Start 


1252 




End 


1512 




GI 


none 




Score 


148 






Exons 


1252. .1512, 


1253. .1507 










Seq. No. 


35237 




Seq. ID 


OJ99052 


8_28.9A01. 


C4 


Gene No. 


72848 




Strand 








Start 


1 1 4 / y 




End 


14296 






Name 


OJ990528 28 


.9A01.C4.ol.tc 


Method 


TBLASTX 


: Cress 




Start 


1276 




End 


1593 






bl 


none 




Score 


85 






Exons 


1276. .1419, 


1277. .1417, 1420. 


.1593 








Seq. No. 


35237 




Seq. ID 


OJ990528 28.9A01. 


C4 


Gene No. 


72848 




Strand 








btart 


11479 




End 


14296 






Name 


■ OJ990528 28 


. 9A01.C4.ol.tw 


Method - 


■TBLASTX 


: Wheat 




btart 


. 1300 




End 


1878 






GI 


none 




Score 


343 






Exons 


1300. .1878, 


1301. . 1867 










Seq. No. 


35237 




Seq. ID 


OJ99052 


3_28.9A01. 


C4 


Gene No. 


72848 




Strand 








Start 


11479 




End 


14296 






Name 


OJ990528 28 


. 9A01.C4 .o2.tm 


Method 


TBLASTX 


: Maize 




Start 


1858 




End 


2221 






GI 


none 




Score 


174 






Exons 


1858. .2220, 


1867. .2220, 1871. 


2221 








Seq. No. 


35237 




Seq. ID 


OJ99052! 


3_28. 9A01. 


C4 


Gene No. 


72848 




Strand 









35137 



Of n vl- 

otart 


1 1 / *JQ 

114 / y 
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OJ990528 28 


. 9A01 


. C4 . o3 


tw . 


Start 


*i o i c\ 

1879 








bl 


none 








Exons 


lo / y . . zz yZ f 


i q o n 
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. .22 60, 


*t a i a 
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Seq. No. 


35237 








Gene No. 
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114 / y 
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. 9A01 
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ts 
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bl 


none 








Exons 
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Seq. No. 


35237 








Gene No. 


72848 








Start 


1 1 A ~1 A 

114 7 9 








Name 


OJ990528 28 


. 9A01 . 


C4 .o3. 


tm 


Start 
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GI 


none . 








Exons 
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o o a n 

2300 . 


.2350, 
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Seq . .. -No . .... . 


.... ^3.5237 T., ] 








Gene No. 


72848 








Start 


1 1 A 77 A 

1 1 4 / y 








Name 


OJ990528 28 


. 9A01 . 


C4 . o5 . 


tw 


Start 


2295 








GI 


none 








Exons 
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22 99 . 


. 2595, 


2309 . 


Seq. No. 


35237 








Gene No. 


72848 








Start 


1 14 / y 








Name 


OJ990528 28 


. 9A01 . 


C4 . ol . 


ts 


Start 


2308 








bl 


none 








Exons 


2308 . . 2667 , 


2309 . 


.2599, 


2627 . 


Seq. No. 


35237 








Gene No. 


72848 








Start 


114 / 9 








Name 


OJ990528 28 


. 9A01 . 


C 4 . o 4 . 


tw 


Start 


264 4 - ■ 








GI 


none 








Exons 


2644 . . 3021, 


'o r o i 

2 687 . 


. 3130 , 


307 6 . 


Seq. No. 


35237 








Gene No. 


72848 








Start 


114/9 








Name 


OJ990528 28 


9A01 . 


C4 . o5 . 


tm 


Start 


2825 








GI 


none 








Exons 


2825. .3115, 


2827. 


.3114 




Seq. No. 


35237 








Gene No. 


72848 








Start 


11479 









End 

Method 
End 
Score 
.2293 



14296 

TBLASTX: Wheat 

2293 

353 



Seq. ID OJ990528_28. 9A01.C4 
Strand 

End 14296 

Method TBLASTX : Soybean 

End 2286 

Score 99 



Seq. ID OJ990528_28.9A01.C4 
Strand 

End 14296 

Method TBLASTX : Maize 

End 2757 

Score 50 
.2431,' 2578. .2757, 2603. .2749 

-Seq.. ID..., .0 JB9.052 8_2.8-., 9h^lZcA, 
Strand 

End 14296 

Method TBLASTX : Wheat 

End 2595 

Score 267 
.2593 

Seq. ID OJ990528_28. 9A01.C4 
Strand 

End 14296 

Method TBLASTX : Soybean 

End 2703 

Score 199 

.2665, 2671. .2703, 2672. .2701 

Seq. ID OJ990528_28. 9A01.C4 
Strand 

14296 

TBLASTX: Wheat 

3130 

259 



End 

Method 
End 
Score 
.3126 



Seq. ID OJ990528_28. 9A01.C4 
Strand . 

End • 14296 

Method TBLASTX: Maize 

End 3115 

Score 185 



Seq. ID OJ990528_28.9A01.C4 
Strand 

End 14296 



35138 



Name 

Start 

GI 

Exons 



OJ990528_28. 9A01.C4 .08 . tw Method TBLASTX : Wheat 

3226 End 3663 

none Score 69 

3226. .3267, 3295. .3408, 3296. .3409, 3454. .3663, 3455. .3607 



Seq. No. 35237 

Gene No. 72848 

Start 11479 

Name OJ990528_28 . 9A01 . C4 . o7 . tm 

Start 3346 

GI none 

Exons 3346. .3699 



Seq. ID OJ990528__28. 9A01.C4 
Strand 

End 14296 

Method TBLASTX : Maize 

End 3699 

Score 188 



Seq. No. 35237 

Gene No. 72848 

Start 11479 

Name OJ990528_28 . 9A01 . C4 . o7 . tw 

Start 3982 

GI none 

Exons 3982.. 4332, 4139.. 4333 



Seq. ID OJ990528_28.9A01.C4 
Strand 

End 14296 

Method TBLASTX : Wheat 

End 4333 

Score 112 



.Seq.„N.Q._ 35.2.3.7 . 

..Gene. .No.. . . .... 728.48 . .. ... , _ 

Start 11479 

Name OJ990528_28 . 9A01 . C4 . 06 . tm 

Start 4027 

GI none 

Exons 4027.. 4332, 4202.. 4318 



_Seq.. J D_ _QJL9 9.0.5 2&^Z8^.9&ai^CiL 

...Strand. . . . , .., . , 

End 14296 
Method TBLASTX : Mai ze 
End 4332 
Score 90 



Seq. No. 35237 

Gene No. 72848 

Start 11479 

Name OJ990528_28 . 9A01 . C4 . o9 . tw 

■Start 4366 

GI none 
Exons 



Seq. ID OJ990528_28.9A01.C4 
Strand 

End 14296 

Method TBLASTX : Wheat 

End 4626 

Score 66 



4366. .4458, 4367. .4564, 4369. .4566, 4579. .4626 



Seq. No. 35237 

Gene No. 72848 

Start 11479 

Name OJ990528_28 . 9A01 . C4 . o3 . ts 

Start ■ 9917 

GI - • none 
Exons 



Seq. ID OJ990528_28. 9A01.C4 
Strand 

End 14296 

Method TBLASTX : Soybean 

End 10167 

Score - 247 



9917. .10162, 9917. .10156, 9919. .10167 



Seq. No. 35237 

Gene No. 72848 

Start 11479 

Name OJ990528_28 . 9A01 . C4 . o4 . gs 

Start 11479 

GI none 
Exons 



Seq. ID OJ990528_28.9A01.C4 
Strand 

End 14296 

Method GENSCAN 

End 14296 

Score . 4 



11479. .11618, 12305. .12371, 12619. .12850, 12856. .12997, 
13759. . 13853, 13935.. 14296 



Seq. No. 
Gene No. 
Start 



35238 
72849 
1 



Seq. ID OJ990528_28.9A01.C5 
Strand + 
End 181 



35139 



Name OJ990528_28 . 9A01 . C5 . ol . np Method AAT/NAP 

Start 1 End 181 

GI 6063554 Score 99 

Exons 1 . . 181 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


35238 


Seq. ID 


OJ990528 


_28.9A01. 


C5 


Gene No. 


72850 


Strand 


+ 






Start 


551 


End 


827 






Name 


OJ990528 28.9A01.C5.ol.gp 


Method 


AAT/GAP 






Start 


551 


End 


827 






GI 


61605 1.R1084 


Score 


407 






Exons 


551. .827 










GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


137 Oryza 


sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 1 


Seq. No. 


35238 


Seq. ID 


OJ990528 


_28.9A01. 


C5 


Gene No. 


72851 


Strand 


+ 






Start 


4263 


End 


4374 






Name . . 


_ QJ^9.0.528..,28„._9Apl....C5^.o2..,gp. _ 


_-_M,e£.ho.cL 


..AAJ/GAP, 






.Star.t... - 


.., 4 2.63. ... - ...... 


™ -.End 


.A3 7.4 






GI 


uC-osflcyp088bl2bl 


Score 


160 






Exons 


4263. .4374 










GI Descrip. 


1 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


35238 


Seq. ID 


OJ990528 


_28.9A01. 


C5 


Gene No. 


72852 


Strand 


+ 






Start 


15340 


End 


32093 






Name 


OJ990528 28. 9A01.C5.o4 ,gs 


Method 


GENSCAN 






Start 


15340 


End 


32093 






GI 


none 


Score 


.45 






Exons 


15340. . 15541, 16038. .16185, 


16269. .16290, 16939 


. .17131, 






17 672. .17882, 17 97 9. . 18121, 


18390. . 18740, 18755 


. .19269, 






19575. .19774, 2004 7 .. 20312 , 


21544 . .21573, 21629 


. .22098, 






23125. .23194, 24 4'24 . . 24 634 , 


24894..24994, 27481 


. .27588, 






27758. .27822, 29388 .. 294 91 , 


31198 .. 31329, 31391 


. .31662, 






31664 . .31852, 32044.. 32093 










Seq-. No. 


35238 


Seq. ID 


OJ990528 


_28. 9A01. 


C5 


Gene No . 


72852 


Strand . 


+ 






Start 


-15340 * 


• ". End 


32093 






Name 


■ OJ990528 28.'9A01.C5.o4.np ' 


■ Method 


AAT/NAP 






Start 


16647 


End 


20470 






GI 


4680179 


Score 


4829 






Exons 


16647. .20470 










GI Descrip. 


(AF111709) polyprotein [Ory 


za sativa subsp. indica] 




Seq. No. 


35238 


Seq. ID 


OJ990528 


_28.9A01. 


C5 


Gene No. 


72853 


Strand 


+ 






Start 


39342 


End 


39826 






Name 


OJ990528 28.9A01.C5.o6.gs 


Method 


GENSCAN 






Start 


39342 


End 


39826 






GI 


none 


Score 


.83 






Exons 


39342. .39392, 39722.. 39826 











35140 




Seq. No. 


35238 


Seq. ID 


OJ990528_28.9A01 


.C5 


Gene No. 


,-72854 


Strand 


+ 




Start 


'a s~ r\ n n 

•4 6000 


End 


48283 




Name 


OJ990528_28 . 9A01 . C5 . o9 . gs 


Method 


GENSCAN 




Start 


4 6000 


End 


48283 




GI 


none 


Score 


.43 




Exons 


4 6000 .. 4 6082 , 4 64 28 . . 4 654 3 , 


46966. .47099, 4724 6 .. 47484 , 






47566. . 47602, 47865 48056, 


48164. .48283 




Seq. No. 


35238 


Seq. ID 


OJ990528_28.9A01 


.C5 


Gene No. 


72855 


Strand 


+ 




Start 


c r\ r\ "3 i 

50031 


End 


53320 




Name 


OJ990528 28 . 9A01 . C5 . olO . gs 


Method 


GENSCAN 




Start 


50031 


End 


53251 




GI 


none 


Score 


.52 




Exons 


50031 .. 50103/ 50832 .. 51505, 


51573. .51797, 51881. .53251 




Seq. No. 


35238 


Seq. ID 


OJ990528__28. 9A01 


. C5 


Gene No. 


72855 


Strand 


+ 




Start 


50031 


End 


53320 




Name 


. .Q.a95.Q5.2.a„2JB.,.9A01..CJ5^oa. l ,nE» 


. _MetAo,d..__ 


AAT./NAP_ ...... 




Start 


... .50.8 3-4 - 


... .End™ .... , 


5 3 320, 




GI 


4559347 


Score 


746 




Exons 


50834 . .51505, 5157 6 51797 , 


51881. .52066, 52349. .52508, 






52950.. 53320 








GI Descrip. 


(AC006585) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


35238 


Seq. ID 


OJ990528_28.9A01 


.C5 


Gene No. 


72856 


Strand 






Start 


933 


End 


3233 




Name 


OJ990528 28.9A01.C5.ol.gs 


Method 


GENSCAN 




Start 


933 


End 


3233 




GI 


none 


Score 


.45 




Exons 


933.. 1241, 1294.. 1686, 2795. 


.2945, 2977 


. .3233 




Seq. No. 


35238 


Seq. ID 


OJ990528_28.9A01 


.C5 


Gene No. 


72857 


Strand 






Start 


4524 


End 


12863 




Name 


OJ990528 28.9A01.C5.o2.gs 


Method 


GENSCAN 




Start 


4524 


End 


11271 




GI 


none 


Score 


.65 




Exons 


4S2.4..4765, 5059. .5118, 5195 


. .5195, .527 6. .5.4 97, 5699. .71.4-9, 




7268. ...7364, 9068.-. 9161, 9513 


..9705,. 10593. . 10803, 10885 


. 11 


Seq. No. 


35238 


Seq. ID 


OJ990528_28 . 9A01 


.C5 


Gene No. 


72857 - 


Strand 






Start 


4524 


End 


12863 




Name 


OJ990528 28.9A01.C5.o2.np 


Method 


AAT/NA-P 




Start 


9641 


End 


12863 




GI 


3319345 


Score 


668 




Exons 


9641. .9664, 11083 .. 11986, 12084 .. 12545, 


12647. . 12863 




GI Descrip. 


(AF077407) contains similarity to maize 


transposon MuDR 






(GB:M76978) [Arabidopsis thaliana] 






Seq. No. 


35238 


Seq. ID 


OJ990528_28.9A01 


.C5 


Gene No. 


72858 


Strand 







35141 



Start 
Name 
Start 
GI 

Exons 



36783 End 37286 

OJ990528_28 . 9A01 . C5 . o5 . gs Method GEN SCAN 

36783 End ■ 37286 

none Score .87 
36783. .37286 



Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . o7 . tm 

Start 11104 

GI none 

Exons 11104 .. 11307, 11179 .. 11229, 



Seq. ID OJ990528_28.9A01.C5 
Strand 

End 47881 

Method TBLASTX : Mai ze 

End 11308 

Score 48 
11207. .11308 



Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . 06 . ts 

Start 11309 

GI none 

Exons 11309. .11704 

..Seq,.., No ...-.35.238-.- r .~ - 

Gene No. ' 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . o5 . tm 

Start 11357 

GI none 

Exons 11357. .11461, 11537 .. 11878 , 



Seq. ID OJ990528_28. 9A01.C5 
Strand 

End . 47881 . 

Method TBLASTX : Soybean 

End 11704 

Score 206 



, ...Seq.. ,ID..-..OJ.99.052S :r 2^...9A0A.. i C5... 

Strand - ' - 

End 47881 

Method TBLASTX : Mai ze 

End 11953 

Score 4 9 
11879. .11953 



Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name * OJ990528_28 . 9A01 . C5 . o9 . tw 

Start 17130 

GI none 

Exons 17130. . 17270, 17131.. 17484 



Seq. ID OJ990528_28. 9A01.C5 
Strand 

End 47881 

Method TBLASTX: Wheat 

End 17484 

Score 238 



Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A0.1 . C5 . o7 . tw 

Start ■ . . ■ 17656 

GI - • none 

Exons 17656. . 17829, 17 670 .. 17828 , 
43654 . .43746 



Seq. ID OJ990528_28.9A01.C5 

Strand 

End 47881 

Method - TBLASTX: Wheat 

... End 43746 - . 

Score 157 ; 
17934 .. 18095, 17935 . ;i8129> ; 



Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . o4 . tm 

Start 17673 

GI none 

Exons-. 17673. . 17738, 17674 . . 17955, 
43741. .43890 



Seq. ID OJ990528_28.9A01.C5 

Strand 

End 47881 

Method TBLASTX : Maize 

End 43890 

Score 272 
177 66. . 17 954, 17800. . 17 955, 



Seq. No. 



35238 



Seq. ID OJ990528 28.9A01.C5 



35142 



Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . ol . ts 

Start 17833 

GI none 

Exons 17833. .17928, 4 3725 4 3859, 

Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . o4 . tw 

Start 17833 

GI none 

Exons 17833. .17934, 4 3747 44 148 , 
44102. .44149 



Strand 

End 47881 

Method TBLASTX : Soybean 

End 44148 

Score 74 
43726. . 44148, 4 3733. .44 035 

Seq. ID OJ990528_28. 9A01 ,C5 
Strand 

End 47881 

Method TBLASTX: Wheat 

End 44149 

Score 68 
43748. .43801, 43856. .44035, 



Seq. No. 35238 
Gene No. 72859 
Start 41355 

Name OJ990528_28 . 9A01 . C5 . o3 . ts . 

Start 18079 

GI_ . ... . none v „ _____ _ 

..Exons 1.8,079 .....18. LU-,, -1.8 0.8J ...... 18-11,0 ,. 

18277. .18468, 18278 .. 184 69, 

Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . o3 . tw 

Start 18277 

GI none 

Exons 18277. .18471, 18278 .. 184 69, 
43250. .4 3516, 4 3261. .43629, 

Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name 0 J9.90 52 8_2 8 . 9A0 1 . C5 . o 6 . tm 

Start 18278 

GI none 

Exons 18278. .18550, 18298 1854 6, 
43247. .43393 



Seq. ID OJ990528_28.9A01.C5 
Strand 

End 47881 

Method TBLASTX : Soybean 

End 43578 

„.£_cjor.e_ . 5 -2„. , v , _. Vl _ 

18,111. ..18263,. .1.81.5,0.. 182.7.5 V „^.. 

4 3228. .4 3578, " 4 324 7. .4 3417 

Seq. ID OJ990528__28.9A01.C5 
Strand 

End 47881 

Method TBLASTX : Wheat 

End 43650 

Score 132 
18367. .18471, 43225. .43650, 
43598. .43648 

Seq. ID OJ990528__28. 9A01.C5 
Strand 

End 4 7881 

Method TBLASTX: Maize 

End 43485 

Score 214 
43081. .43485, 43082. .43165, 



Seq. No. 35238 

Gene No. -72859 ' ■ ' 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . o5 . ts 

Start 18482 - . 

GI none 

Exons 18482. . 18619, 42991 .. 43212, 



Seq. ID OJ990528_28. 9A01.C5 

Strand - - 

End 47881 

Method TBLASTX : Soybean 

End 43213 

Score 100 
43061. .43213 



Seq. No. 35238 

Gene No. 72859 

Start '41355 

Name OJ990528_28 . 9A01 . C5 . o2 . tw 

Start 18485 

GI none 



Seq. ID OJ990528___28.9A01.C5 
Strand 

End 47881 

Method TBLASTX : Wheat 

End 43047 

Score ' 337 



35143 




Exons 


18485. . 


18754, 18517 


. . 18774 , 


18648. .18758, 18751 18897, 






18756. . 


18908, 18757 


. . 18 9 96, 


42769. .43047 




Seq. No. 


35238 






Seq. ID 


OJ990528_28. 9A01 


.C5 


Gene No. 


72859 






Strand 






Start 


41355 






End 


47881 




Name 


OJ990528 28.9A01.C5 


. oZ . tm 


. Method 


TBLASTX: Maize 




Start 


18557 






End 


43080 




GI 


none 






Score 


232 




Exons 


18557. . 


18748, 18559 


. .18 642, 


18661. .18741, 18757. . 18915, 






18762. . 


18908, 42769 


. . 43080, 


42782. .42976 




Seq. No. 


35238 






Seq. ID 


OJ990528_28. 9A01 


. C5 


Gene No. 


72859 






Strand 






Start 


41355 






End 


47881 




Name 


OJ990528 28.9A01.C5 


. OD . tW 


Method 


TBLASTX: Wheat 




Start 


19056 






End 


19460 




GI 


none 






Score 


303 




Exons 


19056. . 


19355, 19057 


. . 19359, 


19357. .19407, 19359 .. 19409, 






19391. . 


19456, 19407 


. . 194 60 








.Sejq.... JS!,o„._ 


,.35,2.38.^. 






_.u-S..e,q,_J.D,„. 


PJ9. 9.0. 5.2.8;„ 2£, 9AQX,£5.. 


-Gene No.. 


,72 85.9 _ 






... .Strand.,,.. 






Start 


41355 






- End 


47881 




Name 


OJ990528 28.9A01.C5 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


19252 






End 


19508 




GI 


none 






Score 


83 




Exons 


19252. . 


19359, 19255 


. . 19344 , 


19257. .19358, 19321 .. 19407, 






19348. . 


19407, 19371 


. .194 09, 


19407. .19508, 19412. .19507 




Seq. No. 


35238 






Seq. ID 


OJ990528_28. 9A01 


,C5 


Gene No. 


72859 






Strand 






Start 


41355 






End 


47881 




Name 


OJ99052 


8_28. 9A01.C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19311 






End 


19598 




GI 


none 






Score 


55 




Exons 


19311. . 


19355, 19312 


. . 19359, 


19357. .19410, 19359. .19406, 






19409. . 


19594, 19410 


. .19598, 


19440. .19595 




Seq. No. 


35238 






Seq. ID 


OJ990528__28. 9A01 


C5 


Gene No. 


72859 






Strand 






Start 


41355 






End 


47881 




Name 


■■ OJ99052 


8_28.-9A01.C5 


. ol . tw 


- Method ■ 


TBLASTX : Wheat 




Start' 


19467 






End 


42145 




GI 


none. 






Score 


609 




Exons 


19467. . 


20090, 19523 


. . 19981, 


19533. .2004 


8, 41840. .42145 




Seq. No. 


35238 






Seq. ID 


OJ990528_28. 9A01. 


C5 


Gene No. 


72859 


'i 




Strand 






Start 


41355 






End 


47881 




Name 


OJ99052 


8_28.9A01.C5 




Method 


TBLASTX: Soybean 




Start 


19518 






End 


42312 




GI 


none 






Score 


130 




Exons 


19518.. 


19727, 41999 


.42202, 


42000. .42206, 42 188 .. 4227 4 , 






42199. . 


42273, 42271 


.42312, 


42272. .42310 




Seq. No. 


35238 






Seq. ID 


OJ990528_28.9A01. 


C5 



35144 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



72859 Strand 

41355 End 

OJ990528_28 . 9A01 .C5.ol.tm Method 

19647 End 

none Score 



47881 

TBLASTX: Maize 

42049 

198 



19647. .19808, 19655 .. 19792, 19806 .. 20090, 1 982 6 . . 19957 , 
20072. .20233, 4 1840 .. 4 1893, 41900. .42049 



35238 
72859 
41355 

OJ990528_28. 9A01 . C5 . 06 . tw 

20098 

none 



Seq. ID OJ990528_2 8. 9A01.C5 



Strand 
End 

Method 

End 

Score 



47881 

TBLASTX: Wheat 

20425 

311 



20098. .20202, 20099 .. 20425, 20117 .. 20209, 20338.. 20424 



Seq. No. 


35238 




Seq. ID 


OJ99052E 


3_28 


.9A01 


.C5 


Gene No. 


72859 




Strand 










Start 


41355 




End 


47881 








Name 


OJ990528 28.9A01.C5 


o7 . gs 


Method 


GENSCAN 








Start 


'41355 




End 


41718 








.G.I .. _ . 


_none _ , . . ... 














Exons - . . 


. 4 135 5. -._4. 14, 1.7 ,.-.41.501. 


...,41*5:97.,- 


-..4.1.6.5.1 . .A 17 1 


8. .......„..,, 








Seq. No. 


35238 




Seq. ID 


OJ99052E 


i_28 


. 9A01 


.C5 


Gene No. 


72859 




Strand 










Start 


41355 




End 


47881 








Name 


OJ990528 28.9A01.C5 


06 . np 


Method 


AAT/NAP 








Start 


41413 




End 


47881 








GI 


6691191 




Score 


2773 








Exons 


41413. . 44354, 47796 


.47881 













GI Descrip. (AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . o2 . ts 

Start 41471 

GI none 

Exons 41471. .41524, 41510 .. 41596, 



Seq. ID OJ990528_28.9A01.C5 
Strand - . 

End . 47881 
Method TBLASTX : Soybean 
End 41998 
Score 128 
41609. . 41998, 41757. .41975 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35238 

72859 - 

41355. ' 

OJ990528_28 . 9A01 . C5 . oil . tw 

41606 

none 

41606. .41839, 4 1636 .. 4 1791 , 



Seq. ID OJ990528_28.9A01.C5. 
■ Strand 

End .47881. "... 

Method TBLASTX: Wheat 

End 41840 ' 

Score 87 
41781. .41840 



Seq. No. 35238 

Gene No. 72859 

Start 41355 

Name OJ990528_28 . 9A01 . C5 . 08 . gs 

Start 42226 

GI none 

Exons 42226. .42385, 42401 .. 43606, 
45160. .45344, 45485. .45696 



Seq. ID OJ990528_28 . 9A01 ,C5 
Strand 

End 47881 

Method GENSCAN 

End 45696 

Score .78 
43637. .44924, 44965 .. 45081, 



35145 



Seq. No. 


35238 


Seq. ID 


OJ990528_28.9A01.C5 


Gene No. 


72859 


Strand 




Start 


4 1355 


End 


47881 


Name 


OJ990528 28 . 9A01 . C5 . 08 . tw 


Method 


TBLASTX: Wheat 


Start 


42295 


End 


42627 


GI 


none 


Score 


276 


Exons 


422 95 . . 42627 






Seq. No. 


35238 


Seq. ID 


OJ990528_28.9A01.C5 


Gene No. 


i o o c n 
1 Zo D 9 


Strand 




Start 


41355 


End 


47881 


Name 


OJ990528 28 . 9A01 . C5 . ol . tc 


Method 


TBLASTX: Cress 


Start 


4 2334 


End 


42717 


/— > T 

bl 


none 


Score 


72 


Exons 


42334 .. 42627, 4 2335 .. 4 2 628 , 


42640. .42717 


Seq. No. 


35238 


Seq. ID 


OJ990528_28 . 9A01 .C5 


Gene No. 


72859 


Strand 




Start 


41355 


End 


47881 


Name 


OJ990528 28 . 9A01 . C5 . 08 . ts 


Method 


TBLASTX: Soybean 


S.tar.t.., 


. 4 2,7.6 & ._ , ... 


-_End_ 


A28.9J.^„„. „ 


.GI- - . .-. 


.^.none., . — .... 


Score.. 


.118 , 


Exons 


42760 .. 42894, 427 61 .. 42880, 


42778. .428 


94 


Seq. No. 


35238 


Seq. ID 


OJ990528_28.9A01.C5 


Gene No. 


72859 


Strand 




Start 


41355 


End 


47881 


Name 


OJ990528 28 . 9A01 . C5 . olO . tw 


Method 


TBLASTX: Wheat 


Start 


43047 


End 


43225 


GI 


none 


Score 


133 


Exons 


43047 43220, 4 3057 4 3224 , 


43058. .43225 


Seq. No. 


35239 


Seq. ID 


OJ990528_28.9A01.C6 


Gene No . 


72860 


Strand 


+ 


Start 


1 


End 


6753 


Name * 


OJ990528 28.9A01.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5879 


GI 


4885183 


Score 


333 


Exons 


1..28, 455. .499, 677. .708, 


1324 . . 1596, 


1624. .1932, 2111. .221 




2571. .2642, 4557. .4655, 4766.-. 4807, 4943. .5023, 5122. .5172, 




.5256. .5337, 5720. .5879 







GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



diaphanous-. 1 .gi | 62252 68 | sp | 060610 | DIA1-_HUMAN DIAPHANOUS PROTEIN 
HOMOLOG l.gi|2947238 (AF051782) diaphanous 1 [Homo sapiens] 



35239 
72860 
1 

OJ990528_28. 9A01 . C6 . ol . gs 

133 . 

none 



Seq. ID OJ990528_28 .'9A01 .C6 

Strand + 

End 6753 

Method GENSCAN 

End 6753 

Score .76 



133. .499, 623. .1922, 2092. .2215, 2571. .2642, 4557. .4655, 
4766. .4807, 5122. .5172, 5256. .5337, 5720. .5809, 6456. .6571, 
6700.. 6753 



Seq. No. 
Gene No. 



35239 
72861 



Seq. ID OJ990528_28 . 9A01 .C6 
Strand + 



35146 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8658 End 8843 

OJ990528_28 . 9A01 . C6 . o3 . np Method AAT/NAP 

8658 End 8843 

2244784 Score 58 
8658. .8843 

(Z97335) hypothetical protein [Arabidopsis thaliana] 



35239 
72862 
8558 

OJ990528_28. 9A01.C6.o2.ts 

4567 

none 



Seq. ID OJ990528_28.9A01.C6 
Strand 

End 9090 

Method TBLASTX : Soybean 

End 5805 

Score 8 9 



4567. .4656, 4567. .4656, 4763. .4807, 4771. .4815, 4939. .5013, 
4940. .5011, 5122. .5175, 5253. .5342, 5264. .5338, 5718. .5801, 
5719. .5805 



Seq. No. 35239 
Gene No. 72862 
Start 8558 

Name OJ990528_28 . 9A01 . C6 . ol . tw 

Start . . . 7203. 

. GI * : none _ ... . - ... .. . 

Exons 7203.. 7427, 7203.. 7520 



Seq. ID OJ990528_28. 9A01.C6 
Strand 

End 9090 

Method TBLASTX : Wheat 

.End ... ..... ..7.5.2.0. 

. Score . ...8.4- .... ... ..... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35239 
72862 
8558 

OJ990528_28. 9A01.C6.ol .ts 

7865 

none 



Seq. ID OJ990528_28. 9A01.C6 
Strand 

End 9090 

Method TBLASTX : Soybean 

End 8347 

Score 41 



7865. .7948, 7940. .7972, 7944. .7973, 8018. .8347, 8046. .8231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35239 
72862 
8558 

OJ990528_28. 9A01.C6.ol .tm 

7962 

none 

7962. .8279, ' 7967 . .8275 



Seq. ID OJ990528_28. 9A01.C6 

Strand - 

End 9090 

Method TBLASTX: Maize 

End 8279 

Score 240 



35239 

72862 

8558. 

OJ990528_28 . 9A01 . C6 . o2 . np 
8003 
4185148 
8003.. 8352 

(AC005724) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ990528_28.9A01.C6 

Strand - . 

End 9090 . ■ 

Method ' AAT/NAP ' ' •' 

End 8352 

Score 100 



Seq. No. 35239 

Gene No. 72862 

Start 8558 

Name OJ990528_28 . 9A01 . C6 . o2 . gs 

Start 8558 

GI none 



Seq. ID OJ990528_28.9A01.C6 
Strand 

End 9090 

Method GENSCAN 

End 9090 

Score .91 



35147 



Exons 


8558.. 8784, 88 62.. 9090 








Seq. No. 


35239 


Seq. ID 


OJ990528_28. 9A01 


.C6 


Gene No. 


72862 


Strand 






Start 


8558 


End 


9090 




Name 


OJ990528 28 . 9A01 . C6 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


8675 


End 


8869 




GI 


none 


Score 


182 




Exons 


8675.. 8869, 86 92.. 88 68 








Seq. No. 


35240 


Seq. ID 


OJ990528_28.9A01 


.C7 


Gene No. 


72863 


Strand 


+ 




Start 


400 


End 


1744 




Name 


OJ990528_28 . 9A01 .C7 . ol .gs 


Method 


GENSCAN 




Start 


400 


End 


1744 




GI 


none 


Score 


. 77 




Exons 


400. .516, 893. .961, 1661. 


.174 4 






Seq. No. 


3524 0 


Seq. ID 


OJ990528 28.9A01 


. C7 


Gene No. 


72864 


Strand 






Start 


3314 


End 


4564 




.Name.. . 


_„.QJ9.9..Q.5.2.8 ^2i..9A01^CZ..p2....g.a. 


^ ..J^ethpcL., 






-Start - 


.3.31.4...- _ ... , 


..... -End . . . 


.4564 




GI 


none 


Score 


.75 




Exons 


3314. .3513, ' 4513. .4564 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35241 Seq. ID 

72865 Strand 
1 End 
OJ990528_28 . 9A01 . C8 . ol . np Method 
1 End 
5295955 Score 

1..186, 242. .269, 951. .1065, 1608. .1707 
(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ990528 28.9A01.C8 



1707 
AAT/NAP 
1707 
417 

(EBV) genome. (V01555) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35241 Seq. ID 

72865 Strand 

1 End 

OJ990528_28. 9A01 . C8 . ol . gs Method 

44 6 End 

none . - Score 

446. .534, 942. .1065, -1540. .1683 



OJ990528_28.9A01.C8 

1707 
GENSCAN 
1683 
.63 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



35242 
72866 
1473 

OJ990528__28 . 9A01 . C9 . ol . gp 
1473 

10994_1 .R1084 
1473. .1677, 1834 



Seq. ID OJ990528_2'8.9A01.C9 
Strand 
End 

Method 
End 
Score 
1909,- 2031. .2242 
' 4 4 67145/emb | CAB37514 | 7.0e-29 (AL035540) farnesylated protein 
( ATFP6 ) [Arabidopsis thaliana] f 



OJ990528_2'8.9A01. 
+ 

2338 
AAT/GAP 
2242 
888 



35242 
72866 
1473 



Seq. ID OJ990528_28.9A01.C9 
Strand + 
End 2338 



35148 



Name 


OJ990528 28 


9A01.C9.ol.np 


Method 


AAT/NAP 


Start 


1648 




End 


2338 


GI 


4097573 ' 




Score 


448 


Exons 


1648. .1677, 


1834. .1909, 2031. 


. 2338 




GI Descrip. 


(U64917) GMFP7 [Glycine max] 






Seq. No. 


35242 




Seq. ID 


OJ990528_28. 9A01.C9 


Gene No. 


72867 




Strand 


+ 


Start 


8435 




End 


9207 


Name 


OJ990528 28. 


9A01.C9.o3.gs 


Method 


GENSCAN 


Start 


8435 




End 


9207 


GI 


none 




Score 


.79 


Exons 


8435. .8593, 


8858.. 9001, 9019. 


. 9207 




Seq. No. 


35242 




Seq. ID 


OJ990528_28 . 9A01 .C9 


Gene No . 


72868 




Strand 


+ 


Start 


11310 




End 


11753 


Name 


OJ990528 28. 


9A01.C9.o5.gp 


Method 


AAT/GAP 


Start 


11310 




End 


11753 


GI 


uC-osroM202031.al2bl 


Score 


830 


Exons 


11310. .11753 






JS.L_ne.5jc.r.i.p,.-» 




- — - -■■ 


;.S - 1 r an s, fexa s e s~ . c DN A . .E S.T. .y.k53 6e 7 ...3„ comes., from, thi.s~g.ene 




[Caenorhabditis elegans] ' 






Seq. No. 


35242 




Seq. ID 


OJ990528_28.9A01.C9 


Gene No . 


72869 




Strand 




Start 


2316 




End 


2654 


Name 


OJ990528 28. 


9A01.C9.o2.gp 


Method 


AAT/GAP 


Start 


2316 




End 


2654 


GI 


uC-osroM202016al2al 


Score 


615 


Exons 


2316. .2654 








GI Descrip. 


'6069643/dbj 


|AP000616.1|AP000616 l.Oe- 


152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 T 




Seq. No. 


35242 




Seq. ID 


OJ990528_28. 9A01.C9 


Gene No. 


72870 




Strand 




Start 


6382 




End 


18389 


Name 


OJ990528 28. 


9A01.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


1582 




End 


2341 


GI 


none 




Score 


141 


Exons 


1582. .1683, 


1597.. 1677, 162-3. 


.1685, 1827. .1907, 1827.. 1910, 




1828. .1911, 


2029. .2340, 2030. 


.2341, 2303. ,2341 


Seq. No. 


" 35242 




Seq. ID 


OJ990528_28 . 9A01 . C9 


Gene No. 


72870 




Strand 




Start 


6382 




End 


18389 


Name 


OJ990528 28. 


9A01.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


1827 




End 


2341 


GI 


none 




Score 


111 


dauiio 


1827. .1910, 


1831.. 1911, 2029. 


2238, 2030.. 2236, 2237.. 2341, 




2278. .2340 








Seq. No. 


35242 




Seq. ID 


OJ990528_28. 9A01.C9 


Gene No. * 


72870 




Strand 




Start 


6382 




End 


18389 


Name 


OJ990528 28. 


9A01.C9.ol.ts 


Method 


TBLASTX : Soybean 



35149 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

-.SjgLq. JSJjD. „ 

, -Gene -.No 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1827 End 2350 

none Score 119 

1827. .1910, 1828.. 1911, 2029.. 2343, 2030.. 2350 



35242 
72870 
6382 

OJ990528_28 . 9A01 . C9 . o2 . gs 

6382 

none 

6382.. 6960, 6965.. 7048 



Seq. ID OJ990528_28.9A01.C9 
Strand 

End 18389 

Method GENSCAN 

End 7048 

Score .96 



35242 
72870 
6382 

OJ990528_28 . 9A01 . C9 . o2 . np 
6709 
5852180 

6709. .7081, 8111. .8187, 17885. .17928 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990528_28 . 9A01.C9 
Strand 

End 18389 

Method AAT/NAP 

End 17928 

Score 376 



..3.5.2 42 : „ ™Se,q^. . J_D W i^a0.5,2.8^25..^0X JI9,._....---, 

,7.2.8,1Q.-.-,-^^."......-.-., ^..^trand-.,.--^ t ,„. ? « v . n ______ ... . 

6382 " . End 18389 

OJ990528_28 . 9A01 . C9 . o4 . gp Method AAT/GAP 

8470 End 8775 

61605_3.R1084 Score 439 

8470. .8775 

' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 35242 

Gene No. 72870 

Start 6382 

Name ■ OJ990528_28 . 9A01 . C9 . o4 . gs 

Start 9823 

GI none 
Exons 



Seq. ID OJ990528_28.9A01.C9 
Strand 

18389 
GENSCAN 
14842 



End 

Method 
End 
Score 



9823. .9939, 11777 .. 1 1854 , 12 605 .. 12674 , 13704 .. 13783 , 
13860. .13978, 144 63 . . 14 54 1, 14 804. .14 842 



Seq. No. 35242 
Gene No. - 72870 

Start 6382 . . - . .. - 

Name OJ990528_28 . 9A01 . C9 . o3 . tm 

Start 9979 

GI none 
Exons 



Seq. ID OJ990528_28.9A01.C9 
Strand 

End 18389 .. 

Method ; TBLASTX : Maize 

End * 10321 

Score 62 



997 9. .10086, 10088. .10141, 10154. .10252, 1017 3. .1028 6, 
10268. .10321 



Seq. No. 35242 

Gene No. 72870 

Start 6382 

Name OJ990528_28 . 9A01 . C9 . o3 . np 

Start 11631 

GI 6560732 

Exons 11631. .11696, 11777 .. 11836, 
138 60. . 13978, 14 4 60. . 14 606, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12587. .12674, 
17615. .17681, 



OJ990528 28.9A0l.C9 



18389 
AAT/NAP 
18373 
422 

13704 . 
17769. 



.13783, 
.17969, 



35150 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18037. . 18373 

(AF209069) hypothetical protein [Homo sapiens] 



35242 
72870 
6382 

OJ990528_28 . 9A01 . C9 . ol . tw 

11635 

none 

11635. . 11685, 1164 3. . 11714, 
11652. . 11723, 117 69. .118 61, 
12605. .12676, 12606. .12719, 
13676. . 13783, 13704 . . 13784, 
13858. . 13953, 13860. .13952 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11644 . . 11718, 



OJ990528 28.9A01.C9 



11775. 
12607. 
13711. 



18389 

TBLASTX: Wheat 
13953 
67 

11645. . 11716, 
11849, 11777. .11860, 
12678, 12608. .12679, 
13785, 13853. .13951, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.EXQX1S..,._ _ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35242 
72870 
6382 

OJ990528_28 . 9A01 . C9 . o2 . ts 
17611 
none 



18389 

TBLASTX: Soybean 
17855 
93 



Seq. ID OJ990528_28.9A01.C9 
Strand 
End 

Method 
.End 
Score 



35242 Seq. ID 

72870 Strand 

6382 End 

OJ990528_28 . 9A01 . C9 . o2 . tm Method 

17767 End 

none Score 



OJ990528_28 . 9A01 ,C9 
18389 

TBLASTX: Maize 

18115 

122 



17767. .17871, 177 69 .. 17879, 177 69 17888 , 17770 .. 17883, 
17880. . 17969, 1788 6 17 969, 18031 .. 18 108 , 18038. .18115 



Seq. No. 35242 Seq. ID OJ990528_28 . 9A01 . C9 

Gene No. 72870 Strand 

Start 6382 End 18389 

Name OJ990528_28 . 9A01 . C9 . 06 . gp Method AAT/GAP 

Start 17803 End 18389 

GI 26088JL.R1084 Score 1020 

Exons 17803. . 17969, 18037. .18389 

GI Descrip. ' 387 9119/emb | CAA94 368 . 1 | 2.0e-17 (Z70310) similar to Glutathione 
S-transf erases . ; cDNA EST yk536e7.3 comes from this gene 
[Caenorhabditis elegans] • 



Seq. No; 352,43 
Gene No. ' ' ' 72871- 
Start 4070 

Name OJ990528_28 . 9A01 . C10 . o2 . gs 

Start 4070 
GI none 

Exons 4070.. 5183, 6300.. 6540, 8618 

94 90. .10618, 10671. . 11655, 12652. .127 65, 13301. .14 32 9, 
14448. . 14960 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_28. 9A01.C10 
+ ' 
14960 
GENSCAN 
14960 
.43 



,8848, 8993. .9113, 9151. .9307, 



Seq. No. 35243 

Gene No. 72871 

Start 4070 

Name OJ990528_28 . 9A01 . C10 . ol . gp 



Seq. ID OJ990528_28.9A01.C10 

Strand + 

End 14960 

Method AAT/GAP 



35151 



Start 6352 End 7086 

GI 101153_1.R1084 Score 578 

Exons 6352.. 6540, 6858.. 7086 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t!7804 ' 



Seq. No. 


35243 


Seq. ID 


OJ990528 


_28. 9A01. 


C10 


Gene No. 


72871 


Strand 


+ 






Start 


4070 


End 


14960 






Name 


OJ990528 28.9A01.C10.o2.gp 


Method 


AAT/GAP 






Start 


7104 


End 


7531 








2428185 


Score 


801 






Exons 


7104 . .7531 










GI Descrip. 


585217 0/emb | AL117265. 1 IOST17 


804 l.Oe- 


177 Oryza 


sativa 






indica (GLA4) genomic DNA, chromosome 


4, BAC clone:tl7804 


Seq. No. 


35243 


Seq. ID 


OJ990528 


_28. 9A01. 


C10 


Gene No. 


72871 


Strand 


+ 






Start 


4070 


End 


14960 






Name 


OJ990528 28.9A01.C10.ol.np 


Method 


AAT/NAP 






Start 


9223 


End 


12324 






3X . 


^6633385. .. , _ 


. _S. co re- 


,...,4.6,4.9 „ 






.Ex£xns .~,... JU 


-,92.2.3,....a2.a4- f .,.95-a4, ,.12324., _ , 










GI Descrip. 


(AP000969) Similar to copia- 


type pol 


polyprotein. (AF105716 




[Oryza sativa] 










Seq. No. 


35243 


Seq. ID 


OJ990528 


_28 . 9A01 . 


C10 


Gene No. 


72872 


Strand 








Start 


485 


End 


1595 






Name 


OJ990528 28.9A01.C10.ol.gs 


Method 


GENSCAN 






Start 


485 


End 


1595 






GI 


none 


Score 


.48 






Exons 


485. .658, 899. .1033, 1371. .1595 








Seq. No. 


35243 


Seq. ID 


OJ990528 


_28.9A01. 


C10 


Gene No. 


72873 


Strand 








Start 


8060 


End 


9474 






Name 


OJ990528 28.9A01.C10.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


4172 


End 


9303 




GI 


none 


Score 


73 






Exons 


4172.. 4279, 4283.. 4618, 9108 


. .9149, 9175. .9303 






Seq . No . 


35243 


Seq. ID 


• OJ990528 


_28. 9A01. 


C10 


Gene No . 


72873 


Strand 








Start 


8060 


" End 


9474 






Name 


OJ990528 28. 9A01.C10.o4 .tw 


Method 


TBLASTX: 


Wheat 




Start 


4175 


End 


4570 






GI 


none 


Score 


259 






Exons 


4175. .4270, 4177. .4275, 4178 


. .4570 


"t 






Seq. No. 


35243 


Seq. ID 


OJ990528 


_28. 9A01. 


C10 


Gene No . 


72873 


Strand 








Start 


8060 


End 


9474 






Name 


OJ990528 28.9A01.C10.o7.tm 


Method 


TBLASTX: 


Maize 




Start 


4328 


End 


4729 






GI 


none 


Score 


220 






Exons 


4328. .4729, 4469. .4579 











35152 



Seq. No. 35243 

Gene No. 72873 

Start 8060 

Name OJ990528_28 . 9A01 . CIO . o3 . gp 

Start 8060 

GI 61605_3.R1084 

Exons 8060.. 8358 

GI Descrip. ' 14 02920/emb | CAA66965 I 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990528_28.9A01.C10 
Strand 

9474 
AAT/GAP 
8358 
448 



End 

Method 

End 

Score 



Seq. No. 35243 

Gene No. 72873 

Start 8060 

Name OJ990528_28 . 9A01 . C10 . 06 . tm 

Start 9056 

GI none 
Exons 



Seq. ID OJ990528_28.9A01.C10 
Strand 

End 9474 

Method TBLASTX : Mai ze 

End 9396 

Score 96 



9056. .9130, 9057. .9134, 9154. .9396, 9162. .9395 



Seq. No. 35243 

Gene No. 72873 

Start 80.60 _ _ r ..End 

Name-- ..0 J 9.9-0 52-8 _2.&. 9A0.1 C10 .p5 . tw Method, 

Start • 9175 End 

GI none Score 

Exons 9175.. 9474, 9180.. 9209, 9264.. 9389 



Seq. ID OJ990528_28.9A01.C10 
Strand 

£4.74 , „ 

TBLASTX-:. Wheat . 

9474 
221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35243 
72874 
9397 

OJ990528_28.9A01.C10.o5.tm 

9397 

none 



Seq. ID OJ990528_28.9A01.C10 
Strand 

End 10584 

Method TBLASTX : Mai ze 

End 9791 

Score 131 



9397. .9513, 9405. .9512, 9515. .9790, 9519. .9791 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



35243 
72874 
9397 

OJ990528_28.9A01.C10.ol.tw 

9555 

none 



Seq. ID OJ990528_28.9A01.C10 
Strand 

End 10584 

Method TBLASTX : Wheat 

End 10127 

Score 240 

9555. .9803, 9563. .9787, 9725. .9832, 9727. .9855, 9814. .9858, 
9839. .10126, 9846. .10127 



Seq. No. 35243 

Gene No.' 72874 

Start 9397 

Name OJ990528_28 . 9A01 . C10 . o2 . tm 

Start 9792 

GI none 
Exons 



Seq. ID OJ990528_28.9A01.C10 
Strand 

End 10584 

Method TBLASTX : Mai ze 

End 10584 

Score 105 



9792.. 9863, 9797.. 10537, 9864. .10538, 9943.. 10548, 10540.. 10584 



Seq. No. 35243 

Gene No. 72874 

Start 9397 

Name OJ990528_28 . 9A01 . C10 . o3 . ts 

Start 9972 



Seq. ID OJ990528_28.9A01.C10 
.Strand 

End 10584 

Method TBLASTX : Soybean 

End 10433 



35153 




GI 


none 




Score 


312 




Exons 


9972.. 10433, 9992.. 10282 








Seq. No. 


35243 




Seq. ID 


OJ990528 28.9A01 


.C10 


Gene No. 


72874 




Strand 






Start 


9397 




End 


10584 




Name 


OJ990528 28.9A01.C10 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


10008 




End 


10430 




GI 


none 




Score 


226 




Exons 


10008. .10430 










Seq. No. 


35243 




Seq. ID 


OJ990528_28. 9A01 


.C10 


Gene No. 


72874 




Strand 






Start 


9397 




End 


10584 




Name 


OJ990528 28.9A01.C10 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10215 




End 


10538 




GI 


none 




Score 


127 




Exons 


10215. .10304, 10217. 


.10291, 


102 90. . 104 54, 10293. . 104 57, 






10304 . . 10468, 10479. 


. 10538 








Seq. No.. 


35243 




Seq. ID 


OJ99052.8_28.9A01 


.C10 


.Gene,, No ... . _ 


. 72.875. ■_ 




, ..Strand... 






Start. ... „~. 


,. .10665- ... . 




,.,,.End , 


alibis JZZJ~Z^ZZ. 




Name 


OJ990528 28.9A01.C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10665 




End 


10982 




GI 


none 




Score 


471 




Exons 


10665. . 10982, 10666. 


10980 








Seq. No. 


35243 




Seq. ID 


OJ990528_28. 9A01 


.C10 


Gene No. 


72875 




Strand 






Start 


10665 




End 


11535 




Name 


OJ990528 28.9A01.C10 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


10689 




End 


11297 




GI 


5509260 




Score 


240 




Exons 


10689. .10904, 10690. 


10905, 


10914. .11297, 10915.. 11295 




GI Descrip. 


- 










Seq. No. 


35243 




Seq. ID 


OJ990528_28. 9A01 


.C10 


Gene No. 


72875 




Strand 






Start 


10665' 




End 


11535 




Name 


OJ990528 28.9A01.C10. 


o2.tw 


Method 


TBLASTX: Wheat 




Start. 


10815 




End 


11283 




GI . 


none ' .... 




- Score 


89 




Exons. 


10815.... 10904, 10831. . 


10905, 


108 99. .10 934, 10926 . . 1108 1 , 






10934.. 11140, 10936.. 


11283, 


10938.. 11270 




Seq. No. 


35243 




Seq. ID 


OJ990528_28. 9A01 


.C10 


Gene No. 


72875 




Strand 






Start 


10665 




End 


11535 




Name 


OJ990528 28..9A01.C10. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10897 




End 


11178 




GI 


none 




Score 


210 




Exons 


10897. .11178, 10899. . 


11144 








Seq. No. 


35243 




Seq. ID 


OJ990528_28. 9A01 


.C10 


Gene No. 


72875 




Strand 






Start 


10665 




End 


11535 





35154 




Name 


OJ990528_28 . 9A01 . CIO . 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


11099 




End 


11535 






GI 


none 




Score 


626 






Exons 


11099. .11506, 11100. . 


11534, 


11101. .11535 






Seq. No. 


35243 




Seq. ID 


OJ990528 


_28.9A01 


.C10 


Gene No. 


72876 




Strand 








Start 


11467 




End 


12357 






Name . 


OJ990528 28.9A01.C10. 


06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


114 67 




End 


11883 






GI 


none 




Score 


87 






Exons 


114 67 .. 11619, 11647.. 


11883 










Seq. No. 


35243 




Seq. ID 


OJ990528 


_28.9A01 


.C10 


Gene No. 


72876 




Strand 








Start 


114 67 




End 


12357 






Name 


OJ990528 28.9A01.C10. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


11650 




End 


12357 






GI 


none 




Score 


978 






Exons 


11 650.. 12 35 4, 11658.. 


12347, 


11998. .12357 






Seq. Jo. 


35243„ ... „ 




_.,.„Seq.....ip 


OJ990528 


.2.8^9APU-C!Q_ 


Gene.. No... - ~, 


.. 7287,6 _ . 




- .Strand., 






— — 


Start 


114 67 




End 


12357 






Name 


OJ990528_28 . 9A01 . C10 . 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


11668 




End 


12309 






GI 


none 




Score 


298 






Exons 


11668 .. 12057, 11680.. 


11796, 


11892. .12056, 12076 


. .12309 




Seq. No. 


35243 




Seq. ID 


OJ990528 


_28.9A01 


.C10 


Gene No. 


72876 




Strand 








Start 


114 67 




End 


12357 






Name 


OJ990528_28 . 9A01 . C10 . 


o7 . tw 


Method 


TBLASTX: 


Wheat 




Start 


11893 




End 


12273 






GI 


none 




Score 


94 






Exons 


11893. .12066, 11961.. 


12041, 


12085. .12273, 12144 


. .12260 




Seq. No. 


35244 




Seq. ID 


OJ990428 


_21.9A08 


.CI 


Gene No. 


72877 




Strand 


+ 






Start 


28 




End 


85 






Name 


OJ990428 21.9A08.Cl.ol.gs 


Method 


GENSCAN 






Start 


28 




End 


85 






GI • - 


none 




Score 


.89 






Exons 


28. .85 . . 












Seq. No. 


35245 




Seq. ID 


OJ990428 


_21.9A08 


.C2 


Gene No . 


72878 




Strand 


+ 






Start 


439 




End 


820 






Name 


OJ990,428 21.9A08.C2.ol.gp 


Method 


AAT/GAP 






Start 


439 




End 


820 






GI 


uC-osflcyp033a04bl 




Score 


679 






Exons 


439. .820 












GI Descrip. 


■ 6016845/dbj IAP000570 


.1IAP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ' 








Seq. No. 


35245 




Seq. ID 


OJ990428 


_21. 9A08 


.C2 


Gene No. 


72879 




Strand 









35155 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

.GI...., . _ . 

Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



367 



OJ990428_21 . 9A08 . C2 . ol . np 
367 

4680186 
367. .597, 724. .825 

(AF111709) unknown [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



825 

AAT/NAP 
825 
.267 



35245 
72879 
367 

OJ990428_21 . 9A08 . C2 . o2 . np 
669 

5852180 
669. .739, 792. .825 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990428_21.9A08.C2 
Strand 

End 825 

Method AAT/NAP 

End 825 

Score 51 



35246 
72880 
265 

OJ990428_21 . 9A08 .C5.ol.np 
265 

,.,4 68.0204 ... . _ r „ 



Seq. ID OJ990428_21.9A08.C5 

Strand + 

End 4643 

Method AAT/NAP 

End 4643 

......Score .. .8.91 _ 



..2.6.5-. , 1701, ,17.97 ... 22.9.3, 45,92.. ..4 643..- , . . ..... 

(AF114171) hypothetical protein [Sorghum bicolor] 



35246 
72881 
4225 

OJ990428_21. 9A08 . C5 . ol . gp 
4225 

uC-osflcyp033a04bl 
4225. .4606 

' 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990428_21.9A08.C5 
Strand 

End 4606 

Method AAT/GAP 

End 4606 

Score 659 



Seq. No. 


35246 




Seq. ID 


OJ990428_21.9A08 


.C5 


Gene No. 


72882 




Strand 






Start 


6675 




End 


7634 




Name 


OJ990428 21. 9A08.C5.o3 


. tw 


Method 


TBLASTX : Wheat* 




Start 


910 




End 


1311 




GI 


none 




Score 


214 




Exons 


910. .1146, 910. .1104, 


966. .1151, . 1141 


. .1311, 1236. .1310 




•Seq: No. . 


35246 . * " 




Seq. ID 


OJ990428_21.9A08 


,C5 


Gene No. 


72882 




Strand 






Start 


6675 




End 


7634 




Name 


OJ990428 21.9A08.C5.o2 


.np 


Method 


AAT/NAP 




Start 


6675 


End 


7634 




GI 


4680179 




Score 


1301 




Exons 


6675. .7634 . 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


35246 




Seq. ID 


OJ990428_21.9A08 


.C5 


Gene No. 


72882. 




Strand 






Start 


6675 




End 


7634 




Name 


OJ990428 21.9A08.C5.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


6780 




End 


7053 





35156 




GI none Score 157 



Exons 


6780 . . 7052, 


6784 . . 7053 




Seq. No. 


35246 




Seq. ID OJ990428_21.9A08.C5 


Gene No . 


"7 O O O O 

72882 




Strand 


Start 


6675 




End ■ 7634 


Name 


OJ990428 21 


. 9A08 .C5.ol.tm 


Method TBLASTX: Maize 


Start 


6900 




. End 74 99 


GI 


none 




Score 234 


Exons 


6900 . .734 0, 


6916 . . 7338 , 7338 . 


.7499, 7345 . . 7491 


Seq. No. 


35246 




Seq. ID OJ990428_21. 9A08.C5 


Gene No . 


"7 O O O O 

72882 




Strand 


Start 


6675 




End 7634 


Name 


ujyyu42o zi 


. yAUo . Co . oi . tw 


Method TBLASTX : Wheat 


Start 


7053 




End 7634 


GI 


none 




Score 90 


Exons 


7053 . . 7634 , 


7056. . 7307, 7165. 


. 7506, 7338 . . 7586 


Q r*t KI r\ 
OcCJ . IN U . 


JJZ4 / 




Seq. ID OJ990428_21.9A08.C6 


Gene No. 


72883 




Strand + 


Start . . 






„.End__..„ ..,885.4 _ ..... 


.Name - . . 


T.OJ99042a .21 


. 9A0a.C6...o2.np s 


Method. . AAT/NAP — : 


Start 


1 




End 2983 


GI 


6069646 




Score 138 


Exons 


1. .27, 2585 


. .2983 




GI Descrip. 


(AP000616) 


similar to putative reverse transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thalia na chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


35247 












Seq. ID 


OJ990428 


_21. 9A08 .C6 


Gene No. 


72883 












Strand 


+ 




Start 


1 












End 


8854 




Name 


OJ99042.8 


_21 


.9 AO 8 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


399 












End 


480 




GI 


none 












Score 


.49 




Exons 


399. . 


480 
















Seq. No. 


35247 












Seq. ID 


OJ990428 


_21.9A08.C6 


Gene No. 


72883 












Strand 


+ 




Start 


1 












End - 


88 54 




Name 


OJ990428 


21 


9 AO 8 


.C6.o2. 


gs 


Method 


GENSCAN. 




Start 


1513 - 












End 


8854 




GI 


none 












Score 


.47 




Exons 


1513. 


. 1542, 


2137 


.2262, 


3595. 


.3747, 3831. .3872, 


3945. . 4216, 




5968. 


.6097, 


6329 


.6606, 


6637. 


.6742, 7044. .7173, 


7200. .7405, 




7483. 


.7639, 


8580 


.8854 










Seq. No. 


35247 












Seq. ID 


OJ990428 


_21.9A08.C6 


Gene No. 


72883 












Strand 


+ 




Start 


1 












End 


8854 




Name 


OJ990428 


21. 


9A08, 


C6.o3. 


np 


Method 


AAT/NAP 




Start 


6112 












End 


7139 




GI 


2454602 










Score 


385 




Exons 


6112. 


.6258, 


6342. 


.6709, 


7012. 


.7139 







35157 



GI Descrip. (AF016327) Barperml [Hordeum vulgare] 



Seq. No. 35247 Seq. ID OJ9904 28_21 . 9A08 . C6 

Gene No. 72884 Strand 

Start 617 End 694 

Name OJ990428_21.9A08.C6.ol.np Method AAT/NAP 

Start 617 End 694 

GI 6630699 Score 79 

Exons • 617 . . 694 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


35247 


Seq. ID 


OJ9904 28_21. 9A08 .C6 


Gene No. 


72885 


Strand 




Start 


2576 


End 


3017 


Name 


OJ990428 21. 9A08 .C6.ol . tm 


Method 


TBLASTX: Maize 


Start 


2576 


End 


3017 


GI 


none 


Score 


91 


Exons 


2576. .2689, 2584. .2670, 2726. 


2749, 27 


86. .3016, 2787. .3017 


Seq... -No ._ 


352.47 , , . „ _ 


Seq. _ ID., 


. , Q.J 9 904 28 _2 J. 9A0J,. ? £A .. 


.Gene- -No 


.-72886 . . .... 


.Strand 


. ... . ..... ...^ - - — ^...^..-^ ,, 


Start 


3064 


End 


3276 


Name 


OJ9904 28_21. 9A08 . C6 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


3064 


End 


3276 


GI 


none 


Score 


220 


Exons 


3064. .3276, 3067. .3261 






Seq. No. 


35248 


Seq. ID 


OJ990428_21. 9A08 .C7 


Gene No. 


72887 


Strand 


+ 


Start 


140 


End 


244 


Name 


OJ990428 21.9A08.C7.ol.gs 


Method 


GENSCAN 


Start 


140 


End 


244 


GI 


none 


Score 


. 6 


Exons 


140. .244 






Seq. No. 


35248 


Seq. ID 


OJ990428_21.9A08.C7 


Gene No. 


72888 


Strand 


+ 


Start 


2338 


End 


2451 


Name 


OJ990428 21.9A08.C7.ol.gp 


Method 


AAT/GAP 


Start 


2338 - • - 


End 


24 51 - 


GI ■ ■■ 


LIB34 7 7-003-Pl T Kl-E9 


Score 


96 


Exons • 


■ 2338. -.2451 - 






GI Descrip. 


'2498586/sp|Q40638 |MP01 ORYSA 


2.0e-24* 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY SI) >gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


35248 


Seq. ID 


OJ990428_21.9A08.C7 


Gene No. 


7,2889 


Strand 




Start 


1 


End 


7717 


Name 


OJ990428 21.9A08.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


7717 


GI 


3450883 ' 


Score 


93 


Exons 


1..39, 2159. .2257, 5199. .5342, 


5848. .6458, 7678. .7717 


GI Descrip. 


(AF083334) fibroin [Antheraea 


pernyi] 





35158 



Seq. No. 35248 

Gene No. 72889 

Start 1 

Name OJ990428_21 . 9A08 . C7 . o2 . gs 

Start 1718 

GI none 

Exons 1718. .1794,- 2087. .2265, 3288, 
5425.-5533, 5627. .5784, 5790. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 21.9A08.C7 



7717 
GENSCAN 
5942 
.55 

.3469, 4824. .5093, 5187. 
.5942 



,5348, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35249 
72890 
464 

OJ990428 
464 
none 
464 . . 632 



21.9A08.C8.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_21.9A08.C8 
632 

GENSCAN 

632 

.95 



Seq. No. 


35250 








Seq. ID 


OJ990428 


_21. 


9A08. 


C9 


Gene No". 


72891 








Strand 


+ 








Start 


588 








End 


1397 








Name 


OJ990428 21 


9 AO 8 


.C9.ol 


.gs 


Method 


GENSCAN 








.Start „ 


:5_&8_ y - r 








..... .. End. . 


..13£7_. _ 








GI,. . . . 


■ ... - none. , ....... , 








Score 


.87.. 








Exons 


588. .1397 


















Seq. No. 


35250 








Seq. ID 


OJ990428 


_21. 


9 AO 8. 


C9 


Gene No . 


72892 








Strand 


+ 








Start 


1647 








End 


6160 








Name 


OJ990428 21 


9A08 


.C9.ol 


. np 


Method 


AAT/NAP 








Start 


1647 








End 


6160 








GI 


4680179 








Score 


5377 








Exons 


1647. .2726, 


2760 


. .6160 















GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 35250 Seq. ID 

Gene No. 72893 Strand 

Start 8244 End 

Name OJ990428_21 . 9A08 . C9 . o2 . gp Method 

Start 8244 End 

GI uC-osflcyp033a04bl Score 

Exons 8244.. 8625 

GI Descrip. ■ ' 601 68 45/db j | AP000570 . 1 | AP000570 3.0e-59 Oryza . sativa- genomic 
DNA, chromosome 1, clone : P07 11E10 1 . - 



OJ990428_21.9A08.C9 
+ 

8625 
AAT/GAP 
8625 
679 



Seq. No. ' '35250 

Gene No. 72894 

Start 18789 

Name OJ990428_21 . 9A08 . C9 . o5 . gs 

Start 18789 

GI none 

Exons 18789. .18839, 19235 . . 1 94 11 , 
22279. .22380, 23962.. 24126 



Seq. ID OJ990428_21.9A08VC9 

Strand + 

End 24126 

Method GENSCAN 

End 24126 

Score .42 
21254 . .21391, 2 14 33 .. 21507 , 



Seq. No'. 35250 Seq. ID 

Gene No. 72895 Strand 

Start 6909 End 

Name OJ9904 28_21 . 9A08 . C9 . o2 . np Method 



OJ990428_21.9A08.C9 

14961 
AAT/NAP 



35159 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons , . 

. GI,,- Descrip,. 



6909 End 12110 

5852180 Score 568 

6909. .7321, 7373. .7491, 8474. .8527, 11987. .12110 
(AL117265) zhbOOOlO.l [Oryza sativa] 



35250 
72895 
6909 

OJ990428_21.9A08.C9.o3.gs 

8452 

none 



Seq. ID OJ990428_21.9A08.C9 
Strand 

End 14961 

Method GENSCAN 

End 14961 

Score .61 



84 52. .8527, 9723. .9853, 10025. . 1024 8, 104 00 .. 10 653, 
11179. .11302, 11776. .11888, 12230 .. 12354 , 13133 .. 13320, 
13727. .14235, 14489 14531, 14940. .14961 



35250 
72895 
6909 

OJ9904 28_2 1 . 9 AO 8 . C9 . o3 . np 
9723 
4263831 

,.9723-. a.QJQQ_;_.^.. - _ . „ .. „ „ 

w .(AGO Q 6 0.6.7 )^ putat ive .r.et ro.e.lement. ,pol. ,po 1 ypx,o tei n,^. Arabi dop .s±s-, . 
thaliana] ' 



Seq. ID OJ990428_21.9A08.C9 
Strand 

End 14961 

Method AAT/NAP 

End 10700 

Score 549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35250 
72896 
16288 

OJ990428_21. 9A08.C9.o4 .gs 

16288 

none 

16288. .16564, 17409. .17422 



Seq. ID OJ990428_21. 9A08.C9 
Strand 

End 22633 

Method GENSCAN 

End 17422 

Score .82 



35250 
72896 
16288 ' 

OJ990428_21. 9A08.C9.o4 .np 
16314 
5852180 
16314. .16684, 22546. .22633 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990428_21.9A08.C9 
Strand 

End 22633 

Method ■ AAT/NAP 

End 22633 

Score 427 



35250 .... 

72896 . ... . . 

'16288 

OJ990428_2 1 . 9A08 . C9 . o3 . gp 
18057 

61605_3.R1084 
18057. .18313 

' 1402920/emb|CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990428_21. 9A08.C9 

Strand - - . 

End 22633 

Method AAT/GAP 

End 18313 

Score 438 



Seq. No. 35250 

Gene No. 72897 

Start 25789 

Name OJ990428_21 . 9A08 . C9 . o9 . tw 

Start 1857 



Seq. ID OJ990428_21.9A08.C9 
Strand 

End 26464 

Method TBLASTX : Wheat 

End 2083 



35160 




GI 


none 








'Score 


201 




Exons 


1857 . . 1877, 


1884 . 


.2081, 


1886. 


. 2083 






Seq. No. 


35250 








Seq. ID 


OJ99042* 


3_21.9A08.C9 


Gene No. 


72897 








Strand 


- 




Start 


25789 








End 


26464 




Name 


OJ990428_21 . 


9A08 . 


C9 . o7 . 


tw 


Method 


TBLASTX 


: Wheat 


Start 


2117 








End 


2468 




GI 


none 








Score 


295 




Exons 


2117 . .2311, 


2118 . 


. 2468 










Seq. No. 


35250 








Seq. ID 


OJ99042* 


3_21.9A08.C9 


Gene No. 


72897 








Strand 


- 




Start 


2578 9 








End 


2 64 64 




Name 


OJ990428 21 . 


9A08 . 


C9.o6. 


tm 


Method 


TBLASTX 


: Maize 


Start 


2118 








End 


2423 




GI 


none 








Score 


235 




Exons 


2118 . .2423, 


2132 . 


.2248 










Seq. No. . 


35250 








Seq. ID 


OJ99042* 


3_21. 9A08.C9 


Gene No. 


72897 








Strand 






Start .. .. 


2578 9 . _ 






- - 


.End _ 


.2.6464. 








,9A0.8.. 


.G9,«a7... 


tnu...— 


.-Method,.—: 


.TBLASTX :,Ma i.z.e~.... , _ 


Start- 


2751 - 








End 


3104 




GI 


none 








Score 


187 




Exons 


2751 . . 3104 














Seq. No. 


35250 








Seq. ID 


OJ9904 2S 


3_21.9A08.C9 


Gene No. 


72897 








Strand 






Start 


25789 








End 


26464 




Name 


OJ990428_21 . 


9A08 . 


C9.o8. 


tw 


Method 


TBLASTX 


Wheat 


Start 


2787 








End 


3155 




GI 


none 








Score 


164 




Exons 


2787 . .2996, 


2843 . 


.2995, 


3041 . 


.3154, 3042. .3155 




Seq. No. 


35250 








Seq. ID 


OJ99042* 


3_21.9A08.C9 


Gene No. 


72897 








Strand 






Start 


25789 








End 


2 64 64 




Name 


OJ990428_21 . 


9A08 . 


C9.o4 . 


tw 


Method 


TBLASTX 


Wheat 


Start 


3319 








End 


10634 




GI 


none 








Score 


52 




Exons 


3319 . .3762, 


3323 . 


. 3373, 


3428 . 


3805, 10311. . 10391, 104 07 .. 10607 , 




10407.. . 10634 














Seq. No. 


35250 








Seq. ID 


OJ99042E 


SJ21.9A08.C9 


Gene No. 


72897 








Strand 






Start 


25789 








End 


26464 




Name 


OJ990428_21 . 


9 AO 8 . 


C9.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3500 








End 


10820 




GI 


none 








Score 


111 




Exons 


3500. .3634, 


10455 


. . 1058 


9, 10596. . 10820 






Seq. No. 


35250 








Seq. ID 


OJ99042E 


i_21.9A08.C9 


Gene No. 


72897 








Strand 






Start 


25789 








End 


26464 




Name 


OJ990428 21. 


9 AO 8. 


C9.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3500 








End 


10604 





35161 



GI none Score 135 

Exons 3500.. 3679, 10386 .. 10604 , 10387.. 10599 

Seq. No. 35250 Seq. ID OJ990428_21 . 9A08 . C9 

Gene No. 72897 Strand 

Start 25789 End 26464 

Name OJ990428_21 . 9A08 . C9 . o3 . tm Method TBLASTX : Maize 

Start 3698 End 10385 

GI none Score 237 

Exons 3698. .4126, 3700. .3837, 3910. .3969, 9926. .10237, 9927. .10235, 
10278. .10385, 102 97. .10383 

Seq. No. 35250 Seq. ID OJ990428_21 . 9A08 . C9 

Gene No. 72897 Strand 

Start 25789 End 26464 

Name OJ990428_21 . 9A08 . C9 . ol . ts Method TBLASTX : Soybean 

Start 3746 End 10240 

GI none Score 57 

Exons 3746. .3778, 3748. .3777, 3782. .4141, 3784. .3819, 3850. .4140, 
9956.. 10240 

Seq.. No... .„ .35,25.0 „. ... „. .. ... , .Se_q.._JLD . .QJ990 4 2.8^21,. 9ftjQ.fi ,£9_ 

..Gene. No... 7 28.97 ... ~. -..^ ., ^—.atrand- — ~. -. T -~.., 

Start 25789 End 26464 

Name OJ990428_21 . 9A08 . C9 . o5 . tw Method TBLASTX : Wheat 

Start 3854 End 10225 

GI none Score 372 

Exons 3854. .4156, 3856. .4140, 3857. .4150, 9830. .9955, 9956. .10225 

Seq. No. 35250 Seq. ID OJ990428_21 . 9A08 . C9 

Gene No. 72897 Strand 

Start 25789 End 26464 

Name OJ990428_21 . 9A08 . C9 . o3 . tw Method TBLASTX : Wheat 

Start . 4157 End 9667 

GI none Score 600 

Exons 4157. .4582, 4189. .4578, 4205. .4582, 9539. .9667 

Seq. 'No. 35250 Seq. ID OJ990428_2 1 . 9A08 . C9 

Gene No. 72897 Strand 

Start 25789 End 26464 

Name OJ990428_21 . 9A08 . C9 . o5 . ts Method TBLASTX : Soybean 

■Start- 4163 End - 4408 

GI none Score 207 

Exons 4 163.. 4 408, 4 165.. 4 4 07 

Seq. No. 35250 Seq. ID OJ990428_21 . 9A08 . C9 

Gene No. 72897 Strand 

Start 25789 End 26464 

Name OJ990428_21 . 9A08 . C9 . o2 . tm Method TBLASTX : Maize 

Start 4228 End 9784 

GI none Score 4 82 

Exons 4228. .4578, 4229. .4582, 4229. .4591, 9542. .9784 

Seq. No. 35250 Seq. ID OJ990428_21 . 9A08 . C9 

Gene No. 72897 Strand 

Start 25789 End 26464 

Name OJ990428 21 . 9A08 . C9 . o2 . tw Method TBLASTX : Wheat 



35162 




Start 


4 613 








End 


514 9 






GI 


none 








Score 


653 






Exons 


4 613. .514 9, 


4 657 


. . 514 8 












Seq. No. 


35250 








Seq. ID 


OJ99042E 


J_21.9A08 


.C9 


Gene No. 


72897 








Strand 








Start 


o c t o n 








End 


26464 






Name 


s~\ T C\ C\ f~\ A AO A 1 

OJ990428 21 


. 9A08 


. C9 . ol . 


tc 


Method 


TBLASTX: 


Cress 




Start 


4 856 








End 


5173 






GI 


none 








Score 


90 






Exons 


4 odd . . 5029, 


c a o a 

5030 


. .51/3, 


C A O A 

5032 


. . 5172 








Seq. No. 


35250 








Seq. ID 


OJ990428 21.9A08 


,C9 


Gene No. 


72897 








Strand 








Start 


o c i o n 

25/8 9 








End 


264 64 






Name 


OJ99U428 21 


O 7\ A O 

. 9A08 


. C9 . o2 . 


ts 


Method ' 


TBLASTX: 


Soybean 




Start 


>i n o t 

4 93 / 








End 


5198 






GI 


none 








Score 


2 96 






Exons 


/I mi r i An 

4 93 /. .019/, 


4 942 


ri A/" 

. . 5196, 


CAT/" 

5016 


. .5198 








Seq. No. 


35250 








Seq. ID 


OJ99042E 


21 . 9A08 


C9 


,G.ene,_N.o .. 


7.2.8.9 7 




„ , - 


. — 


_ Strand 


- ~ — - 


— 




-Start. 


2 5 J. 8 9 , . 




■ 




- -End. >. 


.,.2 64 64- . 






Name 


/\ TA A A /I a A '""l 1 

OJ990428 21 


9A08 


. C9 . o4 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


4 995 








End 


5287 






GI 


none 








Score 


112 






Exons 


zone c i c> o 

4 995 . . 518 3, 


4 996 


. .5283, 


4 997 


. . 5287 








Seq. No. 


35250 








Seq. ID 


OJ99042£ 


_21. 9A08 


C9 


Gene No. 


72897 








Strand 








Start 


25 1 8 9 








End 


26464 






Name 


/-\ t A A A /I AO A 1 

OJ990428 21 


9A08 


. C9 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5156 








End 


5782 






GI 


none 








Score 


699 






Exons 


5 loo . . 5 / 82 , 


C A 1 o 

5212 


a r i a 

. . 56 10 , 


n c a a 

5528 


. .577 9 








Seq. No. 


35250 








Seq. ID 


OJ990428 


_21. 9A08 


C9 


Gene No. 


72897 








Strand 








Start 


A C T O O. 

2 o / o 9 








End 


26464 






Name 


TAAA /I A A A "1 

OJ990428 21 . 


9A08 


. C9 . ol . 


tm 


Method 


TBLASTX: 


Maize 




Start 


5336 








End 


5935 






GI 


none 








Score 


231 






Exons 


coo/" c /i a *7 

533b. .549/, 


r O /I /I 

53 4 4 


. . 54 90, 


54 94 


. .5919, 5495. . 5935, 


5657. .5920 


Seq. No. 


35250 - 








Seq. ID 


'OJ990428 


_21.9A08. 


C9 


Gene No. 


72897 








Strand 








Start 


2578 9 








End 


26464 






Name 


/~\ TA A A /I A A A -1 

OJ990428 21 . 


9A08 


. C9 . 06 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5782 








End; 


6115 






GI 


none 








Score 


313 






Exons 


5782 . . 6051, 


5783 


. .6115, 


5786 


. .5977 








Seq. No. 


35250 








Seq. ID 


OJ990428 


_21.9A08. 


C9 


Gene No. 


. 72897 








Strand 








Start 


25789 








End 


26464 






Name 


OJ990428 21. 


9 AO 8 


.C9.o4 . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


9338 








End 


9617 







35163 




GI 


none 


Score 


80 




Exons 


9338.. 9457, 9375.. 9458, 9399. 


.9467, 9479.. 9616, 


9483. . 9617 


Seq. No. 


35250 


Seq. ID 


OJ990428 


21 . 9A08 ,C9 


Gene No. 


72897 


Strand 






Start 


25789 


End 


26464 




Name 


OJ990428_21. 9A08 . C9 . 06 . gs 


Method 


GEN SCAN 




Start 


25789 


End 


26464 




GI 


none 


Score 


.82 




Exons 


25789. .26176, 26241. .26464 








Seq. No. 


35251 


Seq. ID 


OJ990428 


21 . 9A08 .CIO 


Gene No. 


72898 


Strand 


+ 




Start 


494 


End 


1775 




Name 


OJ9904 28_21. 9A08 . CIO . ol . gs 


Method 


GENSCAN 




Start 


4 94 


End 


1501 




GI 


none 


Score 


.8 




Exons 


494 . . 1501 








Seq. No. 


35251 


Seq. ID 


OJ990428_ 


_21.9A08.C10 


Gene No. 


72898 


Strand 






r S.tar£ 


, „.A94 _ ,._.„■- „ ... 


...End.. 






-Name 


— ..OJ99.Q4 28- 2.X..9A08.. CL0^ol..np 


.Method, 


.--AAT/NAB-- 




Start 


586 


End 


1775 




GI" 


4544372 


Score 


522 




Exons 


586. .1775 









GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 



thaliana] 



Seq. No. 


35251 








Seq. ID 


OJ990428 


_21. 


9 AO 8 


.C10 


Gene No. 


72899 








Strand 










Start 


4113 








End 


4728 








Name 


OJ990428 21 


.9A08 


.C10.o3 


.gs 


Method 


GENSCAN 








Start 


4113 








End 


4728 








GI 


none 








Score 


.67 








Exons 


4113. .4117, 


4389 


. .4461, 


4534. 


.4728 










Seq. No. 


35251 








Seq. ID 


OJ990428 


_21. 


9 AO 8 


.C10 


Gene No. 


72900 








Strand 


+ 








Start 


5762 








End 


10542 








Name 


OJ990428 21 


. 9A08 


■C10.o2 


.np 


Method 


AAT/NAP 








Start 


5537 








End 


9390 - 








GI 


4680203 








Score 


- 1083 








Exons 


5537. .65*62, 


9354 


. .9390 














GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum- bicolor]' 








Seq. No. 


35251 








Seq. ID 


OJ990428 


_21. 


9A08 


C10 


Gene No. 


72900 








Strand 


+ 








Start 


5762 








End 


10542 








Name 


OJ990428 21 


.9 AO 8 


.C10.o4 


.gs 


Method 


GENSCAN 








Start 


5762 








End 


9668 








GI 


none 








Score 


. 62 








Exons 


5762. .5861, 


5900 


. .6538, 


7354 . 


.7407, 7504. .7575, 


8043. .8214, 




9269. .9668 


















Seq. No. 


35251 








Seq. ID 


OJ990428 


_21. 


9A08 


C10 


Gene No. 


72900 








Strand 


+ 









35164 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5762 End 10542 

OJ990428_21. 9A08 . CIO . o3 . gp Method AAT/GAP 
8315 End 8843 

uC-osflM202048cl2bl Score 825 

8315. .8843 

■5257255/dbj | AP000364 . 1 | AP000364 2 
DNA, chromosome 8, clone : P0026F07 1 



Oe-16 Oryza sativa genomic 



Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

.Start 

Exons 

GI Descrip. 



35251 
72900 
5762 

OJ990428_21 . 9A08 . CIO . o4 . np 

8593 

4680186 



Seq. ID OJ990428__21.9A08.C10 

Strand + 

End 10542 

Method AAT/NAP 

End 10542 

Score 188 



8593. .8664, *9295..9481, 10362. .10542 
(AF111709) unknown [Oryza sativa subsp. indica] 

35251 Seq. ID OJ9 90 428^21 . 9A08 .C10 

72900 Strand + 

5762 End 10542 

OJ990428_21. 9A08 . C10 . o5 . gp Method AAT/GAP 

J..Q3.62. .., . , .._End ...._10,47Q. j ..,._,_„. ., 

.uC-os.fl.cyp.03aa04.bl.,^.,,,^._. Scare ..- ,_,,L82_ 

10362. .10470 - -■ " • 

■6016845/dbj I AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35251 Seq. ID 

72901 Strand 

2122 End 
OJ990428_21 . 9A08 . C10 . o2 . gs Method 

2122 End 

none Score 

2122. .2532, 2784. .2936 



OJ990428_21.9A08.C10 

2936 
GENSCAN 
2936 
.41 



OJ990428 21.9A08.C10 



35251 Seq. ID 

72902 - Strand 

7256 End - 7568 

OJ9904 28_21 . 9A08 . C10 . ol . gp Method AAT/GAP 
7256 End 7568 

uC-osflcyp033a04bl Score 454 

7256. .7568 

• 6016845/dbj | AP000570 . 1 1 AP000570 - 3 . Oe-59 " Oryza sativa genomic- 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



35251 Seq. ID OJ9904 28_21 . 9A08 . C10 

72903 Strand 

7624 End 7838 

OJ990428_2-1 . 9A08 . C10 . o2 . gp Method AAT/GAP 

7624 End 7838 

uC-osroM202024h08al Score 307 

7624. .7838 

1 5852170/emb|AL117265. 1 IOST17804 5.0e-84 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



35251 
72904 



Seq. ID 
Strand 



OJ990428 21.9A08.C10 



35165 




Start 


8224 








End 


14 601 


Name 


OJ990428 21 


. 9A08 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


632 








End 


964 


GI 


none 








Score 


217 


Exons 


632 . . 964 












Seq. No. 


35251 








Seq. ID 


OJ990428_21 . 9A08 .C10 


Gene No. 


72904 








Strand 




Start 


8224 








End 


14601 


Name 


OJ990428_21 


. 9A08 


.C10.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


797 








End 


1195 


GI 


none 








Score 


236 


Exons 


797 . . 1195, 


865 . . 


1107 








Seq. No. 


35251 








Seq. ID 


OJ990428_21 . 9A08 .C10 


Gene No. 


72904 








Strand 




Start 


8224 








End 


14601 


Name 


OJ990428 21 


. 9A08 


.C10.O2 


.tw 


Method 


TBLASTX: Wheat 


Start 


953 








End 


1366 


GI 


none 








Score 


164 


Exons 


'953. .1222, 


976... 


1128, 1277. .1366. 




*- - - 

-S.eq.. :r Jto .. r — 








. Seq .., .ID ^ 


0 J 9.9 0.4 2 8,_2L. 9 AO 8... CI 0_ 


Gene No. 


72904 








Strand 




Start 


8224 








End 


14601 


Name 


OJ990428 21 


. 9A08 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5938 








End 


6558 


GI 


none 








Score 


173 


Exons 


5938. . 6234, 


5952 


. .6206, 


6208. 


.6291, 6243. .6290, 6312. .6374, 




6316. . 6435, 


6433 


. . 6558, 


6435. 


.6557 




Seq. No. 


35251 








Seq. ID 


OJ990428_21.9A08.C10 


Gene No. 


72904 








Strand 




Start 


8224 








End 


14601 


Name 


OJ990428 21 


. 9A08 


.ClO.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


6148 








End 


6653 


GI 


none 








Score 


87 


Exons 


6148". . 6222, 


6162 


. .6212, 


6280. 


.6558, 6312. .6524, 6334. .6558,- 




6621. .6653 












Seq. No. 


35251 








Seq. ID 


OJ990428_21.9A08.C10 


Gene No. 


72904 








Strand 




Start 


8224 








End 


14601 ' 


Name 


OJ990428 21- 


. 9A08 


.ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6316 








End 


6558 ■ " ' 


GI 


none 








Score 


199 


Exons 


6316. .6558 












Seq. No. 


35251 








Seq. ID 


OJ990428_21.9A08.C10 


Gene No. 


72904 








Strand 






8224 








End 


14601 


Name 


OJ990428 21 


. 9A08 


C10.o3. 


np 


Method 


AAT/NAP 


Start 


8224 








End 


12459 


GI 


6063554 








Score 


285 


Exons 


8224 . .8399, 


9029 


.9056, 


9374. . 


9615, 9734. .9870, 12371. .12459 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of the 


predicted 


gene.; hypothetical 



35166 




protein [Oryza sativa] 



Seq. No. 


35251 


Seq. ID 


OJ990428_21.9A08.C10 


Gene No. 


72904 


Strand 




Start 


8224 


End 


.14601 


Name 


OJ9904 28_21 . 9A08 . CIO . o5 . gs 


Method 


GENSCAN 


Start 


10933 


End 


14601 


GI 


none 


Score 


.44 


Exons 


10933. .11037, 114 66. . 11572, 


11578. .12558, 14422. .14601 


Seq. No. 


35251 


Seq. ID 


OJ990428_21. 9A08.C10 


Gene No. 


72904 


Strand 




Start 


8224 


End 


14601 


Name 


OJ990428 21.9A08.C10.o5.np 


Method 


AAT/NAP 


Start 


10936 


End 


12855 


GI 


6907087 


Score 


885 


Exons 


10936. .11037, 11578. .12135, 


12328. .12855 


GI Descrip. 


(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Sejq.., No. _ 


352.5.2,. „. ... 


.... Se,q.... ID., 


r 0 J.9 9 04 Z 8._21.,9A0.8_.v.C.lJ., 


..Gene,. .No _. 


-.723.05 . .... ... 


... Strand 


+.,.-..„,.» . — 


Start 


1 


End 


3367 


Name 


OJ990428 21.9A08.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2048 


GI 


6742729 


Score 


2647 . 


Exons 


1..23, 296. .2048 






GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


35252 


Seq. ID 


OJ990428_21.9A08.C11 


Gene No. 


72905 


Strand 


+ 


Start 


1 


End 


3367 


Name 


OJ990428 21.9A08.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


269 


End 


699 


GI 


none 


Score 


68 


Exons 


269. .373, 370. .495, 505. .699 






Seq. No. 


35252 


Seq. ID 


OJ990428_21.9A08.C11 


Gene No. 


72905 


Strand 


+ ' 


Start 


1 


End 


3367 


Name 


OJ990428 21.9A08.Cll.o2.tw ■ 


Method 


TBLASTX: Wheat- .. 


Start 


295 ... 


. End 


.665 


GI 


none 


Score 


97 


Exons 


295. .351,- 296'... 355,'- 370 . .456 


, 456. .509, 


■457/. 660, 457;. 660, 




459. .665, 561.. 665 






Seq. No. 


35252 


Seq. ID 


OJ990428_21.9A08.C11 


Gene No. 


72905 


Strand 


+ 


Start 


.1 


End 


3367 


Name 


OJ990428 21.9A08.Cll.ol.gp 


Method 


AAT/GAP 


Start 


296 


End 


3367 


GI 


342 1.R1084 


Score 


4782 


Exons 


296. .2667, 2761. .3367 







GI Descrip. 1 4 57 4 4 06/gb | AAD24 04 2 .1 1 0.0e+00 (AF121139) RIM2 protein [Oryz 
sativa] ' 



35167 



Seq. No. 35252 

Gene No. 72905 

Start, 1 

Name OJ990428_21 . 9A08 . Cll . ol . gs 

Start 406 

GI none 
Exons 



Seq. ID OJ990428_21.9A08.C11 

Strand + 

End 3367 

Method GENSCAN 

End 2598 

Score .48 



406. .564, 610. .772, 1013. .1162, 1304. .2129, 2182. .2359, 
2506. .2598 



Seq. No. 35252 

Gene No. 72905 

Start 1 

Name OJ990428_21 . 9A08 . Cll . ol . ts 

Start 529 

GI none 

Exons 529.. 771 



Seq. ID OJ990428_21.9A08.C11 

Strand + 

End 3367 

Method TBLASTX : Soybean 

End 771 

Score 212 



Seq. No. 35252 

Gene No. 72905 

Start 1 

Name OJ990428_21 . 9A08 . Cll . o3 . tw 

,S.ta.r„t_„ _80.4. _ ... . 

,GX ... .. non.e. ... ~ ... ..,„. - 

Exons 



Seq. ID OJ990428_21. 9A08.C11 

Strand + 

End 3367 

Method TBLASTX: Wheat 

...... End _. .. ... .12,14 „ 

,,-^.Scoxe ^ ,.-,5.8 - r- ^ 



804. .848, 805. .849, 873. .1049, 877. .1095, 1123. .1203, 
1128. .1214, 1129. .1209 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



35252 
72905 
1 

OJ990428_21.9A08.Cll.ol.tw 

1215 

none 



Seq. ID OJ990428_21.9A08.C11 

Strand + 

End 3367 

Method TBLASTX : Wheat 

End 2503 

Score 541 



1215. .2117, 1216. .1635, 1544. .1660, 1681. .2133, 2126. .2167, 
2127. .2174,. 2215. .2328, 2216. .2329, 2218. .2337, 2342. .2422, 
2411. .2503, 2415. .2501, 2437. .2502 



Seq. No. 35252 

Gene No. 72905 

Start 1 

Name 0 J9 90 4 2 8_2 1 . 9A0 8 . C 1 1 . o 1 . tm 

Start 1258 
■GI - - none • • 

Exons 1258.. 1572, 1269.. 1541. 



Seq. ID OJ^904 28_21. 9A08 .Cll 

Strand + 

End 3367 

Method TBLASTX : Mai ze 

End 1572 

Score 295 



Seq. No. 35252 " . ' 

Gene No. 72905 

Start 1 - 

Name OJ9904 28_21 . 9A08 . Cll . ol . tc 

Start 1506 

GI none 
Exons 



Seq. ID "OJ990428_21.9A08.C11 

Strand + ' 

End 3367 

Method TBLASTX : Cress 

End 1950 

Score 176 



1506. .1946, 1507. .1635, 1512. .1940, 1681. .1950, 1801. .1950 



Seq. No. 35253 

Gene No. 7 2 906 

Start 1 

Name OJ990428_21 . 9A08 .C12 . ol . np 

Start 1 



Seq. ID OJ990428_21.9A08.C12 

Strand + 

End 116 

Method AAT/NAP 

End 116 



35168 



GI 


5852180 


Score 


52 


Exons 


1 . . 116 


* 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


35253 


Seq. ID 


OJ990428 


Gene No. 


72907 


Strand 


+ 


Start 


215 


End 


852 


Name 


OJ990428_21 . 9A08 . CI 2 . ol . gs 


Method 


GENSCAN 


Start 


215 


End 


852 


GI 


none 


Score 


. 71 


Exons 


215 . .253, 667 . . 852 






Seq. No. 


35253 


Seq. ID 


OJ990428 


Gene No. 


72907 


Strand 


+ 


Start 


215 


End 


852 


Name 


OJ990428 21. 9A08 . C12 . o2 . np 


Method 


AAT/NAP 


Start 


224 


End 


300 


GI 


4680186 


Score 


71 


Exons 


224. .300 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq.. No.. 


. 35254. , . „ .... 


Seq... ID 


.OJ990618. 


..Gene- No.. ... . 


72.908.. , . .. 


.Strand . 





Start 


1 


End 


337 


Name 


OJ990618 11.9A20.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


334 


GI 


2462750 


Score 


397 


Exons 


1. .334 






GI Descrip. 


(AC002292) Highly similar to 


auxin-induced proti 




reductase family) [Arabidopsis thaliana] 


Seq. No. 


35254 


Seq. ID 


OJ990618 


Gene No. 


72908 


Strand 


+ 


Start 


1 


End 


337 


Name 


OJ990618 11.9A20.Cl.ol.gs 


Method 


GENSCAN 


Start 


65 


End 


337 


GI 


none - : 


Score 


.66 


Exons 


65. .337 






Seq. No. 


35254 


Seq. ID 


OJ990618 


Gene No. 


72909 


Strand 




Start 


1 . 


End- 


464 


Name 


OJ990618 11.9A20.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


464 


Gi ■■ 


1514 1.R1084 * • 


Score 


902 



Exons 1 . . 464 

GI Descrip. '2462763 1.0e-132 (AC002292) Highly similar to auxin-induced 
protein (aldo/keto reductase family) [Arabidopsis thaliana] ? 



Seq. No. 35254 Seq. ID 

Gene No. 72909 Strand 

Start 1 End 

Name OJ990618_11 . 9A20 . CI . ol . ts Method 

Start 1 ;: * End 

GI none Score 

Exons 1..219, 2.. 220 



OJ990618_11.9A20.C1 
464 

TBLASTX: Soybean 

220 

334 



35169 



Seq. No. 35254 

Gene No. 72909 

Start 1 

Name OJ990618_11 . 9A20 . CI . ol . tc 

Start 1 

GI none 

Exons 1..351, 2.. 331 



Seq. ID OJ990618_11.9A20.C1 

Strand 

End 4 64 

Method TBLASTX : Cress 

End 351 

Score 406 



Seq. No. 35254 

Gene No. 72909 

Start 1 

Name OJ990618_11 . 9A20 . CI . ol . tm 

Start 2 

GI none 

Exons 2. .337, 4. .336, 5. .337, 225. 



Seq. ID OJ990618_11.9A20.C1 
Strand 

End 4 64 

Method TBLASTX : Mai ze 

End 341 

Score 477 
.341 



Seq. No. 35255 
Gene No. 72910 
Start 537 

Name OJ990618_11 . 9A20 . C4 . ol . gs 

Start 537 

GI „ none. s 

-Exons... . .,-537., .63,9., .-734 939. _ 



Seq. ID OJ990618_11.9A20.C4 
Strand + 
End 939 
Method GENSCAN 
End 939 

.Score. . „ ... t 91. „ , _ „ 



Seq. No. 35255 

Gene No. 72911 

Start 1098 

Name OJ990618_11 . 9A20 . C4 . o2 . gs 

Start 1098 

GI none 

Exons 1098.. 1331, 1410.. 1538, 4212. 

6156. .6258, 7664. .8002 



Seq. ID OJ990618_11.9A20.C4 

Strand + 

End 8002 

Method GENSCAN 

End 8002 

Score .78 

.4384, 4470. .4507, 4608. .4740, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35255 
72911 
1098 

OJ990618_11. 9A20.C4 .ol.np 

1110 

6562980 



Seq. ID OJ990618_11.9A20.C4 

Strand + 

End 8002 

Method AAT/NAP 

End 7999 

Score 1109 • 



1110. .1331, 1469. .1672, 4212. .4384, 4470. .4576, 7664. .7999 
(AF057715) auxin-induced atb2 [Arabidopsis thaliana] 



Seq. No. 35255 

Gene No. 72912 

Start' 9372* 

Name OJ990618_11 . 9A20 . C4 . ol . tw 

Start 1127 

GI none 

Exons 1127.. 1342, 1128.. 1343, 1477, 



Seq. ID .OJ990618_11. 9A20.C4 
Strand 

End" ' ' 9881 ' 
Method TBLASTX: Wheat 
End 1543 
Score 309 
,1542, 1478. .1543 



Seq. No. 35255 

Gene No. 72912 

Start 9372 

Name - OJ990618__11 . 9A20 . C4 . o2 . tm 

Start 1127 

GI none 

Exons 1127.. 1342, 1128.. 1343 



Seq. ID OJ990618_11. 9A20.C4 
Strand 

End 9881 

Method TBLASTX : Maize 

End 1343 

Score 304 



35170 




Seq. No. 


35255 








Seq. ID 


OJ990618_11. 9A20.C4 


Gene No. 


72912 








Strand 




Start 


9372 








End 


9881 


Name 


OJ990618_11 


. 9A20 


. C4 .o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1128 








End 


4576 


GI 


none 








Score 


277 


Exons 


1128 . . 1331, 


1139 


. . 1339, 


" I486. 


.1671, 14 


87. .1675, 4220. .4321 




4253. . 4384, 


4254 


. .4385, 


4464 . 


.4529, 4468. .4530, 4520. .4576 


Seq. No. 


35255 








Seq. ID 


OJ990618_11.9A20.C4 


Gene No. 


72912 








Strand 




Start 


9372 








End 


9881 


Name 


OJ990618_11 


. 9A20 


.C4.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1128 








End 


1660 


GI 


none 








Score 


286 


Exons 


1128 . . 1343, 


1139 


. .1342, 


1480 . 


.1659, 1481. .1660 


Seq. No. 


35255 








Seq. ID 


OJ990618_11.9A20.C4 


Gene No. 


72912 








Strand 




Start 


9372 








End 


9881 


Name ' ..... 


Oa9906.18._ll 


. 9&20..C.4 ,o3. 


,tm _ ^ 


..Method . ... 


TBLASTX :.Maize - 


Start „ 


....-14.8.6....- - - 


— . . 


... ........ 




. End 


-1.679 -» ^ 


GI 


none 








Score 


44 


Exons 


1486. . 1536, 


1487 


. 1522, 


1531 . 


.1674, 1532. .1675, 1599. .1679 


Seq. No. 


35255 








Seq. ID 


OJ990618_11.9A20.C4 


Gene No. 


72912 








Strand 




Start 


9372 








End 


9881 


Name 


OJ990618_11 


9A20 


C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4219 








End 


8024 


GI 


none 








Score 


163 


Exons 


4219. .4383, 


4253 


.4384, 


4254 . 


.4385, 4464. .4517, 4468. .4515 




4472 . .4522, 


4519 


.4575, 


4520 . 


.4576, 7652. .7993, 7653. .7853 




7661 . . 8020, 


7669 


.8022, 


7938 . 


.8024, 7939. .8022 


Seq. No. 


35255 








Seq. ID 


OJ990618_11.9A20.C4 


Gene No. 


72912 








Strand 




Start 


9372 








End 


9881 


Name 


OJ990618_11 


9A20. 


C4 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4226 








End 


4521 


GI 


none 








Score. 


68 


Exons 


4226. .4309, 


4253. 


.4384, 


4254 . 


.4385, 4275. .4385, 4467. .45.17 




4468. .4521 












Seq. No. 


35255 








Seq. ID 


OJ990618_11. 9A20.C4 


Gene No. 


72912 








Strand 




Start 


9372 








End 


9881 


Name 


OJ990618_11 . 


9A20. 


C4 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7654 








End 


7887 


GI 


none 








Score 


306 


Exons 


7654. .7851, 


7661. 


.7885, 


7663. 


.7887 




Seq. No. 


35255 








Seq. ID 


OJ990618_11.9A20.C4 


Gene No. 


72912 








Strand 




Start 


9372 








End 


9881 


Name 


OJ990618 11. 


9A20. 


C4 .ol. 


tc 


Method 


TBLASTX: Cress 



35171 



Start 7666 

GI - none 

Exons 7666.-7845, 7667.. 7990, 7730. 

Seq. No. 35255 
Gene No. 72912 
Start 9372 

Name OJ990618_11 . 9A20 . C4 . o3 . gs 

Start _ 9372 
GI none 

Exons 9372.. 9508, 9714.. 9881 



End 8001 

Score 355 
.7936, 7918.. 8001 

Seq. ID OJ990618JL1. 9A20.C4 
Strand 

End 9881 

Method GENSCAN 

End 9881 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-Seq, ..-No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



35256 Seq. ID 

72913 Strand 

1984 End 

OJ990618_11 . 9A20 . C5 . o2 . gp Method 

1984 End 

1514_2.R1084 Score 
1984. .2286 

'2462763 1.0e-121 (AC002292) 
protein (aldo/keto reductase 



OJ990618_11. 9A20.C5 
+ 

2286 
AAT/GAP 
2286 
454 



Highly similar to auxin-induced 
family) [Arabidopsis thaliana] ' 



..35256 ^ _ .... ....... -. Seq. - XD 

72913 Strand 

1984 End 

OJ990618_11. 9A20.C5.ol.gs Method 

2032 End 

none Score 
2032. .2235 



-.OJ9.90.6.18. ir l.l... r 9A2.Q....C.5 w ».. 
+ 

2286 
GENSCAN 
2235 
.84 



Seq. No. 35256 Seq. ID OJ990618_11 . 9A20 . C5 

Gene No. 72913 Strand + 

Start 1984 End 2286 

Name OJ990618_11 . 9A20 . C5 . ol . np Method AAT/NAP 

Start 2041 End 2286 

GI 728744 Score 284 

Exons 2041.. 2286 

GI Descrip. AUXIN-INDUCED PROTEIN PCNT115 gi | 100305 | pir | | S16390 

auxin-induced protein - common tobacco gi | 197 99 | emb | CAA39708 | 
(X56267) auxin-induced protein [Nicotiana tabacum] 



Seq. No. 


35256 










Seq. ID 


OJ990618_11. 9A20. 


C5 


Gene No. 


72913 










Strand 


+ • 




Start ' 


1984 










End 


2286 




Name 


OJ990618 11 


. 9A20 


.CS.'ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2061 










End 


2273 




GI 


none 










Score 


274 




Exons 


2061. 


2273, 


2062 


. .2265 










Seq. No. 


35256 










Seq. ID 


OJ990618JL1. 9A20. 


C5 


Gene No. 


72913 










Strand 


+ 




Start 


1984 










End 


2286 




Name 


OJ990( 


518_11 


9A20 


CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2061 










End 


2265 




GI 


none 










Score 


300 




Exons 


2061. 


2264, 


2062 


.2265 











35172 




Seq. No. 


35256 




Seq. ID 


OJ990618 11 . 9A20 .C5 


Gene No. 


72913 




Strand 


+ ~ 


Start 


1984 




End 


2286 


Name 


OJ990618 11.9A20.C5.ol.ts 




Method 


TBLASTX : Soybean 


Start 


2061 




End 


2270 


GI 


none 




Score 


293 


Exons 


2061. .2270, 2062. .2265 








Seq. No. 


35256 




Seq. ID 


OJ990618 11 . 9A20 . C5 


Gene No. 


72913 




Strand 


+ ~~ 


Start 


1984 




End 


2286 


Name 


OJ990618 11. 9A20.C5.ol. tw 




Method 


TBLASTX: Wheat 


Start 


2061 




End- 


2265 


GI 


none 




Score 


295 


Exons 


2061. .2264, 2062. .2265 








Seq. No. 


35257 




Seq. ID 


OJ990618_11 . 9A20.C6 


Gene No. 


72914 




Strand 


+ 


Start 


1 




End 


4068 


Name 


OJ990618 11.9A20.C6.ol.gp 




Method 


AAT/GAP 


Start 


1 




End 


2866 . . 


GI. . . - 


IS1A 




-JSLQGLEe, ; 


_l£Lfi<L 




-_1_. 222.,„.133X*,.-±429,,^±59A,.. . 


22:26.-. 


-28-66 . 


GI Descrip. 


'2462763 1.0e-121 (AC002292) 


Highly similar to auxin-induced 




protein (aldo/keto reductase 


family) 


[Arabidopsis thaliana] 1 


Seq. No. 


35257 




Seq. ID 


OJ990618_11.9A20.C6 


Gene No. 


72914 




Strand 


+ 


Start 


1 




End 


4068 


Name 


OJ990618 11.9A20.C6.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


2567 


GI 


2462762 




Score 


986 


Exons 


1..227, 1337. .1509, 1594.. 


1696, 2226. 


.2567 


GI Descrip. 


(AC002292) Highly similar 


to 


auxin-induced protein (aldo/keto 




reductase family) [Arabidopsis thaliana] 


Seq. No. 


35257 




Seq. ID 


OJ990618_11.9A20.C6 


Gene No. 


72914 




Strand 


+ 


Start 


1 




End 


4068 


Name 


OJ990618 11.9A20.C6.ol.gs 




Method 


GENSCAN 


Start 


54 




End 


4068 


GI 


none ■ 




Score 


.91. 


Exons 


54 . .227, - 1337 . . 1509, 1594 . 


.1696, 2226 


..2494, 3450. .3637, 




385i. .4068 








Seq. No. 


35257 




Seq. ID 


OJ990618_11.9A20.C6 


Gene No. 


72915 




Strand 


+ 


Start 


5571 




End 


7674 


Name 


OJ990618 11.9A20.C6.o2.gs 




Method -j 


GENSCAN 


Start 


5571 




End 


7674 


GI 


none 




Score 


.55 


Exons 


5571. .5803, 6095. .6149, 75 


85. 


.7674 




Seq. No. 


35257 




Seq. ID 


OJ990618_11.9A20.C6 


Gene No. 


72916 




Strand 


+ 


Start 


8397 




End 


11557 


Name 


OJ990618 11. 9A20.C6.o2. tm 




Method 


TBLASTX: Maize 



35173 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

„EXQJQS_ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



17 End 8795 

none Score 85 

17. .76, 24. .83, 24. .80, 8426. .8608, 8427. .8630, 8736. .8795 



35257 
72916 
8397 

OJ990618__11. 9A20.C6.ol.tc 
24 

none 



Seq. ID OJ990618_11.9A20.C6 

Strand + 

End 11557 

Method TBLASTX : Cress 

End 11247 

Score 266 



24. .230, 26. .226, 1336. .1509, 1337. .1510, 1588. .1644, 
1592. .1642, 1640. .1696, 2229. .2411, 2231. .2410, 8426. .8608, 
8427. .8630, 8736. .8942, 8738. .8848, 8883. .8945, 10900 .. 11085 , 
10906. .11088, 10965. . 11087, 11153 .. 11203, 11155. .11247 



35257 Seq. ID 

72916 Strand 

8397 End 

OJ990618_11 . 9A20.C6.ol .ts Method 

24 End 

none Score 



OJ990618_11.9A20.C6 
+ 

11557 

TBLASTX: Soybean 
11557 

283 



. 21 .„..2.3a/_2.6...., 22.6., . l-3„3.6.._. 1509„,„ .1.3.37. .,1510, ,.1337.. .JL510.,, 

.15.91-. .-17.34, .,1592. .1.696, . 222.9 ... 2327 , .8426....86Q2,. .8.4.27 8.6.30, _ 
8.736. .89'42, 8738. .8848, 8900. .8938, 10906 .. 1108 8 , 10965 11087, 
11153. .11236, 11155. .11229, 1147 6 .. 1 1556, 11480. .11557 



35257 
72916 
8397 

OJ990618_11 . 9A20.C6.ol.tw 
24 

none 



Seq. ID OJ990618 11.9A20.C6 



Strand 
End 

Method 

End 

Score 



+ 

11557 

TBLASTX: Wheat 

8810 

98 



24. .98, 26. .97, 8426. .8608, 8427. .8630, 8736. .8810, 8738. .8806 



35257 
72916 
8397 

OJ990618_ll.9A20.C6.o3.tm- 

90 

none 



Seq. ID OJ990618_11.9A20.C6 
Strand 
End 

Method 
End 
Score 



+ 

11557 

'TBLASTX: Maize 
8946 
203 



90. .230, 116. .229, 181. .234, 8798. .8851, 8799. .8942, 8857. .8946 



35'257 

72916 ' 
8397 ■ ' * 

OJ990618_11 .9A20.C6.ol. tm 
1335 



Seq. ID OJ990618__11.-9A20.C6 ■ 
Strand + 
End 11557- ' ; 

' Method TBLASTX: Maize 
End 11557 
Score 126 

1335. .1508, 1339. .1509, 1340. .1510, 1588. .1767, 1591. .1695, 
1592. .1696, 2219. .2503, 2223. .2504, 2225.. 2503, 2226. .2504, 
2516. .2569, 2520. .2570, 2523. .2570, 10927 .. 11088 , 10930 1 1085, 
,11107, 10965. .11087, 11152 .. 1 122 6, 11153 .. 11236, 
,11230, 11155. . 11232, 114 80 . . 1 1557 , 11480. .11554 



none 



10931. 
11153. 



35257 
72916 
8397 



Seq. ID OJ990618_11.9A20.C6 
Strand + 
End 11557 



35174 




Name 


OJ990618 11.9A20.C6.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


2327 


End 


2564 


GI 


. none . . 


Score 


257 




Exons 


2327.. 2497, 2328.. 2498, 2328. 


.2504, 2517.. 2564, 


2531. .2563 


Seq. No. 


35257 


Seq. ID 


OJ990618 


_11.9A20.C6 


Gene No*. 


72916 


Strand 


+ 




Start 


8397 


End 


11557 




Name 


OJ990618 11.9A20.C6.o2.gp 


Method 


AAT/GAP 




Start 


8340" 


End 


11557 




GI 


1514 1.R1084 


Score 


1700 




Exons 


8340.. 8630, 8739.. 8939, 10924 


. . 11255, 


11483. . 11557 


GI Descrip. 


f 2462763 1.0e-132 (AC002292) 


Highly similar to 


auxin- induced 




protein (aldo/keto reductase 


family) 


[Arabidops 


is thaliana] 1 


Seq. No. 


35257 


Seq. ID 


OJ990618 


_11.9A20.C6 


Gene No. 


72916 


Strand 


+ ' 




Start 


8397 


End 


11557 




Name 


OJ990618 11.9A20.C6.o3.gs 


Method 


GENSCAN 




Start 


8397 


End 


11094 




GI 


none 


Score 


.84 




Exons_. 


_8.39I .,..8.6.3.0. 8739, ...8,939,, .10924 


. ,11.0.94... 






Seq. No. 


^ — _..__.„., r _.. .... ... .. r . 

* 35257 


Seq. ID 


OJ990618 


_11. 9A20.C6 


Gene No . 


72916 


Strand 


+ 




Start 


8397 


End 


11557 




Name 


OJ990618 11.9A20.C6.o2.np 


Method 


AAT/NAP 




Start 


8406 


End 


11557 




GI 


1352461 


Score 


995 




Exons 


8406. .8630, 8739. .8939, 10924 


. . 11093, 


11152. .11255, 11483. .11557 


GI Descrip. 


IN2-2 PROTEIN 








Seq. No. 


35258 


Seq. ID 


OJ990618 


JL1. 9A20.C7 


Gene No. 


72917 


Strand 


+ 




Start 


1650 


End 


4682 




Name 


OJ990618 11.9A20.C7.ol.gs 


Method 


GENSCAN 




Start 


1650 


End 


4682 




GI 


none 


Score 


.57 




Exons 


1650.. 1735, 2431.. 2601, 2675. 


.2794, 3964. .4058, 


4441. .4682- 


Seq. No. 


35258 


Seq. ID 


OJ990618 


_11. 9A20.C7 


Gene No . ■ 


72918 


Strand 


+ 




Start 


13716 


End 


- 20371 




Name 


OJ990618 11. 9A20.C7 .o5.gs 


Method 


GENSCAN 




Start 


13716 


End 


20371 




GI 


none 


Score 


.55 




Exons 


13716. .13985, 15498 .. 15681, 15849 .. 15956, 16044 


. .16227, 




16687 .. 16911, 17039. . 17146, 174 13 .. 17561, 17636 


. .17777, 




17797. .17955, - ; 17972. .18093, 19029 .. 19300, 20075 


. .20371 


Seq. No. 


35258 


Seq. ID 


OJ990618_ 


_11.9A20.C7 


Gene No. 


72918 


Strand 


+ 




Start 


13716 


End 


20371 




Name 


OJ990618 11. 9A20.C7.o2.np 


Method 


•AAT/NAP 




Start 


13895 


End 


20365 




GI 


4733937 


Score 


587 





Exons 13895. .14023, 154 10 .. 15681, 15849 .. 16227 , 1 6687 .. 16911 , 



35175 



17039. . 17174, 19049. . 19312, 20090.. 20365 
(AF080245) sesquiterpene synthase [Elaeis oleifera] 



GI Descrip. 

Seq. No. 35258 

Gene No. 72919 

Start 1 

Name OJ990618_11 . 9A20 . C7 . ol . gp 

Start 1 

GI 1514_1.R1084 

Exons 1 . . 86 

GI Descrip. '2462763 1.0e-132 (AC002292) 
protein (aldo/keto reductase 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990.618_ir.9A20.C7 
86 

AAT/GAP 

86 

149 



Highly similar to auxin-induced 
family) [Arabidopsis thaliana] ? 



Seq. No. 35258 

Gene No. 72920 

Start 4997 

Name OJ990618JL1 . 9A20 . C7 . o2 . gs 

Start 4997 

GI none 

Exons 4997.. 5106, 5320.. 5603, 5637. 
7249.. 7306 



OJ990618_11.9A20.C7 

.12611 
GENSCAN 
7306 
.5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5807, 6355. .6451, 6671. .6706, 



.Seq... No.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



-3525.8..^, 
72920 
4997 

OJ990618 

6875 

5902444 



ll.9A20.C7.ol.np 



-Seq. -ID,- 0 J 9 9.0 6 l-8-__ r l 1 ,.-9A2 0,-^C 7^ ^. 
Strand 

End 12611 
Method AAT/NAP 
End 12611 
Score 829 



6875. .6942, 8285. .9652, 10051 10277 , 12577. .12611 
(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


35258 




Seq. ID 


OJ990618_11 


. 9A20 


.C7 


Gene No. 


72920 




Strand 








Start 


4997 




End 


12611 






Name 


OJ99061 


8_11. 9A20.C7.o4 . gs 


Method 


GENSCAN 






Start 


10338 




End 


11509 






GI 


none 




Score 


.82 






Exons 


10338. . 


10763, 10780. .11218, 


11358. . 11509 






Seq. No. 


35258 




Seq. ID 


OJ990618_11 


.9A20 


C7 


Gene No. 


72921 




Strand 








Start 


21057 




End- 


2398,5 






Name 


OJ99061 


8_11. 9A20.C7 .06. gs 


• Method 


GENSCAN 






Start • 


21057 




End 


22236 






GI 


none 




' Score 


.58 ■ • 






Exons * 


21057. . 


21139, 21723.. 22236 










Seq. No. 


35258 




Seq. ID 


,OJ990618_11 


9A20 


C7 


Gene No. 


72-^21 




Strand 








Start 


21057 




End 


23985 






Name 


OJ99061 


8_11. 9A20.C7.o3.np 


Method 


AAT/NAP 






Start 


21504 




End 


23985 






GI 


6957518 




Score 


445 






Exons 


21504 . . 


22197, 23915.. 23985 










GI Descrip. 


(AC022288) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


35258 




Seq. ID 


OJ990618_11 


9A20 


C7 



35176 




Gene No. 


72922 






Strand 






Start 


25694 






End 


29092 




Name 


OJ990618 11.9A20.C7 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8292 






End 


8627 




GI 


none 






Score 


73 




Exons 


8292. 


8408, 8320. .8406, 8445 


..8627, 8518. .8619 




Seq. No. 


35258 






Seq. ID 


OJ990618_11.9A20. 


C7 


Gene No. 


72922 






Strand 






Start 


25694 






End 


29092 




Name 


OJ990618 11.9A20.C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


9268 






End 


9651 




GI 


none 






Score 


52 




Exons 


9268. 


9522, 9496.. 9609, 961C 


. .9651 






Seq. No. 


35258 






Seq. ID 


OJ990618JL1. 9A20. 


C7 


Gene No . 


72922 






Strand 






Start 


25694 






End 


29092 




Name 


OJ990618 11.9A20.C7 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


15848 






End 


28660 




GI 


none 






Score 


208 




Exons „..„ 


. 158„43. 


...1623.1, .16688. 


,,..16§7.3,. 


19208, .19300,. ..2.7.5.92 .,..27,7.41.,. 


— 


■ - - • — 


...28278 


.28538, 28562 


...28-660... 








Seq. No. 


35258 






-Seq. ID 


OJ990618_11.9A20. 


C7 


Gene No. 


72922 






Strand 






Start 


25694 






End 


29092 




Name 


OJ990618 11.9A20.C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15950 






End 


28545 




GI 


none 






Score 


216 




Exons 


15950. 


.16225, 15955 


. .16218, 


16688. .16864, 16688 16861, 






17042. 


.17158, 17043 


. . 17168, 


19049. .19153, 19205. .19291, 






26374. 


.26460, 26461 


. . 26616, 


27077. .27202, 27601 .. 27777 , 






27604. 


.27777, 28284 


. . 28538, 


28291. .28545 




Seq. No. 


35258 






Seq. ID 


OJ990618_11. 9A20. 


C7 


Gene No. 


72922 






Strand 






Start 


25694 






•End 


29092 




Name 


OJ990618 11..9A20.C7 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


19241 






End 


26424 




GI 


none 






Score 


64 




Exons 


19241. 


.19291, 20084 


. .20221, 


20131. .20211, 20222. .20365, 






20231. 


.20362, 25691 


. .25834, 


25694 . .25819, 25698 .. 25838 , 






25850. 


.25978, 25851 


. .25973, . 


26374. .26424 




Seq. No. 


35258 






Seq. ID 


OJ990618_11. 9A20. 


C7 


Gene No. 


72922 






Strand 






Start 


25694 






End 


29092 




Name, 


OJ990618 11.9A20.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


20114 






End 


25949 




GI 


none 






Score 


204 




Exons 


20114. 


.20365, 20131 


. .20310, 


25704. .25949, 25706. .25948 




Seq. No. 


35258 






Seq. ID 


OJ990618_11. 9A20. 


C7 


Gene No. 


72922 






Strand 






Start 


25694 






End 


29092 




Name 


OJ990618 11.9A20.C7 


. ol . tc 


Method 


TBLASTX: Cress 





35177 



Start 


21616 








GI 


none 








Exons 


21616. . 


.21816, 


21624. 


.21794, 




• 21925.. 


,22179 






Seq. No. 


35258 








Gene No. 


72922 








Start 


25694 








Name 


OJ990618 11.9A20.C7. 


ol.ts 


Start 


21616 








GI 


none 








Exons 


21616. . 


,21837, 


21617. 


.21838, 


Seq. No. 


35258 








Gene No. 


72922 








Start 


25694 








Name 


OJ990618 11.9A20.C7. 


o3 . tm 


Start 


21616 








GI 


none 








Exons 


21616. . 


21807, 


21895. 


.22014 


.Seq.Jtfo...- 


... 3 5 2.58, _ 








.Gene No., 


, ..72922.,,. 








Start 


25694 








Name 


OJ990618 11.9A20.C7. 


o4 . tm 


Start 


22213 








GI 


none 








Exons 


22213. . 


22335, 


22214. 


.22351, 




22229. . 


22369, 


22230. 


.22373, 




22236. . 


22331, 


22316. 


.22408, 




22369. . 


22461, 


22370. 


.22462, 




22398. . 


22550, 


22400. 


. 22549, 




22431. . 


22571, 


22436. 


.22564, 




22446. . 


22565, 


22446. 


.22565, 




22452. . 


22553, 


22596. 


.22706, 




22597. . 


22626, 


22602. 


.22709, 




22610. . 


22681, 


22714. 


.22836, 




22719. . 


2284 4 . 






Seq. No. 


35258' 








Gene No. 


72922 








Start 


25694 








Name 


OJ99061 


.8 11.9A20.C7. 


o7 . gs 


Start 


25694 - 






GI 


none 








Exons 


25694 . . 


25975, 


27071. 


.27206, 




28552. . 


28659, 


28827. 


.29091 



End 22179 
Score 66 



Seq. ID OJ990618_11. 9A20.C7 
Strand 

End 29092 

Method TBLASTX : Soybean 

End 22179 

Score 76 



Seq. ID OJ990618__11. 9A20.C7 
Strand 

End 29092 

Method TBLASTX : Mai ze 

End 22014 

Score 90 



„ _„S.trand.,.-. - . rr ^ =rT ..- 

End 29092 

Method • TBLASTX: Maize 

End 22844 

Score 78 
22226.-22372, 2222 9 . . 2238 1 , 
22230. .22367, 22235 22321 , 
22321. .22407, 22364 22552 , 
22397. .22549, 22398 .. 22529, 
22400. .22564, 224 12 .. 22564 , 
22443. .22571, 22443 .. 22553, 
22448. .22582, 224 50 .. 22575 , 
22596. .22709, 22597 .. 22701 , 
22602. .22715, 22 605 .. 22727 , 
22716. .22835, .227 17 .. 22842 , 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ990618_11. 9A20.C7 

29092 
GENSCAN 
29091 
.65 



27554 . .27778, 28282 284 65 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



35258 Seq. ID OJ990618_11 . 9A20 . C7 

72922 Strand 

25694 End 29092 

OJ990618JL1. 9A20.C7.o4 . np Method AAT/NAP 

25697 End 29092 

4733937 Score 543 

25697. .25940, 26321 26616, 27071 .. 27210, 27558 .. 27778 , 

28282. .28659, 28827.. 29092 

(AF080245) sesquiterpene synthase [Elaeis oleifera] 



35178 



Seq. No. 35259 Seq. ID 

Gene No. 72923 Strand 

Start ■ ■ 1023 End 

Name OJ990618_11 . 9A20 ..C8 . pi . gs Method 

Start 1023 End 

GI none Score 

Exons 1023.. 1127 



OJ990618_11. 9A20.C8 
+ 

1127 
GENSCAN 
1127 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
.Name ... „ . r 
Start-.-., . - 
GI 

Exons 

GI Descrip. 



35259 



Seq. ID OJ990618JL1.9A20.C8' 



72924 Strand + 

1322 End 14218 

OJ990618_11 . 9A20 . C8 . ol . np Method AAT/NAP 

1322 End 13032 

5091513- Score 1567 

1322. .1662, 10315. .11134, 11908. .13032 
(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990618_11. 9A20.C8 

Strand + 

End 14218 . 

.MethAd' _ ,_. AAT./GAP_ „. ; _ 

End 9337....... r 

Score 401 



35259 
72924 
1322 

^J9.906J8__11, 9A20„.C8 . o.L. gp. 

90 IS ...... • . .. . 

72524_1.R1084 
9018. .9337 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence ' 



Seq. No. 


35259 






Seq. ID 


OJ990618_ 


_11.9A20.C8 


Gene No. 


72924 






Strand 


+ 




Start 


1322 






End 


14218 




Name 


OJ990618 11. 


9A20. 


C8.o4.gs 


Method 


GENSCAN 




Start 


11641 






End 


14218 




GI 


none 






Score 


.76 




Exons 


11641. .11667 


, 11893. .12044, 


12125. . 12392, 12869 


. . 13594, 




13943. .14218 












Seq. No. 


35259 






Seq. ID 


OJ990618_ 


_11.9A20.C8 


Gene No. 


72925 






Strand 






Start 


3764 






End 


5734 




Name 


OJ990618 11. 


9A20. 


C8.o2.gs 


Method 


GENSCAN 




■Start 


3764 






End 


5734 - 




GI 


none 






Score 


.71 




Exons 


3764.. 3916, 


4578. 


.4759, 5329 


. .5464, 5495, .5558, 


•5697. .5734 


Seq. No. 


. 35260 






Seq. ID 


OJ990618_ 


_11.9A20.C9 


Gene No. 


72926 






Strand 






Start 


3515 






End 


5832 




Name 


OJ990618 11. 


9A20. 


C9.o2.gs 


Method 


GENSCAN 




Start 


3515 






End 


5832 




GI 


none 






Score 


.53 




Exons 


3515. .3600, 


3950. 


.4013, 4125 


..4393, 5161. .5256, 


5766. .5832 


Seq. No. 


35261 






Seq. ID 


OJ990618_ 


_11.9A20.C10 


Gene No. 


72927 






Strand 


+ 




Start 


360 






End 


662 




Name 


OJ990618 11. 


9A20. 


C10 .ol .gs 


Method 


GENSCAN 





35179 




Start . 


360 


End 


662 






GI 


none 


Score 


. 99 






Exons 


360. . 662 










Seq. No. 


35261 


Seq. ID 


OJ990618 


11 . 9A20 


. C10 


Gene No. 


72928 


Strand 


+ 






Start 


1649 


End 


3400 






Name 


OJ990618 11.9A20.C10.o2.gs 


Method 


GENSCAN 






Start 


1649 


End 


3400 






GI 


none 


Score 


. 79 






Exons 


1649. .1777, 1994. .2421, 3244 


. . 3400 








Seq. No. 


35261 


Seq. ID 


OJ990618 


11 . 9A20 


. C10 


Gene No. 


72929 


Strand 








Start 


4119 


End 


4496 






Name 


OJ990618_11 . 9A20 .CIO . ol . tm 


Method 


TBLASTX: 


Maize 




Start 


4119 


End 


4496 






GI 


none 


Score 


. 60 






Exons 


4119. .4412, 4425. .4496 










Seq. No. 


35262. 


Seq. ID 


OJ990618 


JL1.9A20 


.Cll 


Jjgxi e, o_ . „.^_ 




.Strand^ . 


„ 






Start'...:,-.. 


\i 15,4.9...." ,1.,. Z. Zi^-~,2Z:Z , „ 


...JEiid.' 








Name 


OJ990618 11.9A20.Cll.ol.gs 


Method 


GENSCAN 






Start 


1549 


End 


'44 05 






GI 


none 


Score 


.66 






Exons 


1549. .1557, 1890. .1963, 2008 


. .2948, 3010. .3428, 


3475. .3£ 


356, 




3966. .4405 










Seq. No. 


35262 


Seq. ID 


OJ990618 


11 . 9A20 


Cll 


Gene No. 


72931 


Strand 


+ 






Start 


10516 


End 


13978 ■ 






Name 


OJ990618 11.9A20.Cll.o4.gs 


Method 


GENSCAN 






Start 


10516 


End 


13624 






GI 


none 


Score 


.42 






Exons 


10516. . 1087 8, 10918 .. 11109, 


11120. . 12233, 12291 


. . 13624 




Seq. No. 


35262' 


Seq. ID 


OJ990618 


_11. 9A20. 


Cll 


Gene No. 


72931 


Strand 


+ ■ 






Start 


10516 


End 


13978 






Name 


OJ990618 11 . 9A20 . Cll . o4 .np 


Method 


AAT/NAP 






Start 


10858 


End 


13978 






GI 


5902445 


Score 


2959 






Exons 


f " 10858 . . 12694, - 12734-. .13978 










GI Descrip . 


(AB030283). GAG-POL' precursor 


[Oryza sativa] 






Seq. No. 


35262 


Seq. ID 


OJ990618 


11 . 9A20 . 


Cll 


Gene No. 


72932 


Strand 


+ 






Start 


17991 


End 


22627 






Name 


OJ990618 11. 9A20.Cll.o6.gs 


Method 


GENSCAN 






Start 


17991 


End 


22627 






GI 


. none 


Score 


.48 






Exons 


17 991. .18052, 19048. .19138, 


20710. .208 


64, 22525 


. .22627 




Seq. No. 


35262 


Seq. ID 


OJ990618 


_11.9A20. 


Cll 


Gene No. 


72932 


Strand 


+ 






Start 


' 17991 


End 


22627 







35180 



Name OJ990618_11 . 9A20 . CI 1 . o7 ♦ np Method AAT/NAP 

Start 19049 End 20925 

GI 3688209 Score 533 

Exons 19049. .19138, 19254 .. 1931 6, 194 82 .. 19639, 19808 .. 19880, 

19991. .20050, 20436. .20543, 20707. .20925 
GI Descrip. (AJ010093) MAP3K beta 1 protein kinase [Brassica napus] 



Seq. No. 


35262 




Seq. ID 


OJ990618 




. 9A20 


.Cll 


Gene No. 


72933 




Strand 










Start 


389 




End 


793 








Name 


OJ990618 ll.9A20.Cll.ol. 


.np 


Method 


AAT/NAP 








Start 


389 




End 


793 








GI 


2462640 




Score 


493 








Exons 


389. .793 














GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 








Seq. No. 


35262 




Seq. ID 


OJ990618 


_11. 


. 9A20 


.Cll 


Gene No. 


72934 




Strand 


— 








Start 


1827 




End 


1944 








Name 


OJ990618 11. 9A20.Cll.o2. 


np 


Method 


AAT/NAP 








Start 


1827 




End 


1944 








.fij 


^ 67 2.1.$J2_ 




_S„co.re 










, Exons ... . 


_ 1827.. ..194.4 , _ ... ..... 














GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


35262 




Seq. ID 


OJ990618 


_11. 


, 9A20 


.Cll 


Gene No. 


72935 




Strand 










Start 


5102 




End 


5483 








Name 


-OJ990618 ll.9A20.Cll.ol. 


gp 


Method 


AAT/GAP 








Start 


5102 




End 


5483 








GI 


uC-osflcyp033a04bl 




Score 


643 








Exons 


5102. .5483 














GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No, 


35262 




Seq. ID 


OJ990618 


_11. 


, 9A20 


.Cll 


Gene No. 


72936 




Strand 










Start 


5912 




End 


6840 








Name 


OJ990618 11. 9A20.Cll.o2. 


gs 


Method 


GENSCAN 








Start 


5912 




End 


6840 








GI 


none 




Score 


. 92 








Exons 


5912.. 5997, 6293. .6362, 


6493. 


. 6840 










Seq. No. 


35262 




Seq. ID 


OJ990618_ 


_11. 


9A20 


.Cll 


Gene No. 


. 72937 • * 




Strand - 










Start 


7452 




End 


13020 








Name 


OJ990618 ll.9A20.Cll.o3. 


gs 


Method 


GENSCAN 








Start 


7452 




End 


10244 








GI 


none 




Score 


. 92 








Exons 


7452.. 8246, 8376.. 9224, 


9315. 


.10244 










Seq. No. 


35262 




Seq. ID 


OJ990618 


JL1. 


9A20 


.Cll 


Gene No. 


72937 




Strand 










Start 


7452 




End 


13020 








Name 


OJ990618 ll.9A20.Cll.o3. 


np 


Method 


AAT/NAP 








Start 


7455 




End 


13020 








GI 


4680179 




Score 


4141 









35181 




Exons 7455.. 10384, 12980.. 13020 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


35262 


Seq. ID 


OJ990618_11. 9A20 


.Cll 


Gene No. 


72938 


Strand 






Start 


14604 


End 


17186 




Name 


OJ990618_11. 9A20.C11 ,o5.gs 


Method 


GENSCAN 




Start 


14604 


End 


17037 




GI 


none 


Score 


.78 




Exons 


14 604. .15094, 15193 15311, 


15502. .1574 7, 15815. . 15873, 






15980. . 16126, 16194. .16318, 


16398. .17037 




Seq. No. 


35262 


Seq. ID 


OJ990618 11 . 9A20 . 


Cll 


Gene No. 


72938 


Strand 






Start 


14604 


End 


17186 




Name 


OJ990618 11. 9A20.Cll.o5.np 


Method 


AAT/NAP 




Start 


16411 


End 


17186 




GI 


6907089 


Score 


296 




Exons 


16411. .17067, 17105. .1718 6 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq., No.. ... .,. 


.3152 62 . . . . ™ 


. Seq... .IE)., 


OJ990618 11 9A20 


£11- 


Gene ..No . - „ 


72.9.39,. . P . 


Strand . 






Start 


17954 


End 


19650 




Name 


OJ990618 11. 9A20.Cll.o6.np 


Method 


AAT/NAP 




Start 


17954 


End 


19650 




GI 


6721512 


Score 


74 




Exons 


17954 .. 18061, 19590.. 19650 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


35262 


Seq. ID 


OJ990618_11.9A20. 


Cll 


Gene No. 


72940 


Strand 






Start 


22098 


End 


23554 




Name 


OJ990618 11.9A20.Cll.o3.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


757 




GI t 


none 


Score 


51 




Exons 


2. .292, 111. .293, 314. .757, 


336. .419, 4 


89. .521 




Seq. No. 


35262 


Seq. ID 


OJ990618_11.9A20. 


Cll 


Gene No. 


72940 


Strand 






Start 


22098 


End 


23554 




Name 


OJ990618 11.9A20.Cll.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


3421 


End 


3819 




GI 


none 


Score ■ 


57 




Exons 


3421. :3471, 3472. .3585, "3483 


'..3533, 3559.. 3819, 3591;. 3818 


Seq. No. 


35262 


Seq. ID 


OJ990618_11. 9A20. 


Cll 


Gene No. 


72940 


Strand 






Start 


22098 


End 


23554 




Name 


OJ990618 11.9A20.Cll.o8.tw 


Method 


TBLASTX: Wheat 




Start 


7500 


End 


7833 




GI 


none 


Score 


143 




Exons 


7500. .7832, 7564. .7833 








Seq. "No. 


35262 


Seq. ID 


OJ990618_11. 9A20. 


Cll 


Gene No. 


72940 


Strand 






Start 


22098 


End 


23554 





35182 




Name 


OJ990618_11 


. 9A20 


.Cll.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


7680 








End 


8279 




GI 


none 








Score 


229 




Exons 


7680. . 8120, 


7696 


. . 8118, 


8118 . 


.8279, 81 


24 . .8276 




Seq. No. 


35262 








Seq. ID 


OJ990618_11.9A20 


.Cll 


Gene No. 


72940 








Strand 






Start 


22098 








End 


23554 




Name 


OJ990618_11 


. 9A20 


.Cll .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


7833 








End 


13612 




GI 


none 








Score 


78 




Exons 


7833. . 8459, 


7836 


. . 8087, 


7945 . 


.8403, 13295. . 13450, 13484 


. . 13612 


Seq. No. 


35262 








Seq. ID 


OJ990618 11.9A20 


.Cll 


Gene No. 


72940 








Strand 






Start 


22098 








End 


23554 




Name 


OJ990618_11 


. 9A20 


Cll .o5 


. tm 


Method 


TBLASTX: Maize 




Start 


8328 








End 


8619 




GI 


none 








Score 


206 




Exons 


8328 . . 8618, 


8332 


.8619 










.S.e.q..„. No . ... . 


.35.2.62 








J3_eq..^IQ., 


OJ9.9.0618._11...9A2.Q 




Gene... No., *~ 


.72940 .. 


.., — 






-Strand .... 






Start 


22098 








End 


23554 




Name 


OJ990618_11 


9A20 . 


Cll .o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


8418 








End 


8678 




GI 


none 








Score 


115 




Exons 


8418 . .8621, 


8418 . 


.8678 










Seq. No. 


35262 








Seq. ID 


OJ990618_11.9A20 


.Cll 


Gene No. 


72940 








Strand 






Start 


22098 








End 


23554 




Name 


OJ990618_11 


9A20. 


Cll.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


84 66 








End 


9033 




GI 


none 








Score 


232 




Exons 


84 66. . 9002, 


8467 . 


.8718, 


8472 . 


.8930, 8773. .9033 




Seq. No. 


35262 








Seq. ID 


OJ990618_11.9A20 


.Cll 


Gene No. 


72940 








Strand 






Start 


22098 








End 


23554 




Name 


OJ990618_11 . 


9A20. 


Cll .o2 


tm 


Method 


TBLASTX :Maize 




Start 


9024 








End 


9387 




GI 


none 








Score 


172. 




Exons 


9024 . . 9386, 


9033. 


. 9386, 


9037 . 


.9387 






Seq. No. 


35262 








Seq. ID 


OJ990618_11. 9A20 


.Cll 


Gene No. 


72940 








Strand 






Start 


22098 








End 


23554 




Name 


OJ990618 11. 


9A20 . 


Cll.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


9075 








End 


9489 




C T 


none 








Score 


154 




Exons 


9075. .9488, 


9077. 


. 9388, 


9081. 


.9425, 90! 


38 . . 9489 




Seq. No. 


35262 








Seq. ID 


OJ990618__11. 9A20 


.Cll 


Gene No. 


72940 








Strand 






Start 


22098 








End 


23554 




Name 


OJ990618 11. 


9A20. 


Cll.o4 . 


ts 


Method 


TBLASTX: Soybean 





35183 






Start 


9207 






End 


11992 




GI 


none 






Score 


66 




Exons 


9207 . .9452, 


9307 . 


.9435, 11738 


. . 11866, 


11885 . . 11992 




Seq. No. 


35262 






Seq. ID 


OJ990618_11.9A20.C11 




Gene No. 


72940 






Strand 






Start 


22098 






End 


23554 




Name 


OJ990618 11. 


9A20. 


Cll . o4 . tm 


Method 


TBLASTX: Maize 




Start 


9423 






End 


11767 




GI 


none 






Score 


41 




Exons 


9423. . 9737, 


9466. 


.9510, 9544. 


.9672, 9744. .9923, 9796. .9915, 






11402. . 11767 • 










Seq. No. 


35262 






Seq. ID 


OJ990618_11.9A20.C11 




Gene No. 


72940 






Strand 






Start 


22098 






End 


23554 




Name 


OJ990618 11. 


9A20. 


Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9474 






End 


11716 




GI 


none 






Score 


203 




Exons 


9474. .9833, 


9475. 


.9750, 9796. 


.9831, 9837.. 9869, 9838. .9867, 






11345. '.11716 










Seq... .No..., 


,.352 62. 






S.eq«„. -ID- 


_ , : , _™ ™ ~— . r.- 

... 0 J 9 9 0 6 1.8_.l 1 9 A20-..GU - . ... - - 




Gene No. 


72940 






Strand 


— 




Start 


22098 






End 


23554 




Name 


OJ990618_11. 


9A20. 


Cll .o5 . tw 


Method 


TBLASTX: Wheat 




Start 


9492 






End 


11799 




GI 


none 






Score 


65 




Exons 


9492. . 9809, 


9589. 


.9717, 11375 


. .11797, 


11420. .11674, 114 85. .117 99 




Seq. No. 


35262 






Seq. ID 


OJ990618__11 . 9A20.C11 




Gene No. 


72940 






Strand 






Start 


22098 






End 


23554 


ill 


Name 


OJ990618 11. 


9A20. 


Cll.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9810 






End 


11323 




GI 


none 






Score 


264 




Exons 


9810. .10187, 


9853 


..10296, 10066. .10218 


, 10242. .10292, 


; :! ! 




11102. .11323 












Seq. No. 


35262 






Seq. ID 


OJ990618_11.9A20.C11 




Gene No. 


72940 






Strand 






Start 


22098 






End 


23554 




Name ' 


OJ990618 11. 


9A20. 


Cll .o7 . : tm 


Method 


TBLASTX r.Maize 




■ Start 


.. 9991' ■ 






End 


10281 




GI 


none * 






Score 


180 ■ • 




Exons 


9991. .10281, 


9993 


. . 10280 








Seq. No. 


35262 






Seq. ID 


OJ990618_11.9A20.C11 




Gene No. 


72940 






j Strand 






Start 


22098 






End 


23554 




Name 


OJ990618 11. 


9A20. 


Cll. oil. tw 


Method 


TBLASTX: Wheat 




Start 


10432 






End 


10611 




GI 


none 






Score 


192 




Exons 


10432. . 10611 












Seq. No. 


35262 






Seq. ID 


OJ990618_11. 9A20.C11 




Gene No. 


72940 






Strand 





35184 



Start 


22098 




End 


23554 






Name 


OJ990618 11.9A20.C11 


. 06 . tw 


Method 


TBLASTX 


: Wheat 




Start 


10764 




End 


11100 






GI 


none 




Score 


.330 






Exons 


10764 . . 10937, 10768. 


. 11100, 


1078 9. .1107 9, 11013. .11099 




Seq. No. 


35262 




Seq. ID 


OJ99061* 


9A20 


. Cll 


Gene No. 


72940 




Strand 








Start 


22098 




End 


23554 






Name 


OJ990618 11.9A20.C11 


.08. tm 


Method 


TBLASTX 


Maize 




Start 


10933 




End 


11290 






GI 


none 




Score 


192 






Exons 


10933. .11130, 10987 . 


. 11109, 


11022. .11129, 11102. .11290 




Seq. No. 


35262 




Seq. ID 


OJ99061E 


3JL1.9A20 


.Cll 


Gene No. 


72940 




Strand 








Start 


22098 




End 


23554 






Name 


OJ990618 11.9A20.C11 


.o9. tw 


Method 


TBLASTX: 


Wheat 




Start 


11944 




End 


12352 






GI 


none 




Score 


212 






Exons 


11944 . . 12171, 11945.. 


. 12169, 

„ i. 


12179. .12352, 12272. .12349 




Seq.„ ,-.Nx>. . 


^ _ 35-2-62 . ~r-.., ,. ... - 




..—.Seq.-.^ID - 


O.J99061E 


L-1X,.,SA2-Q. 




Gene No. 


72940 




Strand 








Start 


22098 




End 


23554 






Name 


OJ990618 11.9A20.C11 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


12068 




End 


12451 






GI 


none 




Score 


84 






Exons 


12068. .12193, 12200. 


. 12451 










Seq. No. 


35262 




Seq. ID 


OJ99061E 


}_11.9A20 


. Cll 


Gene No. 


72940 




Strand 








Start 


22098 




End 


23554 






Name 


OJ990618 11.9A20.C11 


.ol2. tw 


Method 


TBLASTX: 


Wheat 




Start 


12383 




End 


12649 






GI 


none 




Score 


181 






Exons 


12383. .12649, 12385. 


. 12522 










Seq . No . 


35262 




Seq. ID 


OJ99061S 


_11. 9A20 


.Cll 


Gene No. 


72940 




. Strand 








Start 


22098 




End 


23554 






Name 


OJ990618 11.9A20.C11 


. 06-. tm 


Method ■ 


TBLASTX: 


Maize 




Start . 


12857 




End 


13159 








none 




Score 


302 






Exons 


12857''. .13159, 12895. 


.13158 










Seq. No. 


35262 




Seq. ID 


OJ990618 


_11. 9A20 


. Cll 


Gene No. 


72940 




Strand 








Start 


22098 




End 


23554 






Name 


OJ990618 11.9A20.C11 


. o7 . tw 


Method 


TBLASTX: 


Wheat 




Start 


12857 




End 


13240 






GI 


none 




Score 


328 






Exons 


12857. .13240, 12862. 


. 13236. 










Seq. No. 


35262 




Seq. ID 


OJ990618 


_11.9A20 


Cll 


Gene No. 


72940 




Strand 








Start 


22098 




End 


23554 







35185 



Name 


OJ990618 11.9A20.Cll.o3.ts 


Method 


TBLASTX : 


Soybean 




Start 


19251 


End 


19637 






GI 


none 


Score 


81 . 






Exons 


19251. .19316, 19470. .19637, 


19479. .19637 






Seq. No. 


35262 


Seq. ID 


OJ990618 


_11.9A20 


.Cll 


Gene No m 


72940 


Strand 








Start 


22098 


End 


23554 






Name 


OJ990618. 11. 9A20.Cll.o9. tm 


Method 


TBLASTX: 


Maize 




Start 


19251 


End 


19889 






Gi 


none 


Score 


92 






Exons 


19251. .19316, 19479. .19640, 


19583. .19633, 19805 


. . 19876, 






19806. . 19889 










Seq. No. 


35262 


Seq. ID 


OJ990618 


_11. 9A20 


.Cll 


Gene No. 


72940 


Strand 








Start 


22098 


End 


23554 






Name 


OJ990618 11.9A20.Cll.ol0.tm 


Method 


TBLASTX: 


Maize 




Start 


19983 


End 


20862 






GI 


none 


Score 


63 






Exons 


19983.^20051, 19985 20050, 


19988. .20053, 20002 


. .20052, 






■ 20415. .20549, 20435 20542 . 207 15 20852, 20716 


. .20862 - 




Seq. No. 


35262 


Seq. ID 


OJ990618 11.9A20 


.Cll 


Gene No. 


72940 


Strand 








Start 


22098 


End 


23554 






Name 


OJ990618. 11.9A20.Cll.o8.np 


Method 


AAT/NAP 






Start 


22098 


End 


23554 






GI 


6498436 


Score 


564 






Exons 


22098. .22217, 22434. .22777, 


23045. .23554 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


35263 


Seq. ID 


OJ990618 


_11. 9A20 


.C12 


Gene No. 


72941 


Strand 


+ 






Start 


44 


End 


1082 






Name 


OJ990618 11.9A20.C12.ol.gs 


Method 


GENSCAN . 






Start 


44 


End 


1082 






GI 


none 


Score 


.47 






Exons 


44. .104, 383. .511, 979. .1082 










Seq. No. 


35263 


Seq. ID 


OJ990618 


_11. 9A20 


.C12 


Gene No. 


72942 


Strand 


+ 






Start 


1962 


End ■ 


7811 






Name 


OJ990618 11.9A20.C12.o2.gs ' 


Method 


'GENSCAN ' 






Start 


1962 


End 


7811 






GI 


none 


Score 


.66 ■ 






Exons 


1962.. 2262, 3105. .3443, 3734 


..4118, 464 


8. .4872, 


4980. .5115, 




5294. .5545, 6561. .6638, 7518 


. .7811 








Seq. No. 


35263 


Seq. ID 


OJ990618 


_11. 9A20 


.C12 


Gene No. 


72942 


Strand 


+ 






Start 


1962 


End 


7811 






Name 


OJ990618 11.9A20.C12.ol.np 


Method 


AAT/NAP 






Start 


t 2112 


End 


5545 






GI 


' 4733937 


Score 


524 






Exons 


2112.. 2264, 3182. .3443, 3734 


..4118, 464 


8. . 4826, 


4940. .5115, 




5294 . .5545 











35186 




GI Descrip. 


(AF080245) sesquiterpene synthase [Elaeis oleifera] 


Seq. No. 


35263 


Seq. ID 


OJ990618 11 . 9A20 .C12 


Gene No. 


72943 


Strand 


4- ~ 


Start 


15115 


End 


15809 


Name 


OJ990618 11 . 9A20 .CI 2 .o5 .gs 


Met hod 


GENSCAN 


Start 


15115 ~ 


End 


15809 


GI 


none 


Score 


. 7 


Exons 


15115. .15432, 15606. .15809 






Seq. No. 


35263 


Seq. ID 


OJ990618 11 . 9A20 .'C12 


Gene No. 


72944 


Strand 




Start 


8341 


End 


9011 


Name 


PiTQQfl£1P 11 QnOPl PI O s\ Q 
UJ^^UDIO 11 . 3nZU . Lli « Oj . gS 


Method 




Start 


8341 ~ 


End 


9011 


GI 


none 


Score 


. 61 


Exons 


8341. .8449, 8476. .8654, 8805. 


.9011 




Seq. No. 


35263 


Seq. ID 


OJ990618_11.9A20.C12 


Gene No . 


72945 


Strand 




Start 


10063 


End 


13607 




OJ990618 11.9A2Q.C12 o3 tm 


-.Me,tho.d .„„ T 


..TBLASTX.:.Mai^e 


-Start—. - 




^End .. .-. - _ 


5,53.6 ., 


GI 


none 


Score 


202 


Exons 


3841. .4116, 3846. .4115, 4649. 


.4822, 4649. .4825, 4983. .5099, 




4984.. 5109, 5306. .5449, 5450'. 


.5536 




Seq. No. 


35263 


Seq. ID 


OJ990618_11.9A20.C12 


Gene No. 


72945 


Strand 




Start 


10063 


End 


13607 


Name 


OJ990 618 11 . 9A20 . C12 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


5486 ~~ 


End 


7811 


GI 


none 


Score 


58 


Exons 


5486. .5536, 7527. .7664, 7532. 


.7654, 7659. .7805, 7665. .7811 


Seq. No. 


35263 


Seq. ID 


OJ990618_11 . 9A20 . C12 


Gene No. 


72945 


Strand 




Start 


10063 


End 


13607 


Name 


OJ990 618 11. 9A20.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


7556 ~ 


End 


7814 


GI 


none 


Score 


229 


Exons 


.7556. .7762, 7557. .7814, 7563. 


.7814 




Seq. No. 


35263 ■ ■ 


Seq. ID 


OJ990618_11 . 9A20 . C12 


Gene No . 


72945 - •/ 


Strand ' 




Start 


10063 


End 


13607 


Name 


OJ990618 11.9A20.C12.ol.gp 


Method 


AAT/GAP 


Start 


9826 


End 


11171 


GI 


70716 1.R1084 


Score 


1445 


Exons 


9826. .10407, 1057 6 .. 10678 , 11054. .11171 



GI Descrip. ' 4 874267/gb | AAD31332 . 1 | AC007354_5 1.0e-30 (AC007354) Strong 
similarity to gb_X56267 auxin-induced protein (pCNT115) from 
Nicotiana tabacum and is a member of the PF_00248 Aldo/keto 
reductase family. [Arabidopsis thaliana] 1 

Seq. No. 35263 Seq. ID OJ990618_11.9A20.C12 

Gene No. 72945 Strand 



35187 




Start 


10063 






End 


13607 






Name 


OJ990618 11.9A20.C12 


. o4 . gs 


Method 


GENSCAN 






Start 


10063 






End 


13541 






GI 


none 






Score 


.79 


- 




Exons 


10063. 


.10407, 10576. 


.10678, 


11054. .11226, 13095 


. . 13541 




Seq. No. 


35263 






Seq. ID 


OJ990618 


_11. 9A20 


.C12 


Gene No. 


72945 






Strand 








Start 


10063 






End 


13607 






Name 


OJ990618 11.9A20.C12 


. o2 . np 


Method 


AAT/NAP 






Start 


10069 






. End 


13520 






GI 


2462763 




Score 


1142 






Exons 


10069. 


.10407, 10585. 


.10678, 


11054 . .11226, 13095 


. . 13520 




GI Descrip. 


(AC002292) Highly similar to auxin-induced protein (aldo/keto 




reductase family) [Arabidopsis thaliana] 






Seq. No. 


35263 






Seq. ID 


OJ990618 


_11.9A20 


.C12 


Gene No. 


72945 






Strand 








Start 


10063 






End 


13607 






Name 


OJ990618 11.9A20.C12 


o 1 . tm 


Method 


TBLASTX: 


Maize 




Start 


' 10072 






End 


13380 




- 


„G J ^ „ 


none. ^ 









,59_ 


w , 


n 


. Exons. . - 


_ 10072,. 


.1012.5 r . r lX)082... 


-1.0126,*-" 


1013.2. 1 01.52. 101.53 


...... JL 04. 1.0.,- 


— — — 




10154. 


.10402, 10574. 


10684, 


10576. . 106E 


SO, ' 11053 


. . 11238 , 






11054 . 


.11224, 13092. 


13226, 


13093. .13227, 13299 


. .13379, 






13302. 


.13379, 13327. 


13380 










Seq. No. 


35263 






Seq. ID 


OJ990618 


_11. 9A20 


C12 


Gene No. 


72945 






Strand 








Start 


10063 






End 


13607 






Name 


OJ990618 11.9A20.C12 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


10072 






End 


10302 






GI 


none 






Score 


132 






Exons 


10072. 


.10302, 10082.. 


10297 










Seq. No. 


35263 






Seq. ID 


OJ990618 


_11. 9A20 


C12 


Gene No. 


72945 






Strand 








Start 


10063 






End 


13607 






Name 


OJ990618 11.9A20.C12. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


10222 






End 


13503 ' 






GI 


none 






Score 


76 






Exons 


10222. 


.10323, 10222.. 


10410, 


10226. .10405, 10570 


. . 10632, 






10630. 


.10680, 11053.. 


11238, 


11054. .1124 


8, 13092- 


. . 13220, 






13096. 


.13221, 13299.. 


13502, 


13302. .13445, 13327 


. .13503 




Seq. No. 


35263 






Seq. ID 


OJ990618 


J.1. 9A20. 


C12 


Gene No. 


72945 






Strand 








Start 


10063 






End 


13607 






Name 


OJ990618 11.9A20.C12. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


10304 






End 


13503 






GI 


none 






Score 


95 






Exons 


10304. 


.10417, 10306.. 


10410, 


10570. .10680, 10580 


. . 10681, 






11053. 


.11238, 11054.. 


11248, 


13092. .13223, 13096 


. . 13224, 






13299. 


.13502, 13302.. 


13445, 


13327. .13503 






Seq. No. 


35263 






Seq. ID 


OJ990618 


_11. 9A20. 


C12 


Gene No. 


72945 






Strand 









35188 



Start 


10063 




End 


13607 


Name 


OJ990618 11. 9A20.C12.o2 


.gp 


Method 


AAT/GAP 


Start 


13193 




End 


13607 


GI 


71684_1.R1084 




Score 


809 


Exons 


13193.. 13607 








GI Descrip. 


1 13524 61 /sp| P4 924 9I IN22_ 


_MAIZE 3.0e-23 


IN2-2 PROTEIN 1 


Seq. No. 


35263 




Seq. ID 


OJ990618_11.9A20.C12 


Gene No. 


72945 




Strand 




Start 


10063 




End 


13607 


Name 


OJ990618 11.9A20.C12.61 


. tw 


Method 


TBLASTX: Wheat 


Start 


13299 




End 


13506 


GI 


none 




Score 


166 


Exons 


13299. .13505, 13302 .. 134 4 8 , 


13324. .13506 


Seq. No. 


35264 




Seq. ID 


OJ990618_11.9A20.C13 


Gene No. 


72946 ' 




Strand 


+ 


Start 


1317 




End 


1571 


Name 


OJ990618 11. 9A20.C13.ol 


.gs 


Method 


GENSCAN 


Start 


1317 




End 


1571 


GI 


none 




Score 


.75 . 


.Exojas 


^.1311^.-15,11 _ _ _ 








— --v-.-r 

Seq. No. 


35264 - 




Seq. ID 


OJ990618_11.9A20.C13 


Gene No. 


72947 




Strand 


+ 


Start 


1846 




End 


5387 


Name 


OJ990618 ll.9A20.C13.ol 


.np 


Method . 


AAT/NAP 


Start 


1846 




End 


5387 


GI 


5922620 




Score 


584 


Exons 


1846. .1999, 2293. .2325, 


3196. .3307, 3441. .3520, 3568. .3755, 




3792.. 3876, 5257.. 5387 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi | 6016853 | dbj IBAA85196 


11 


(AP000570) 


EST D15357 (C0514) 




corresponds to a region 


of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


35264 




Seq. ID 


OJ990618_11.9A20.C13' 


Gene No. 


72948 




Strand 




Start 


5525 




End 


5872 


Name 


OJ990618 11. 9A20.C13.o2 


np 


Method 


AAT/NAP 


Start- 


5525- 




End 


5872 


GI 


6630699 




Score 


93 


Exons 


5525. .5872 








GI Descrip. 


. (AP000969) hypothetical 


protein [Oryza 


sati.va] 




gi | 67215361 dbj IBAA8 9566. 


11 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


35264 




Seq. ID 


OJ990618_11.9A20.C13 


Gene No. 


72949 




Strand 




Start 


8984 




End 


13600 


Name 


OJ990618 ll.9A20.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8981 




End 


9608 


GI 


none 




Score 


97 


Exons 


8981. . 9484, 9045. . 9215, 


908 


8. .9357, 9206. .9487, 9485. .9607, 



9486. .9608 



35189 



Seq. No. 35264 

Gene No.. 7294 9 

Start 8984 . 

Name OJ990618_11 . 9A20 . C13 . o3 . gs 

Start 8984 

GI none 
Exons 



Seq. ID OJ990618_11.9A20.C13 
Strand 

End 13600 

Method GENSCAN 

End 13600 

Score .83 



8984. .9387, 9518. .9607, 10129 ... 10360, 11114 11641, 
11652. .11865, 13467.. 13600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35264 
72949 
8984 

OJ990618_11.9A20.C13.o3.np 

8999 

5915836 



Seq. ID OJ990618_11.9A20.C13 
Strand 

End 13600 

Method AAT/NAP 

End 13174 

Score 957 
8999. .9607, 11114 .. 11933, 13090. .13174 

CYTOCHROME P450 71D7 gi 11762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



Seq. No.. 35264 Seq. ID OJ990618_11.9A20.C13 

Gene No. 72949 Strand 

.Start.. . 8984;. v . End........ . 13,60.0_.._ 

.Name - , . . ...OJ-990 618_1 1 . 9A20 ...CI 3, o2 ,..tw .....Method ...... TBLASTX :. Wheat 

Start '9002 End 9271 

GI none Score 139 

Exons 9002.. 9271, 9015.. 9215, 9062.. 9265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35264 
72949 
8984 

OJ990618_11. 9A20.C13.ol.tc 

9011 
none 



Seq. ID OJ990618_11.9A20.C13 
Strand 

End 13600 

Method TBLASTX : Cress 

End 9617 

Score 134 



9011. .9484, 9012. .9215, 9248. .9484, 9462. .9617, 9500. .9613 



Seq. No. 35264 

Gene No. 72949 

Start 8984 

Name OJ990618_11 . 9A20 . C13 . ol . ts 

Start ' 9011 

GI. none 
Exons 



Seq.^ ID OJ990618_11.9A20.C13 
Strand 

End : ' 13600 

Method TBLASTX: Soybean 

End 11816 

Score 120 



9011.. 9619, 9054.. 9215, 9062.. 9565, 9339.. 9611, 11294 .. 11530, 
-11516-. . 11683, 11712. .11816 . 



Seq. No. 35264, 

Gene No. 72949 

Start 8984 

Name OJ990618_11 . 9A20 . C13 . ol . tw 

Start 9302 

GI . none 

Exons 9302.. 9607, 9303. .'9593, 930£ 



Seq. I'D OJ990618_11.9A20.C13 
Strand ■ - 

End 13600 

Method TBLASTX : Wheat 

End 9607 

Score 228 
. 9607 



Seq. No. 35264 

Gene No. 72949 

Start 8984 

Name OJ990618_11 . 9A20 . C13 . o4 . np 

Start 9452 



Seq. ID OJ990618_11.9A20.C13 
Strand 

End < 13600 

Method AAT/NAP 

End 12009 



35190 



• 



GI 


4063734 


Score 


282 


Exons 


9452.. 9606, 9721.. 9852, 9926 


. . 10016, 


11352. .12009 


GI Descrip. 


. (AC006259) putative P450 [Arabidopsis 


thaliana] 


Seq. No. 


35264 


Seq. ID 


OJ990618_11.9A20.C13 


Gene No . 


72949 


Strand 




Start 


8984 


End 


13600 


Name 


OJ990618 11.9A20.C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


11312 


End 


11926 


GI 


none 


Score 


113 


Exons 


11312. .11515, 1134 6. .11516, 


11510. .11665, 1152 6. . 11591, 




11706. .11816, 11858. .11926 






Seq. No. 


35265 


Seq. ID 


OJ990618 11.9A20.C14 


Gene No. 


72950 


Strand 


+ 


Start 


232 


End 


4273 


Name 


OJ990618 11.9A20.C14.ol.gs 


Method 


GENSCAN 


Start 


232 


End 


4273 


GI 


none 


Score 


.48 


Exons 


232. .575, 671. .769, 3917. .4122, 4134. 


.4273 


Seq.. No. 


_3.5.26..6_ : .....„..■_„:_ 




^.QJM0m8_li^5A2JlJ;JL6™ 


Gene . No-. ..... 


, .72951.... ..... --.„.-„. ...,«— 


„ ...atr.and- - 




Start 


177 


End 


654 


Name 


OJ990618 11.9A20.C16.ol.gp 


Method 


AAT/GAP 


Start 


177 


End 


654 


GI 


1514 2.R1084 


Score 


873 


Exons 


177. . 654 






GI Descrip. 


■2462763 1.0e-121 (AC002292) 


Highly similar to auxin-induced 




protein (aldo/keto reductase 


family) 


[Arabidopsis thaliana] 1 


Seq. No. 


35266 


Seq. ID 


OJ990618_11.9A20.C16 


Gene No. 


72952 


Strand 




Start 


474 


End 


654 


Name 


OJ990618 11.9A20.C16.ol.np 


Method 


AAT/NAP 


Start 


474 


End 


654 


GI 


2462763 


Score 


123 


Exons 


474 . . 654 






GI Descrip. 


(AC002292) Highly similar to 


auxin-induced protein (aldo/keto 




reductase family) [Arabidopsis thaliana] 


Seq. No. 


35267 


Seq. ID 


OJ990618_11.9A20.C17 


Gene No. 


72953 - 


- Strand 




Start 


1 


End 


169 


Name 


OJ990618 11.9A20.C17.ol.np ' 


Method 


AAT/NAP 


Start 


1 


End 


169 


GI 


4220528 


Score 


155 


Exons 


1..169 






GI Descrip. 


(AL035356) glucose-6-phosphate isomerase [Arabidopsis thaliana 


Seq. No. 


35268 


Seq. ID 


OJ990 618_11. 9A20.C18 


Gene No. 


72954 . 


Strand 


+ 


Start 


173 


End • 


1355 


Name 


OJ990618 11.9A20.C18.ol.gs 


Method 


GENSCAN 


Start 


173 


End 


1316 


GI 


none 


Score 


.48 


Exons 


173. . 1316 







35191 



Seq. No. 35268 ■ Seq. ID 

Gene No. 72954 Strand 

Start 173 End 

Name OJ990618_11 . 9A20 . C18 . ol . np Method 

Start 4 67 End 

GI 6815062 Score 

Exons 467.. 1355 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



OJ990618_11.9A20.C18 
+ 

1355 
AAT/NAP 
1355 
1473 



Seq. No. 35268 

Gene No. 72954 

Start 173 

Name OJ990 618JL1 . 9A20 . C18 . ol . tm' 

Start 508 

GI none 

Exons 508. .630, 512. .697, 685. .1053, 686. .1051 



Seq. ID OJ990618 11.9A20.C18 



Strand 
End 

Method 

End 

Score 



+ 

1355 

TBLASTX: Maize 
1053 
137 



Seq. No. 

..Start- ... 
Name 
Start 
GI 

Exons 



GI Descrip. 



OJ990 618__11. 9A20.C19 

n ^ 



35269 Seq.. ID 

iw . , .Strand „ 

,1:' ~_ w . ». _ ; „, 7 _._.End..;..-.'.. 

OJ990618_11. 9A20.C19.ol . np . Method 
1 End 
6815062 Score 
1..348, 608. .680, 1633. .2289, 2365. 
2911. .3256, 3337. .3435, 3515. .3875, 
4414. .4596 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



AAT/NAP 
4596 
3867 
.2567, 2660. 



,2865, 



4188. .4208, 4263. .4312, 



Seq. No. 35269 
Gene No. 72955 
Start 1 

Name OJ990618_11 . 9A20 . C19 . ol . 

Start ' 5 

GI none 

Exons 5. .427, 608. .680, 1356.. 

2660.. 2865, 2962.. 3256, 
4514. . 4846 



Seq. ID OJ990618_11.9A20.C19 

Strand + ' 

End 4 84 6 

gs Method GENSCAN 

End 4 84 6 

Score .88 
1381, 1708. .2188, 2500. .2567, 
3337. .34 35, 3515. .3885, 4 355. .4454, 



Seq. No. 35269 
Gene No. -" 72956 

Start 5437 

Name OJ990618_11 . 9A20 . C19 . o3 . tm 

Start 1741 

GI none 

Exons 1741.. 2001, 1752.. 1979, 1996. 



Seq. ID OJ990618_11. 9A20..C19 
Strand 

End 8054 

Method TBLASTX :Maize 

End 2130 

Score 266 
,2025, 2035.. 2130 



Seq. No. 35269 

Gene No. 72956 

Start 5437 

Name OJ990618_11 . 9A20 . C19 . ol . 

Start 2134 

GI none 



tm 



Seq. ID OJ990618_11.9A20.C19 
Strand 

End 8054 

Method TBLASTX: Maize 

End 3280 

Score 102 



35192 



Exons 



2134. .2223, 2149. .2238, 2217. 
2457. .2498, 2508. .2585, 2666. 
2948. .3280 



.2303, 2231. .2287, 2364. .2435, 
,2833, 2716. .2814, 2840. .2866, 



Seq. No. 35269 

Gene No. 72956 

Start 5437 

Name OJ990 618_11 . 9A20 . CI 9 . o2 . gs 

Start 5437 

GI none 

Exons 5437. ..5667, 5802.. 5940, 7661, 

Seq. No. 35269 

Gene No. 72956 

Start 5437 

Name OJ990618_11 . 9A20 . C19 . ol . gp 

Start 7268 . 

GI 4714157 

Exons 7268.. 7614 



Seq. ID OJ990618_11.9A20.C19 
Strand 

8054 
GENSCAN 
7923 
.74 



End 

Method 
End 
Score 
.7923 



Seq. ID OJ990618_11.9A20.C19 
Strand 

End 8054 

Method AAT/GAP 

End 7614 

Score 638 



Seq. No. 

„Gene ~ Nq,. 

..Starts 

Name ■ 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35269 Seq. ID 

7 2.956..__.. . „ _ .Strand. _., 

,•5.4 3.7,....,. .. . _ .End ... 

OJ990618_11 . 9A20.C19.ol. tc Method 
7568 End 
none Score 



OJ990618_11.9A20.C19 

TBLASTX: Cress 

7920 

57 



7568. .7636, 7591. .7635, 7681. .7920, 7721. .7873 



OJ990618 11.9A20.C19 



_11. 9A20.C19.o2.np 



35269 
72956 
5437 

OJ990618 
7588 
2462761 
7588. .8054 

(AC002292) Highly similar to auxin-induced protein (aldo/keto 
reductase family) [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8054 
AAT/NAP 
8054 
321 



Seq. No. 


35269 








Seq. ID 


OJ990618_11.9A20.C19 


Gene No. 


72956 








Strand 




Start 


5437 








End 


8054 


Name 


OJ99.0618 11. 


. 9A20. 


C19.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


■ ■ 7588 








End. 


7933 ■ - ■ 


GI 


none 








Score 


64 


Exons 


7588. .7635, 


7589. 


.7639, 


7678 


..7920, 7684. .7914, 7724. .7933 


Seq. No. 


35269 








Seq. ID 


OJ990618_11.9A20.C19 


Gene No. 


72956 








Strand 




Start 


5437 








End 


8054 . } 


Name 


OJ990618 11. 


. 9A20. 


C19.ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


7702 








End 


7933 


GI 


none 








Score 


193 


Exons 


7702. .7926, 


7724 . 


.7933 









Seq. No. 35270 Seq. ID OJ990618_11.9A20.C20 

Gene No. 72957 Strand + 

Start 2076 End 3051 



35193 




Name 


OJ990618 ll.9A20.C20.ol, 


.gs 


Method 


GENSCAN 




Start 


2076 




End 


3051 




GI 


none 




Score 


.53 




Exons 


2076.. 2394, 2576.. 3051 










Seq. No. 


35270 




Seq. ID 


OJ990618_11. 9A20. 


.C20 


Gene No . 


72958 




Strand 






Start 


287 




End 


4042 




Name 


OJ990618 ll.9A20.C20.ol. 


.np 


Method 


AAT/NAP 




Start 


287 




End 


4033 




GI 


1352461 




Score 


875 




Exons 


287. .389, 474. .646, 3500. .3703, 3809. .4033 




GI Descrip. 


IN2-2 PROTEIN 










Sea No. 


35270 




Seq. ID 


OJ990618_11. 9A20, 


. C20 


Gene No. 


72958 




Strand 






Start 


287 




End 


4042 




Name 


OJ990618 ll.9A20.C20.o2. 


.gs 


Method 


GENSCAN 




Start 


3407 




End 


4042 




GI 


none 




Score 


.57 




Exons 


3407. .3415, 3500. .3703, 


3809. 


.4042 








' "352.70 71777 1.7 




. Seq.., -ID.,- 


,OJ990.618- .ILi*A2o\ v C2J0.. 


Gene No. 


72959 




Strand 






Start 


4949 




End 


6495 




Name 


OJ990618 ll.9A20.C20.o3, 


.gs 


Method 


GENSCAN 




Start 


4949 




End 


6495 




GI 


none 




Score 


.52 




Exons 


4949. .5067, 5845. .6100, 


6334 . 


.6495 






Seq. No. 


35270 




Seq. ID 


OJ990618_11.9A20. 


.C20 


Gene No. 


72959 




Strand 






Start 


4949 




End 


6495 




Name 


OJ990618 ll.9A20.C20.o2. 


np 


Method 


AAT/NAP 




Start 


6334 




End 


6465 




GI 


728744 




Score 


73 




Exons 


6334 . . 6465 










GI Descrip. 


AUXINS-INDUCED PROTEIN PCNT115 


gil 100305|pir | IS16390 . 






auxin-induced protein - 


common tobacco 


gi| 19799 | emb | CAA3970* 




(X56267) auxin-induced protein [Nicotiana tabacum] 




Sea No 


35270 




Seq. ID 


OJ990618JL1.9A20. 


,C20 


Gene No. 


72960 ■ ... 




Strand 






Start 


10784 




End 


11474 




Name 


OJ990618 ll.9A20.C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


287 




End 


646 




GI - 


none 




Score 


136 




Exons 


287. .391, 288. .389, 289. 


.390, 


473. . 646, 


474 . . 644 




Seq. No. 


35270 




" i 

Seq. ID 


OJ990618_11 . 9A20. 


C20 


Gene No. 


72960 




Strand 






Start 


10784 




End 


11474 




Name 


OJ990618 ll.9A20.C20.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


287 




End 


647 




GI 


none 




Score 


88 




Exons 


287. .391, 291. .389, 473. 


.616, 


473. . 646, 


474. .647 





35194 




Seq. No. 


35270 








Seq. ID 


OJ99061E 


i_ll.9A20.C20 


Gene No . 


72960 








Strand 






Start 


10784 








End 


11474 




Name 


OJ990618 11 


.9A20. 


C20.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


333 








End 


6435 




GI 


none 








Score 


65 




Exons 


333. .389, 341. .391, 473 


. .64 6, 


474. . 647 


, 3492. .3689, 3494. .3 




3801 . . 4001, 


3809. 


.4006, 


3893. 


.4006, 6359. . 6406, 


6397 . . 6435 


Seq. No. 


35270 








Seq. ID 


OJ99061S 


_11.9A20.C20 


Gene No. 


72960 








Strand 






Start 


10784 








End 


11474 




Name 


OJ990618_11 


.9A20. 


C20.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3492 








End 


3623 




GI 


none 








Score 


190 




Exons 


3492 . . 3623, 


3494 . 


.3622 










Seq. No. 


35270 








Seq. ID 


OJ990618 


_11.9A20.C20 


Gene No . 


72960 








Strand 






Start 


10784 








End 


11474 




Name 


OJ990618 11 


. 9A20. 


C20.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start..., .... 


fc 35_12 








,En.d„ 


..64.35 _ 




-.GI, 


.rione^ 


— - • 






.Score. 


. 1&5 . -.....„.. 




Exons 


3512 . . 3691, 


3513. 


. 3692, 


3804 . 


.4001, 38 


09. .4006, 


3893. .4003, 




6351 . . 6395, 


6356. 


. 6394, 


6397. 


.6435, 63 


98 . . 6433 




Seq. No. 


35270 








Seq. ID 


OJ990618 


_11.9A20.C20 


Gene No. 


72960 








Strand 






Start 


10784 








End 


11474 




Name 


OJ990618 11 


. 9A20. 


C20.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3630 








End 


6435 




GI 


none 








Score 


79 




Exons 


3630 . . 3692, 


3630. 


.3662, 


3659. 


.3691, 38 


09. .4009, 


3810. .4010, 




6345. . 6398, 


6346.. 


. 6396, 


6351. 


.6401, 6356. .6406, 


6397. .6435, 




6398 . . 6433 














Seq. No. 


35270 








Seq. ID 


OJ990618 


__11.9A20.C20 


Gene No . 


72960 








Strand 






Start 


10784 








End 


11474 




Name 


OJ990618 11 


. 9A20. 


C20.O2 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3651 








End 


6435 




GI 


none 








Score 


63 




Exons 


.- .3651. .3692, 


3659. 


.3691, 


3809. 


.4009, 38 


10. .4010, 


6345. . 6401, 




634 6. . 6417, 


6356. 


. 6406, 


6397 .- 


.6435 






Seq. No . 


35270 








Seq. ID 


OJ990618 


JL1.. 9A20.C20 


Gene No. 


72960 








Strand 






Start 


10784 








End 


11474 




Name 


OJ990618 11 


. 9A20. 


C20.o4 v 


gs 


Method 


* GENSCAN 




Start 


10784 








End 


11474 




GI 


none 








Score 


.7 




Exons 


10784. .10899, 11423. .11474 








Seq. No. 


35271 








Seq. ID 


OJ990618 


_11.9A20.C23 


Gene No. 


72961 








Strand 


+ 




Start 


216 








End 


418 




Name 


OJ990618 11 


. 9A20. 


C23.ol. 


np 


Method 


AAT/NAP 





35195 



Start 216 End 418 

GI 6815062 Score 140 

Exons 216. .418 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic* sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 35271 Seq. ID 

Gene No. 72962 Strand 

Start 204 End 

Name OJ990618_11 . 9A20 . C23 . ol . gs Method 

Start 204 End 

GI none Score 

Exons 204.. 364, 396.. 442 



OJ990618_11.9A20.C23 
442 

GEN SCAN 

442 

.65 



Seq. No. 35272 

Gene No. 72963 

Start 1 

Name OJ990618_11 . 9A20 . C26 . ol . np 

Start 1 

GI 1352461 

, Expns .. , _1.. • 20.8.,._...3.4 5 390., ,. „ „ 

.GI -.Descrip LH2-r2-,ER0T ( EIKL,. 1 . r . 

Seq. No. 35272 

Gene No. 72963 

Start 1 

Name OJ990618_11 . 9A20 . C26 . ol . tm 

Start 2 

GI none 

Exons 2.. 208, 4.. 207 



Seq. ID 

Strand 

End 

Method 
End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618__11.9A20.C26 
+ 

390 

AAT/NAP 
390 

274 . 



OJ990618_11.9A20.C26 
+ 

390 

TBLASTX: Maize 

208 

304 



Seq. No. 35272 Seq. ID 

Gene No. 72963 Strand 

Start 1 End 

Name OJ990618_11 . 9A20 . C2 6 . ol . tw Method 

Start .,.4 . End 

GI none Score 

Exons 4. .207, 5. .208, 176. .208 - 



OJ990618_11.9A20.C26 
+ 

390 

TBLASTX: Wheat 

208 

303 



Seq. No. 35272 Seq. ID 

Gene No. 72963 . Strand 

Start-- - -1 ' - End. 

Name OJ990618_11 . 9A20 . C2'6 . ol . tc Method 

Start ' 5' End ' 

GI none Score 

Exons 5.. 208, 16.. 219 



OJ990618_11.9A20.C26 
+ 

390- ■ - - 
TBLASTX: Cress 

219 \.. r ■ 

277 



Seq. No. ' 35272 Seq. ID 

Gene No. 72963 Strand 

Start 1 End 

Name 0 J9 9 0 6 1 8_1 1 . 9A2 O.C26.ol.ts Method 

Start 5 End 

GI none Score 

Exons "5. .208, 16. .213 



OJ990618_11.9A20.C26 
+ 

390 • 

TBLASTX: Soybean 
213 

284 ■■. 



Seq. No. 



35272 



Seq. ID OJ990618 11.9A20.C26 



35196 



Gene No. 72963 Strand + 

Start 1 End 390 

Name OJ990618_1 1 . 9A20 . C2 6 . ol . gs Method GENSCAN 

Start 65 End 208 

GI none Score . 6 

Exons 65.. 208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990528_11.9A03.C1 
596 

AAT/GAP 

596 

783 



35273 Seq. ID 

72964 Strand 
1 End 
OJ990528_11. 9A03.Cl.ol.gp • Method 
1 End 
2428298 Score 
1..240, 417. .596 

5091516/dbj IBAA78751.il 3.0e-32 (AB023482) ESTs 

C72761 (E2193) ,AU056875 (S20945) , AO056876 (S20945) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and ' 
ORF, complete and part 



Seq. No. 
Gen.e_N.o„. ... _ 

— ^ S t a r»t^ «r -r^. --.-t 

Name 

Start 

GI 

Exons 

GI Descrip. 



35273 

.7.2-9.64. 

OJ990528_11 . 9A03.Cl.ol.np 
1 

5091516 
1..240, 417. .452 

(AB023482) ESTs C72761 (E2193) , AU056875 (S20945) , AU056876 (S20945] 
correspond to a region of the predicted gene .;• Similar to 
Thermus thermophilus gene for homocitrate synthase, 
homoaconitate hydratase, and ORF, complete and part... 



Seq. ID OJ990528JL1.9A0.3.C1 

_-S.tr and -. . 

™,En<i. . - 536™ 

Method AAT/NAP- * 

End 452 

Score 403 



Seq. No. 


35273 








Seq. ID 


OJ990528 


_11. 9A03 


.CI 


Gene No. 


72964 








Strand 








Start 


1 








End 


596 






Name 


OJ99052* 


3JL1. 9A03.C1 


.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


1 








End 


198 






GI 


none 








Score 


97 






Exons 


1. .198, 


2. .169 














Seq. No. 


35273 








Seq. ID 


OJ990528 


_11.9A03 


.CI 


Gene No. 


72964 








: . Strand 








■Start 


1 








- End 


• 596' 






Name 


OJ99052* 


3_11.-9A03.C1 


.01 


tm 


Method 


TBLASTX: 


Maize 




Start * ■ ■■ 


1 








End 


24 0 






GI 


none 








Score 


237 






Exons 


1. .240, 


2. .238, 4.. 


240 












Seq. No. 


^5273 








Seq. ID 


OJ990528 


_11. 9A03 


CI 


Gene No. 


72964 








Strand 








Start 


1 








End 


596 






Name 


OJ99052S 


3_11. 9A03.C1 


.ol 


gs 


Method 


GENSCAN 






Start 


105 








End 


528 






GI 


none 








Score 


. 68 






Exons 


105. .240, 417. .528 














Seq. No. 


35274 








Seq. ID 


OJ990528 


_11. 9A03 


C2 



35197 



Gene No. 


72965 




Strand 


- 


Start 


32 




End 


1507 


Name 


OJ990528 11.9A03.C2. 


.ol.gs . 


Method 


GENSCAN 


Start 


32 




End 


1507 


GI 


none 




Score 


.68 


Exons 


32. .238, 1484. .1507 








Seq. No. 


35275 




Seq. ID 


OJ990528 


Gene No. 


72966 




Strand 




Start 


282 




End 


3783 


Name 


OJ990528_11 . 9A03 . C3 . 


. ol . gs 


Method 


GENSCAN 


Start 


282 




End 


3682 


GI 


none 




Score 


. 61 


Exons 


282 . . 3682 








Seq. No. 


35275 




Seq. ID 


OJ990528 


Gene No. 


72966 




Strand 




Start 


282 




End 


3783 


Name 


OJ990528 11.9A03.C3. 


ol . np 


Method 


AAT/NAP 


Start 


285 




End 


3783 


GI . 


. 4680179 




Score 


5395 


.Exons.,. 


_ ....285.,, , 3J.Bj3,-„ 








.GI^De scrip.. 


-.^ .(. AELLIZOS). -jpo lypr.o telnet Dry z a., sat i v.a. -sub s p- , ;i i nd. 


Seq. No. 


35275 




Seq. ID 


OJ990528 


Gene No. 


72966 




Strand 




Start 


282 




End 


3783 


Name 


OJ990528 11.9A03.C3. 


o7 . tm 


Method 


TBLASTX : 1 


Start 


309 




End 


521 


GI 


none 




Score 


200 


Exons 


309. .521 









Seq. No. 35275 

Gene No. 72966 

Start 282 

Name OJ99052 8_1 1 . 9A03 . C3 . 06 . tw 

Start 330 

GI- none 

Exons 330.. 662, 526.. 663 

Seq. No. 35275 

Gene No. . . . 72966 . ... 

Start 282 - . 

Name OJ990528_11 . 9A03 . C3 . ol . tm 

Start 522 " 

GI none 
Exons 



Seq. ID OJ990528_11. 9A03.C3 
Strand 

End 3783 

Method TBLASTX : Wheat 

End 663 

Score 73 



Seq. ID OJ990528_11. 9A03.C3 
Strand 

.End ■ . 3783 ■ ... • - 

Method ' TBLASTX: Maize 



End 
Score 



1109 
61 



522. .791, 523. .621, 649. .783, 666. .836, 852. .950, 853. .948, 
882. .950, 948. .1109, 955. .1101, 957. .1103 



Seq. No. 35275 

Gene No. 72966 

Start 282 

Name OJ990528_11 . 9A03 . C3 . ol . tw 

Start 663 

GI none 

Exons 663.. 1289, 664.. 1233 



Seq. ID OJ990528_11. 9A03.C3 
Strand 

End 3783 

Method TBLASTX : Wheat 

End 1289 

Score 349 



35198 



Seq. No. 


35275 








Seq. ID 


OJ990528 


:_11. 9A03. 


.C3 


Gene No. 


72966 








Strand 








Start 


282 








End 


3783 






Name 


OJ990528 11 


. 9A03 


.C3.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1158 








End 


1450 






GI 


none 








Score 


161 






Exons 


1158. . 1448, 


1162 


. .1347, 


1163. 


.1450, 1167. .1379, 


1259. . 1450 


Seq. No. 


35275 








Seq. ID 


OJ990528 


_11.9A03, 


,C3 


Gene No. 


72966 








Strand 








Start 


282 








End 


3783 






Name 


OJ990528 11 


. 9A03 


.C3.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1248 








End 


1508 






GI 


none 








Score 


54 






Exons 


1248. . 1316, 


1248 


. . 1508, 


1405. 


. 1503 








Seq. No. 


35275 








Seq. ID 


OJ990528 


_11. 9A03. 


.C3 


Gene No. 


72966 








Strand 








Start 


282 








End 


3783 






Name 


OJ990528 11 


. 9A03 


.C3.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1272 








End 


1598 






, 


.. __.nQne. 








Score. 


. „6,4 






. Exons .. 


..127,2. .1415., . 


.12,73. 


....1350^.1416.. 










Seq. No. 


35275 








Seq. ID 


OJ990528 


_11.9A03. 


,C3 


Gene No. 


72966 








Strand 








Start 


282 








End 


3783" 






Name 


OJ990528 11, 


.9 AO 3 


.C3.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1296 








End 


1775 






GI 


none 








Score 


223 






Exons 


1296. . 1775, 


1297 


. .1680, 


1302. 


. 1757 








Sea. No. 


35275 








Seq. ID 


OJ990528 


_11.9A03. 


C3 


Gene No. 


72966 








Strand 








Start 


282 








End 


3783 






Name 


OJ990528 11, 


.9 AO 3 


.C3.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1779 








End 


2288 






GI 


none 








Score 


302 






Exons 


1779. .2288, 


17 80 


. .2256, 


1869. 


. 2288 








Seq. No. 


35275 








Seq. ID 


OJ990528 


_11. 9A03. 


C3 


Gene No. 


. 72966 








Strand 








Start . 


282 








End 


37 83 






Name 


OJ990528 11. 


. 9A03 


.C3!o2. 


tm 


Method 


. TBLASTX: 


Maize 




Start 


1863 








End ' 1 


■ 2216 






GI 


none 








Score 


132 






Exons 


1863. .2216, 


1878 


. .2174, 


2038. 


.2214 








Seq. No. 


35275 








Seq. ID 


OJ990528 


_11.9A03. 


C3 


Gene No. 


72966 








Strand 








Start 


o o o 








End 


3783 






Name 


OJ990528 11. 


, 9A03 


.C3.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2037 








End 


2279 






GI 


none 








Score . 


197 






Exons 


2037. .2279 
















Seq. No. 


35275 








Seq. ID 


OJ990528 


_11.9A03. 


C3 



35199 




Gene No. 


72966 








Strand 


- 




Start 


282 








End 


3783 




Name 


OJ990528 11 


. 9 AO 3 


C3.o5 


tm 


Method 


TBLASTX: Maize 




Start 


2217 








End 


2570 




GI 


none 








Score 


117 




Exons 


2217 . .2570, 


2299 


.2559 










Seq. No. 


35275 








Seq. ID 


OJ990528 11.9A03 


. C3 


Gene No. 


72966 








Strand 






Start 


282 








End 


3783 




Name 


OJ990528_11 


. 9A03, 


C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2289 








End 


2591 




GI 


none 








Score 


201 




Exons 


2289. .2591, 


2290 . 


. 2553 










Seq. No. 


35275 








Seq. ID 


OJ990528_11.9A03 


.C3 


Gene No. 


72966 








Strand 






Start 


282 








End 


3783 




Name 


OJ990528 11 


. 9A03. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2304 








End 


2699 




GI 


none 








Score 


126 




Exons _ 


2.3.04 . ...26.6.3.1.- 


..23.Q5., 


.....2.5X7 f 


..-2522. 


.^„2. 6.5.6,.. 2.58.6.. ,,2,6.6.0, 2551,^2333^ 


- - — ■ 


. ,-.2 : 66.7 . . 2693... 








- - . - - 






Seq. No. 


35275 








Seq. ID 


OJ990528JL1.9A03 


.C3 


Gene No. 


72966 








Strand 






Start 


282 








End 


3783 




Name 


OJ990528 11 


. 9A03. 


C3.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


2586 








End 


JOo 7 




GI 


none 








Score 


111 




Exons 


2586. . 3053, 


2619. 


.2966, 


2812 


. .3057 






Seq. No. 


35275 








Seq. ID 


OJ990528_11.9A03 


.C3 


Gene No. 


72966 








Strand 






Start 


282 








End 


3783 




Name 


OJ990528 11 


. 9A03. 


C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2640 








End . 


3126 




GI 


none 








Score 


215 




Exons 


2640. . 3122, 


2682 . 


. 3098, 


2683 


.3126 






Seq. No. 


35275 








Seq. ID 


OJ990528_11.9A03 


.C3 


Gene No. 


72966 • . 








Strand 






Start - 


-. . 282 - . • 








End. 


3783 : . - ■ 




Name 


OJ990528 11 


.'9A03. 


C3.o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2772 








End 


3053 




GI 


none 








Score 


57 ■ 




Exons 


2772 . . 3053, 


2773. 


.2970 










Seq. No. 


35275 








Seq. ID 


OJ990528_11.9A03 


.C3 


Gene No. 


72966 








Strand 








ZoZ 








End 


3783 




Name 


OJ990528 11 


. 9A03. 


C3.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


3297 








End 


3651 




GI 


none 








Score 


79 




Exons 


3297.. 3650, 


3333. 


.3467, 


3556. 


.3651 






Seq. No. 


35275 








Seq. ID 


OJ990528_11.9A03 


.C3 



35200 




Gene No. 


72966 


Strand 


- 




Start 


282 


End 


3783 




Name 


OJ990528 11 . 9A03 . C3 . 06 . tm 


Method 


TBLASTX 


Maize 


Start 


3384 


End 


3704 




GI 


none 


Score 


209 




Exons 


3384 . .3704 








Seq. No.' 


35276 


Seq. ID 


OJ99052£ 


3_1 1 . 9A03 .C4 


Gene No. 


72 967 


Strand 


+ 




Start 


-t 
i 


End 


4549 




Naitie 


VuyyUO^O 1 X . y/\U o . . oz . np 


Method 


AAT/NAP 




Start 


1 


End 


4549 




GI 


5295955 


Score 


753 




Exons 


1..41, 675. .826, 1985. .2101, 


2644 . .2758 


, 3439.. 


3869, 3948.. 4023, 




4063. .4549 








GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) 


genome. (V01555) 




[Oryza sativa] 









Seq. No. 

Gene No. 

Start 

.Name,... „ 

.Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35276 
72968 
1 

, .m9.9 t a52S^l.X. v .^03..,C4. v pi..np, _ 

4680179 Score 
1..1021" 



OJ990528 11.9A03.C4 



Seq. ID 
Strand 

End 4076 

Methods... .mi/Jth?^ 
,,.1021 
1183 



(AF111709) polyprotein [Oryza sativa subsp. indica] 



35276 
72968 
1 

OJ990528_11. 9A03.C4 .ol.gs 
58 

none 



Seq. ID OJ990528_11.9A03.C4 
Strand 

End 4 07 6 

Method GENSCAN 

End 4076 

Score . 68 



,1018, 1166. .1211, 3651. .3744, 3791. .3874, 3965. .4076 



Seq. No. 35276 Seq. ID 

Gene No. 72968 Strand 

Start 1 End 

Name OJ990528_11 . 9A03 . C4 . ol . tm • Method 

Start 212 End 

GI none Score 

Exons. . ,; 212., 508, 321. .491 . 



OJ990528_11.9A03.C4 
4076 

TBLASTX: Maize 

508 

100 



Seq. No. 35276 Seq, ID 

Gene No. 72968 ■ - Strand 

Start 1 End 

Name OJ990528_11 . 9A03 . C4 . ol . tw Method 

Start 389 End 

GI none Score 

Exons 389.. 748, 390.. 623, 648.. 752 



OJ990528_11. 9A03.C4 
4076 

TBLASTX: Wheat 

752 

82 



Seq. No. 35277 Seq. ID 

Gene No. 72969 - Strand . 

Start 28 End 

Name OJ990528_11 . 9A03 . C5 . ol . gs Method 

Start 28 End 

GI none Score 



OJ990528_11.9A03.C5 
+ 

455 

GENSCAN 

455 

.75 



35201 




Exons 28.. 171, 408.. 455 



Seq. No. 


35277 




Seq. ID 


OJ990528_11 . 9A03 


. C5 


Gene No. 


72970 




Strand 


— 




Start 


620 




End 


1488 




Name 


OJ990528_11 . 9A03 . C5 . o2 , 


gs 


Method 


GENSCAN 




Start 


620 




End 


1273 




GI 


none 




Score 


. 98 




Exons 


620. . 1273 










Seq. No. 


35277 




Seq. ID 


OJ990528_11.9A03 


.C5 


Gene No. 


72970 




Strand 






Start 


620 




End 


1488 




Name 


OJ990528 ll.9A03.C5.ol. 


np 


Method 


AAT/NAP 




Start 


623 




End 


1488 




GI 


4680179 




Score 


1108 




Exons 


623. .1488 










GI Descrip. 


{AF1117 09) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


35277 




Seq. ID 


OJ990528_11. 9A03 


,C5 


Gene No. 


72970 




Strand 


_ 




„S£AT,t ■ _ 


620' - - 




JEad_ 


,-01.8.8 „.„..„- : 






^Qd.9£D52S^l!.,3AQ 3-_C5,.,62 ,.tiru^_ T 


- Me.t.hbd. „ 


^.TBLASIXi^aixe.^-.^ 




Start 


647 - 




End • 


859 




GI 


none 




Score 


200 




Exons 


647. .859 










Seq. No. 


35277 




Seq. ID 


OJ990528_11. 9A03 


.C5 


Gene No. 


72970 




Strand 


— 




Start 


620 




End 


1488 




Name 


OJ990528 ll.9A03.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


668 




End 


1090 




GI 


none 




Score 


129 




Exons 


668. .1090, 864. .1070 










Seq. No. 


35277 




Seq. ID 


OJ990528_11.9A03 


.C5 


Gene No. 


72970 




Strand 






Start 


620 




End 


1488 




Name 


OJ990528 11. 9A03.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


860 




End 


1322 




GI 


none 




Score 


131 




Exons 


860.. 1129, 8.61. .1121, 1004.. 1174, 1005... 1172, 1190.. 128? 


3, 




1191... 1286, 1220,.. 1288, 


■ 1286. 


.1321, 1293. . 1322 




Seq. No. 


35277 . 




Seq. * ID 


OJ990528_11. 9A03 


.C5 


Gene No. 


72970 




Strand 






Start 


620 




End 


1488 




Name 


OJ990528 11. 9A03.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1094 




End 


1322 




GI 


none 




Score 


152 




Exons 


1094. .1321, 1098. .1322 










Seq. No.. 


35278 




Seq. ID 


OJ990528_11. 9A03 


C6 


Gene No. 


72971 




Strand 


+ 




Start 


538 




End 


675 




Name 


OJ990528 ll.9A03.C6.ol. 


gs 


Method 


GENSCAN 




Start 


538 




End 


675 





3:5202 




GI 


none 








Score 


. 92 






Exons 


538 . . 675 
















Seq. No. 


35279 








Seq. ID 


OJ990528 


11. 9A03 


-C7 


Gene No. 


72972 








Strand 








Start 


291 








End 


356 






Name 


OJ990528 11 


.9A03. 


C7.ol. 


gs 


Method 


GENSCAN 






Start 


" 291 








End 


356 






GI 


none 








Score 


. 89 






Exons 


291 . . 356 
















Seq. No. 


35279 








Seq. ID 


OJ990528 


11. 9A03 


.C7 


Gene No. 


72973 








Strand 








Start 


291 








End 


485 






Name 


OJ990528_11 


. 9A03. 


C7.ol. 


gp 


Method 


AAT/GAP 






Start 


291 








End 


485 






GI 


none 








Score 


353 






Exons 


291 . . 485 
















Seq. No. 


35280 








Seq. ID 


OJ990528 


11. 9A03 


.C9 


Gene No. 


72974 








Strand 


4- 






JS.t.a.r_t._ 


. ....1A.62. 










JL.192 






Nairie.-,^,.vv,'-.-->- 


.„ : ._QJS.9Q5.28 ,11 


.SAQ3-. 


C9...ol.. 


.gs.... 


^^Method.-,-^ 


GENSCAN-^ 




^ w 


Start 


1062 








■ End 


1492 






GI 


none 








Score 


.76 






Exons 


1062. .1143, 


1419. 


. 1492 












Seq. No. 


35280 








Seq. ID 


OJ990528 


_11. 9A03 


.C9 


Gene No. 


72975 








Strand 


+ 






Start 


9665 








End 


10681 






Name 


OJ990528 11 


.9A03. 


C9.ol. 


np 


Method 


AAT/NAP 






Start 


9665 








End 


10660 






GI 


6729022 








Score 


380 






Exons 


9665. .10660 
















GI Descrip. 


(AC009177) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


35280 -~ 








Seq. ID 


OJ990528 


_11. 9A03 


.C9 


Gene No. 


72975 








Strand 


+ 






Start 


9665 








End 


10681 






Name 


OJ990528 11 


. 9A03. 


C9.o4 . 


gs 


Method 


GENSCAN 






Start 


9665 








End 


10681 






GI 


none 








Score 


.96 






Exons ■ 


' 9665 ... 10681 
















Seq. No. " 


. . 35280 " • 








Seq. ID 


OJ990528 


_11.'9A03 


.C9 


Gene No. 


72976 








Strand 








Start 


2237 








End 


5837 






Name 


OJ990528 11 


.9A03. 


C9.o2. 


gs 


Method 


GENSCAN 






Start 


2237 








End 


5837 


•* 




GI 


none 








Score 


. 6 






Exons 


2237. .2530, 


3587. 


.3795, 


4054. .4228, 5474. .5562, 


5831. .5837 


Seq. No. 


35280 








Seq. ID 


OJ990528 


^11. 9A03 


.C9 


Gene No. 


72977 








Strand 








Start 


11558 








End 


11899 






Name 


OJ990528 11 


.9A03. 


C9.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


9698 








End 


10069 







35203 




GI 


none 


Score 


280 


Exons 


9698. .9910, 9707. .9817, 9715. .9891, 9946. .10002, 9948. .1000 




10012. .10065, 10013. .10069 




Seq. No. 


35280 


Seq. ID 


OJ990528_11. 9A03.C9 


Gene No. 


72977 


Strand 




Start 


11558 


End 


11899 


Name 


OJ990528 11. 9A03.C9.ol.tc 


Method 


TBLASTX : Cress 


Start 


9935 


End 


10402 


GI 


none 


Score 


132 


Exons 


9935. .10135, 9946. .10134, 


10178. .10246, 10180. .10209, 




10247. .10402 






Seq. No. 


35280 


Seq. ID 


OJ990528_11. 9A03.C9 


Gene No. 


72977 


Strand 




Start 


11558 


End 


11899 


Name 


OJ990528 11. 9A03.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


10007 


End 


10408 


GI 


none 


Score 


129 


Exons 


10007. .10135, 10009. .10134 


, 10178. .10234, 10247.. 10408 


Seq.. Na.- 


35280 


• S„ei^._JJL 




...G.ene.~No ... - - 


.,-..72-97.7,..-., 


- Strand. . 




Start 


11558 


End 


11899 


Name 


OJ990528 11.9A03.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


10070 


End 


10525 


GI 


none 


Score 


84 


Exons 


1007 0. .10135, 10175. .10234 


, 10229. .10327, 10358 104 08 , 




10460. .10525 






Seq. No. 


35280 


Seq. ID 


OJ990528_11. 9A03.C9 


Gene No. 


72977 


Strand 




Start 


11558 


End 


11899 


Name 


OJ990528 11.9A03.C9.o5.gs 


Method 


GENSCAN 


Start 


11558 


End 


11899 


GI 


none 


Score 


.53 


Exons 


11558 . . 11899 






Seq. No. 


35281 


Seq. ID 


OJ990528_11. 9A03.C10 


Gene No. 


72978 


Strand 




Start 


317 


End 


7459 


Name 


OJ990528 11.9A03.C10.ol.gs 


Method 


GENSCAN 


• Start 


317 . 


End 


7459 ■ 


GI 


none 


Score 


.7 


Exons 


317. .721, 753. .1150, 1448. 


.1529, 2527. 


.2592, 4853. .5121, ' 




6432. .6562, 7383. .'7459 






Seq. No. 


35281 


Seq. ID 


OJ990528_11. 9A03.C10 


Gene No. 


72978 


Strand 




Start 


317 


End 


7459 


Name 


OJ990528 11.9A03.C10.ol.np 


Method 


AAT/NAP 


Start 


320 


End 


1568 


GI 


4097571 


Score 


104 


Exons 


320. ;511, 783.. 978, 1006..: 


1139, 1446.. 


1568 


GI Descrip. 


(U64916) GMFP5 [Glycine max] 




Seq. No. 


35281 


Seq. ID 


OJ990528_11. 9A03.C10 



35204 




Gene No. 


72978 






Strand 






Start 


317 






End 


7459 




Name 


OJ990528 11.9A03 


.ClO.ol 


• gp 


Method 


AAT/GAP 




Start 


999 






End 


2721 




GI 


none 






Score 


783 




Exons 


999. . 1150, 1448. 


. 1529, 


2527. 


.2721 






Seq. No. 


35281 






Seq. ID 


OJ990528 11.9A03.C10 


Gene No. 


72978 






Strand 






Start 


317 






End 


7459 




Name 


OJ990528 11.9A03 


.C10.o2 


.np 


Method 


AAT/NAP 




Start 


6395 






End 


6682 




GI 


6539588 






Score 


191 




Exons 


6395. . 6682 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


35282 






Seq. ID 


OJ99052E 


_11.9A03.C11 


Gene No. 


72979 






Strand 


+ 




Start 


2956 






End 


7861 




Name 


OJ990528 11.9A03 


.Cll.ol 


. np 


Method 


AAT/NAP 




Start 


2956 






End 


7861 




: 


6J533J5J53„ \ 






SXLQEJe-™ 






. Exons-r.-.. , 


. -29S6. . 4.1 6.6 ,..J7.7,2- 


.-,.-78.61 r 










GI Descrip. 


{AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza 


sativa] 


gil 6539590 | db j |BAA88206.1| (AP000837) 




Similar to Oryza 


australiensis retrotransposon 


RIRE1 (D85597) 




[Oryza sativa] 












Seq. No. 


35282 






Seq. ID 


OJ990528 


_11.9A03.C11 


Gene No. 


72980 






Strand 






Start 


7577 






End 


10435 




Name 


OJ990528 11.9A03 


.Cll.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2950 






End 


3336 




GI 


none 






Score 


345 




Exons 


2950.. 3336, 2961 


. .3335 










Seq. No. 


35282 






Seq. ID 


OJ990528 


_11.9A03.C11 


Gene No. 


72980 






Strand 






Start 


7577 






End 


10435 




Name 


OJ990528 11.9A03 


.Cll.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3085 






End 


3398 




GI ' 


none 






Score 


348 




Exons 


. 3085. . 3396,- 3093 


. .3398- 










Seq. No. 


35282 






Seq.' ID 


OJ990528 


_11.9A03.C11 


Gene No. 


72980 






Strand 






Start 


7577 






End 


10435 




Name 


OJ990528 11.9A03 


.Cll.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3897 




i 


End 


4158 




GI 


none 






Score 


221 




Exons 


3897. .4145, 3904 


. .4158, 


3905 


. .4141, 3913. .4143 




Seq. No. 


35282 






Seq. ID 


OJ990528 


_11.9A03.C11 


,Gene No. 


72980 






Strand 






Start 


7577 






End 


10435 




Name 


OJ990528 11.9A03 


.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


7577 






End 


10435 





35205 



GI 

Exons 



none Score .78 

7577. .7729, 8273. .8374, 8627. .8683, 8778. .8855, 9329. .9415, 
10032. . 10121, 10229.. 10435 



Seq. No. 35283 Seq. ID 

Gene No. 72981 Strand 

Start 2993 End 

Name OJ990528_11 . 9A03 . C13 . o2 . gp Method 

Start 2297 End 

GI none Score 

Exons 2297.. 2802 



OJ990528_11.9A03.C13 
+ 

4710 
AAT/GAP 
2802 
962 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..,Ggn.e .„No..„ ... 
-Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35283 

72981. 

2993 

OJ990528_11. 9A03.C13.o2.gs 

2993 

none 



Seq. ID OJ990528_11.9A03.C13 

Strand + 

End 4710 

Method GENSCAN 

End 4 625 

Score .85 



2993. .3299, 3987. .4072, 4149. .4253, 4341. .4625 



35283 

,122.8.1 ™ „ 

-.2993... 

OJ990528_11. 9A03.C13.o3.np 
3002 
5734720 

3002. .3163, 3192. .3411, 4171. 
(AC008075) Contains PF| 01426 



11.9A03.C13. 



Seq. ID OJ990528_ 

..,Six^adL„+„ 

-End 4 71,0 _ 

Method AAT/NAP 
End ' 4710 

Score 217 
.4209, 4366. .4710 
BAH (bromo-adjacent homology) 
domain. ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 and 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



Seq. No. 


35283 




Seq. ID 


OJ990528_11. 9A03 


.C13 


Gene No. 


72982 




Strand 






Start 


1 




End 


2928 




Name 


OJ990528 


_11.9A03.C13.o2.np 


Method 


AAT/NAP 




Start- • 


1 




End 


2928 




GI 


1155068 




Score 


136 




Exons 


1..259, 510. .994, 2409. .2441, 


2775. .2928 




GI Descrip. 


(X94976) 


cell wall-plasma membrane linker protein [Brassica 




napus] 










Seq. No. 


35283 




Seq. ID 


OJ990528_11.9A03 


C13 


Gene No. 


72982 




Strand 






Start 


1 




End 


2928 




Name 


OJ990528 


11.9A03.C13.ol.gs 


Method 


GENSCAN 




Start 


143 




End 


958 




GI 


none 




Score 


.99 




Exons 


143. .518, 


840. . 958 








Seq. No. 


35283 




Seq. ID 


OJ990528_11.9A03 


C13 


Gene No. 


72982 




Strand 






Start 


1 




End 


2928 




Name 


OJ990528 


11. 9A03.C13.ol.np 


Method 


AAT/NAP 




Start 


146 




End 


729 




GI 


5302795 




Score 


244 




Exons 


146. .489, 


523. .129 








GI Descrip. 


(Z97341) 


hypothetical protein 


[Arabidopsis thaliana] 





35206 



Seq. No. 35283 

Gene No. 72982 

Start 1 

Name OJ990528_11 . 9A03 . C13 . o2 . tm 

Start 147 

GI none 

Exons 147. .356, 149. .382, 257. .367 



Seq. ID OJ990528_11.9A03.C13 
Strand 

End 2928 

Method TBLASTX : Mai ze 

End 382 

Score 273 



Seq. No. 35283 

Gene No.' 72982 

Start 1 

Name OJ990528_11 . 9A03 . C13 . ol . tc 

Start 152 

GI none 

Exons 152.. 385, 177.. 356 

Seq. No. 35283 

Gene No. 72982 

Start 1 

Name OJ990528_11 . 9A03 . C13 . o2 . ts 

. G,I ... ... — -..non e.~.~ ... , ..- . . ^ ~~ ^ ^ , - ^ 

Exons 188.. 385, 195.. 356 



Seq. ID OJ990528_11.9A03.C13 
Strand 

End 2928 

Method TBLASTX : Cress 

End 385 

Score . 8 9 



Seq. ID OJ990528_11.9A03.C13 
Strand 

End 2928 

Method TBLASTX : Soybean . 

„.EnoL_ 38.5., 

._ScQre, J ^,.^.84^ ( .^ ^^^^^ ^ 



Seq. No. 35283 

Gene No. 72982 

Start 1 

Name OJ990528_11 . 9A03 . C13 . ol . gp 

Start 283 

GI none 

Exons 283.. 783 



Seq. ID OJ990528_11.9A03.C13 
Strand 

End 2928 

Method AAT/GAP 

End 783 • 

Score 935 



OJ990528 11.9A03.C13 



Seq. No. 35283 Seq. ID 

Gene No. 72983 Strand 

Start 3020 End 

Name OJ990528_11 . 9A03 . C13 . o3 . tm Method 

Start 3020 End ' 

GI none Score 

Exons 3020.;3217, 3028.. 3225, 3202.. 3297, 3203.. 3262, 3229.. 3285 



3297 

TBLASTX: Maize 

3297 

286 



Seq. No. 35283 
Gene No. 72984 
Start 3984 

Name OJ990528_11 . 9A03 . C13 . ol . tm ' - 

Start 3984 
GI none 

Exons 3984.. 4037, 3991.. 4044, 3992. 

4148-,. 4231, 4149. .4229, 4162, 
4223. .4309,. 4329. .4481, 4340. 
4485. .4607, 4503. .4610, 4504, 



Seq. ID 

-Strand 
End ' 
Method 
End 
Score 

.4072, 4147 
.4230, 4220 
.4480, 4342 
.4614, 4537 



OJ990528 11.9A03.C13 



4694 

TBLASTX: Maize 
4614 
67 

4230, 4148.. 4228, 
4279, 4221.. 4253, 
4482, 4343. .4483, 
4614 



Seq. No. 
Gene No. 
Start 
Name 
Start 



35283 
72984 
3984 

OJ990528 
4335 



11. 9A03.C13.ol. ts 



Seq. ID 
Strand ■ 
End 

Method 
End 



OJ990528_11.9A03.C13 
4694 

TBLASTX: Soybean 
4694 



35207 




GI 


none 


Score 


324 








Exons 


4335..4694, 4346. .4453, 4350, 


..4598, 4502. .4693 








Sea. No. 


35284 


Seq. ID 


OJ990528 


11 . 


9A03 


. C17 


Gene No. 


72985 


Strand 










Start 


549 


End 


676 








Name 


OJ990528 11.9A03.C17.ol.gs 


Method 


GENSCAN 








Start 


549 


End 


67 6 








GI 


none 


Score 


. 66 








Exons 


549. .676 












Seq. No. 


35285 


Seq. ID 


OJ990528 


11 . 


9A03 


. C18 


Gene No. 


72986 


o lj_ dnci 


4- 








Start 


44 


End 


118 








Name 


OJ990528 11.9A03.C18.ol.gs 


Method 


GENSCAN 








Start 


44 


End 


118 








GI 


none 


Score 


.84 








Exons 


44. .118 












Sea. No. 


35286 


Seq. ID 


OJ990528 


11 . 


9A03 


.C20 


Gene No. 


72987 


Strand 










SX&XX 


_ . _9JL_.. , . . _ ,„ 


_End.; 


'725 








.Name . 


GJ9 90.5.2 8. H^9A03 ...CZO ..ol-..gs._ 


~ .Methods; 


^GENSCAN,^ 








Start 


■ 90 


■ End 


725 








GI 


none 


Score 


.65 








Exons 


90. .725 












Sea. No. 


35287 


Seq. ID 


' OJ990528 


11 . 


9 AO 3 


. C25 


Gene No. 


72988 


Strand 


+ 








Start 


210 


End 


462 








Name 


OJ990528 11. 9A03.C25.ol.gs 


Method 


GENSCAN 








Start 


210 


End 


462 








GI 


none 


Score 


.87 








Exons 


210. .283, 387. .462 












Seq. No. 


35288 


Seq. ID 


OJ990528 


11 . 


9 AO 3 


.C26 


Gene No. 


72989 


Strand 










Start 


259 


End 


2048 








Name 


OJ990528 11. 9A03.C26.ol.gs 


Method 


GENSCAN 








Start 


259 


End 


2048 








GI 


none 


Score 


.48 








Exons 


259. .464,. 653. .854, 1821 .. 1919-,- 1956 . . 


,2048 








Seq. No. 


35288 


Seq. ID 


OJ990528 


11 . 


9 AO 3 


. C26 


Gene No. 


72989 


Strand' 










Start 


259 


End 


2048 








Name 


OJ990528 11. 9A03.C26.ol.gp 


Method 


AAT /GAP 








Start 


322 


End 


975 








GI 


none 


Score 


884 








Exons 


322. .464, 653. .975 












Seq. No. 


35289 


Seq. ID 


OJ990528_ 


_11. 


9A03 


.C27 


Gene No. 


72990 


Strand 


+ 








Start 


46 


End 


546 








Name 


OJ990528 11.9A03.C27.ol.gp 


Method 


AAT /GAP 








Start 


46 


End 


546 








GI 


none 


Score 


995 









35208 



Exons 


46. . 546 












Seq. No. 


35289 




Seq. ID 


OJ990528_11 


. 9A03 


.C27 


Gene No. 


72991 




Strand 








Start 


311 




End 


568 






Name 


OJ990528_11 . 9A03 . C27 . ol 


gs 


Method 


GENSCAN 






Start 


311 




End 


568 






GI 


none 




Score 


. 62 






Exons 


311 . . 568 












Seq. No. 


35290 




Seq. ID 


OJ990528 11 


. 9A03 


,C29 


Gene No. 


72992 




Strand 


+ 






Start 


1 




End 


618 






Name 


OJ990528 11. 9A03.C29.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


618 






GI 


2388565 




Score 


72 






Exons 


1..77, 584. .618 












GI Descrip. 


(AC000098) Similar to " Primus 


pectinest erase (gb | X95991 ) 






[Arabidopsis thaliana] 












Seq. No. 


35290 




. Seq. ID 


OJ990528_11 


. 9A03. 


C29 


..Gene,, N.P _ 


. .7 2.9.9 3_ 




..Jitr^ncJ™. 








„S.t a z;t. : ™. , 


,12~,„- 




, End- 


-.8,1 _ 






Name 


OJ990528_11. 9A03.C2 9.ol. 


gs 


Method 


GENSCAN 






Start 


12 




End 


81 






GI 


none 




Score 


.89 






Exons 


12 . . 81 












Seq. No. 


35291 




Seq. ID 


OJ990528_11 


.9 AO 3 


C30 


Gene No. 


72994 




Strand 








Start 


449 




End 


751 






Name 


OJ990528 11.9A03.C30.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


234 




End 


592 






GI 


none 




Score 


36 






Exons 


234. .284, 386. .508, 387. 


.509, 


489. .590, 


503. .592 






Seq. No. 


35291 




Seq. ID 


OJ990528_11 


9A03. 


C30 


Gene No. 


72994 




Strand 








Start 


449 




End 


751 






Name 


OJ990528 11 . 9A03.C30.ol. 


gs 


Method 


GENSCAN 






Start 


449 




End 


751 






GI 


none 




. Score 


.95 






Exons . 


■ 449. .751 












Seq. No. 


35292 ' - 




Seq: ID 


OJ990528_11 


9A03. 


C31 


Gene No. 


72995 




Strand 








Start 


450 




End 


821 






Name 


OJ990528 ll.9A03.C31.ol. 


gs 


Method 


GENSCAN 






Start 


450 




End 


650 






GI 


none 




Score 


.88 






Exons 


450. .650 












Seq. No. 


35292 




Seq. ID 


OJ990528_11. 


9A03. 


C31 


Gene No. 


72995 




Strand 








Start 


450 




End 


821 






Name 


OJ990528 ll.9A03.C31.ol. 


np 


Method 


AAT/NAP 






Start 


453 




End 


821 







35209 




GI 


5302795 






Score 


248 




Exons 


453. .821 












GI Descrip. 


(Z97341) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


35292 






Seq. ID 


OJ990528 11 9A03 


.C31 


Gene No. 


72995 






Strand 






Start 


450 






End 


821 




Name 


OJ990528 11.9A03.C31 


. ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


454 






End 


695 




GI 


none 






Score 


280 




Exons 


454. .672, 456. .689, 


675 


. . 695 








Seq. No. 


35292 






Seq. ID 


OJ990528 11.9A03 


.C31 


Gene No. 


72995 






Strand 






Start 


450 






End 


821 




Name 


OJ990528 11.9A03.C31 


.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


459 






End 


695 




GI 


none 






Score 


93 ^ 




Exons 


459. . 695, 484 . . 666 












Seq. No. 


. 35292 






Seq.. ID 


OJ990528 11.9A03 


.C31 


Gsneuiio. „ 


„ ,7.2.9,95. 






w jStxand:_ „, 






.Start-, -. — 


... i.50 ... 






„.End_ ~. ^_ 


-821,.- 




Name 


OJ990528 "ll.9A03.C31 


. ol 


. ts 


Method 


TBLASTX * Sovbean 




Start 


495 






End 


758 




GI 


none 






Score 


91 




Exons 


495. .758, 502 . . 672 












Seq. No. 


35292 






Seq. ID 


OJ990528 11 9A03 


.C31 


Gene No. 


72995 






Strand 






Start 


450 






End 


821 




Name 


OJ990528 11.9A03.C31 


.ol 




Method 


AAT/GAP 




Start 


590 






End 


821 




GI 


none 






Score 


421 




Exons 


590. .821 












Seq. No. 


35293 






Seq. ID 


OJ990528 11 9A03 


C33 


Gene No. 


72996 






Strand 






Start 


580 






End 


765 




Name 


OJ990528 11.9A03.C33 


. ol 


OS 


Method 


GENSCAN 




Start 


580 






End 


765 




GI 


none 






Score 


.87 . ' . ....... 




Exons 


580.. 765 












Seq. No. 


35294 






Seq. ID 


OJ990528 11 9A03 


C34 


Gene No. 


72997 






Strand 


+ _ 




Start 


110 






End 


198 




Name 


OJ990528 11.9A03.C34 


.ol. 


gs 


Method 


GENSCAN 




Start 


110 






End- 


198 




GI 


none 






Score 


.86 




Exons 


110. .198 












Seq. No. 


35295 






Seq. ID 


OJ990528_11.9A03. 


C35 


Gene No . 


72998 






Strand 


+ 




Start 


17 






End 


415 




Name 


OJ990528 11.9A03.C35, 


ol. 


gs 


Method 


GENSCAN 




Start 


17 






End 


415 





35210 




GI 


none 


Score 


.76 






Exons 


17. .42, 313. .415 










Seq. No. 


35296 


Seq. ID 


OJ99052 


8_11.9A03 


.C36 


Gene No . 


72999 


Strand 








Start 


1 


End 


834 






Name 


OJ990528 11.9A03.C36.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


834 






GI 


6721517 


Score 


1133 






Exons 


1..300, 349. .834 










GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) 


[Oryza sativa] 


Sea No 


35296 


Seq. ID 


OJ990528 11.9A03 


. C36 


Gene No. 


72999 


Strand 


— 






Start 


1 


End 


834 






Name 


OJ990528 11 9A03 C36 ol tw 


Method 


TBLASTX 


: Wheat 




Start 


37 


End ' 


381 






GI 


none 


Score 


84 






Exons 


37 291 44 259, 337 381 










Seq. No. 


35296 


Seq. ID 


OJ99052: 


8_11. 9A03, 


. C36 


G.ene. .No.,... _ 


_ 729.99.. , : ,„ 


Strand 








Start-,.,.^- ,, 


, 


„ .End 








Name 


OJ990528 11 9A03 C36 ol as 


Met hod 


GENSCAN 






Start 


99 


End 


768 






GI 


none 


Score 


.42 






Exons 


99 . .768 










Sea No 


35296 


Seq. ID 


OJ99052I 


3_11. 9A03, 


. C36 


Gene No. 


72999 


Strand 








Start 


1 


End 


834 






Name 


OJ990528 11 9A03 C36 o2 tw 


Met h od 


TBLASTX 


: Wheat 




Start 


577 ~~ 


End 


834 






GI 


none 


Score 


89 






Exons 


577. .657, 643. .834, 731. .832 










•Seq. No. 


35297 


Seq. ID 


OJ990528 11.9A03. 


X37 


Gene No. 


73000 


Strand 


+ 






Start 


. 428 


End 


521 






Name 


OJ990528 11 . 9A03.C37.ol.gs 


Method 


GENSCAN 






Start 


428 


End 


521 






GI 


none. 


Score 


. 66 






Exons • • - - 


■ 428. .521- . . . • 










Seq. No. 


35298 


Seq. ' ID 


- OJ99052! 


3_lr. 9A03, 


.-C38 


Gene No . 


73001 


Strand 


+ 






Start 


1 


End 


1589 






Name 


OJ990528 11. 9A03.C38.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


609 






GI 


6721517 


Score 


930 






Exons 


1. .609 










GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) 


[Oryza sativa] 


Seq. No. 


35298 


Seq. ID 


OJ99052! 


3JL1.9A03. 


,C38 


Gene No. 


73001 


Strand 


+ 






Start 


1 


End 


1589 






Name 


OJ990528 11.9A03.C38.ol.gs 


Method 


GENSCAN 







35211 



Start 223 

GI none 

Exons 223.. 661, 1384.. 1589 

Seq. No. 35298 

Gene No. 73001 

Start 1 

Name OJ990528_11 . 9A03 . C38 . ol . 

Start 249 

GI none 

Exons 249.. 611, 253.. 609 

Seq. No. 35298 

Gene No. 73001 

Start 1 

Name OJ990528_ll.9A03.C38.bl. 

Start 270 

GI none 

Exons 270.. 335, 271.. 552, 361. 

Seq. No. 35298 . . 

Gene. No „ .7.3.00.1 „ . _ , ... . „ 

S,tart.-„ ..„.l v .... .... . 

Name " OJ990528_11 .9A03 . C38 . ol . 

Start 322 

GI none 

Exons 322.. 603, 405.. 602 



tw 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 

.552, 363.. 554 

Seq. ID 

. S.t.rand _ 

. ....... .End.,, , 

ts Method 
End 
Score 



1589 
.51 



OJ990528_11.9A03.C38 
+ 

1589 

TBLASTX : Wheat 

611 . 

430 



OJ990528_11 . 9A03 . C38 
+ 

1589 

TBLASTX: Maize 

554 

314 



OJ990528_11.9A03.C38 

, + _ 

.158 9. ^ ,1 - -1 " - ~ 
TBLASTX: Soybean 
603 ■ 
183 



Seq. No. 35299 Seq. ID 

Gene No. 73002 Strand 

Start 6267 End 

Name OJ990528_11 . 9A03 .C4 3 . ol . gp Method 

Start 6267 End 

GI 828_1.R1084 Score 

Exons 6267.. 6550 

GI Descrip. ' 4539568/emb | CAB384 87 . 1 | 6.0e-19 (AL035636) putative helicase 
[Streptomyces coelicolor] 1 



OJ990528_11.9A03.C43 
+ 

6550 
AAT/GAP 
6550 
478 



Seq. No. 35299 
Gene No. 73003 

Start 9569 End 

Name OJ990528_1 1 . 9A03 . C4 3 . o4 . gs . . Method 

Start- - 9569 . . . . End 

GI none Score 

Exoris * 9569. . 9934> 10135 .. 10698 , 11028 .. 11150, 11457 11588, 

12573. .12715, 13550 .. 13625 , 14 1 66 . . 14302 , 14384 .. 14543, 
14625. .14804, 14883 .. 14 999, 15264 .. 15419, 16203 .. 16315, 
16393. .16516, 16685 .. 16780, 16863 .. 16983, 17322 17513, 
17735. .17835 



Seq. ID OJ990528_11.9A03.C43 
Strand + 

17835 
GENSCAN . 
17835 
.76 



Seq. No. 35299 

Gene No. 73003 

Start 95.69 

Name OJ990528_11 . 9A03 . C4 3 . o3 . np 

Start 10975 

GI 2621563 
Exons 



Seq. ID OJ990528_11.9A03.C43 

Strand + 

End 17835 

Method AAT/NAP 

End 16925 

Score 728 



10975. .11150, 11231. .11380, 114 57 .. 11588 , 11680 .. 11759, 



35212 



GI Descrip. 



118 96. .11987, 12271. .12332, 12567. .12 687, 13347. .134 4 6, 
13550. .13625, 14 166 .. 14 302 , 14 384 .. 1454 3, 14 625. .14 782, 
14 888. .14 999, 15264. .15412, 15950. .16103, 16203. .16315, 
16393. .165.16/ 16685 .. 16780 , 16863.. 16925 
(AE000833) ATP-dependent RNA helicase, eIF-4A family 
[Methanobacterium thermoautotrophicum] 



Seq. No. 


35299 


Seq. ID OJ990528_11.9A03.C43 


Gene • No . 


73003 


Strand + 


Start 


9569 


End 17835 


Name 


OJ990528 ll:9A03.C43.o2.gp 


Method AAT/GAP 


Start 


11444 


End 12197 


GI 


3760269 ■ 


Score 1218 


Exons 


114 44. .11588, 11680. .12197 




GI Descrip. 


4 539568/emb|CAB384 87 . 1 1 6. Oe 


:-19 (AL035636) putative helicase 




[Streptomyces coeli color] 




Seq. No. 


35299 


Seq. ID OJ990528_11.9A03.C43 


Gene No. 


73003 


Strand + 


Start 


9569 


End 17835 


Name 


OJ990528 11.9A03.C43.o3.gp 


Method AAT/GAP 


.Start 


._.1249.9_ .. _ , . _ 


..End.-_. 1323.4 „ 


.GX . 


... 37,6027.0. 


:. . Score, -..-,139.6-,, 


Exons 


12499. .13234 




Seq. No. 


35299 


Seq. ID OJ990528_11.9A03.C43 


Gene No. 


73003 


Strand + 


Start 


9569 


End 17835 


Name 


OJ990528 11.9A03.C43.o4.np 


Method AAT/NAP 


Start 


12665 


End 16966 


GI 


2105045 


Score 296 


Exons 


12665. .12691, 13337 .. 134 4 6, 


13550. .13625, 14166 .. 14302, 




14384. .14543, 14 625 .. 147 62 , 


14 8 62. .14 999, 152 64. .154 50, 




15988. .16103, 16203. .16315, 


16393. .16516, 16678 .. 1 6780, 




16863. .16966 




GI Descrip. 


(Z9.5436) hypothetical protein Rv3649 [Mycobacterium 




tuberculosis] 




Seq. No. 


35299 


Seq. ID OJ990528_11.9A03.C43 


Gene No. 


73004 


Strand + 


Start 


17812 


End 21335 


Name 


OJ990528 11.9A03.C43.o5.np 


Method AAT/NAP 


Start 


-17812 • 


End - 21335 


GI 


114521 


Score* 8 6 


Exons 


17812. . 17866, 19979 .. 20073, 


212 98". .21335 * ■ ■ 


GI Descrip. 


ATP SYNTHASE ALPHA CHAIN gi | 


67827 IpirM PWRZA H+-transporting 




synthase (EC 3.6.1.34) alpha 


chain - rice chloroplast 




gi! 11979 | emb | CAA33993 | (X15901) ATPase alpha subunit [Oryza 




sativa] gi | 22 6696 | prf | | 1 603356X ATPase alpha [Oryza sat^va] 


Seq. No. 


35299 


Seq. ID OJ990528_11.9A03.C43 


Gene No. 


73004 


Strand + 


Start 


17812 


End 21335 


Name 


OJ990528 11.9A03.C43.o4.gp 


Method AAT/GAP 


Start 


19980 ' 


End 20073 


GI 


LIB3431-04 0-P1-K2-C1 


Score 134 


Exons 


19980.. 20073 





35213 



GI Descrip. ' ' 114521/sp | P12084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] f 



Seq. No. 


352 99 






Seq. ID 


OJ990528_11 . 9A03 . C4 3 


Gene No. 


73005 






Strand 




Start 


o r\ r o 

3063 






End 


20287 


Name 


uo y yuozo 1 1 


q a n i 


j.oi. gs 


Method 




Start 


3063 






End 


6916 


GI 


none 






Score 


. 66 


Exons 


3063. .3609, 


4185. 


.4292, 4372. 


.4671, 5E 


J50. .6157, 6163. . 6227, 




6544. . 6916 










Seq. No. 


35299 






Seq. ID 


OJ990528_11.9A03.C43 


Gene No . 


73005 






Strand 




Start 


3063 • 






End 


20287 


Name 


OJ990528 11 


. 9A03. 


C43.ol.np 


Method 


AAT/NAP 


Start 


3066 




End 


7948 


GI . 


4406767 






Score 


500 


.Exoji_s_ .., . 


..3066. .36.0.9,. 


-.7 4 4,9, 


.7.94.8 , 






.GI JD.es-cr.dp-. 


_<ACQU6 83.64,-.. putative., steroid^sulf.otransf erase. .[ Arabi dops i s..- - ... 




thaliana] 










Seq. No. 


35299 






Seq. ID 


OJ990528_11.9A03.C43 


Gene No. 


73005 






Strand 




Start 


3063 






End 


20287 


Name 


OJ990528 11. 


. 9A03. 


C43.ol.tc 


Method 


TBLASTX: Cress 


Start 


3081 






End 


3509 


GI 


none 






Score 


55 


Exons 


3081. .3197, 


3094. 


.3180, 3229. 


.3318, 3231. .3317, 3327. .3509, 




3382. .3414 










Seq. No. 


35299 






Seq. ID 


OJ990528_11.9A03.C43 


Gene No. 


73005 






Strand 




Start 


3063 






End 


20287 


Name 


OJ990528 11. 


. 9A03 : 


C43.o2.np 


Method 


AAT/NAP 


Start 


5815 






End 


20287 


GI 


81286 






Score 


149 


Exons 


5815. .5961, 


6638. 


.6725, 6783. 


.6834, 7639. .7730, 7918. .8033, 




9729. .9838., 


20184 


..20287 






GI Descrip. 


extensin Volvox 


carteri (fragment) gi | 21 992 | emb | CAA4 6283 |, 




(X65165) extensin 


■ [Volvox' carteri] 




Seq. No. 


35299 






Seq. ID 


OJ990528JL1. 9A03.C43 


Gene No. 


73005 






Strand 




Start 


3063 






End 


20287 


Name 


OJ990528 11. 


.9A0 3. 


C43.o2.gs 


Method 


GENSQAN 


Start 


7097 






End 


7979 


GI 


none 






Score 


.8 


Exons 


7097. .7244, 


7449. 


.7699, 7722. 


.7979 




Seq. No. 


35299 






Seq. ID 


OJ990528_11. 9A03.C4 3 


Gene No. 


73005 






Strand 




Start 


3063 






End 


20287 


Name 


OJ990528 11. 


9A03. 


C43.ol.tm 


Method 


TBLASTX: Maize 



35214 



Start 
GI 

Exons 



7601 End 7965 

none Score 4 4 

7601. .7645, 7601. .7657, 7649.-7798, 7650. .7796, 7860. .7898, 

7860. .7964, 7936.-7965 



Seq. No.- 35299 

Gene No. 73005 

Start 3063 

Name OJ990528_11 . 9A03 . C4 3 . o3 . gs 

Start 8638 

GI none 

Exons 8638..875S, 8779.. 9005 



Seq. ID OJ990528__11.9A03.C43 
Strand 

End 20287 

Method GENSCAN 

End 9005 

Score .78 



Seq. No. 35299 Seq. ID 

Gene No. 73005 Strand 

Start 3063 End 

Name- OJ990528_11 . 9A03 . C4 3 . ol . ts Method 

Start 13560 End 

GI none Score 

Exons 13560. . 13625, 14163 14300, 14164 

. 14375. . 14563, 14382. .14564 



..Seq. ..No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



OJ990528_11.9A03.C43 
20287 

TBLASTX: Soybean 
14564 
71 

14298, 14165. . 14302, 



3529.9-,..-,--,.,-.-...-.^ - , Seq. ....ID.. 

73005 Strand 

3063 End 

OJ990528_11. 9A03.C4 3.o2. tm Method 

14948 End 

none Score 



OJ990528.___.L1... 9A03--C43- 
20287 

TBLASTX: Maize 

16226 

82 



14948. . 15001, 14949. .15002, 15257 .. 154 18 , 15259 .. 15420, 
15264. .15419, 15932 .. 1 6102 , 15933 .. 16103, 15933 1 6106, 
15934. .16104, 16200. .16226, 16203. .16226 



Seq. No. 35299 
Gene No. 73005 
Start 3063 

Name OJ990528_11 . 9A03 . C4 3 . ol . tw 

Start 16014 
GI none 
Exons 16014. 

16202. 

16393. 



Seq. ID OJ990528_11.9A03.C43 
Strand 

End 20287 

Method TBLASTX : Wheat 

End 16780 

Score 102 



,16103, 16016. .16090, 16195 .. 16272, 1 6202 .. 1 6315, 
,16315, 16203. . 16316, 16386. . 16505, 1 6393 .. 16518 , 
,16518, 16394 .. 16528, 16685 .. 16780, 16729. .16779 



- Seq- No. ■ 35300 • 

Gene No. 7-3006.. 

Start * 1235 

Name OJ990528_11. 9A03 . C4 4 . ol . gs 

Start 1235 

GI none 

Exons 1235.. 1789 



Seq. ID OJ99052-8_11.9A03.C44 
Strand 

End" 17 96 

Method GENSCAN 

End 1789 

Score .99 



Seq. No. 35300 Seq. ID 

Gene No. 73006 Strand 

Start 1235 End 

Name OJ990.528_1 1 . 9A03 . C4 4 . ol . np Method 

Start 127]/ End 

GI 2244810 Score 

Exons 1271.. 1339, 1370.. 1789 



OJ990528_11.9A03.C4 4 

1796 
AAT/NAP 
1789 
526 



35215 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
Start ..... 
.Name .., .. 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No*. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(Z97336) CCAAT-binding transcription factor subunit A(CBF-A) 
[Arabidopsis thaliana] 



35300 
73006 
1235 

OJ990528_11.9A03.C4 4 .ol.tm 

1436 

none 

1436. .1777, ' 1515. .1766, 1734, 

35300 
73006 
1235 

OJ990528_11.9A03.C4 4 .ol.tc 

1442 

none 

1442. .1771, 1515. .1736, 1761, 



OJ990528_11 . 9A03 . C4 4 
1796 

TBLASTX: Maize 
1793 
281 

1793, 1745.. 1792 

OJ990528 11.9A03.C44 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,1793 

Seq. ID 

Strand 
End 



35300 
73006 

...1.2.35. . . . _ 

; ..OJ390528._ll-..9A03-. C.4.4..ol. ts. -..-Method- 

1442 End 

none Score 
1442. .1783, 1515. .1730, 1761. .1796 

35300 Seq. ID 
73006 Strand 
1235 End 
OJ990528_1 1 . 9A03 . C4 4 . ol . tw Method 
1454 End 
none Score 
1454. .1729, 1515. .1730, 1674. .1745 

35301 Seq. ID 
73007- Strand 
98 End 
OJ990528_11. 9A03.C4 6.ol.gs Method 
98 End 
none Score 
98... 173, 277. .350 

35301 Seq... ID 

73008 ■"■ - : • Strand 

489 End 

OJ990528_11. 9A03.C4 6.ol.gp Method 

489 End 

3760270 Score 
489. .659 



1796 

TBLASTX: Cress 

1793 

252 



OJ990528_11.9A03.C44 

17 96 „ 

. TBLASTX : .Soybean-—.—. 
1796 " 
289 



OJ990528_11.9A03.C44 
1796 

TBLASTX: Wheat 

1745 

242 



OJ990528_11 . 9A03 . C4 6 
350 

GENSCAN 

350 

.85 



OJ990528_11.9A03.C46 
659 

AAT/GAP 

659 

278 



Seq. No. 35302 Seq. ID 

Gene No. 73009 Strand 

Start • 251 End 

Name OJ990528_1 1 . 9A03 . C4 9 . ol . gs Method 

Start 251 End 

GI none Score 



OJ99052 8JL1. 9A03.C4 9 
392 

GENSCAN 

392 

.81 



35216 




Exons 251. .392 



Seq. No. 


35303 






Seq. ID 


OJ990528 


_11. 9A03.-C51 


Gene No. 


73010 






Strand 


— 




Start 


408 






End 


833 




Name 


OJ990528_11 . 9A03.C51 


ol 


.gs 


Method 


GENSCAN 




Start 


408 






End 


833 




GI 


none 






Score 


.78 




Exons 


408. .547, 707. .833 












Seq. No. 


35304 






Seq. ID 


OJ990528 


_11.9A03.C52 


Gene No. 


73011 






Strand 


+ 




Start 


205 






End 


841 




Name 


OJ990528 11. 9A03.C52. 


ol 


.gs 


Method 


GENSCAN 




Start 


205 






End 


841 




GI 


none 






Score 


.58 




Exons 


205. .257, 813. .841 












Seq. No. 


35304 






Seq. ID 


OJ990528 


_11.9A03.C52 


Gene No. 


73012 






Strand 






Start 


1 






End 


412 




_Name._.-„ .. .. .. 


.. (3J9905.28._11, 9A0.3.,.C52. 


,0.1. 


...np . 


„_I^ethpd, . 


. AAT/NAP_ 




Start.,, 








......End. 


....412._.„ 




GI 


2656007 






Score 


80 




Exons 


1..227, 308.. 412 












GI Descrip. 


(Z99126) DEAD /DE AH box helicase [Schizosaccharomyces pombe] 


Seq. No. 


35305 






Seq. ID 


OJ990528 


_11.9A03.C53 


Gene No. 


73013 






Strand 


+ 




Start 


471 






End 


642 




Name 


OJ990528 11.9A03.C53. 


ol 


.gs 


Method 


GENSCAN 




Start 


471 






End 


" 642 




GI 


none" 






Score 


.46 




Exons 


471. .642 












Seq. No. 


35305 






Seq. ID 


OJ990528 


_11.9A03.C53 


Gene No. 


73014 






Strand 






Start 


1 






End 


716 




Name 


OJ990528 11.9A03.C53. 


ol 


np 


Method 


AAT/NAP 




Start 


1 






End 


716 




GI 


4415915 






Score 


159 




Exons 


1..59, 475. .716 












GI Descrip. 


.- (AC006282 ) putative pectinesterase [Arabidopsis 


■ thaliaria]- 


S-eq. No. . 


35305 






■-" Seq. ID 


OJ990528 


.9A03.C53 


Gene No. 


73014 






Strand 






Start 


1 






End 


716 




Name 


OJ990528 11.9A03.C53. 


ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


4 67 






End 


703 




GI 


none 






Score 


245 




Exons 


467 . .703, 472. . 684 












Seq. No. 


35305 






Seq. ID 


OJ990528 


_11.9A03.C53 


Gene No. 


73014 






Strand 






Start 


1 






End 


716 




Name 


OJ990528 11.9A03.C53. 


ol 


tc 


Method 


TBLASTX : 


Cress 


Start 


475 






End 


705 





35217 



GI 


none 




Score 


66 




Exons 


475. .705, 479. .583 










Seq. No. 


35305 




Seq. ID 


OJ990528 11.9A03 


.C53 


Gene No. 


73014 




Strand 






Start 


1 




End 


716 




Name 


- OJ990528 11.9A03.C53, 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


475 




End 


705 




GI 


none 




Score 


136 




Exons 


475. .705, 482. . 682 










Seq. No. 


35305 




Seq. ID 


OJ990528 11.9A03 


. C53 


Gene No. 


73014 




Strand 






Start 


1 




End 


716 




Name 


OJ990528 11.9A03.C53. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


475 




End 


706 




GI 


none 




Score 


133 




Exons 


475. . 693, 479. .706 










Seq. No. 


35306 




Seq. ID 


OJ990528 11 9A03 


. C55 


Gene No. 


73.015 




. Strand 


+ . . ~ ... 




.Start._. 


3.88..: _ 


«. — - .., 


....End , 


•7 51. _ .„ _ 


: 


Name ... , t . 


. — OJ9 9 0 5.2.8 ,-i 1..-9 AO 3. . C 5 5. . 


. oL gs 


...Method 


,GENSCAN~ 


— — .-r .t- 


Start 


388 




End 


751 




GI 


none 




Score 


.47 




Exons 


388. .751 










Seq. No. 


35307 




Seq. ID 


OJ990528_11. 9A03 


.C56 


Gene No. 


73016 




Strand 






Start 


1 




End 


975 




Name 


OJ990528 11.9A03.C56. 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


975 




GI 


5734720 




Score 


159 




Exons 


1..66, 284. .513, 698. 


, .975 









GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



(AC008075) Contains PF| 01426 BAH (bromo-adj acent homology) 
domain. ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 and 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



35307 
73016 
1 

OJ990528_11. 9A03.C56.ol.gp 
289 ■ 
10978 
289 
'5734 
PF_01 
gb_T4 
gene . 



Seq. ID 

Strand 
End 

Method 
End - 
Score 



OJ990528_11.9A03.C56 

975 

AAT/GAP 

543 

402 . 



_1.R1084 . 

543 • 
1720/gb|AAD49985.1|AC008075_18 2.0e-10 (AC008075) Contains 
426 BAH (bromo-adj acent homology) domain. ESTs gb_N96349, 
2710, gb_H77084, gb_AA395147 and gb_AA605500 come from this 
[Arabidopsis thaliana] ' 



Seq. No. 35307 Seq. ID 

Gene No. 73016 Strand 

Start 1 End 

Name OJ990528__11 . 9A03 . C56 . ol . gs "Method 

Start 289 *End 

GI none Score 

Exons 289.. 511, 699.. 837 



OJ990528_11.9A03.C56 
975 

GENSCAN 

837 

.53 



35218 



Seq. No. 35308 Seq. ID 

Gene No. 73017 Strand 

Start 509 " End 

Name OJ990528_1 1 . 9A03 . C57 . ol . gs Method - 

Start 509 End 

GI none Score 

Exons 509.. 641 



OJ990528__11.9A03.C57 
641 

GENSCAN 

641 

.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35309 
73018 
47 

OJ990528_11 . 9A03 . C60 . ol . gs 
47 

none 



Seq. ID OJ990528_11.9A03.C60 
Strand 

End 993 

Method GENSCAN 

End 993 

Score .83 



47. .152, 200. .318, 389. .677, 718. .858, 953. .993 



Seq. No. 


35310 


Seq. ID 


OJ990528_11 


.9A03.C61 


Gene No. 


73019 


Strand 


+ 




Start 


165 


End 


708 




Name * 


OJ990528 11. 9A03.C61.ol. 


np Method 


. AAT/NAP . 




Start _ 


...165„ , 


; . .End ... _ 


,7.08.,. . 




.GI-.__ 


-..65:3958.8_ 


„ T Score..,,,.- 


,L98— , - 




Exons 


165. .461, 628. .708 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


35310 


Seq. ID 


OJ990528_11 


. 9A03.C61 


Gene No. 


73019 


Strand 


+ 




Start 


165 


End 


708 




Name 


OJ990528 ll.9A03.C61.ol. 


gs Method 


GENSCAN 




Start 


285 


End 


415 




GI 


none 


Score 


.87 




Exons 


285. .415 









Seq. No. 35311 Seq. ID OJ990528_11.9A03.C63 

Gene No. 73020 Strand + 

Start 1 End 739 

Name OJ990528_11 . 9A03 . C63 . ol . np Method AAT/NAP 

Start 1 End 739 

GI 6016874 Score 365 

Exons 1..258, 673.. 739 

GI Descrip. (AP000570) ESTs C1914 3 (E10020) , D25076 (R311.6) correspond to a 
region of the predicted gene.; Similar to putative AC 9 ■ • - 
transposase. (P03010) [Oryza sativa] ' ' 



Seq. No. 


35311 












Seq. ID 


OJ990528 


Gene No. 


73020 












Strand 


+ 


Start 


1 












End 


739 


Name 


OJ990528 


11. 


.9A03. 


.C63. 


.ol 


.gs 


Method 


GENSCAN 


Start 


85 












End 


262 


GI 


none 












Score 


.96 


Exons 


85. .262 
















Seq. No. 


35312 












Seq. ID 


OJ990528 


Gene No. 


73021 












Strand 




Start 


1 












End 


676 


Name 


OJ990528 


11. 


, 9A03. 


X64 . 


.ol 


.np 


Method 


AAT/NAP 



11.9A03.C64 



35219 



Start 1 End 676 

GI 5295955 Score 170 

Exons 1. .282, 397. .676 

GI Descrip. . (AB026295) Similar to Epstein-Barr virus (EBV) genome ; (V01555) 
[Oryza sativa] 



Seq. No. 35312 Seq. ID 

Gene No. 73021 Strand 

Start 1 End 

Name OJ990528_11 . 9A03 . C64 . ol . gs Method 

Start 178 End 

GI none Score 

Exons 178. .230 



OJ990528_11.9A03.C64 
676 

GENSCAN 

230 

.96 



Seq. No. 35313 

Gene No. 73022 

Start 302 

Name OJ990528_11 . 9A03 . C65 . ol . gs 

Start 302 

GI none 

Exons 302. .502 . _ . . 

. Seq,.^No .. W( ..^..3.5314 , - 

Gene No. - 73023 

Start 3023 

Name OJ990528_11 . 9A03 . C67 . o2 . gs 

Start 3023 

GI none 

Exons 3023.. 3059, 4006.. 4167, 4432. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_11.9A03.C65 
+ 

502 

GENSCAN 

502 

.56 



-Seq^J.D. , QJ9 9 0 5.2-8 _.ll . .9 A0.a,.C£7, . 

Strand + 
.End 4 553 

Method GENSCAN 

End . 4553 

Score . 8 
.4553 



Seq. No. 


35314 






Seq. ID 


OJ990528 


_11 


. 9A03 


C67 


Gene No. 


73023 






Strand 


+ 








Start 


3023 






End 


4553 








Name 


OJ990528 11 


. 9A03.C67.o2 


np 


Method 


AAT/NAP 








Start 


4293 






End 


4541 








GI 


6907084 






Score 


128 








Exons 


4293. .4363, 


4438. .4541 














GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


35314 






Seq. ID 


OJ990528 


_11 


. 9A03 


C67 


Gene No. 


73024 






Strand 


+ 








Start 


■ 4940 






End 


9313 








Name 


OJ990528 11 


. 9A03.C67.o3 


gs 


Method ' 


GENSCAN 








Start 


4940 






End 


7114 








GI • 


' none 






Score" ■ " 


..72 • 








Exons 


4940. .5536, 


5927. .6086, 


6480. 


.7114 










Seq. No. 


35314 






Seq. ID 


OJ990528 


_11 


. 9A03 


C67 


Gene No. 


73024 






Strand 


+ 








Start 


. 4940 ' 






End 


9313 








Name 


OJ990528 11 


.9A03.C67.o3 


np 


Method 


AAT/NAP 








Start 


4940 






End 


9313 








GI 


6016874 






Score 


2182 








Exons 


4940. .5018, 


5102. .5239, 


5304 . 


.5536, 5927. .6086, 


64 


30. . 6659, 




6771. .7112, 


7590. .7855, 


9245. 


. 9313 










GI Descrip. 


(AP000570) 


ESTs C19143 (E10020 


) , D25076 (R3116) correspond 


to a 




region of the predicted 


gene . 


; Similar 


to putative 


AC 9 





35220 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



transposase. (P03010) [Oryza sativa] 

35314 Seq. ID \ OJ990528_1 1 . 9A03 . C67 

73024 Strand + 
4940 End 9313 
OJ990528_11.9A03.C67.o4.gp Method AAT/GAP 
5629 End 6137 
uC-osflcypll0c07bl Score 958 
5629. .6137 

'4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and. Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 

35314 Seq. ID OJ990528_11.9A03.C67 

73025 Strand 

1425 End 2644 

OJ990528_11 . 9A03 . C67 . ol . gp Method AAT/GAP 
1203 End 1967 

92272_1.R108 4 Score 1299 

1203. .1967 

f 5091516/dbj IBAA78751.il 2.0e-59 ( AB0234 82.) . ESTs 
.C727A!..<E2,1 9,3) , AU05.6,fi-7 5 (S 2.0 9.4.5 L,_ ■ AUQ.5 687 6 ( S.2.0 .9 15 L ..c.o r.r&s px> ncL £p ,a 
. region -.of. .Jt he- -predicted ~gene .-;-,. Similar ±.o ^.Therraus-~.thermop.h,ilus,..^ 

gene for homocitrate synthase, . homoaconitate hydratase, and 

ORF, complete and part' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35314 Seq. ID 

73025 Strand 

1425 End 
OJ990528_11 . 9A03 . C67 . ol . gs Method 

1425 End 

none Score 

1425. .2288, 2465. .2500 



OJ990528_11.9A03.C67 

2644 
GENS CAN 
2500 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35314 Seq. ID OJ990528_11.9A03.C67 

73025 Strand 

1425 End 2644 

OJ990528_11 . 9A03 . C67 . ol . np Method AAT/NAP 

1428 End 2500 

5091516 Score 1426 ' 

1428. .2288, 2465. .2500 

(AB023482) .ESTs C72?61 (E2193) , AU056875 ( S2094 5 ) 
correspond to a- region .of the predicted gene.; 
Thermus thermophilus gene for homocitrate synthase, 
homoaconitate hydratase, and ORF, complete and part .. . 



AU056876(S20945) 
Similar to . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35314 Seq. ID 

73025 ' Strand 
1425 End 
OJ99'0528_11 . 9A03 . C67 . o2 . gp Method 
2015 ' End 

2428298 Score 
2015. .2288, 2465. .2644 

5091516/dbj IBAA78751.il 3.0e-32 (AB023482) ESTs 

C72761 (E2193) ,AU056875 (S20945) , AU056876 (S20945) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 



OJ990528_11.9A03.C67 

2644 
AAT/GAP 
2644 
845 



35221 



ORF, complete and part 



Seq. No. 35314 

Gene No. 73026 

Start 3731. 

Name OJ990528_1 1 . 9A03 . C67 . o3 . gp 

Start 3731 

GI uC-osflcypl54b05bl 

Exons 3731.. 4201 

GI Descrip. ' 5091496/dbj | AB023482 . 2 | AB023482 4.0e-23 Oryza sativa genomic 
DNA, chromosome 6, clone P068 0A03, complete sequence' 



Seq. ID OJ990528_11.9A03.C67 
Strand 

End 4201 

Method AAT/GAP 

End 4201 

Score 877 



Seq. No. 


35314 








Seq. ID 


OJ990528 


_11.9A03. 


C67 


Gene No. 


73027 








Strand 


~ 






Start 


7611 








End 


7754 






Name 


OJ990528 11 


. 9A03 


.C67.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1401 








End 


1680 






GI 


none 








Score 


343 






Exons 


1401 . .1679, 


1423 


. . 1680 












Seq. No. 


35314 








Seq. ID 


.OJ990528 


_11.9A03. 


C67 


_Ge.n..e,. No,.,. 


__73.Q2J 


- — 


— - -~ — 


— : 




- -~ ™~ 






-Start 


. -.7.6.11- - - ■ ..... - 




^ ... 




. .End. ^ 


.-77.5,4- 


- — "~ :- 




Name 


OJ990528 11 


. 9A03 


.C67 . o2 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


1443 








End 


1683 






GI 


none 








Score 


66 






Exons 


1443. .1682, 


1470 


. .1664, 


1477. 


.1683 








Seq. No. 


35314 








Seq. ID 


OJ990528 


_11.9A03. 


C67 


Gene No. 


73027 








Strand 








Start 


7611 








End 


7754 






Name 


OJ990528_11 


. 9 AO 3 


.C67.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1695 








End 


2012 




GI 


none 








Score 


75 






Exons 


1695. .2012, 


1759 


. .1899, 


1955. 


.1993 








Seq. . No. 


35314 








Seq. ID 


OJ990528 


_11.9A03. 


C67 


Gene No. 


73027 








Strand 








Start 


7611 








End 


7754 






Name 


OJ990528 11 


.9 AO 3 


.C67.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1732 








End 


2288 






GI 


none 








Score 


113 






Exons 


.1732. . 1887, 


1733 


. . 1852,- 


1736. 


.2218-, 1737... 1955, 


1737 . .2288, 




19.2.8. .2218 , 


1978 


. .2286 












Seq. No. 


35314 








Seq. ID 


OJ990528 


_11. 9A03. 


C67 


Gene No. 


73027 








Strand 








Start 


7611 








End 


7754 






Name 


OJ990528 11 


. 9A03 


C67.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1953 








End 


2252 






GI 


none 








Score 


64 






Exons 


1953. .2111, 


1987 


.2109, 


2118. 


.2252 








Seq. No. 


35314 








Seq. ID 


OJ990528 


JL1.9A03. 


C67 


Gene No. 


73027 • 








Strand 








Start 


7611 








End 


7754 






Name 


OJ990528 11 


9A03 


C67.o4 . 


tm 


Method 


TBLASTX: 


Maize 





35222 



Start 
GI 

Exons 



5288 End 5734 

none ' Score 69 

5288. .5374, 5359. .5568, 5360. .5608, 5645. .5701, 5696.-5734 



Seq. No. 35314 

Gene No. 73027 

Start 7611 

Name OJ990528_11 . 9A03 . C67 . 06 . tm 

Start 5828 

GI none 

Exons 5828.. 5902, 5915.. 6142, 5923. 



Seq. ID OJ990528_11.9A03.C67 
Strand 

End 7754 

Method TBLASTX : Mai ze 

End 6142 

Score 61 
.6141 



Seq. No. 35314 Seq. ID 

Gene No. 73027 Strand 

Start 7611 End 

Name OJ990528_11 . 9A03 . C67 . o7 . tm Method 

Start 6347 4 End 

GI none Score 

Exons 6347.. 6628, 6358.. 6729 



OJ990528_11.9A03.C67 
7754 . 

TBLASTX: Maize 

6729 

241 



Seq. No. 35314 .... ... Seq. ID 

..Start .,„., .761.1 . r , , ..„...,„..._. End,. ^ 

Name . OJ990528_11 . 9A03 . C67 . o5 . tm Method 

Start 6805 End 

GI none Score 

Exons 6805.. 6963, 6815.. 7048 



OJ990528_11 ..9A03 . C67 

TBLASTX : Maize 

7048 

275 



Seq. No. 


' 35314 








Seq. ID 


OJ990528_11. 9A03 


.C67 


Gene No. 


73027 








Strand 






Start 


7611 








End 


7754 




Name 


OJ990528 11 


. 9A03 


.C67.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6817 








End 


7018 




GI 


none 








Score 


182 




Exons 


6817. .6933, 


6818 


. .7018 










Seq. No. 


35314 








Seq. ID 


OJ990528_11. 9A03 


.C67 


Gene No.. 


73027 








Strand 






Start 


7611 








End 


7754 




Naime 


OJ990528 11 


9 AO 3 


.C67 .o4 


.gs 


Method 


GENSCAN 




Start 


7611 








End ■ 


7754 




GI - 


none 








Score ' 


.53 




Exons 


• 7611... 7754 














Seq. No 1 . '* 


' 35314 








Seq. ID 


OJ990528_11. 9A03 


.C67 


Gene No. 


73028 








Strand 






Start 


8747 








End 


9268 




Name 


OJ990528 11 


9 AO 3 


.C67 .o2 


tm 


Method 


TBLASTX: Maize 




Start 


8747 








End 


9268 




GI 


none 








Score 


235 




Exons 


8747. .9028, 


8751 


. .9002, 


9047. 


. 9268, -9050. . 9262 




Seq. No. 


35315 








Seq. ID 


OJ990528_11.9A03 


.C68 


Gene No. 


73029 








Strand 


+ 




Start 


755 








End 


2928 




Name 


OJ990528 11. 


9 AO 3 


.C68.0I. 


gs 


Method 


GENSCAN 




Start 


755 






End 


2928 





35223 




GI 


none 






Score 


.5 


Exons 


755 . . 1027, 


1069. . 


.1158, 1707.. 


1882,,. 2880. .2928 


Seq. No. 


35315 






Seq. ID 


OJ990528_11.9A03.C68 


Gene No. 


73029 






Strand 


+ 


Start 


755 






End 


2928 


Name 


OJ990528 11 


.9A03, 


.C68.ol.np 


Method 


AAT/NAP 


Start 


767 






End 


1928 


GI 


2464914 






Score 


276 


Exons 


767. .1027, 


1707 . . 


,1928 






GI Descrip. 


(Z99708) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


35315 






Seq. ID 


OJ990528_11.9A03.C68 


Gene No. 


73030 






Strand 


+ 


Start 


4156 






End 


7696 


Name 


OJ990528 11 


.9A03. 


C68.o2.np 


Method 


AAT/NAP 


Start 


4156 






End 


7694 


GI 


4567229 






Score 


475 


Exons 


4156. .4198, 


4657. 


.4768, 5114. 


.5230, .5387.. 5514, 5661.. 5883, 




6891. .7126, 


7496. 


.7694 






GI Descrip. 


(AC007119) 


putative pectinesterase [Arabidopsis thaliana.] 


„ Seq No.. „ ^. 


_ ..3-53.15 . 




. ,. „ ..... .. 


-Seq.,-; I a.. . 


, OJ9.9 05 28_XL,. 9A03..,C6.8 


Gene No. 


73030 






Strand 


+ ' 


Start 


4156 






End 


7696 


Name 


OJ990528 11 


.9A03. 


C68.o3.gs 


Method 


GENSCAN 


Start 


4893 






End 


7643 


GI 


none 






Score 


.99 


Exons 


4893. .5230, 


5387. 


.5576, 5677. 


.5883, 6891. .7107, 7432. .7643 


Seq. No. 


35315 






Seq. ID 


OJ990528_11.9A03.C68 


Gene No. 


73030 






Strand 


+ 


Start 


4156 






End 


7696 


Name 


OJ990528 11 


. 9A03. 


C68.ol.gp 


Method 


AAT/GAP 


Start 


7373 






End 


7696 


GI 


none 






Score 


519 


Exons 


7373. .7696 










Seq. No. 


35315 






Seq. "ID 


OJ990528_11 . 9A03 . C68 


Gene No. 


73031 






Strand 




Start 


3766 






End 


4756 


Name 


OJ990528 11 


. 9A03. 


C68.0I. tm 


Method 


TBLASTX: Maize • 


Start 


61 






End 


482 


GI 


none 






Score 


136 


Exons 


61 : . .216 , 61 


.-.240,. 


66.. 230, 66 


. .24-2,. 261 


...482, 264. .476 


Seq. No. 


35315 






Seq. ID 


OJ990528_11.9A03.C68 


Gene No. 


73031 






Strand 




Start 


3766 






End 


4756 


Name 


OJ990528 11 


. 9A03. 


C68.o2.tm 


Method 


TBLASTX: Maize 


Start 


688 






End 


1931 


GI 


none 






Score 


36 



Exons 688. .717, 800. .835, 845. .886, 871. .963, 878. .964, 959. .988, 

1707. .17 63, 1708. . 1770, . 174 0. . 17 66, 1770. .1922, 1770. . 1931 



Seq. No. 35315 Seq. ID OJ990528_11.9A03.C68 

Gene No. 73031 Strand 



35224 



Start 


3766 


End 


4756 




Name 


OJ990528 1 1 . 9A03 . C68 . o2 . gs 


Method 


GENSCAN 




Start 


37 66 


End 


4756 




'GI 


none 


Score 


.73 




Exons 


3766. .3797, 3836. .3998, 4673. 


.4756 






Seq. No. 


35315 


Seq. ID 


OJ990528_11. 9A03 


.C68 


Gene No. 


73032 


Strand 






Start 


C "~7 O T 

5727 


End 


7121 




Name 


OJ990528 11 . 9A03 . C68 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


5727 


End 


7121 




GI 


none 


Score 


168 




Exons 


5727. .5o/o, 5728. .5883, 6879. 


.7121, 6893.. 6937, 6959.. 7111 


Seq. No. 


35316 


Seq. ID 


OJ990528_11. 9A03 


.C69 


Gene No. 


73033 


Strand 


_ 




Start 


4 91 


End 


2702 




Name 


OJ990528 11 . 9A03 . C69 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


27 9 


End 


634 




GI 


none 


Score 


35 




Exons . 


oto oo/" /on tr c r\ /ioa Ctrl 

279. .326, 428. .550, 429. .551, 


531. . 632 


, 545. .634. 




_S,eq — "No- 


35316. _ - ^ _._ .. 


...Seq., -ID- 


1 .0 J.9 9 052 JT.lI ZiA 


C6.9 , , 


Gene No. 


- 73033 


Strand 






Start 


491 


End 


2702 




Name 


OJ990528 11.9A03.C69.ol.gs 


Method 


GENSCAN 




Start 


491 


End 


2634 




GI 


none 


Score 


. 98 




Exons 


491. .885, 1262. .1484, 1672. .2466, 2554 


. .2634 




Seq. No. 


35316 


Seq. ID 


OJ990528_11. 9A03 


.C69 


Gene No . 


73033 


Strand 






Start 


491 


End 


2702 




Name 


OJ990528 11.9A03.C69.ol.gp 


Method 


AAT/GAP ■ 




Start 


500 


End 


1711 




GI 


10978 1.R1084 


Score 


1181 




Exons 


500. .885, 1262. .1484, 1672. .1711 






GI Descrip. 


, 5734720/gb|AAD49985.1 IAC008075 18 2.0e-10 (AC008075) Contains 




PF 01426 BAH (bromo-adj acent 


homology) 


domain. ESTs gb 


_N96349, 




gb T42710, gb H77084, gb AA395147 and 


gb_AA605500 come 


from this 




gene. [Arabidopsis thaliana] 1 








Seq. No. 


35316 . . ■ 


Seq. ID 


OJ990S28__11. 9A03 


.C69 


Gene No'. 


73033 


Strand 






Start- 


4 91' * 


End ' ' 


.2702 * 




Name 


OJ990528 11. 9A03.C69.o2.tm 


Method 


TBLASTX: Maize . 




Start 


649 


End 


1364 




GI 


none 


Score 


72 




Exons 


649. .732, 653. .733, 654. .734, 


663. .7^4 


, 727. .888, 731. .1 


892, 




738. .893, 740. .904, 741. .893, 


1245. .1352, 1261. .1362, 






1262. .1348, 1269. .1364 








Seq. No. 


35316 


Seq. ID 


OJ990528_11. 9A03 


.C69 


Gene No. 


73033 


Strand 






Start 


491 


End 


2702 




Name 


OJ990528 11.9A03.C69.ol.np 


Method 


AAT/NAP 




Start 


766 


End 


2702 





35225 



GI 5734720 Score 380 

Exons 766. .885, 1262. .1484, 1672. .2441, 2598. .2702 

GI Descrip. (AC008075) Contains PF| 01426 BAH (bromo-adj acent homology) 

domain. ESTs • gb | N96349, gb|T42710, gb|H77084, gb|AA395147 and 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35316 
73033 
491 

OJ990528_11.9A03.C69.ol.ts 

1437 

none 



Seq. ID OJ990528_11.9A03.C69 
Strand 
End 

Method 
End 
Score 



2702 

TBLASTX : Soybean 

2472 

67 



1437. .1493, 1655. .1726, 1672. .1728, 1720. .1950, 1754. .1825, 
2050. .2472, 2108. .2305, 2209. .2457, 2354. .2461 



Seq. No. 35316 
Gene No. ' 73033 

Start 491 

Name OJ990528_11 . 9A03 . C69 . ol . tm 

Start 2193 

GI none 
_,Ex.on,s_ 



Seq. ID OJ990528_11.9A03.C69 
Strand 

2702 

TBLASTX: Maize 
2662 
81 



End 

Method 
End 
Score 

.^J.^.2j2Z0.,„Zm^..2m3^2157. ,23S)A^2Z0A,, -2 32^Jte2A^.2A&±,^ 

23 2,5 ..... 2 46 5 .,- . 2 3 2 6 .2,4-7 a, -,.2 3 2.7.., . 2 4 67,,.. . 24 98. ..2 5.84 ,252-8 2.5&Z .,..„.—. 

2554. .2586, 2576. .2659, 2577 .. 2660, ' 2577 .. 2645, 2578. .2658, 
2579. .2662 



Seq. No. 35317 Seq. ID 

Gene No. 73034 Strand 

Start 1 End 

Name OJ990528_11 . 9A03 . C71 . ol . gp Method 

Start 1 End 

GI 3760270 Score 

Exons 1 . . 236 



OJ990528_11.9A03.C71 
+ 

236 

AAT/GAP 

236 

389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35318 
73035 
522 

OJ990428_ 

522 

none 

522. .619 



11.9A05.C3.oL.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_11.9A05.C3 
619 

GENSCAN 
619 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35319 . Seq. ID OJ9904 28_11 . 9A05. C6 

73036 Strand + 

1 ' End 506 

OJ990428_11. 9A05.C6.ol.np Method AAT/NAP 

1 End 506 

6862923 Score 121 

1..506 

(AC018907) unknown protein [Arabidopsis thaliana] • 



35319 Seq. ID 

73036 Strand 

1 End 

OJ9904 28_11. 9A05.C6.ol.gs Method 

75 End 

none Score 



OJ990428_11.9A05.C( 
+ 

506 ■ 
GENSCAN 
496 
. 99 



35226 



Exons 



75. .496 



Seq. No. '35320 

Gene No. 73037 

Start 249 

Name OJ990428_11 . 9A05 . C7 . ol . gs 

Start 249 

GI none 

Exons 249.. 333, 524.. 648 



Seq. ID OJ990428_JL1.9A05.C7 

Strand + 

End 648 

Method GEN SCAN 

End 648 

Score .88 



Seq. No. 35321 Seq. ID 

Gene No. - 73038 Strand 

Start 1 End 604 

Name OJ9904 28_11 . 9A05 . C9 . ol . np Method AAT/NAP 

Start 1 End 604 

GI 4680501 Score 272 

Exons 1 . . 604 

GI Descrip. (AF119222) hypothetical protein [Oryza sativa] 



OJ990428 11.9A05.C9 



Seq. No. 35321 Seq. ID OJ990428_11 .. 9A05 . C9 

Gene No. . 73038 . Strand 

^SX&Xi^^ End . , 604 - ™„ 

• Name... rr ^ _ — jOJ,9 9,0 4 2.8.^11 ..9A05,..C9,..ol^ tin ...... .Method ra ZBLASIX ;.Maiz ; e_^, OT -.,. 

Start 7 - . - ■ End 447 

GI none Score 45 

Exons 7. .216, 266. .343, 268. .342, 365. .442, 376. .447 

Seq. No. 35321 Seq. ID OJ990428_11 . 9A05 . C9 

Gene No. 73038 Strand 

Start 1 End 604 

Name O J9904 2 8__1 1 . 9A05 . C9 . ol . ts Method TBLASTX : Soybean 

Start 7 End 447 

GI none Score 57 

Exons 7. .234, 268. .339, 365. .442, 376. .447 

Seq. No. 35321 Seq. ID OJ990428_11 . 9A05 . C9 
Gene No. 73038 Strand- 
Start 1 End . 604 
Name OJ990428_11 ..9A05 . C9 . ol . gs Method GENSCAN ■ 
Start 12 End 490 
GI none Score .71 
Exons 12 . . 490 • • 

Seq. No. 35322 Seq. ID OJ990428_11 . 9A05 . C10 

Gene' No. ' 73039 Strand + 

Start 1 End 461 

Name OJ990428_11 . 9A05 . C10 . ol . np Method AAT/NAP 

Start 1 End 461 

GI 4185143 Score 58 

Exons 1..67, 315.. 461 

GI Descrip. (AC005724) putative signal recognition particle receptor bet 
subunit [Arabidopsis thaliana] 

Seq. No. 35322 Seq. ID OJ990428_11 . 9A05 .C10 

Gene No. 73039 Strand + 

Start 1 End 4 61 

Name OJ990428_11 . 9A05 . C10 . ol . gs Method GENSCAN 



35227 



Start 
GI 

Exons 



317 
none 

317. .403 



End 
Score 



403 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 
,.Gene_Scu 
..Start-,., 

Name 

Start 

GI 

Exons 



35323 
73040 
5281 

OJ990428_11. 9A05.C12.o2.gp 

5281 

5607582 

5281. .5634, 5853. .5928 

35323 
73041 
8287 

OJ990428__ll.9A05.C12.o3.gs 

8287 

none 

8287. .8331, 9120. .9287 

35323 

J.3QA2 • _ 



Seq. ID OJ990428_11.9A05.C12 

Strand + 

End 5928 

Method AAT/GAP 

End 5928 

Score 782 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 



OJ990428_11.9A05.C12 
+ 

9287 
GENSCAN 
9287 
.73 



0 J 9 9 0 4 2 8 _.l 1. . 9 AO 5....C 1 2. 
+ . - . 



.,1,15-7.8 _End. - . , 13,9.2,2.. 

OJ990428_ll.9A05.C12-.o4-.gs - ' Method GENSCAN 

11578 End 13922 

none Score . 63 



11578. .11698, 11835. 
13861. .13922 



,11923, 12213. .12308, 1251 6 .. 12801 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start" 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start' ' 
GI 

Exons 



35323 
73043 
1 

OJ990428_11. 9A05.C12.ol.gp 
1 

927_3.R1084 

1..22, 272. .364, 487. .668, 



OJ990428 11.9A05.C12 



Seq. ID 
Strand 

End 3766 
Method AAT/GAP 
End 1988 
Score 721 
1734. .1825, 1952. .1988 
'5816996/emb I CAB53651.i l 8 t 0e-56 (AL110123) ribosomal protein 
L32-like protein [Arabidopsis thaliana] ' 



35323 
73043 
1 

OJ990428_1 1 . 9A05 . C12 . ol . np 
238 



OJ990428 11.9A05.C12 



5816996 
238. .364, 
(AL110123) 
thaliana] 



Seq. ID 
Strand 

End . 3766 , \ 
Method ' AAT/NAP 
. End • 1823' 
Score 4 83 

487. .668, 1734. .1823 
ribosomal protein L32-like protein [Arabidopsis 



35323 Seq. ID 

73043 Strand 

1 End 

OJ990428_11. 9A05.C12.ol.gs Method 

280 End 

none Score 
280. .364, 487. .668, 1734. .1858, 1952.. 
2643. .2722, 3680. .3766 



OJ990428_11.9A05.C12 

3766 
GENSCAN 
3766 
.89 

2096, 2318.. 2462, 



35228 



• 



Seq. No. 35323 Seq. ID 

Gene No. 73044 Strand 

Start' 5499 End 

Name OJ990428_11 . 9A05 . CI 2 . o2 . gs Method 

Start 5499 End 

GI none Score 
Exons * 5499. . 6290 



OJ990428_11.9A05.C12 

6370 
GENSCAN 
6290 
.82 



Seq. No. 35323 Seq. ID 

•Gene No. 73044 Strand 

Start 5499 End 6370 

Name OJ990428_11 . 9A05 . C12 . o2 . np Method AAT/NAP 

Start 5526 End 6290 

GI 6041839 Score 388 

Exons 5526.. 6290 

GI Descrip. (AC009853) unknown protein [Arabidopsis thaliana] 



OJ990428 11.9A05.C12 



Seq. No. 35323 
Gene No. 73044 
Start 5499 

.Name ™P JA9.Q4 5,.C,1 Z ,..P.3..„gp„ 

-Start- .„^^ m .,^612S,.,.-.^_ rJrwTO ..^,, r ..., 

GI none 

Exons 6125.. 6370 



Seq. ID OJ990428_11.9A05.C12 
Strand 

End 6370 _ 

JfctlxojcL 

.,Ead. 6 3:70... .___ t _^ 

Score 449 



Seq. No. 35323 

Gene No. 73045 

Start 14499 

Name OJ990428_11 . 9A05 . C12 . ol . tc 

Start 272 

GI none 
Exons 



Seq. ID OJ990428_11.9A05.C12 
Strand 

End 14743 

Method TBLASTX : Cress 

End 1830 

Score 84 



272. .367, 274. 
1750. .1830 



,369, 274. .369, 486. .674, 486. .680, 487. .675, 



Seq. No. 35323 

Gene No. 73045 

Start 14499 

Name OJ990428_11 . 9A05 . C12 . ol 

Start 272 

GI none 

Exons 272. .367, 274. .369, 274 

. . 588. .695, 1734. .1835, 1 

Seq. No. 35323 

Gene No. 73045 

Start 14499 

Name OJ990428_11 . 9A05 . C12 . ol 

Star,t 273 

GI none 

Exons 273.. 368, 274.. 369, 274 
591. .674, 1729. .1827, 1 



Seq. ID OJ990428_11.9A05.C12 
Strand 

End 14743 

.tm Method TBLASTX: Maize 

End 1836 

Score 132 
. .369,.. 485. .694, 486.;707, 487. .669, 
735.. 1836 

Seq... ID OJ990428_11.9A05.C12 
Strand 

End 14743 

.tw Method TBLASTX: Wheat 

End 1829 

Score 144 
..369, 485. .670, 485. .526, 486. .707, 
734. . 1829 



Seq. No. 35323 Seq. ID OJ990428_11.9A05.C12 

Gene No. 73045 Strand 

Start 14499 End 14743 

Name OJ990428_11 . 9A05 . C12 . ol . ts Method TBLASTX: Soybean 



35229 




Start 


274 




End 


1824 


GI 


none 




Score 


188 


Exons 


274. .369, 481. .669, 482. 


. 670, 


482. .673, 486. .680, 487. .681, 




1750 . . 1824 








Seq. No. 


35323 




Seq. ID 


OJ990.428_11.9A05.C12 


Gene No. 


73045 




Strand 




Start 


14499 




End 


14743 


Name 


OJ990428 11 . 9A05 . C12 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


5730 




End 


6173 


GI 


none 




Score 


80 


Exons 


5730. .5909, 5731. .5814, 


5928 . 


.5975, 5944. .5973, 5973. .6044, 




5986. .6039, 6096. .6173 








Seq. No. 


35323 




Seq. ID 


OJ990428_11.9A05.C12 


Gene No. 


73045 




Strand 




Start 


14 4 99 




End 


14743 


Name 


OJ990428 11 . 9A05 . C12 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


5826 




End 


6201 


GI 


none 




Score 


108 


Exons 


[~oo/~ r- o o o no/ - ! - t~ r\ c\ ^7 

.5826.-5882, 58 65-. . 5987., 


5881 . 


.5988, 5973. .6200, .598.9. .6201 . „ 


.Seq-. -No.. 


_ 35323.. ___________ 


— ™- 


-Seq— .-ID - 


«£> J 9-9Q 428_1I_9A0^C1 ; 2_ 


Gene No. 


73045 - 




Strand 




Start 


14499 




End 


14743 


Name 


OJ990428 11 . 9A05 . C12 . o5 . 


gs 


Method 


GENSCAN 


Start 


144 99 




End 


14743 


GI 


none 




Score 


.71 


Exons 


144 99 . .14743 








Seq. No. 


35324 




Seq. ID 


OJ9904 28_11.9A05.C13 


Gene No. 


73046 




Strand 


+ 


Start 


398 




End 


5589 


Name 


OJ990428 11. 9A05.C13.ol. 


gs 


Method 


GENSCAN 


Start 


398 




End 


5355 


GI 


none 




Score 


.57 


Exons 


398. .437, 1983. .2149," 2829. .2936, 3181 


. .3831, 4690. .4944, 




5056. .5355 








Seq. No. 


35324 




Seq. ID 


OJ9904 28_11. 9A05.C13 


Gene No. 


73046 




Strand 


+ 


Start 


398 




End ■ 


5589 


Name 


- OJ990428 11. 9A05.C13.ol-. 


np 


Method 


AAT/NAP ■ 


Start 


3208 




End 


5323 


GI 


5123939 




Score 


848 


Exons 


3208. .3831, 4690. .4944, 


5056. 


.5323 




GI Descrip. 


(AL079349) putative protein [Arabidopsis thaliana] 


Seq. No. 


35324 




Seq. ID 


OJ990428_11.9A05.C13 


Gene No . 


73046 




Strand 


+ 


Start 


398 




End 


5589 


Name 


OJ990428 ll.9A05.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


4783 




End 


5589 


GI 


5447 1.R1084 




Score 


1352 


Exons 


4783. .4944, 5056. .5589 








GI Descrip. 


'5123939/emb ICAB454 97.il 


8.0e 


-47 (AL079349) putative protein 



[Arabidopsis thaliana] 1 



35230 




Seq. No. 


35324 








Seq. ID 


OJ990428 11.9A05.C13 


Gene No . 


73047 








Strand 






Start 


6229 








End 


15559 




Name 


OJ990428_11 


. 9A05 


. C13 . o4 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3298 








End 


3699 




GI 


none 








Score 


266 




Exons 


3298 . . 3699, 


3432 


. . 3548 










Seq. No. 


35324 








Seq. ID 


OJ99042S 


_11 . 9A05 .C13 


Gene No . 


T O A /IT 

73047 








Strand 






Start 


6229 








End 


15559 




Name 


OJ990428_11 


. 9A05 


.C13.o7 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3313 








End 


3768 


GI 


none 








Score 


74 




Exons 


3313 . . 3378, 


3435 


. .3518, 


3436 . 


.3558, 3622.. 3768, 


3675. . 3758 


Seq. No. 


35324 








Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No. 


73047 








Strand 






Start 


6229 








End . 


15559 




Name 


. OJ9904.28JL1 


. 9A05 


.013. ol 


. tm 


Method 


..TBLASTX: 


Maize . 






- — ; ~ 


— - — 


— 


„„£nd 


_S£3JL_ 


^. 












.Scor.e 


,52_-,._ 




Exons 


334 9. . 337 8, 


3432 


.-.3524, 


3433 . 


.3525, 3510. .3581, 


3511 . . 3582, 




3586. . 3669, 


3670 


. . 3723, 


3670 . 


.3753, 37 


40. .3832, 


3740. . 3781, 




4672 . . 4956, 


4681 


. . 4920, 


4694 . 


. 4921, 4695. .4943, 


5050. . 5331, 




5051 . . 5170, 


5055 


. 5330 










Seq. No. 


35324 








Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No. 


73047 








Strand 






Start 


6229 








End 


15559 




Name 


OJ990428 11 


9 AO 5 


C13 . 06 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4 680 








End 


4812 




GI 


none 








Score 


81 




Exons 


4680 . . 4805, 


4686 


. 4799, 


4687 . 


.4812 






Seq. No. 


35324 








Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No. 


73047 








Strand 






Start 


6229 








End 


15559 




Name 


OJ990428 11. 


9A05 . 


C13 . ol 


.'ts 


Method 


TBLASTX: 


Soybean 


Start 


4693 








End 


5334 




GI 


none 








Score 


311 




Exons 


4 693 . .4 956, 


4695 , 


-.4 88 6, 


5050 . 


.5295, 5054. .5092,- 


5055 5282, 




5149. . 5289, 


5278'. 


. 5334 










Seq. No. 


35324 








Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No. 


73047 








Strand 






Start 


6229 








End 


15559 




Name 


OJ990428 11. 


9 AO 5 . 


C13.o3 


tc 


Method 


TBLASTX: 


Cress 


uldi l 


A ft 1 ^ 








End 


5313 




GI 


none 








Score 


132 




Exons 


4813. .4947, 


5050. 


.5313, 


5061. 


.5282, 5161. .5304 




Seq. No. 


35324 








Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No. 


73047 








Strand 






Start 


6229 








End 


15559 




Name 


OJ990428 11. 


9 AO 5. 


C13.o2. 


np 


Method 


AAT/NAP 





35231 




Start 6229 End 15339 

GI 3212848 Score 2670 

Exons 6229.. 6260, 8275.. 8643, 9679.. 10039, 10167 10290, 104 38 10687 , 

10850. . 11074, 11382. .11466, 11595 .. 11719, 124 63 .. 13270, 
13360. .13612, 14491. .15339 

GI Descrip. (AC004005) putative inositol polyphosphate 5 1 -phosphatase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35324 Seq. ID 

73047 Strand 

6229 End 

OJ990428_11 . 9A05 . C13 . o2 . gs Method 

7354 End 

none Score 



OJ990428_11.9A05.C13 

15559 
GENS CAN 
15559 
.77 



7354. .7527, 7653. .7754, 8275. .8643, 9679. .10039, 10167. 
10438. . 10705, 10786. .10823, 10921 .. 11074 , 1 1382 .. 114 66, 
11595. .11719, 12466. .13270, 13360 .. 13612 , 14 4 91 .. 1524 9, 
15404. .15559 



10290, 



Seq. No. 


- 35324 






Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No.. 


73047. 






Strand 






_St.a.r;L...__ 


™ 6.2.2,9 „ 








JJ5S59 






. i __QJ99a42B 1 ^ll..,9A0,5,..£13.,o2-^m.^--^ 


^Method,,.,,*. 




Start - 


8399 - - 






End 


9836 




GI 


none 






Score 


193 




Exons 


8399. .8644, 


8427 . 


.8645, 8428. 


.8646, 8428. .8649, 


9676. . 9834, 




9677. .9835, 


9678. 


.9836 








Seq. No. 


35324 






Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No. 


73047 






Strand 






Start 


6229 






End 


15559 




Name 


OJ990428 11. 


9 AO 5. 


C13.ol. tc 


Method 


TBLASTX: 


Cress 


Start 


8431 






End 


10274 




GI 


none 






Score 


148 




Exons 


8431. .8649, 


8441 . 


.8644, 9676. 


.9741, 9677. .9739, 


9763. . 10038 




9763. .10050, 


9803 


..10039, 10157. .10273, 


10161. . 


10274 


Seq. No. 


35324 






Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No. 


■ 73047 






Strand 






Start 


6229 






End 


15559 




Name 


OJ990428 11. 


9A05. 


C13.o6. ts 


Method 


TBLASTX: 


Soybean 


Start 


8431 ; 






End 


8644 


GI- 


none 






Score 


139 




Exons 


8431. .8643, 


8477. 


.8644 








Seq. No. 


35324 






Seq. ID 


OJ990428 


_11.9A05.C13 


Gene No. 


73047 






Strand 






Start 


6229 






End 


15559 




Name 


OJ990428 11. 


9A05. 


C13.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


9832 






End 


10292 


GI 


none 






Score 


99 




Exons 


9832. .10041, 


9938 


..10039, 10157. .10291, 


10161. . 


10292 



Seq. No. 35324 Seq. ID OJ990428_11-.9A05.C13 

Gene No. 73047 Strand 

Start 6229 End 15559 

Name OJ990428_11 . 9A05 . C13 . o2 . ts Method TBLASTX : Soybean 



35232 



Start 


10439 




End 


10981 






GI 


none 




Score 


180 






Exons 


10439 .. 10657, 10439., 


. 10699, 


10913. .10981 






Seq. No. 


35324 




Seq. ID 


OJ990428 


_11. 9A05. 


■ C13 


Gene No. 


73047 




Strand 








Start 


6229 




End 


15559 






Name 


OJ990428 11.9A05.C13. 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


11369 




End 


11720 




GI 


none 




Score 


99 






Exons 


1 1 "1 /"\ -1-1 A t~ t~ 1 1 O f~l 

11369 .. 114 55, 11382.. 


.11483, 


11383. . 11442, 11594 


. .11719, 






11COC 1 1 Tift 

llo95..11/zU 












Seq. No. 


35324 




Seq. ID 


OJ990428 


11 . 9A05 . 


,C13 


Gene No. 


73047 




Strand 








Start 


6229 




End 


15559 






Name 


OJ9904^b 11.9A0b.Clo. 


, oZ . tc 


Method 


TBLASTX: 


Cress 




Start 


12586 




End 


13011 






GI 


none 




Score 


74 






Exons 


12586 .. 12702, 12587.. 


, 12703, 


12679. . 13011, 12680 


. . 12997, 






12682 .. 13002 , 12702., 


, 13004 










Seq.-^No.,^.. 


_ 3 5.32.4 ,,- r 




_-<-S-e.q..^LD- 


,-£>J33.0J2a 


..-11,..9AQ5,X1.3-. 


Gene No. 


73047 




Strand 








Start 


6229 




End 


15559 






Name 


OJ990428_11 . 9A05 . CI 3 . 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


13237 




End 


13614 






GI 


none 




Score 


108 






Exons 


13237 .. 13281, 13353.. 


13613, 


13477. .13614 






Seq. No. 


35324 




Seq. ID 


OJ990428 


_11. 9A05. 


C13 


Gene No. 


73047 




Strand 








Start 


f~ O O A 

6229 




End 


15559 






Name 


OJ990428_11 . 9A05 . CI 3 . 


o5 . tc 


Method 


TBLASTX: 


Cress 




Start 


14786 




End 


14995 






GI 


none 




Score 


202 






Exons 


14786 .. 14815, 14816.. 


14 995 










Seq. No. 


35325 




Seq. ID 


OJ990428 


_11. 9A05. 


C14 


Gene No. 


73048 




Strand 


+ 






Start 


371 




End 


4157 






■Name 


OJ990428 11.9A05.C14. 


ol . gs 


Method 


GEN SCAN 






Start - 


371 ... 




End 


1414 






GI 


none 




Score 


.64 






Exons 


371. .378, 508. .626, 1102. .1158, 1263.. 


1414 






Seq. No. 


35325 




Seq. ID 


OJ990428 


_11. 9A05. 


C14 


Gene No. 


73048 




Strand 


+ 






Start 


371 




End 


4157 






Name 


OJ990428 11..9A05.C14 . 


ol . np 


Method 


AAT/NAP 






Start 


494 




End 


4157 






GI 


5042454 




Score 


75 






Exons 


494. .569, 3980. .4157 












GI Descrip. 


(AC007789) putative polyprotein [Oryza .sativa] 






Seq. No. 


35326 




Seq. ID 


OJ990428 


_11.9A05. 


C15 


Gene No. 


73049 




Strand 


+ 







35233 




Start 376 End 4994 

Name OJ990428_11 . 9A05 . C15 . ol . np Method AAT/NAP 

Start 376 - End 4994 

GI 5042454 ,- Score 3338 

Exons 376.-526, 845.. 951, 1008. .'2717, 3349.. 3666, 3859.. 4089, 

4673. .4700, 4926. .4994 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35326 
73049 
376 

OJ990428_11 . 9A05.C15.ol.gs 

421 

none 



Seq. ID OJ990428_11.9A05.C15 

Strand + 

End 4994 

Method GENSCAN 

End 4335 

Score .57 



421. .522, 747. .915, 952. .2355, 2441. .2717, 3062. .3179, 
3238. .3340, 3345. .3439, 3613. .4335 



Seq. No. 
Gene No. 
Start 
Name 

.GI- 
Exons 



Seq. ID OJ990428_11.9A05.C15 
Strand + 
End 4 994 

Method TBLASTX: Wheat. 

JEnd _2£2a, •_ 

— no n e^^.^,,-^^^^-,„-„^,^. ~ ,, w .. S.c are.-^ - _3 4^ v . Hr ^ TO «^~— ^ ^..^ r ^^ ;lr ^, r 

1520. .1555, 1680. .1727, 1734. .1832, 1739. .1831, - 17 99. .2038, 
1815. .2072 



35326 
73049 
376 

OJ9904 28_11..9A05.C15.ol . tw 
. 



Seq. No. 


35326 


Seq. ID 


OJ990428_11.9A05 


.C15 


Gene No. 


73049 


Strand 


+ 




Start 


376 


End 


4994 




Name 


OJ990428 11. 9A05.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


1722 


End 


1970 




GI 


none 


Score 


191 




Exons 


1722. .1970, 1820. .1969 








Seq. No. 


35326 


Seq. ID 


OJ990428_11.9A05 


.C15 


Gene No. 


73049 


Strand 


+ 




Start 


376 


End 


4994 - 




Name 


OJ990428 11.9A05.C15.o2.tm 


Method 


TBLASTX: Maize 




Start 


2575 


End 


2718 




GI 


none 


Score 


182 




Exons 


2575. .2718, 2580. .2714 








Seq." No. - 


• 3532-6 * '• - • ' - ' • 


Seq. ID 


OJ990428_11. 9A05 


.C15 . 


Gene No. 


■7304-9 


Strand 


+ 




Start 


376 


End 


4994 




Name 


OJ990428 11. 9A05.C15.o2 . gp 


Method 


AAT/GAP 




Start 


2858 


End 


3315 




GI 


2428323 


Score 


640 




Exons 


2858. .3315 








GI Descrip. 


5803242 /dbj | AP000399 . 1 | AP000399 O.Oe+OC 


Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 







Seq. No. 35326 Seq. ID OJ990428_11.9A05.C15 

Gene No. 7304 9 Strand + 

Start 376 End 4994 

Name OJ990428_11 . 9A05 . C15 . o2 . tw Method TBLASTX : Wheat 

Start 3927 End 4194 



35234 



GI 


none 




Score 


262 






Exons 


3927.. 4190, 3928.. 4194 












Seq. No. 


35327 




Seq. ID 


OJ990428 11 


9A05 


. C16 


Gene No. 


73050 




Strand 


+ 






Start 


1 




End 


1210 






Name 


OJ990428 ll.9A05.C16.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


268 






GI 


5042454 




Score 


78 






Exons 


1..50, 203. .268 . 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


35327 




Seq. ID 


OJ990428 11. 


9 AO 5 


. C16 


Gene No. 


73050 




Strand 


+ 






Start 


1 




End 


"IOTA 
LZ 1U 






Name 


OJ990428 ll.9A05.C16.o3. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1210 






GI 


6630699 




Score 


80 






Exons 


1..57, 1132. .1210 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi | 6721536 |dbj | BAA89566. 


11 


(AP001073) 


hypothetical 


protein . . 




IPr.y.za...;5at - . 












_ — 

Seq. No. 


-35327 - . - • ■ - - ' • 




Seq. ID 


OJ990428_11. 


9 AO 5 


.C16 ■ 


Gene No. 


73050 




Strand 


+ 






Start 


1 




End 


1210 






Name 


OJ990428 ll.9A05.C16.ol. 


gs 


Method 


GENSCAN 






Start 


215 




End 


509 






GI 


none 




Score 


. 58 






Exons 


215. .383, 493. .509 












Seq. No. 


35327 




Seq. ID 


OJ990428_11 . 


9 AO 5 


.C16 


Gene No. 


73051 




Strand 


+ 






Start 


1337 




End 


1974 






Name 


OJ990428 ll.9A05.C16.o4 . 


np 


Method 


AAT/NAP 






Start 


1337 




End 


1974 






GI 


6539570 




Score 


197 






Exons 


1337. .1539, 1708. .1774, 


1940. . 1974 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. k 


35327 




Seq. ID 


OJ990428 11. 


9 AO 5 


-C16 


Gene No . 


73052 ■ 




- Strand 


- 






Start' 


1346 




End 


1852 






Name 


OJ990428 ll.9A05.C16.o2. 


gs ' 


Method 


GENSCAN 






Start 


1346 




End 


1852 






GI 


none 




• Score 


. 96 






Exons 


1346. .1459, 1847. .1852 












Seq. No. 


35328 




Seq. ID 


O t T990428_ll. 


9A05 


.C17 


Gene No. 


73053 




Strand 


+ 






uLdlL 


426 




End 


3269 






Name 


OJ990428 11.9A05.C17.ol. 


gp 


Method 


AAT/GAP 






Start 


426 




End 


3269 






GI 


31047 1.R1084 




Score 


2010 






Exons 


426.. 576, 683.. 814, 1402 


..1484, 1929.. 


2015, 2146. .2294, 






2506. .2637, 2892. .3269 












GI Descrip. 


'4185143 8.0e-68 (AC005724) 


putative signal recognition 


particle 



35235 



receptor beta subunit [Arabidopsis thaliana] 1 



Seq. No. 35328 Seq. ID OJ990428_11.9A05.C17 

Gene No. 73053 Strand + 

Start 426 End 3269 

Name OJ990428_11 . 9A05 . C17 . ol . np Method AAT/NAP 

Start 676 End 3078 

GI 4185143 Score 635 

Exons 676.. 814, 1402.. 1484, 1929.. 2015, 2143.. 2294, 2506.. 2637, 

2892. .3078 

GI Descrip. ' (AC005724) putative signal recognition particle receptor beta 
subunit [Arabidopsis thaliana] 



Seq. No. 35328 Seq. ID 

Gene No. 73054 Strand 

Start 3328 ' End 

Name OJ990428_11 . 9A05 . C17 . o2 . np Method 

Start 3328 End 

GI 4680500 Score 

Exons 3328.. 3352, 5217.. 5791 

■GI Descrip.. (AF119222) hypothetical protein [Oryza sativa] 



OJ990428_11.9A05.C17 
+ 

5791 
AAT/NAP 
5791 
266 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



.,3 5-3,2 8 — -^...w — ..^«-,^^ 7> .^. : ._.„..^_ „ » .. 
73055 
6666 

OJ990428_11 . 9A05 . C17 . ol . tm 

673 

none 



- ~Seq_XD._0J.93 04 28_U,:,.9A0 5_C1X, 



Strand 
End 

Method 

End 

Score 



6986 

TBLASTX : Maize 

3087 

137 



673. .762, 678. .806, 686. .811, 1374. .1487, 1385. .1486, 
1394. .1489, 1920. .2015, 1924. .2016, 1926. .2018, 2143. 
2144. .2296, 2149. .2301, 2484. .2636, 2503. .2637, 2506. 



2295, 
2640, 



2507. .2638, 2892. .3083, 2892. .3077, 2893. .3087, 2894. .3085 



Seq. No. 


35328 








Seq. ID 


OJ990428 


_11.9A05.C17 


Gene No . 


73055 








Strand 






Start 


6666 








End 


6986 




Name 


OJ990428 11. 


9A05 


.C17.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1383 








End 


3081 


GI 


none 








Score 


107 




Exons 


1383. .1484, 


1395 


. .1487, 


1920. 


.2015, 2143.. 2295, 


2144 . .2296, 




2149. .2301, 


2150 


. .2302, 


2459. 


.2485, 2506. .2634, 


2507. .2638, 




2893. .3075, 


2895 


. .3074, 


2902. 


.3081 






Seq. No. 


• 35328 








■ Seq. ID 


OJ990428 


_11.9A05.C17 


Gene No. 


73055 








Strand 






Start 


6666 








End 


6986 




Name 


OJ990428 11. 


9A05 


.C17.ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


2224 








End 


3084 




GI 


none 








; Score 


71 




Exons 


2224 . .2295, 


2506 


. .2634, 


2507. 


.2638, 2E 


196. .3084, 


2898. .3068 


Seq. No. 


35328 








Seq. ID 


OJ990428 


_11.9A05.C17 


Gene No. 


73055 








Strand 






Start 


6666 








End 


. 6986 




Name 


OJ990428 11. 


9 AO 5 


.C17.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5309 








End 


5698 




GI 


none 








Score 


162 





35236 




Exons 5309.. 5479, 5320.. 5457, 5516.. 5698 



Seq. No. 


O C *3 O O 


Seq. ID 


OJ990428 11 


. 9A05 


C17 


Gene No. 


73055 


Strand 








Start 


6666 


End 


698 6 






Name 


OJ990428 11 . 9A05 . C17 . o2 . gs 


Method 


GENSCAN 






Start 


6666 


End 


698 6 






GI 


none 


Score 


. 68 






Exons 


6666. .6712, 6765. .6986 










Seq. No. 


O C "3 '*> C\ 

Jo32 9 


Seq. ID 


OJ990428 11 


. 9A05 


C18 


Gene No . 


73056 


Strand 


+ 






Start 


1378 


End 


1522 






Name 


n TQQH/1 OQ 11 Q7\n^ fl O — l _ 

ujyyu^izo 1 1 . yAuo . li o . o i . gs 


Method 


bhlNbLAJN 






btart 


1 J / o 


T-l _ J 

hnd 


1 c o o 

1522 






GI 


none 


Score 


. 74 






Exons 


1 no ICO'") 

1378 . . 1522 










Seq. No. 


35330 


Seq. ID 


OJ990428_11 


. 9A05. 


C19 


Gene No . 


73057 


Strand 


+ 






Start 


1 . 


End 


3778 






_N.ame.. 


_oj^aoi.2^Jj-,^a5..i:j5...Pi.^p„ 


, Method.,,., 


.„AAT./NA£_ . 







~.S,tart^~.~-^ — - 




^_-„,Ead,.^_,- 


_727^ 






GI 


2642158 • 


Score 


104 






Exons 


1..235, 611. .727 










GI Descrip. 


(AC003000) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


35330 


Seq. ID 


OJ990428_11 


. 9A05. 


C19 


Gene No. 


73057 


Strand 


+ 






Start 


1 


End 


3778 






Name 


OJ990428 11.9A05.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


2358 






GI 


none 


Score 


145 






Exons 


1. .210, 3. .194, 2172. .2330, 


2173. .2358 








Seq. No. 


35330 


Seq. ID 


OJ990428_11 


9 AO 5. 


C19 


Gene No. 


73057 


Strand 


+ 






Start 


1 


End 


3778 






Name 


. OJ990428 11.9A05.C19.ol.gs 


Method 


GENSCAN 






Start 


10 


End 


398 






GI 


none 


Score 


.82 






Exons 


10.. 214, 373.. .398 










Seq. No. 


35330 


Seq. ID 


OJ990428_11 


9 AO 5. 


CI 9 


Gene No . 


73057 


Strand ' 


+ • 






Start 


1 


End 


3778 






Name 


OJ990428 11. 9A05.C19.o2.np 


Method 


AAT/NAP 






Start 


558 


End 


3778 






GI 


6862923 


Score 


111 






Exons 


558. .603, 2177. .2359, 3716. 


.3778 








GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


35331 


Seq. ID 


OJ990428_11. 


9 AO 5. 


C20 


Gene No. 


73058 


Strand 


+ 






Start ' 


689 


End 


3164 






Name 


OJ990428 11. 9A05.C20.ol.np 


Method 


AAT/NAP 






Start 


689 


End 


3164 







35237 




GI 


4 680500 




Score 


358 




Exons 


689. .735, 2552. .3164 










GI Descrip. 


(AF119222) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


35331 




Seq. ID 


OJ990428 


_11.9A05.C20 


Gene No. 


73059 




Strand 






Start 


ob 8 u 




End 


8924 




Name 


/"\ Tfl Aft ^ Of) 1 1 A 71 A r /">< Oft 1 

OJ990428 11 . 9A05 . C20 . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


208 6 




End 


3149 




GI 


none 




Score 


72 




Exons 


OOO/" O O O. O O C O ft a a /I A 

2(j8o..22y2, 2580. .2840, 


2645. 


.2839, 2898. .3149, 


2936 . . 3133 


Seq. No. 


35331 




Seq. ID 


OJ990428 


_11.9A05.C20 


Gene No. 


73059 




Strand 






Start 


c c o n 




End 


8924 




Name 


OJ990428_11.9A05.C20.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


o c t n 

2b / 9 




End 


3149 


GI 


none 




Score 


237 




Exons 


O C ""7 ft. ft O "1 O ArnA ft ft /I ft 

25/9. .2812, 2580. .2840, 


2880. 


.3149, 2924. .3103 




oeq. No. 


O C O O 1 




Seq. ID 


.OJ990428 


11 . 9A05 .C20 


,Geae..„No^:,__ 


„Z2059. , 










-S-tax-t— 


^653-0_^^^,-^ 




~Ehd...-^ ;: .,^ 


-8.924. 




Name 


OJ990428 ll.9A05.C20.ol. 


tc 


■Method - 


TBLASTX: 


Cress 


Start 


2583 




End 


2840 




GI 


none 




Score 


232 




Exons 


2583. .2840, 2648 . .2839 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



35331 
73059- 
6580 

OJ990428_11.9A05.C20.ol.tw 

2760 

none 

2760. .3071, 3072. .3149 

35331 
73059 
6580 

OJ990428_11.9A05.C20.o2.gs 

6580 

none 

■658 0. .665 9, 7 8 66. . 7974 ,.' 8813 . , 

35331 - " ' 

73059 

6580 

OJ990428_11.9A05.C20.o2.gp 
7917 ^ 

LIB34 74-004 -P1-K1-B9 

7917. .7974, 8813. .8924 

1 5852182/emb|CAB55420. 1 | 9.0e- 

sativa] 1 

35332 
73060 
292 



Seq. ID OJ990428_11.9A05.C20 
Strand 

End 8 924 

Method TBLASTX : Wheat 

End 3149 

Score 205 



Seq. ID OJ990428_11.9A05.C20 
Strand 

8924 
GENSCAN 
8924 
.72 



End 

Method 
End 
Score 
.8924 ■ 



Seq. ID OJ990428_11.9A05.C20 

Strand . - 

End 8 92 4 

Method AAT/GAP 

End 8924 

Score 291 

13 (AL117265) zhb0012.1 [Oryza 



Seq. ID OJ990428_11.9A05.C21 
Strand + 
End 2805 



35238 



Name 


uuyyu4zo i i . yAuo . bz i . oi 


.np 


Method 


AAT / NAP 


btart 


z yz 




End 


o i n r\ 

27 99 


bi 


yi c o n c i 




Score 


o o o 
ZOO 


Exons 


/y^ . . zz4o..z/yy 








GI Descrip. 


(Atiiyzzzj nypotnetical 


protein [Oryza 


sativa] 


Seq. No. 


35332 




Seq. ID 


OJ990428_11.9A05.C21 


Gene No. 


73060 




Strand 


4- 


O -1 , v-+- 

btart 


292 




End 


o o r\ c 
zo Ub 


Name 


OJ990428 ll.9A05.C21.ol 


.gs 


Method 


GENSCAN 


Start 


733 




End 


2805 


bl 


none 




Score 


. y 


Exons 


733. .889, .2053. .2326, 2361, 


.2805 




beq. no. 


35332 




Seq. ID 


OJ990428_11.9A05.C21 


Gene No. 


73061 




Strand 


+ 


Start 


4037 




End 


11490 


Name 


OJ990428 ll.9A05.C21.o2 


np 


Method 


AAT /NAP 


Start 


4037 




End 


11490 


bl 


2642158 




. Score 


379 


Exons . 


4037. .4130, 4354^ .470.9, 


4770.. 4880,. 9831 10301,, 11347 .... 114 9.0 






Seq. No. 


35332 




Seq. ■ ID 


OJ990428_11. 9A05.C21 


Gene No . 


73062 




Strand 




Start 


.643 




End 


829 


Name 


OJ990428 ll.9A05.C21.ol. 


gp 


Method 


AAT /GAP 


otart 


643 




End 


829 


bl 


LIB34 7 4-004-P1-K1-B9 




Score 


353 


Exons 


643. .829 








GI Descrip. 


' 5852182/emb | CAB55420 . 1 


9. 


Oe-13 (AL117265) zhb0012.1 [Oryza 




sativa] 1 








beq. jno. 


35332 




Seq. ID 


OJ990428_11.9A05.C21 


Gene No . 


73063 




Strand 




b tzar l 


2118 




End 


11870 


Name 


OJ990428 ll.9A05.C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


' 2118 




End 


11870 


bl 


none 




Score 


84 


Exons 


2118. .2228, 2277. .2486, 


228 


1..2475, 2530. .2799, 2622. .2780, 




4359. .4577, 4385. .4567,' 


48S 


9. .4970, "5004. .5078, 5130. .5372, 




9830.. 10003, 9834.. 10007, • 10095 10301-, 


-11540'.-; 118.06, 




11541.-. 11804, -11820. .HE 


70 






beq . jno . 


35332 




Seq. ID 


OJ9904'28_11. 9A05.C21 


Gene No . 


73063 




Strand 




Start 


2118 




End 


11870 


Name 


OJ990428 11. 9A05.C21.ol. 


ts 


Method 


TBLASTX: Soybean 


btart t 


2280 




End 


11870 


bl 


none 




Score 


190 


Exons 


2280. .2477, 2281. .2475, 


2530. .2799, 4899. .4970, 5007. .5078, 




5112. .5372, 9822. .10007, 


98 


30. .10000, 10095. .10301, 




11549. .11797, 11631. .118 


04, 


11820. . 11870 


Seq.' No. 


35332 




Seq. ID 


OJ990428_11.9A05.C21 


Gene No. 


73063 




Strand 




Start 


2118 




End 


11870 



35239 



Name 

Start 

GI 

Exons 



OJ990428_11 . 9A05 . C21 . ol . tc Method TBLASTX : Cress 
2283 End 11804 

none Score 188 

2283V-.2375, 2284.. 2475, 4824.. 4892, 4899.. 4970, 5004.. 5078, 
9798. .10001, 9815. .9988, 1154 0 .. 11797 , 11541. .11804 



Seq. No. 35333 

Gene No. 73064 

Start 259 

Name OJ990428_11 . 9A05 . C22 . ol . gs 

Start 259 

GI none 

Exons 259.. 357 



Seq. ID OJ990428_11.9A05.C22 

Strand 

End 357 

Method GENSCAN 

End . 357 

Score .93 



Seq. No. 35334 

Gene No. 73065 

Start 1 

Name OJ990428_11 . 9A05 . C23 . ol . np 

Start 1 

GI 6862923 

Exons * _ 1-. ..686 „ . . . .'.I .. _' 



Seq. ID OJ990428_11.9A05.C23 
Strand 

End 686 

Method AAT/NAP 

End 686 

Score . 268 



Seq. No. 


35334 










- Seq. ID 


OJ990428 


_11. 9A05 


.C23 


Gene No . 


73065 










Strand 








Start 


1 










End 


686 






Name 


OJ990428 


_11 . 


9A05.C23, 


.ol. 


.gs 


Method 


GENSCAN 






Start 


66 










End 


671 






GI 


none 










Score 


.75 






Exons 


66. .464, 


501 


. . 671 














Seq. No. 


35334 










Seq. ID 


OJ990428 


_11. 9A05 


.C23 


Gene No. 


73065 










Strand 








Start 


1 










End 


686 






Name 


OJ990428 


_11. 


9A05.C23. 


.ol. 


. tc 


Method 


TBLASTX: 


Cress 




Start 


87 










End 


455 






GI* 


none 










Score 


81 






Exons 


87. .368, 


381 


. .455 














Seq. No. 


35334 










Seq. ID 


OJ990428 


_11. 9A05 


.C23 


Gene No. 


73065 










Strand 








Start 


1 . 










End - - 


68 6 






Name 


OJ990428 


_11 ." 


9A05.C23, 


.ol. 


. ts 


Method 


TBLASTX: 


Soybean- 




Start 


87 










End 


545 






GI 


none 










Score' 


90 






Exons 


87. .368, 


381 


..545, 3i 


58. . 


,534 










Seq. No. 


35334 










' Seq. ID 


OJ990428 


_11.*9A05 


.C23 


Gene No. 


73065 










Strand 








Start 


. 1 










End 


686 






Name 


OJ990428 


_11. 


9A05.C23. 


ol. 


,tm 


Method 


TBLASTX: 


Maize 




Start 


87 










End 


545 






GI 


none 










Score 


84 






Exons 


87. .353, 


381 


..545, 3E 


J5. . 


,543 










Seq. No. 


35335 










Seq. ID 


OJ990428 


_11. 9A05 


.C24 


Gene No. 


73066 










Strand 









35240 




Start 


1 




End 


1189 




Name 


OJ9904 28_11 . 9A05 .C2 4 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1189 




GI 


2642158 




Score 


273 




Exons 


1. .125/ 294 . .772, 1146. 


.1189 








GI Descrip. 


( AC003000 ) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


35335 




Seq. ID 


OJ990428 11.9A05 


.C24 


Gene No. 


73066 




Qf- r -a nr l 
U L L u 1 1U 






Start 


1 




End 


1189 




Name 


OJ9904 28 11 . 9A05 .C24 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


280 




End 


654 




GI 


none 




Score 


111 




Exons 


280. .570, 368. .544, 583, 


. . 642, 


583. . 654 






Seq. No. 


35335 




Seq. ID 


OJ990428 11.9A05 


.C24 


Gene No. 


73066 




Strand 






Start 


1 




End 


1189 




Name 


OJ990428_11 . 9A05.C24 .ol , 


. as 


Method 


GEN SCAN 




Start 


294 




End 


821 




GI ... _ 


none. ... . _ _ 




S.core 


.77 1 '. 




. Ex on s_ T _ 


•294-. . 821 . 










Seq. No. 


35335 




Seq. 'ID 


■ 

OJ990428 11.9A05 


.C24 


Gene No. 


73066 




Strand 






Start 


1 




End 


1189 




Name 


OJ990428_11 . 9A05 .C2 4 . ol . 


. tm 


Method 


TBLASTX: Maize 




Start 


298 




End 


810 




GI 


none 




Score 


96 




Exons 


298. .567, 314. .544, 565. 


. .810, 


614 . .760 






Seq. No. 


35335 




Seq. ID 


OJ990428 11.9A05 


.C24 


Gene No. 


73066 




Strand 






Start 


1 




End 


1189 




Name 


OJ990428__ll.9A05.C24.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


298 




End 


799 




GI 


none 




Score 


104 




Exons 


298. .564, 311. .544, 565. 


, .768, 


614 . .799 






Seq. ' No. 


35336 




Seq. ID 


OJ990428 11.9A05 


. C2 6 


Gene No. 


73067 




Strand 


+ 




Start 


635 




End 


692 




Name : . 


OJ9904 28 11 ..9A05 .C26. ol . 


as 


Me-thod ■ 


GENSCAN • 




Start 


635 




'End 


692 




GI 


none - . - - 




Score 


.5 




Exons 


635 . . 692 










Seq. No. 


35337 




Seq. ID 


OJ990428JL1. 9A05 


.C27 


Gene No. 


73068 




Strand 


+ 




Start 


578 




End 


700 




Name 


OJ990428 ll.9A05.C27.ol. 


gs 


Method 


GENSCAN 




Start 


578 




End 


700 




GI 


none 




Score 


.81 




Exons 


578. .700 










Seq. No. 


35338 




Seq. ID 


OJ990728_10.9A01 


.C2 


Gene No. 


73069 




Strand 


+ 





35241 




Start 


407 


End 


524 


Name 


OJ990728_10 . 9A01 . C2 . ol . gs 


Method 


GENSCAN 


Start 


407 


End 


524 


GI 


none 


Score 


.49 


Exons 


407 . . 524 






Seq. No. 


35339 


Seq. ID 


OJ990728_10 . 9A01.C4 


Gene No. 


73070 


Strand 




Start 


597 


End 


3293 


Name 


OJ990728_10 . 9A01 . C4 . ol . gp 


Method 


AAT/GAP 


Start 


597 


End 


3227 


GI 


48248_1 .R1084 


Score 


1112 


Exons 


597. .980, 2354. .2438, 2563.. 


2654, 3179, 


.3227 


GI Descrip. 


'3738312 6.0e-58 (AC005309) 


hypothetical protein [Arabidop 




thaliana] 1 






Seq. No. 


35339 


Seq. ID 


OJ990728_10.9A01.C4 


Gene No. 


73070 


Strand 




Start 


597 


End 


3293 


Name 


OJ990728 10.9A01.C4.ol.tm ' 


.Method 


TBLASTX: Maize 


Start . 


625 . . _ 


. . End 


859 . 


.GL. . . ... . .. 


„..no.ne._ „ 


._._ S.cpre., 


206 


-Exons . t . 


- -625,.. 7-S-3,.- -626.^.-784, - , 632 . .7.8 4, -.7-8 7- ..8.5.8, 


.803.. ..8.5,9— . 


Seq. No. 


35339 


Seq. ID 


OJ990728_10.9A01.C4 


Gene No. 


73070 


Strand 




Start 


597 


End 


3293 


Name 


OJ990728 10.9A01.C4.ol.np 


Method 


AAT/NAP 


Start 


628 


End 


3289 


GI 


3738312 


Score 


502 


Exons 


628. .980, 2354. .2438, 2563.. 


2654, 3179. 


.3289 


GI Descrip. 


(AC005309) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


35339 


Seq. ID 


OJ990728_10.9A01.C4 


Gene No. 


73070 


Strand 




Start 


597 


End 


3293 


Name 


OJ990728 10. 9A01.C4 .ol . gs 


Method 


GENSCAN 


Start 


717 


End 


1457 


GI 


none 


Score 


.4 


Exons 


717. .980, 1248. .1457 






Seq. No. 


35339 


Seq. ID 


OJ990728_1Q. 9A01.C4 


Gene No. 


- 73070 • 


-Strand ■ 




Start 


597 


End 


32 93 


Name 


OJ990728 10.9A0i;C4".oi:ts 


Method 


TBLASTX : Soybean 


Start 


736 


End 


983 


GI 


none 


Score 


62 


Exons 


736. .777, 737. .772, 781. .858 


, 782. .856, 


885. .983, 885. .980 


Seq. No. 


35339 


Seq. ID 


OJ990728_10.9A01.C4 


Gene No. 


73070 


Strand 




Start 


597 


End 


3293 


Name 


OJ990728 10.9A01.C4.o2.gs 


Method 


GENSCAN 


Start 


1685 


End 


3289 


GI 


none 


Score 


.9 


Exons 


1685. .1798, 2354. .2438, 2563 


..2654, 3179. .3289 



35242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

St.ar.t. , 

-Name . 
Start 
GI 

Exons - 



35339 
73070 
597 

■ OJ990728_10 . 9A01 . C4 . o2 . tm 
2390 
none 

2390. .2440, 2390. .2440, 2563., 
3176. .3292, 3177. .3293 

35340 
73071 
1 

OJ990728_10. 9A01.C5.ol.np 
1 

5295955 
1. .594 

(AB026295) Similar to Epstein- 
[Oryza sativa] 

35340 

73071 _.___„ 

"oj?9.03T8^rQ-^A0T. CS^ol. g.s" " - 
28 

none 
28. .59 



Seq. ID OJ990728_10. 9A01.C4 
Strand 

End 3293 

Method TBLASTX : Mai ze 

End 3293 

Score 67 

.2694, 2565. .2654, 2567. .2686, 



Seq. ID OJ990728_10.9A01.C5 

Strand + 

End 594 

Method AAT/NAP 

End 594 

Score 304 

■Barr virus (EBV) genome. (V01555) 



Seq. ID OJ990728_10. 9A01.C5 

Strand . + 

Jia4L_- , _____ 



.£.npL „ 
Method 
End ■ 
Score 



GENSCAR.-...,.,._- 

59 

.45 



Seq. No. ' 35341 Seq. ID 

Gene No. 73072 Strand 

Start 404 End 

Name OJ990728_10 . 9A01 . C7 . ol . gs Method 

Start 404 End 

GI none Score 

Exons 404 . . 616 



OJ990728_10.9A01.C7 
+ 

616 

GENSCAN 

616 

.49 



Seq. No. 35342 Seq. ID 

Gene No. 73073 Strand 

Start 494 End 

Name = OJ990728_10 . 9A01 . C8 . ol . gs Method 

Start 494 End 

GI none Score 
Exons . 494.. 553 



OJ990728_10.9A01.C8 
553 

GENSCAN 

553 

.92 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
Start 
Name 
Start 



35343 

73074 • ' ' 

1 

OJ990728_10.9A01.C9.ol.np 
1 

6815109 



Seq. ID OJ990728._1-0.9A01.C9 

Strand ' + 

End 1477 

Method AAT/NAP 

End 1477 

Score 143 



1..23, 695. .784, 852. .957, 1020. .1477 
(AP001081) hypothetical protein [Oryza sativa] 



35343 Seq. ID 

73074 Strand 

1 End 

OJ990728JL0 . 9A01 . C9 . ol . gs Method 

687 End 



OJ990728_10.9A01.C9 
+ 

1477 

GENSCAN 

1413 



35243 




C T 


none 








Score 


. 0 








Exons 


Do / • . / ft / 


n "3 i n i a 


1214. .1413 










Seq. No. 


35344 








Seq. ID 


OJ990728 


_10, 


. 9A01 


.C10 


Gene No. 


73075 








Strand 










OLaiL 


li j 








End 


A Q "3 

4 y j 








Name 


uj y yu / 


in QnAi r*i n 
1U . y/\u± . U1U 


.ol 


.gs 


Method 


bLNbCAN 








oiart 


11-3- 
1 J. J 








End 


/ QO 

4 y o 










none 








Score 


. DO 








Exons 


1 1 O 1 1 Q 

i x j . . i ± y 


, 1 /u . . jUo, 


^ fi p 


A Q ^ 

. . 4 y o 












Seq. No. 


35345 








Seq. ID 


OJ990728 


_10. 


.9A01 


.Cll 


Gene No. 


73076 


- 






Strand 










O L O.X L 










End 


1 OCQ 

IZuo 








Name 


uj y y u / z o 


in Qn n i pi i 


.Ol 


.gs 


Method 










Start 


324 








End 


1268 








C T 


none 








Score 


Q 1 

. y i 










JZ4 . . ft O 4 


















Seq. No. 


35346 








Seq. ID 


OJ990728 


_10. 


, 9A01 


.C12 


Gene No . . . . 


73077 








Strand 


. .. " 








.g£.a^rx~,— „ - 


' 0 AQ 


















Name— -.. n ~. V r— 


' ri TQQm oq 


in Qnni no 




..gs,,— 


.,, .Method,- ... 


r r m c p 7\ m 


'™*'"™ 




— — 


Of i vf 


4 O 




..... 




End 


"3 a a 








r 1 t 


none 








Score 


. b / 








tiXons 


Z 4 O . . J4 0 


















Seq. No. 










Seq. ID 


OJ990728_ 


_10 . 


, 9A01 


. C14 


Gene No. ' 


73078 








Strand 


+ 








Start 


394 








End 


724 








Name 


OJ990728 


_10.9A01.C14 


.ol. 


.gs 


Method 


GENS CAN 








Start 


394 








End 


624 








GI 


none 








Score 


.77 








Exons 


394. .624 



















Seq. No. 35347 Seq. ID 

Gene No. 73078 Strand 

Start 394 End 

Name OJ990728_10 . 9A01 . C14 . ol . np Method 

Start 394 End 

GI 4512231 Score 

Exons . 394 . .-724 

■ GI Descrip..- (ABO 1-4 7 4 1 ) - ORFO protein [Oryza -sativa] 



OJ990728_10.9A01.C14 
+ 

724 

AAT/NAP 

724 

533 



OJ990728 10.9A01.C15 



Seq. No. 35348 - Seq. ID 

Gene No. 73079 Strand 

Start 1 End 688 " 

Name OJ990728_10 . 9A01 . C15 . ol . np Method AAT/NAP 

Start 1 End 688 

GI 4680179 Score 669 

Exons 1..688 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 35348 Seq. ID OJ990728_10.9A01.C15 

Gene No. 73079 Strand 

Start 1 End 68 8 

Name OJ990728 10 . 9A01 . C15 . o2 . tw Method TBLASTX : Wheat 



35244 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

..S.tart-,. 
Name 
Start 
GI 

Exons 



12 

none 

12. .56, 526. .684, 527. .685 

35348 
73079 
1 

OJ990728_10. 9A01.C15.ol.gs 
18 

none 
18. .514 

35348 
73079 
1 

OJ990728JL0. 9A01.C15.ol.tw 

124 

none 

124. .474, 258. .326, 302. .475 

35348 . . 
J13Q2^„^ . 



End 
Score 



685 
49 



Seq. ID OJ990728_10.9A01.C15 
Strand 

End 688 

Method GENSCAN 

End 514 

Score . 9 



Seq. ID OJ990728_10.9A01.C15 
Strand 

End 688 

Method TBLASTX : Wheat 

End 475 

Score 4 9 



.Seq. ID OJ990728_10.9A01.C15 



OJ990728_10 . 9A01 . C15 . ol . tm ■ 

1(59 

none 

169. .474 



..-End-. ..... 

Method 

End 

Score 



.6.88— .... 
TBLASTX: Maize 
474 
247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ990728_10.9A01.C16 
Strand 

610 

AAT/NAP 
610 
488 



35349 
73080 
1 

OJ990728_10. 9A01.C16.ol.np 
1 

4544372 
1..610 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



35349 
73080 
1 

OJ990728_10. 9A01.C16.ol.tm 

3 ; • • . 

none 

3. .356, 79. .354 ' 

35349 
73080 
1 

OJ990728_10. 9A01.C16.ol.ts 
51 

none 

51. .260, 79. .279 

35349 
73080 
1 



Seq. ID OJ990728_10.9A01.C16 
Strand 

End 610 

Method TBLASTX : Mai ze 

End ' • 356- 

Score 237 



Seq. ID OJ990728_10.9A01.C16 
Strand 

End 610 

Method TBLASTX : Soybean 

End 279 

Score 102 



Seq. ID OJ990728_10.9A01.C16 
Strand 

End 610 



35245 



Name 
. Start 
GI 

Exons 



OJ990728_10. 9A01.C16.ol-gs Method GENSCAN 

119 End 503 

none Score .52 
119. .503 



Seq. No. 35349 Seq. ID 

Gene No. 73080 Strand 

Start 1 End 

Name OJ990728_10 . 9A01 . C16 . ol . tw Method 

Start 225 End 

GI none Score 

Exons 225.. 578, 226.. 570, 573.. 608 



OJ990728_10: 9A01.C16 
610 

TBLASTX: Wheat 

608 " 

321 



Seq. No. 


35349 


Seq. ID 


OJ990728JL0. 9A01.C16 


Gene No. 


73080 


Strand 




Start 


1 


End 


610 


Name 


OJ990728 10. 9A01.C16.o2.tm 


Method 


TBLASTX: Maize 


Start 


357 


End 


575 


GI 


none 


Score 


206 


Exons 


357. .575, 358. .570 








.3335$ - _ - 


^3.e„q IJ2- 




G.ene.~:No.^. V! ..^ 


. : -7.ao 8,1, 


„ v S.trancU-> 




Start 


1 • • - • - - 


End - • 


- 4 98 ~ ■ ~'.'T m "" 


Name 


OJ990728 10. 9A01.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


498 


GI 


6721517 


Score 


355 


Exons 


1. .498 






GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa 


Seq. No. 


35350 


Seq. ID 


OJ990728_10.9A01.C17 


Gene No. 


73081 


Strand 


+ 


Start 


1 


End 


498 


Name 


OJ990728 10. 9A01.C17.ol.tw 


Method 


TBLASTX: Wheat 


otarc 


179 


End 


498 


GI 


none 


Score 


134 


Exons 


179. .391, 211. .300, 395. .496, 


406. .498 




Seq. No. 


35350 


Seq. ID 


OJ990728_10.9A01.C17 


Gene No. 


73081 


Strand 


+ 


Start 


1 


End 


498 


Name - 


OJ990728 10. 9A01.C17.ol.gs 


Method. 


GENSCAN 


Start - 


189 -. • 


End - 


455 - ..... .. 


GI 


none ... 


■ Score 


.4 


Exons 


189. .455 






Seq. No. 


35351 


Seq. ID 


OJ990728_10.9A01.C18 


Gene No. 


73082 


Strand 


+ . 


Start 


1 


End-; 


185 


Name 


OJ990728 10.9A01.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


185 


GI 


3900977 


Score 


299 


Exons 


1..185 






GI Descrip. 


(X53066) ribosomal protein L2 


[Zea mays] 



Seq. No. 35351 Seq. ID OJ990728_10 . 9A01 . CI* 

Gene No. 73083 Strand + 

■ 35246 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



205 

OJ990728 
205 
82538 
205. .451 
hypothet 
chloropl 
gi | 12074 
gi 122665 



_10.9A01.C18.o2.np 



End 

Method 

End 

Score 



784 

AAT/NAP 

451 

423 



ical 9K protein (rpsl9-rpl2 intergenic region) - rice 
ast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
|emb|CAA33926| (X15901) ORF82 [Oryza sativa] 
Olprf I 1 1603356CA ORF 82 [Oryza sativa] 



OJ990728_10.9A01.C18 
+ 

784 

AAT/GAP 

784 

773 



35351 Seq. ID 

73083 Strand 
205 End 
OJ990728_10. 9A01.C18.ol . gp Method 
350 End 
3073_1.R1084 Score 
350. .784 

1 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 
.S3 .[Oryza sativa] . >gi_22_664 6_prf. 1603356BW ribosomal .protein ..S3 



Seq. No. ■ 35351 - - : - Seq. ID 

Gene No. 7 3083 Strand 

Start 205 End 

Name OJ990728_10 . 9A01 . C18 . o3 . np Method 

Start 451 End 

GI 1213601 Score 

Exons 451 . . 729 

GI Descrip. (X15901) ribosomal protein S19 [Oryza sativa] 

gi I 226648 jprf | 1 1603356BY ribosomal protein S19 [Oryza sativa] 



OJ990728_10.9A01.C18 
+ 

784 

AAT/NAP 

729 

455 



Seq. No. 


35351 






Seq. ID 


OJ990728_10.9A01, 


.CI 


Gene No. 


73084 






Strand 






Start 


782 






End 


1340 




Name 


OJ990728 10.9A01 


.C18 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 






End ' 


165 




GI 


none 






Score 


254 




Exons 


1. .150, 3. .149, 


142. 


.165 








Seq.. No. 


35351 






Seq. ID 


■pJ99.0728_10.9A01. 


..CI 


Gene No. - 


73084 ■ .... 






■ Strand ■ 






.Start- 


782 ■ 






End 


1340 . 




Name " 


OJ990728 10.9A01 


.C18 


.ol.ts 


Method 


TBLASTX: Soybean ' 




Start 


2 






End 


700 




GI 


none 






Score 


292 




Exons 


2. .184, 3. .179, 


426. 


.470, 427, 


..474, 432. .470, 462. .686, 





462. .686, 463. .696, 54$. .700 

Seq. No. . 35351 
Gene No. 73084 
Start 782 

Name OJ990728_10 . 9A01 . C18 . o2 . tc 

Start 11 
GI none 
Exons 



Seq. ID OJ990728_10.9A01.C18 
Strand 

End 1340 

Method TBLASTX : Cress 

End 561 

Score 275 



11. .196, 12. .179, 240. .269, 241. .270, 241. .270, 244. .321, 



35247 



264. .320, 271. .321, 272. .322, 429. .470, 462. .560, 463. .561, 
469. .558 



Seq. No. 35351 

Gene No. 73084 

Start 782 

Name OJ990728_10 . 9A01 . C18 . ol . tm 

Start 333 

GI none 
Exons 



Seq. ID 3XJ990728_10.9A01.C18 
Strand 

End 1340 

Method TBLASTX: Maize 

End 7 69 

Score 162 



333. .464, 334. .471, 430. .744, 432. .761, 432. .728, 469. .735, 
S39..766, 548. .769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35351 
73084 
782 

OJ990728_10.9A01.C18.o2.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990728 10.9A01.C18 



1340 
AAT/GAP 
1145 
630 



782 

5455469 
782. .1145 

131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q (B) PROTEIN (32 
KD THYLAKOID MEMBRANE .PROTEIN) (PHOTOSYSTEM II PROTEIN Dl). . . 
... > g 4 — 17 2 -6,6 1. . pi r .„ JTMRZ 3,2 . photosy§te_m, II_prote.in .PJL .pr.ec.ursQ.r, .z-SLce 
.chloroplast...>gi_L195a_emb_CAA34 0Q7_- (XI 5 901) .,PSII,,32kPa.,pr ; otein. 
[Oryza sativa] >gi__343212 (M36191) Q-B protein (psbAp' [Oryza 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_22 64 06_prf 15 



Seq. No, 35351 

Gene No. 73084 

Start 782 

Name OJ990728_10 . 9A01 . C18 . ol . tc 

Start 819 

GI none 

Exons 819. .1175, 837. .1154, 838. .1167, 1088 



Seq. ID OJ990728_10.9A01.C18 
Strand 

End 1340 

Method TBLASTX : Cress 

End 1180 

Score 337 
.1180 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35351 
73084 
782 

OJ990728 
840 
131251 
840. . 1340 . 
PHOTOSYSTEM 



_10.9A01.C18.o4.np 



Q(B) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_10 . 9A01 . C18 

1340 
AAT/NAP 
1340 
769 



PROTEIN -(32 
{PHOTOSYSTEM II PROTEIN Dl ) 
protein Dl precursor - rice 
(X15901) PS I L 32kDa protein 
Q-B protein (psbA) [Oryza sa 
gene [Oryza sativa] gi 122640 

35352 
73085 
16 

OJ990728_10. 9A01 .C19.ol.gs 
16 

none 
16. .243 



KD THYLAKOID MEMBRANE - PROTEIN ) 
gi 1 .72 661 1 pir | | FMRZ32 photosystem II 
chloroplast gi | 11958 | emb | CAA34 007. | • 
[Oryza' sativa] gi|343212 (M36191)" 
tiva] gi | 226249 | prf | | 1503143A psbA 
6 | prf | I1510376A quinone bind 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_10.9A01.C19 
243 

GENSCAN 

243 

.48 



35248 



Seq. No. 35353 Seq. ID OJ990728_10.9A01.C20 

Gene No. 73086 Strand 

Start 147 End 448 

Name ' OJ990728_1.0 . 9A01 . C20 . ol . gs Method GENSCAN 

Start 147 End 448 

GI none Score . 95 

Exons 147. .448 

Seq. No. 35354 Seq. ID OJ990728_10.9A01.C21 

Gene No. 73087 Strand + 

Start 356 End 826 

Name OJ990728_10 . 9A01 . C21 . ol . gs Method GENSCAN 

Start 356 End 826 

GI none Score .76 

Exons 356.. 408, 752.. 826 

Seq. No. 35355 Seq. ID OJ990728_10.9A01.C22 

Gene No. 73088 Strand 

Start 531 End 677 

Name OJ990728_10 . 9A01 . C22 . ol . gp Method AAT/GAP 

Start 531 End . .. 677 . "__ 

_GI. _ ,_^.. 1 .42 6^,5^.._;_;__ p _.„_ S.cpr.e..„_.. ta 21i.^._„ m ^._ 

..Exons.,,- . ... .532-.. ..67-7-.., , ..... . .. 

Seq. No. 35356 Seq. ID OJ990728_10.9A01.C25 

Gene No. 73089 Strand + 

Start 1 End 4 34 

Name OJ990728_10 . 9A01 . C25 . ol . np Method AAT/NAP 

Start 1 End 411 

GI 4115365 Score 113 

Exons 1..49, 157.. 411 

GI Descrip. (AC005957) putative retroelement pol polyprotein [Arabidopsi 
thaliana] 

Seq. No. 35356 Seq. ID OJ990728_10.9A01.C25 

Gene No. 73089 Strand + 

Start 1 End 434 

Name OJ990728_10 . 9A01 . C25 . ol . gs Method GENSCAN 

Start 33 End 434 

GI none Score .73 

Exons 33.. 434 

- Seq.' No-. - 35356- - - Seq. -ID OJ990728_L0.9A01.C25- 

Gene No. . 73090 Strand- 
Start . 1364 ' - End 1547 " 
Name OJ990728_10 . 9A01 . C25 . o2 . np Method AAT/NAP 
Start 1364 End 1547 
GI 6063554 Score 144 
Exons -,1364.. 1547 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 35357 „ . Seq. ID OJ990728_10 . 9A01 . C2 6 

Gene No. 73091 ' Strand + 

Start 292 End 699 

Name OJ990728_10 . 9A01 . C2 6 . ol . np Method AAT/NAP 



35249 




Start 


292 


End 


655 






GI 


5852180 


Score 


150 






Exons 


2 92. .655 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


35357 


Seq. ID 


OJ990728__10. 


9A01 


.C26 


- : Gene No. 


73091 


Strand 


+ 






Start 


292 


End v 


699 






Name 


OJ990728__10 . 9A01 . C2 6 . ol . gs 


Method 


GENSCAN 






Start 


334 


End 


699 






GI 


none 


Score 


. 97 






Exons 


334 . . 699 










Seq. No. 


35357 


Seq. ID 


OJ990728_10 . 


9A01 


. C26 


Gene No . 


73092 


Strand 


+ 






Start 


1405 


End 


1586 






Name 


OJ990728 10.9A01.C26.o2.np 


Method 


AAT/NAP 






Start 


1405 


End 


1586 






GI 


629693 


Score 


81 






Exons 


1405. .1586 










GI Descrip. 


probable integrase - common tobacco .(fragment) .. . 






— — 




,3.0. ) . ..Integra s e . [ N i.cp„t.i ana _t.afc^ cjum ], . 


Seq. No. 


- ■ - ■ ■ - ' ■■■ 

35357 


Seq. ID 


OJ990728 10. 


9A01 


.C26 


Gene No. 


73093 


Strand 








Start 


1606 


End 


1711 






Name 


OJ990728 10.9A01.C26.o2.gs 


Method 


GENSCAN 






Start 


1606 


End 


1711 






GI 


none 


Score 


.86 






Exons 


1606 .. 1711 










Seq. No. 


35358 


Seq. ID 


OJ990728_10. 


9A01 


.C28 


Gene No. 


73094 


Strand 


+ 






Start 


115 


End 


476 






Name 


OJ990728 10.'9A01.C28.ol.gs 


Method 


GENSCAN 






Start 


115 


End 


476 






GI 


none 


Score 


.69 






Exons 


115. .476 










Seq. No. 


35358 


Seq. ID 


OJ990728_10. 


9A01 


.C28 


Gene No. 


73095 


Strand 


+ 






Start 


411 


End- 


617 






Name 


OJ990728 ld.9A01.C2'8-.ol.gp - 


Method 


AAT/GAP • 






Start 


4-11 


End.- 


617 






GI 


uC-osf Icypl62a07al " 


Score " 


155 






Exons 


411. .476, 576. .617 










GI Descrip. 


'4 68017 9/gb|AAD2754 7. 1 IAF1117 


09_1 2.0e 


-40 (AF111709 


) polyprotein 




[Oryza sativa subsp. indica] 1 










Seq. No. 


35358 


Seq. ID 


OJ990728_10. 


9A01 


.C28 


Gene No . 


73096 


Strand 








Start 


410 


End 


617 






Name 


OJ990728 10.9A01.C28.ol.np 


Method 


AAT/NAP 






Start 


410 


End 


617 






GI 


4680179 


Score 


191 






Exons 


410. .617 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 







35250 



Seq. No. 


35359 






Seq. ID 


OJ990728 10.9A01 


.C29 


Gene No. 


73097 






Strand 


+ 




Start 


1 






End 


643 




Name 


OJ990728_10. 9A01 .C29 


.ol. 


.np 


Method 


AAT/NAP 




Start 


1 






End 


643 




GI • 


4544372 






Score 


330 




Exons 


1 . .643 












GI Descrip. 


(AC006920 ) putative 


retroelement pol polyprotein [Arabidops. 




thaliana] 












Seq. No. 


35359 






Seq. ID 


OJ990728_10.9A01 


.C29 


Gene No. 


73097 






Strand 


+ 




Start 


1 






End 


643 




Name 


OJ990728_10 . 9A01 . C2 9 


.o2. 


. tw 


Method" 


TBLASTX: Wheat 




Start 


68 






End 


370 




GI 


none 






Score 


171 




Exons 


68 . . 370, 133 . . 363 












Seq. No. 


35359 






Seq. ID 


OJ990728_10.9A01 


.C29 


Gene No. . 


. 73097 






Strand 


.+_..' 




Start, 


. ™JL _ ™- ™ . — _™ 


— 






. 6,43 ,. . , ,/.„ ■ , 




Name, - ........ 


,- .0 J 9.90 7 2 8UJ0 .,9A0 1 ..C2-9 


.ol. 


gs- , 


.Method ... 


-GENSCAN. . 




Start 


71 






End 


621 




GI 


none 






Score 


. 82 




Exons 


71 . . 621 












Seq. No. 


35359 






Seq. ID 


OJ990728_10. 9A01 


.C29 


Gene No. 


73097 






Strand 


+ 




Start 


1 






End 


643 




Name 


OJ990728_10. 9A01 .C29 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


209 






End 


574 




GI 


none 






Score 


138 




Exons 


209. . 433, 220 . . 399, 


440. 


.574 








Seq. No. 


35359 






Seq. ID 


OJ990728_10. 9A01 


.C29 


Gene No. 


73097 






Strand 


+ 




Start 


1 






End 


643 




Name 


OJ990728_10. 9A01 .C29 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


371 






End 


632 




GI 


.none 






Score 


86 




Exons 


371. . 427, . 376. . 417, 


4 22 . 


. . 628, 


430 . .627 


, 431 . . 628-, 444 . . 


632 


Seq. No. 


. 35359 






Seq. ID 


OJ990728_JLQ.9A01 


.C2-9 


Gene No. ' 


73097 






Strand 


+ * 




Start ■ 


1 






End 


643 




Name 


OJ990728_10. 9A01.C29 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


425 






End 


631 




GI 


none 






Score 


261 




Exons 


4zo..ool, 4 JO. . doU 












Seq. No. 


35360 






Seq. ID 


OJ990728_10. 9A01 


.C30 


Gene No. 


73098 






Strand 


+ 




Start 


247 ' 






End 


628 




Name 


OJ990728 10.9A01.C30 


.ol. 


gp 


Method 


AAT/GAP 




Start 


247 






End 


628 




GI 


uC-osflcyp033a04bl 






Score 


639 





35251 




Exons 247 . . 628 

GI Descrip. 1 601 6845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


35360 


Seq. ID 


OJ990728 


10. 9A01 


. C30 


Gene No. 


73099 


Strand 








Start 


180 


End 


14 94 






Name 


OJ990728 10. 9A01.C30.ol.np 


Method 


AAT/NAP 






Start 


180 


End 


1494 






GI 


4680186 


Score 


354 






Exons 


180. .380, 1218. .1269, 1441. 


.1494 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


35361 


Seq. ID 


OJ990728_ 


10.9A01 


.C31 


Gene No. 


73100 


Strand 


+ 






Start 


1 


End 


19108 






Name 


OJ990728 10. 9A01.C31.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


19108 






GI 


5852175 


Score 


50 






Exons 


1..179, 1094. .1203, 16790.. 


16865, 19076.. 19108 






GI. . Descrip . 


. (AL117265.) .zhb.0.005, 1 . .[Oryza 


sativa] . . 








™ — „„™ — 
Seq... No.. ... ^ 


35.3 .61 .„..,„.,^. 


-Seq.,.,IQ , 


,0X9.9.0.728.^ 




Gene No. 


73100 


Strand- 


+ ■ - 






Start 


1 


End 


19108 






Name 


OJ990728 10.9A01.C31.ol.np 


Method 


AAT/NAP 






Start 


116 


End 


623 






GI 


5852178 


Score 


244 






Exons 


116. .623 










GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








Seq. No. 


35361 


Seq. ID 


OJ990728_ 


10.9A01, 


C31 


Gene No. 


73100 


Strand 


+ 






Start 


1 


End 


19108 






Name 


OJ990728 10. 9A01.C31.o2.gs 


Method 


GENSCAN 






Start 


7449' 


End 


16520 






GI 


none 


Score 


.46 






Exons 


7449. .7498, 8167. .8217, 9459. .9573, 9937. .10205, 


10421. . 


10563, 




10754. .10841, 13591. .13663, 


14192. . 14349, 16226. 


. 16520 





Seq. No. 


35361 


Seq. ID 


OJ990728_10.9A01.C31 


Gene No. 


73101 


•Strand 




Start . 


■ 1- . - - • • - - 


• End 


14901 . - ' 


Name" 


OJ990728 10. 9A01 .C3T.o3. 


np Method 


AAT/NAP 


Start 


1 


End 


3740 ■ - ' 


GI 


5803259 


Score 


285 


Exons 


1. .43, 2994 . .3740 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


35361 


Seq. ID 


OJ990728_10.9A01.C31 


Gene No. 


73101 


Strand 




Start 


1 


End 


14901 


Name 


OJ990728 10.9A01.C31.o4. 


np Method 


AAT/NAP 


Start 


1 


End 


14901 


GI . 


6721512 


Score 


162 


Exons 


1. .41, 4135. .4206, 14509 


..14545, 14588 


.14721, 14749. .14901 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



35252 



Seq. No. 


35362 


Seq. ID 


OJ990728_ 


_10.9A01.C32 




Gene No. 


73102 


Strand 


+ 






otart 


2961 


End 


6967 






Name 


OJ990728 10.9A01.C32.ol.gp 


Method 


AAT/GAP 






Start 


2961 


End 


6679 






GI 


none 


Score 


779 






Exons 


2961. .3020, 3724. .3799, 5243. .5294, 5598. .5712, 


5785 . .5855, 






DDU3 . . DO f J 










Seq. No. 




Seq. ID 


OJ990728_ 


_10.9A01.C32 




Gene No . 


73102 


Strand 


+ 






Start 


2961 


End 


6967 






Name 


OJ990728 10.9A01.C32.o2.gp 


Method 


AAT/GAP 






OLdLL 


6576 


End 


6967 








none 


Score 


498 






Exons 


6576. . 6691, 6778. . 6967 










beq. no. 


35362 


Seq. ID 


OJ990728_ 


_10.9A01.C32 




Gene No. 


73103 


Strand 


+ 






btart 


13060 


. End ... 


. 24086 






^ame_... 




„ ;M&£h.a<i.„ 








-S.ta'rt'-;.- . 


.,- .J3.0A7,-, 


-,,,End - , 


240-8,6 ... tw . 






GI 


3176660 


" Score 


1783 






Exons 


13057. .14230, 14273. .14 618, 


23359. .23825, 23883. 


.24086 




GI Descrip. 


(AC004393) Similar to ERECTA receptor 


protein kinase gb|U47029 




from A. thaliana. [Arabidopsis thaliana] 








gil 6382533 | gb | AAF07815 . 1 |AC011020_15 


(AC011020) 


putative 






receptor protein kinase [Arabidopsis 1 


thaliana] 






Seq. No. 


35362 


Seq. ID 


OJ990728_ 


10.9A01.C32 




Gene No . 


73103 


Strand 


+ 






Start 


13060 


End 


24086 






Name 


OJ990728 10. 9A01.C32.o3.gs 


Method 


GEN SCAN 






Start 


13060 


End 


16708 






GI 


none 


Score 


.62 






Exons 


13060. .13632, 13697 .. 14 618 , 


15639. .15699, 16636. 


.16708 




beq. no. 


35362 


Seq. ID 


OJ990728_ 


10.9A01.C32 




bene no * 


73104 


Strand 


+ 






Start 


29236 


End 


35018 






Name 


. OJ990728 10.9A01.C32.o2.np 


Method 


AAT/NAP 






■ otart 


29236 - - • .* - . 


.:End - 


35018 






GI 


6630696- 


Score 


380 






Exons 


29236. .29259, 31911 32463V 


34974 . .35018 ' " 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E204 23 ) 


correspond 


to a 




region of the predicted gene 


. ; Similar to retrovirus-related 


pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa 


] 


o e q . NO. 


35362 


Seq. ID 


OJ990728__ 


10.9A01.C32 




Gene No. 


73105 


Strand 


+ 






Start 


40342 


End 


46508 






Name 


OJ990728 10.9A01.C32.ol0.gs 


Method 


GENSCAN 






Start 


40342 


End 


46508 






GI 


none 


Score 


.6 






Exons 


40342. .40413, 4244 6 .. 42584 , 


42827. .43389, 43483. 


.44394, 






44493. .45209, 45252 .. 45598, 


45638. .45894, 45939. 


.46034, 





35253 




46360. .46508 



O ^ jt NT /-\ 

oeq . ino . 






Seq. ID 


OJ990728_ 


_10 . 9A01 


. C32 


Gene No. 


73106 




Strand 








Start 


1 




End 


24131 






Name 


OJ990728 10.9A01.C32 


. o3 . np 


Method 


AAT/NAP 






rti._v.i- 

btart 


1 




End 


24051 






GI 


5734709 




Score 


202 






Exons 


1..29, 11193. .11361, 


13090. 


.13203, 14282. .14490, 


16114 . 


. 161 




20429. .20509, 23843. 


.23918, 


23955. .24051 






GI Descrip. 


(AC008075) Contains 


PF 100069 Eukaryotic protein 


kinase 


doma' 




[Arabidopsis thaliana] 










o e q . in o . 


35362 




Seq. ID 


OJ990728_ 


_10. 9A01 


.C32 


bene no . 


73106 




Strand 








Start 


1 




End 


24131 






Name 


OJ990728_10.9A01.C32 


. o4 . gs 


Method 


GENSCAN 






btart 


20157 




End 


20857 






GI 


none 




Score 


.46 






Exons 


20157. .20537, 20663. 


.20857 










O ^ XT 

„.p.ejq... J ....CHQ f,.^ 


,J1£3£2 _ 




: sea, jjo^s>jassn2SL. 




„Gene. a .No 


-.,7.3106 .... 




T Strand 




----- - — — 




Start 


1 ■ 




' End 


24131- 






Name 


OJ990728_10.9A01.C32 


. o5 . gs 


Method 


GENSCAN 






Start 






End 


24131 






GI 


none 




Score 


. 93 






Exons 


23304. .24131 












oeq . no . 


35362 




Seq. ID 


OJ990728_ 


10.9A01 


.C32 


Gene No. 


73107 




Strand 








Start 


25385 




End 


27144 






Name 


OJ990728 10.9A01.C32 


. 06 . gs 


Method 


GENSCAN 






otart 


25385 




End 


27144 






GI 


none 




Score 


.54 






Exons 


25385. .25545, 25718. 


.25724, 


-25999. .26271, 27142,. 


.27144 




oeq . no . 


35362 




Seq. ID 


OJ990728_ 


10.9A01 


.C32 


Gene No . 


73108 




Strand 








Start 


31201 




End 


31742 






Name 


OJ990728 10.9A01.C32 


. 08 . gs 


Method 


GENSCAN 






btart 


31201 




End 


31742 






- GI 


none . . ... 




Score 


.57 






Exons • 


31201. .31306, 31609. 


.31742 










Seq. No. 


35362 




Seq. ID 


OJ990728_ 


10.9A01 


.C32 


Gene No . 


73109 




Strand 








Hi. . „ J_ 

o tart 


32680 




End 


36238 






Name 


OJ990728 10.9A01.C32 


. o9.gs 


Method 


GENSCAN 






Start 


32680 


End 


36238 






GI 


none. 




Score 


.4 






Exons 


32680. .32894, 33178. 


.33283, 


33858. .33995, 34135. 


.34153, 






34428. .34470, 36082. 


.36238 










Seq. No. 


35362 




Seq. ID 


OJ990728_ 


10.9A01 


.C32 


Gene No. 


73110 




Strand 








Start 


47401 




End 


47523 







35254 



Name 

Start 

GI 

Exons 



OJ990728_10 . 9A01 . C32 . o3 . tm Method TBLASTX : Maize 
6579 End 6933 

none Score 172 

6579. .6719, 6589. .6687, 6600. .6692, 6772. .6885, 6776. .6889, 
6871.. 6933, 6887.. 6922 



Seq. No. 35362 

Gene No. 73110 

Start 47401 

Name OJ990728_10 . 9A01 . C32 . o2 . tm 

Start 13129 

GI none 

Exons 13129. . 13266, 13251 .. 1334 6, 13252.. 13326 



Seq. ID OJ990728 10.9A01.C32 



Strand 
End 

Method 

End 

Score 



47523 

TBLASTX: Maize 
13346 
204 



Seq. No. 35362 

Gene No. 73110 

Start 47401 

Name OJ990728_10 . 9A01 . C32 . ol . tm 

Start 13380 

GI none 
Exons . 



Seq. ID OJ990728 10.9A01.C32 



Strand 
End 

Method 

End 

Score 



47523 

TBLASTX : Maize 

13852 

327 



13380. .13460, 13390 .. 13656, 134 29 . . 1361 1 , 13480 ... 13566,. 



Seq. No. 35362 - Seq. ID 

Gene No. 73110 Strand 

Start 47401 End 

Name OJ990728_10 . 9A01 . C32 . o2 . ts Method 

Start 13387 End 

GI none Score 

Exons 13387. 

13390. 

13420. 

13691. 



OJ990728 10.9A01.C32 



13620, 13387. .13620, 13387. 

13611, 13390. .13611, 13390, 

13620, 13423. .13611, 13534, 

13840, 13712. .13840, 13727. 

13730. . 13840, 13730 .. 1384 0, 13745. 



47523 

TBLASTX: Soybean 
13906 
129 

13617, 13390. . 13611, 
13611, 13390. . 13611, 
13614, 13640. . 13906, 
13840, 13730. . 13861, 
13840 



Seq. No. 35362 
Gene No,.--:- ■ -7 3110 
Start 47401 

Name OJ990728__10 . 9A01 . C32 . ol . tc 

Start 13390 
GI none 

Exons- 13390.. . 13611, 13390 .. 13620 , 

- . 13390. . 13620,- 13390 .. 1-3620 , 
13390. .-13611, 13420. . 13614, 
13564 13620, 13706 .. 1384 6, 
13727. .1384 6, 13730 .. 1384 3, 
1374 5. .13903, 14 501 .. 14 620, 



Seq. ID 
Strand . 
End 

Method 
End 
Score 

13390 

13390 

13438 

13724 

13730 

23382 



OJ990728 10.9A01.C32 



47523 

TBLASTX: Cress 
23780 
122 

13620, 13390. ,13623, 
13617, 13390. . 13611-, 
13611, 13480. . 13611, 
13900, 13727. . 13840, 
13846, 13730. . 13843, 
23594, 23718. .23780 



Seq. No. 35362 

Gene No. 73110 

Start 47401 

Name OJ990728_10 . 9A01 . C32 . ol . ts 

Start 14504 

GI none 

Exons 14504 .. 14638, 23382 . .23555 , 23676.. 23780 



Seq. ID OJ990728_lp.9A01.C32 
Strand 

End 47523 

Method TBLASTX : Soybean 

End 23780 

Score 109 



Seq. No. 



35362 



Seq. ID OJ990728 10.9A01.C32 



35255 



Gene No. 


73110 






Strand 








47401 






bno 


A T a O- o 

4 IdZ3 




Name 


OJ990728 10.9A01.C32 


. o4 . tm 


Method 


TBLASTX : 


Maize 


bt art 


23385 






End 


23780 




C T 


none 






Score 


lib 




Exons 


23385. 


.23579, 23661. 


O O H O A 








Seq. No. 


35362 






Seq. ID 


OJ990728 


_10. 9A01 


Gene No. 


73110 






Strand 






btart 


47401 






bna 


4 IdZo 




Naiue 


OJ990728 10.9A01.C32 


. o J . ts 


Method 


TBLASTX : 


Soybean 


C4- ~-+- 


23892 






hna 


.z4(jyo 


bl 


none 






Score 


zlb 




Exons 


23892. 


.24095, 23996. 


0 a n Q Q 








beg. NO. 


35362 






Seq. ID 


OJ990728 


_10 . 9A01 


Gene No . 


73110 






Strand 






b tart 


47401 






End 


47523 




Name 


OJ990728 10.9A01.C32 


. ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


31914 






End. 


32391 




H T 


none 






Score 


90 




.EJxpns _ 


...... 3.1 .9.U.,. 


.3.19,9.4.,. ,3191^., 




.3. ia.1.5... ,..31 9.9.5., ..3,1916 


31,95„6 r ., „ 




. 4 32002... 


..320.8,8, .3208 6., 


OOI OA 


32086. .32202, 3208.7 


'1 rt rt /-\ rt 

. .-3.2203-,-. 




32093. 


.32209, 32094. 


O 1 O A 1 

3ZZ0 If 


32208. .32306,^32215 


. . 32310 , 




32219. 


.32308, 32311. 


"3 O (1 1 








Seq. No. 


35362 






Seq. ID 


OJ990728 


_10.9A01 


Gene No. 


73110 






Strand 






btart 


47401 






End 


47523 




Name 


OJ990728 10.9A01.C32 


ol 1 . gs 


Method 


GENSCAN 




btart 


47401 






End 


47523 




C T 


none 






Score 


.91 




Exons 


47401. 


.47523 










Seq. No. 


35363 






Seq. ID 


OJ990728 


_10. 9A01 


Gene No. 


73111 






Strand 


+ 




Start 


252 






End 


304 




Name 


OJ990728 10.9A01.C33. 


ol . gs 


Method 


GENSCAN 




Start 


252 






End 


304 




GI 


none 






Score 


.69 




Exons 


252. .304 











Seq.-- No. -35364 - ,- - - . ' Seq. ID- 
Gene No. 731.12 . Strand 
Start 404' " End 
Name OJ990728_10 . 9A01 . C34 . ol . gs Method 
Start 404 End 
GI none Score 
Exons 404.. 619 



OJ990728__10.9A01.C34- 
+ 

619 

GENSCAN 

619 

.51 



Seq. No. 35365 Seq. ID OJ990728 

Gene No. 73113 Strand + 

Start 1 End 466 

Name OJ990728__10 . 9A01 . C4 0 . ol . np " Method AAT/NAP 

Start 1 End 466 

GI 4512229 Score 746 

Exons 1 . .4 66 



10. 9A01.C40 



35256 




GI Descrip. 


(AB014740) ORFO protein 


[Oryza sativa] 






beq. NO. 


35366 






Seq. ID 


OJ990728 10.9A01 


. C4 1 


Gene No. 


73114 






Strand 






Start 


1 






End 


602 




Name 


OJ990728 


_10. 9A01.C41.ol 


.np 


Method 


AAT/NAP 




OtfllL 


1 






End 


602 




bl 


4680179 






Score 


833 




Exons 


1. . 602 












bi uescrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




beq . INO . 


35366 






Seq. ID 


OJ990728_10.9A01 


. C4 1 


Gene No. 


73114 






Strand 


- 




Start 


1 






End 


602 




Name 


OJ990728 


10. 9A01.C41.ol 


.ts 


Method 


TBLASTX: Soybean 




Of 3 yf 


2 






End 


307 






none 






Score . 


123 




Exons 


2. .163, 3 


..155, 108. .269, 130 


..207, 21? 


3. .271, 228. .269, 






248.. 307 , 


274.. 306, 275 


. .307 








Seq. No. 


35366 






Seq. ID 


OJ990728 1.0.. 9A01 


-C41 


,G.ene_No , ^ 


..731.14 


•■ 


— — — 


JSJtrancL . 


_ 




btart . ... , 


-.1 ..... 






-End... _ 






Name 


OJ99Q728 


1 U . yAU 1 . b4 1 . OZ 


. tw 


Method 


TBLASTX: Wheat 




o tart 


3 






End 


185 




bl 


none 






Score 


151 




Exons 


3 . . 158 , 5 


..160, 93. .185 


, 130. 


. 177 






Seq. No. 


35366 






Seq. ID 


OJ990728 10.9A01 


.C41 


Gene No. 


73114 






Strand 


_ 




b t art 


1 






End 


602 




Name 


OJ990728 


in ot\ ai p/i i _i 
1U . 9AU1 . C4 1 . Ol 


.gs 


Method 


GENSCAN 




O -1- -!i >- 4- 

b tart 


53 






End 


304 




bl 


none 






Score 


. 61 




Exons 


53 . .304 












Seq. No. 


35366 






Seq. ID 


OJ990728_10.9A01 


.C41 


Gene No. 


73114 






Strand 






OLdiL 


1 






End 


602 




Name 


OJ990728 


10.9A01.C41.ol 


. tm 


Method 


TBLASTX: Maize 




bt art 


218 






End 


567 




bl 


none 






Score 


144 




IT 1 W f\ 


218-. .334, 


403. .567 • . 










Seq. No. 


35366 






Seq. ID 


OJ990?28_10. 9A01 


.C41 


Gene No. 


73114 






Strand 






b t art 


1 






End 


602 




Name 


OJ990728 


10. 9A01.C41.ol 


tw 


Method 


TBLASTX: Wheat 




otart 


248 




'i 


End 


602 




bl 


none 






Score 


131 




Exons 


248. .334, 


313. .414, 400, 


.573, 


416. .574, 


558. .602, 559. .600 


Seq. No. 


35367 






Seq. ID 


OJ990728_10. 9A01 


.C42 


Gene No. 


73115 






Strand 






Start 


808 






End 


1357 




Name 


OJ990728 


10.9A01.C42.ol. 


gs 


Method 


GENSCAN 




Start 


808 






End 


1357 





35257 




GI 


none 


Score 


. 71 








Exons 


auo. .yzj, i2oy..lJo7 












Seq. No. 


35368 


Seq. ID 


OJ990728_ 


10. 


9A01 


.C43 


Gene No. 


73116 


Strand 


+ 








Start 


1 1 A o 

1 /Uo 


End 


274 8 








Name 


s\ T A A A T O O T A A 7\ A *1 r-^ >l -~> _ -1 _ 

OJ99Q72o 10 . 9A01 . C4 3 . Ol . gs 


Method 


GEN SCAN 








Start 


1708 


End 


2748 








GI 


none 


Score 


. 5 








Exons 


1708. .1815, 2563. .2748 












Seq. No. 


35368 


Seq. ID 


OJ990728 


10 . 


9A01 


.C43 


Gene No. 


73117 


Strand 


+ 








Start 


3889 


End 


4289 








Name 


OJ990728 10. 9A01.C43.o2.np 


Method 


AAT/NAP 








Start 


3889 


End 


4289 








GI 


4584355 


Score 


269 








Exons 


3889. .4289 












GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


35368 . .... 


Seq. ID 


OJ990.728._ 


10. 


9A01 


C43 


„G.ene .Np.. .. ... 


,7 311.8 _ _ _ , 


Strand . 


'. + _.._.. 






• — - - - 


,Start^ ... . 


10212 . ... - 


. End 


16537* ■ " 








Name 


OJ990728 10. 9A01.C43.o3.gs 


Method 


GEN SCAN 








Start 


10212 


End 


16496 








GI 


none 


Score 


.58 . 








Exons 


10212. .10707, 10736. .11620, 


11637. .128 


31, 12999. 


.13240, 






13409. .13828, 1388 6 .. 14069, 


14703. .15506, 15705. 


.16233, 






16262. .16496 












Seq. No. 


35368 


Seq. ID 


OJ990728_ 


10. 


9A01 


C43 


Gene No. 


73118 


Strand 


+ 








Start 


10212 


End 


16537 








Name 


OJ990728 10.9A01.C43.o4.np 


Method 


AAT/NAP 








Start 


13418 


End 


16537 








GI 


5902445 


Score 


3006 








Exons 


13.418. .15256, 15296. .16537' 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


35368 


Seq. ID 


OJ990728_ 


10. 


9A01. 


C43 


Gene No. 


73119 


. Strand 










Start 


1306 - 


End 


4795 








•Name 


OJ990728 10. 9A01.C43.ol.np . 


Method 


AAT/NAP 








Start 


1306 


End 


4795' - ' 








GI 


4680180 


Score 


272 








Exons 


1306. .1731, 4697. .4795 












GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


35368 - j 


Seq. ID 


OJ990728_ 


10. 


9A01. 


C43 


bene jno . 


73120 


Strand 










Start 


5750 


End 


6205 








Name 


OJ990728 10. 9A01.C43.o3.np 


Method 


AAT/NAP 








Start 


5588 


End 


6157 








GI- 


6907092 


Score 


598 








Exons 


" 5588. .5725, 5840. .6157 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 









35258 



Seq. No. 


35368 






Seq. ID 


OJ990728_10.9A01 


.C43 


Gene No. 


73120 






Strand 






Start 


5750 . 






End 


6205 




Name 


OJ990728 10.9A01.C43 


. o2 . gs 


Method 


GENSCAN 




Start 


5750 






End 


6205 




GI 


none 






Score . 


. 64 




Exons 


5750. . 


6205 










Seq. No. 


35368 






Seq. ID 


OJ990728_10. 9A01 


.C43 


Gene No.. 


73121 






Strand 






Start 


17153 






End 


20314 




Name 


OJ990728 10.9A01.C43 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


1315 






End 


16528 




GI 


none 






Score 


56 




Exons 


1315. . 


1452, 1438. .1656, 1643. .1714, 9791. .9853, 15920.. 


1637 




15934. 


.16020, 16072. 


. 16176, 


16400. .16528 




Seq. No. 


35368 






Seq. ID 


OJ990728_10. 9A01 


.C43 


Gene No. 


73121 






Strand 






Start 


17153 






End 


20314 




Name 


. OJ9.90728. 10.9A01.C43 


. o7 . tw 


Method 


TBLASTX: Wheat 




.Start, ... . 


t . . ,1.17 71.. 






...End... 


J..2LQSJ5U-.- 





GI-,... • ■ 


- - .none., 






Score... „ . 


-60 .......... . 


, , 


Exons 


11771. 


.11851, 11810. 


12085, 


11857. . 120 


B4 




Seq. No. 


35368 






Seq. ID 


OJ990728_10. 9A01 


.C43 


Gene No. 


73121 






Strand 






Start 


17153 






End 


20314 




Name 


OJ990728 10.9A01.C43 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12716 






End 


13165 




GI 


none 






Score 


133 




Exons 


12716. 


.12898, 12724. 


12825, 


12935. .13165, 12937. .13053, 






12941. 


.13114 










Seq. No. 


35368 






Seq. ID 


OJ990728_10. 9A01 


.C43 


Gene No. 


73121 






Strand 






Start 


17153 






End 


20314 




Name 


OJ990728 10.9A01.C43. 


ol . tw 


Method 


TBLASTX.: Wheat 




Start 


13364 






End 


13819 




GI 


none 






Score 


540 




Exons 


13364 . 


.13819, 13366.. 


13818 








Seq. No. 


35368 






Seq. ID . 


OJ990728_10. 9A01 


.C4 3 


Gene No. 


73121 






' Strand 






Start 


17153 






End 


20314 




Name 


OJ990728 10.9A01.C43. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


13493 






End 


13849 




GI 


none 






Score 


403 




Exons 


134-93. 


.13849, 13547.. 


13795, 


13555. .13848 




oeq . no . 


35368 






Seq. ID 


OJ990728_10.9A01 




Gene No. 


73121 






Strand 






Start 


17153 






End 


20314 




Name 


OJ990728 10.9A01.C43. 


o3 . tm 


Method 


TBLASTX: Maize • 




Start 


13904 






End 


14260 




GI 


none 






Score 


296 




Exons 


13904 . 


.14260, 13904.. 


14014, 


13911. .14 093, 14 04 4. .14259 





35259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

..s.tAr.t.„ 

-GI, 

Exons 



35368 
73121 
17153 

OJ990728_10.9A01.C4 3.o2. tw 

13934 

none 

13934 . .14356, 13974 14261, 

35368 
73121 
17153 

OJ990728_10. 9A01.C4 3.ol.ts 

13988 

none 

13988. .14413, 14047. .14172 



Seq. ID OJ990728_10.9A01.C43 
Strand 

End 20314 

Method TBLASTX : Wheat 

End 14358 

Score 457 
13979. .14323, 14044. .14358 

Seq. ID OJ990728_10.9A01.C43 
Strand 

End 20314 

Method TBLASTX: Soybean 

End 14413 

Score 304 



35368 
73121. ■ 
17153 

OJ990728_10. 9A01.C43.o6. tw 

J.. 15.01 

none, . , . ,. .. 

14 504 .. 14 728, 14 569. .14730, 14738 . . 14 911 , 14 767 .. 14 859, 
14846. .14911 



Seq. ID OJ990728_10.9A01.C43 
Strand 

20314 

TBLASTX: Wheat ... 
™1 _ _ _ 

. .192 .. 



End 

Method 
.End 
Score , 



Seq. No. 35368 

Gene No. 73121 

Start 17153 

Name OJ990728_10 . 9A01 . C43 . 08 . tw 

Start 14954 

GI none 

Exons 14954 .. 15208, 14956.. 15081 

Seq. No. 35368 

Gene No. 73121 

Start 17153 

Name OJ990728_10 . 9A01 . C43 . o2 . tm 

Start 15413 

GI none 

Exons 15413. . 15718, 15451.. 15717 



Seq. ID OJ990728_10.9A01.C43 
Strand 

End 20314 

Method TBLASTX : Wheat 

End 15208 

Score 183 



Seq. ID OJ99.0728_10.9A01.C43 
Strand 

End 20314 

Method TBLASTX: Maize 

End 15718 

Score 334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exonsj 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35368 

73121 ' - ■ 

17153 

OJ990728_10. 9A01 .C4 3.o4 . tw 

15413 

none 

15413. .157 96, 15421. .15801 



35368 
73121 
17153 

OJ990728_10.9A01.C43. 

17153 

none 

17153. .17670, 17768., 



Seq. ID -OJ990728_10.9A01.C43- 

Strand - 

End 20314 ' " 

Method TBLASTX : Wheat 

End 15801 

Score 357 



Seq. ID OJ990728_10.9A01.C43 
Strand 

20314 
GENSCAN 
20157 
.65 



End 

Method 
End 
Score 



o4 . gs 

17913, 18035. . 18511, 18526 .. 1872 9, 



35260 



18840. .18898, 18970 19104, 19217 .. 19331, 20006. .20157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

:Exons_ , ... . 
..GI Descrip. 



35368 Seq. ID 

73121 Strand 

17153 End 
OJ990728_10 . 9A01 . C4 3 . o5 . np Method 

18034 End 

6721561 Score 
18034 . . 18770, 



OJ990728_10.9A01.C43 

20314 
AAT/NAP 
20230 
922 



18840. .18898, 18970 .. 1914 9, 20209. .20230 
(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



35368 Seq. ID 

73121 Strand 

17153 End 

OJ990728_10 . 9A01 .C4 3 . 06 . np Method 

18591 End 

6721558 . Score 



OJ990728_10.9A01.C4 3 

20314 

AAT/NAP 

20314 

94 . . . .. 



,1 .8 5.91 ,„aMlA,.„X92.17,. .aS3.12., 2 Q 1,8.6 . . 20314 . : 

. (AP00 10 7.3) .hypothetical.- protein .-[Oryza ., sat iva].,.- -,.-.,-„,., .. 

gi|6815083|dbj tBAA90369.ir (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 


35369 








Seq. ID 


OJ99072* 


3_10.9A01.C4 4 


Gene No. 


73122 








Strand 


+ 




Start 


771 








End 


6355 




Name 


OJ990728 10 


.9A01 


.C44.ol 


.gs 


Method 


GENSCAN 




Start 


771 








End 


6355 




GI 


none 








Score 


.71 




Exons 


771. .1310, 


1503. 


.1576, 


1634. . 


1658, 1829. .4432, 


4481. .5023, 




5069. .5431, 


5591 


. .6355 










Seq. No. 


35369 








Seq. ID 


OJ99072* 


3_10.9A01.C44 


Gene No. 


73122 








Strand 


+ 




Start 


771 








End 


6355 




Name 


OJ990728 10 


.9A01 


.C44.ol 


.np 


Method 


AAT/NAP 




Start 


1826 








End 


6352 




GI 


4680179 








Score 


5318 




Exons 


1826. .2917, 


2951 


. .6352 










GI Descrip. 


■ (■AF111709). 


polyprotein 


[Oryza 


sativa. 


subsp . indica] 


Seq. No. 


353'69 








Seq. ID 


- OJ99072S 


3_10.9A01.C4 4 


Gene -No . 


73122 








Strand 


+ 




Start 


771 








End 


6355 




Name 


OJ990728 10 


. 9A01 


.C44 .o9 


. tw 


Method 


TBLASTX 


Wheat 


Start 


2078 








End 


2278 




GI 


none 








Score 


209 




Exons 


2078. .2275, 


2080 


.2277, 


2081. 


.2278 






Seq. No. 


35369 








Seq. ID 


OJ99072S 


i_10.9A01.C44 


Gene No. 


73122 








Strand 


+ 




Start 


771 








End 


6355 




Name 


OJ990728 10 


. 9A01 


C44 .o7 


. tw 


Method 


TBLASTX- 


Wheat 


Start 


2311 








End 


2662 





35261 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
,.S.taj:.t 

Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 



none 

2311. .2505, 

35369 
73122 
771 

OJ990728_10. 

2312 

none 

2312. .2617, 

35369 
73122 
771 

OJ990728_10. 

2972 

none 

2972. .3295 

35369 
.73122' 

,,01990728^10. 
2978 
none 

2978. .3187, 

35369 
73122 
771 

OJ990728JL0. 

3511 

none 

3511. .3954, 

35369 
73122 
771 

OJ990728_10. 

3526 

none 

3526. .3816, 

35369 
73122 
771 

OJ990728_10. 

3551 

none 

3551. .3865 

35369 
73122 
771' • 

OJ990728_10. 

3884 

none 



2312. .2662 



9A01.C4 4.o6.tm 



2326. .2442 



9A01.C4 4.o7.tm 



9A01. r C4.4,. : o8,..tw.. .... 

3034. .3186, 3232. 

9A01.C44.o4.tw 
3515. .3997 

9A01.C44.o5.tm" 
3527. .3814 . 

9A01.C44.o4.ts 



Score 295 



Seq. ID OJ990728_10.9A01.C44 

Strand + 

End 6355 

Method TBLASTX : Maize 

End 2617 

Score 236 



Seq. ID OJ990728_10.9A01.C44 

Strand + 

End 6355 

Method TBLASTX : Maize 

End 3295 

Score 184 



Seq. ID OJ990728_10.9A01.C44 

Strand + 

.End_ ,._05^..™™ 



.Method.,,, - TBLASTX.:. Whe.at, _ 

End -3415 

Score 161 
.3345, 3233. .3346, 3374. .3415 

Seq. ID OJ990728_10.9A01.C44 

Strand + 

End 6355 

Method TBLASTX: Wheat 

End 3997 

Score 539 



Seq. ID OJ990728_10.9A01.C44. 

Strand + 

End 6355 

Method TBLASTX:Maize 

End 3816 

Score 317 



9A01.C44 .o3.tm 



Seq. ID OJ990728_-10.9A01.C44 

Strand ■• + 

End 6355 

Method TBLASTX : Soybean 

End 3865 

Score * 185 



Seq. ID OJ990728__10.9A01.C44 

Strand + 

End 6355 

Method TBLASTX : Mai ze 

End 4 38 4 

Score 163 



35262 



Exons 



3884. .4063, 3892. .4011, 4070. .4384, 4210. .4263, 4291. .4341 



Seq. No. 35369 

Gene No. 73122 

Start -771 

Name OJ990728_10 . 9A01 . C44 . ol . ts 

Start 3938 

GI none 

Exons 3938.. 3970, 3940.. 3969, 3974, 



Seq. ID OJ990728_10.9A01.C44 

Strand + 

End 6355 

Method TBLASTX : Soybean 

End 4333 

Score 57 

.4333, 3976. .4011, 4042. .4332 



Seq. No. 35369 

Gene No. 73122 

Start 771 

Name OJ990728_10 . 9A01 . C44 . o5 . tw 

Start 4046 

GI none 

Exons 4046. .4348, 4048. .4332, 4049. 



Seq. ID OJ990728_10.9A01.C44 

Strand + 

End 6355 

Method TBLASTX : Wheat 

End 4348 

Score 373 
.4342 



Seq. No. 35369 
Gene No. 73122 

Start . ... 7.7.1. _' . . ... . _ 

; .aiaaoia&jL^^ 

Start ., 4 34.9. , ...... . ..... 

GI . •" none 

Exons 4349. .4774, 4381. .4770, 4412. 



End 



Seq. ID OJ990728_10.9A01.C44 
Strand + 

..6355 .. _ . . 



..End- - 
Score 
. 4774 



4 7 74... 
'583 



Seq. No. 35369 

Gene No. 73122 

Start 771 

Name OJ990728_10 . 9A01 . C4 4 . o3 . ts 

Start 4355 

GI none 

Exons 4355.. 4600 



Seq. ID OJ990728_10.9A01.C44 

Strand + 

End 6355 

Method TBLASTX : Soybean 

End 4600 

Score 197 



Seq. No. 35369 

Gene No. 73122 

Start 771 

Name' OJ990728_10. 9A01 . C4 4 . o2 . tm 

Start 4420 

GI none 

Exons 4420. .4770, 4421. .4774, 4421. 



Seq. ID OJ990728_10.9A01.C44 

Strand .+ . 

End 6355 

Method TBLASTX : Mai ze 

End 4783 ■ - 

Score 469 

4783 



Seq. No. '■ - 35369 .. . ■ . . . 

Gene No. . 73122 ; " ' ' . ' ' - 

Start 771 - - 

Name OJ990728_10 . 9A01 . C4 4 . o2 . tw 

Start 4783 

GI none 

Exons 4783. .5340, 4805. .5341 



Seq . ID 0 J9 90 72 8_10 . 9A01 '.-C4.4- 

Strand- -f .. ' - 

End ■ 6355 ■ ' - •■ ■ 

Method TBLASTX : Wheat 

End 5341 

Score 646 



Seq. No. 35369 

Gene No. 73122 

Start 771 

■Name OJ990728_10 . 9A01 . C4 4 . o2 . ts- 

Start 5129 

GI none 

Exons 5129. .5389, 5134. .5388 



Seq. ID OJ990728_10.9A01.C44 

Strand + 

End 6355 

Method TBLASTX: Soybean '" ' 

End 5389 

Score 292 



35263 



Seq. No. 35369 . Seq. ID OJ990728_10.9A01.C44 

Gene No. 73122 - . Strand + 

Start 771 End 6355. 

Name . OJ990728_10 . 9A01 . C44 . o4 . tm Method TBLASTX : Maize 

Start 5187 End 5479 

GI none Score 91 

Exons 5187. .5357, 5188 5475, . 5189 5479 

Seq. No. 35369 Seq. ID OJ990728_10.9A01.C44 

Gene No. 73122 Strand + 

Start 771 End 6355 

Name OJ990728_10 . 9A01 . C44 . ol . tw Method TBLASTX : Wheat 

Start 5348 End 5974 

GI none Score 650 

Exons 5348.-5974, 54Q4..5862, 5849. .5971 

Seq. No. 35369 Seq. ID OJ990728_10.9A01.C44 

Gene No. 73122 Strand + 

Start 771 End 6355 

Name OJ990728_10.. 9A01 . C44 . ol . tm Method TBLASTX : Maize . „ 

„SJt^L._™^„ J5&3J, ~ — . BadL _6JL2 7„ . , . 

GI .... ..none . . ... . v Score . .. -20.5-..- .., - „. . . 

Exons 5531. .5689, 5536. .5682, 5687. .6127, 5689. .6111, 5849. .6112 

Seq. No. 35369 Seq. ID OJ990728_10.9A01.C44 

Gene No. 73122 Strand + 

Start 771 End 6355 

Name 0 J9 90728_10 . 9A01 . C4 4 . 06 . tw Method TBLASTX : Wheat 

Start 5974 End 6307 

GI none Score 305 

Exons 5974.. 6243, 5975.. 6307, 5978.. 6286 

Seq. No. 35370 Seq. ID 0 J990728_10 . 9A01 . C4 5 

Gene No. 73123 Strand + 

Start 916 End 1137 

Name OJ990728_10 . 9A01 . C45 . ol . gp Method AAT/GAP 

Start 916 End 1137 

GI uC-osflcyp033a04bl Score 374 

Exons 91 6.. 1137 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. -No. 35370 ■ Seq. ID OJ990728_10.9A0T.C45 

' Gene No. ■ 73124 - * Strand ' * ' '* . " 

Start ' 1 End 2135 

Name OJ990728_10 . 9A01 . C45 . ol . np Method AAT/NAP 

Start . 1 End 2135 

GI 5852180 Score 89 

Exons 1..153, 2067.. 2135 

GI Descrip. (AL117265) zhb00010.1 [Oryza sativa] 

Seq. No. 35370 Seq. ID OJ990728_10.9A01.C45 

Gene No. 73124 Strand 

Start 1 End 2135 

Name OJ990728_10 . 9A01 . C45 . ol . gs Method GENSCAN 

Start 846 End 2019 



35264 




GI 


none 






Score 


. 67 








Exons 


846.. 1049, 


1837 . . 2019 














Seq. No. 


35370 






Seq. ID 


OJ990728 


10 . 


9A01 


. C4 5 


.Gene No. 


73124 






Strand 










Start 


1 






End 


2135 








Name 


ojyyu / zo iu 


.9A01.C45.o2 


.np 


Method 


AA1 / NAr 








Start 


84 9 






End 


2135 








GI 


4 680186 






Score 


326 








Exons 


84 9. .104 9, 


2039. .2135 














GI Descrip. 


(AF111709 ) 


unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


3537 1 






Seq. ID 


OJ99U f Zo 


10 . 


0 7\ n 1 
9AU1 


. C4 D 


Gene No. 


73125 






Strand 


+ 








Start 


1 






End 


1092 








Name 


ojyyu i Zo iu 


.9A01.C46.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


1089 








GI 


4 68017 9 






Score 


1683 








Exons 


1 . .108 9 
















GI Descrip. 


(AF1 11 / U9 ) 


polyprotein 


[Oryza 


sativa subsp. indica] 






...Seq_ r _.No^__ 


. .. .35 37L.. ., 






,Seq.......I CL. 


9.0.7 2.8. 




.9A0L.„Q16, 


.Gene. No-. 


73125.. 






..,Stx.and . - 


. ... , .... ,. : 








Start 


1 






End 


1092 








Name 


OJ990728 10 


. 9A01.C4 6.ol 


. gs 


Method 


GENS CAN 








Start 


256 






End 


1092 








GI 


none 






Score 


.74 








Exons 


256 . . 1092 
















Seq. No. 


35371 






Seq. ID 


OJ990728 


_10. 


9A01 


.C46 


Gene No. 


73126 






Strand 


+ 








Start 


4577 






End 


10063 








Name 


OJ990728 10 


.9A01.C46.o3 


. gs 


Method 


GEN SCAN 








Start 


4577 






End 


10063 








GI 


none 






Score 


.51 








Exons 


4577 . . 5236/ 


5642. .5778, 


5860. 


.10063 










Seq. No. 


35371 






Seq. ID 


OJ990728 


_10. 


9A01 


.C46 


Gene No. 


73126 






Strand 


. + 








Start 


4577 






End 


10063" 








Name 


OJ990728 10 


. 9A01.C4 6.o2 


.np 


Method 


AAT/NAP 








Start 


■ 5241 






End ^ 


. 10060 








• GI- - ... 


- 4680179 - - 






-Score - -V 


.5681 - ~ 








Exons 


5241 . . 5360, 


■ 5705. . 10060 














GI 'Descrip'. 


(AF111709 ) 


polyprotein 


[Oryza' 


sativa subsp. indica] 






Seq. ' No. 


. 35371 






Seq. ID 


OJ990728 


_10. 


9A01 


.C46 


Gene No. 


73127 . 






Strand 










Start 


18 63 






End 


10070 




') 




Name 


OJ990728 10 


. 9A01.C4 6.o2 


.ts - 


Method 


TBLASTX: 


Soybean 




Start 


1 






End 


9097 








GI 


none 






Score 


167 








Exons 


1..126, 3.. 


125, 8837. .9097, 8848. .9096 










Seq. No. 


35371 






Seq. ID 


OJ990728 


_10. 


9A01 


.C46 


Gene No. 


73127 






Strand 










Start 


1863 






End 


10070 









35265 



Name 


OJ990728 10 . 9A01 . C4 6 . o3 . tm 


Method 


TBLASTX : Maize 


Start 


1 


End 


ft 1 O *7 

918 / 


GI 


none 


Score 


■o n o * 

oU8 


Exons 


n oi o oio oonc o ft ft ft 

l..zlo, J. .212, 8895. .8999, 


O O ft ft "1 O O 

8896 . . 918^5, 


o o m 010-7 0000 010/ 
889/. .9187, 9029. .9184 


Seq. No. 


35371 


Seq. ID 


OJ990728_10.9A01.C46 


Gene No. 


73127 


Strand 




Start 


1863 


End 


1 n n n r\ 
1UU / U 


Name 


OJ990728 10.9A01.C46.o2.tw 


Method 


TBLASTX : Wheat 


Start 


1 


End 


ft ft A ft 

904 9 


GI 


none 


Score 


1 T A 

114 


Exons 


1..78, 1..78, 8510. .9049, 8692. .9045 




Seq. No. 


35371 


Seq. ID 


OJ990728_10.9A01.C46 


Gene No. 


73127 


Strand 




Start 


1863 


End 


1 nmn 
1UU / u 


Name 


OJ990728 10.9A01.C46.ol.tc 


Method 


TBLASTX : Cress 


Start 


4 


End 


9073 


GI 


none 


Score 


111 


Exons 


4. .102, 6. .101, 8747. .8929, 


8930. .9073, 


0000 00-70 
8 9 . . 9072 


jS.e.q.„ No 


3.537.1 _ _ „. , „ 


_.S.e.q.._I.P_; . 


Q J 9.9.0.7.2 8 _i£U.9 AQ^-£ . 


Gene .No,. . 


.13127.. ., . .... . '. . .. , ... 


...Strand „ 




Start 


1863 


End 


10070 


Name 


OJ990728 10.9A01.C46.ol. tw 


Method 


TBLASTX : Wheat 


Start 


85 


End 


9682 


GI 


none 


Score 


720 


Exons 


85. .711, 141. .590, 256. .669, 


651. .710, 


r\ r\ v f O/^oo oiir" or"**ro 

9056.. .9682, 9115.. 9570, 




9116. .9676, 9613. .9681 






Seq. No. 


35371 


Seq. ID 


y^i T O O O '""J O O IO OtvOI /"I Jl /*" 

OJ990728 10.9A01.C46 


Gene No. 


73127 


Strand 




Start 


1863 


End 


10070 


Name 


OJ990728 10.9A01.C46.ol.tm 


Method 


TBLASTX: Maize 


Start 


264 


End 


9820 


GI 


none 


Score 


229 


Exons • 


264. .419, 265. .426, 423. .584 


> 424. .849, 


651. .848, 9235. .9390, 




9236. .9397, 9394.. 9696, 9395 


. .9820, 9515. .9697 


Seq. No. 


35371 


Seq. ID 


OJ990728_10. 9A01.C4 6 


Gene No. 


73127 


Strand 




Start 


1863 


End 


10070 


Name 


• OJ990728 10.. 9A01.C46.o5. tw - ■ 


- Method 


TBLASTX: Wheat -M. - 


Start 


712" ' " ■ 


End 


10015 


GI 1 


• none . ■ . 


• Score 


306, ., . "... 


Exons 


712. .1044,- 715. .828, 807. .992, 9682. .9756, 9683. .10015, 




. 9686.-9799, 9775.-9822 






Seq. No. 


35371 


Seq. ID 


OJ9,90728_10. 9A01.C4 6 


Gene No . 


73127 


Strand 




Start 


1863 


End 


10070 


Name 


OJ990728 10.9A01.C46.o7.tm 


Method 


TBLASTX: Maize 


Start 


853 


End 


10070 


GI 


none 


Score 


127 ■ ' 


Exons 


853. .1065, 879. .974, 1067. .1099, 1067.. 


1099, 9824. .10036, 




9854. .10036, 1002 9 .. 10070 , 10038. .10070 



35266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

...GX 

Exons 



35371 
73127 
1863 

OJ990728_10. 

1863 

none 

1863. . 1977, 

35371 
73127 
1863 

OJ990728_10. 

5676 

none 

5676. .5696, 

35371 
73127 
1863 

OJ990728_10. 

6052 

.aQne,._„._ _ 
-.6052.. . 6162, 



9A01.C4 6.o2.gs 



1986. .2354, 3134, 



9A01.C4 6.o9.tw 



5803. .6000, 5819. 



9A01.C4 6.o7 .tw 



6,0.5.-3. ..,64 03,, -.62,01 , 



Seq. ID OJ990728_10.9A01.C46 
Strand 

10070 
GENSCAN 
3147 
. 9 



End 

Method 
End 
Score 
.3147 



Seq. ID OJ990728_10.9A01.C46 
Strand 

10070 

TBLASTX: Wheat 
6001 
196 



End 

Method 
End 
Score 
.6001 



Seq. ID OJ990728_10.9A01.C46 
Strand 

10070 

TBLASTX: Wheat 

6403 . 

,3Ztt w .„ 



End 

Method 

End, . 
:„S_CQxe m „., 
.6245-,-.,- 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



35371 
73127 
1863 

OJ990728_10. 

6053 

none 

6053. . 6391, 



9A01.C46.o6.tm 



6053. . 6262 



Seq. ID OJ990728_10.9A01.C46 
Strand 

End 10070 

Method TBLASTX : Mai ze 

End 6391 

Score 24 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35371 
73127 
1863 

OJ990728_10. 

6737 

none 

6737. .7090 



9A01.C4 6.o8.tw 



Seq. ID OJ990728_10.9A01.C46 
Strand 

End 10070 

Method TBLASTX : Wheat 

End 7090 

Score ' 238 



Seq. No. 
Gene No. 
Start . • 
Name " ' 
Start 
GI 

Exons 



35371 
■73127 . 

-1863 ■ 

OJ990728_10. 

7094 

none 

7094 . .7285, 



9A01.C4 6:b8.tm 



7132. .7239 



Seq. ID OJ990728_10.9A01.C46 
Strand 

End * - 10070 .. . . ' - . 

Method'' TBLASTX: Maize' ■'■ 

End 7285 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35371 
73127 
1863 

OJ990728_10. 

7222 

none 

7222. .7662, 



9A01.C4 6.o4.tw 



7223. .7705, 7334. 



^eq L . ID OJ990728_10.9A01.C46 
Strand 

End 10070 

Method TBLASTX : Wheat 

End 7.705 

Score 533 
.7702 



Seq. No. 



35371 



Seq. ID OJ990728_10.9A01.C46 



35267 



Gene No. 


73127 








Strand 






Q 4- — — 4- 


i p £ ^ 








CjilU 


1 nmn 
1 uu / u 




Name 


r\TQQmot) in 
u j y y u / zo iu 


Q n n 1 
. yAUi 


C A £Z r\ ^ 


. IS 


Method 


1 hiLAb 1 a : boyoean 




C 4- --, -w> 4- 

o tar t 


7 0 R Q 

/ z d y 








bna 


. 7 R7 Q 

/ 0 / 0 






none 








Score 


1 QQ 

1 yt> 




Exons 


/ z o y . . / o / j 














Seq. No. 


35371 








Seq. ID 


OJ990728_10.9A01 


.C46 


Gene No. 


73127 








Strand 






C 4- rf 

otart 


loDJ 








bna 


1 n n 7 n 
1 uu / u 




Name 


uj y yu /zo iu 


. y/iui 


. Ufi D . Ofl 


4-m 

. tm 


Method 


1 bLiAb 1 a : Mai ze 




bian 


/Zoo 








bna 


. 7 7 "5 R 
/ / JJ 






none 








Score 


*5 7 1 
O/l 




Exons 


7000 7R^n 

/ZOO. . / jjU, 


79QO 
/ z y z 


77 ^ R 










b e q . IN o . 


"3 R ^ 7 1 








Seq. ID 


OJ990728_10.9A01 


H A CZ 
. U4 D 


Gene No. 


73127 








Strand 






Start 


1863 








End 


10070 




Name 


uj y yu / zo iu 


Qnn 1 
. yAU 1 


. U4 D . Ol 


t s 


Method 


TBLASTX : Soybean 




CM 1 v-4- 

btart 


H CZ A CZ 
I D4 O 








End 


8041 






none .. 








Score 


57 . ... . 




Expns . 


7£y|£ 7 C 7 Q 

... .... _/,b 4 t o, ..... 2 p. to,, . 


7 CZ A cz 


7 C 7 Q 


7 £ Q O 




n a 1 




7 7 QQ Qmi 




- . - ■, 




• .- - ■. - ■ 






Seq. No. 


35371 








beq. ID 


ojyyu/zo lu.yAUi 


.C46 


Gene No. 


73127 








Strand 






btart 


1 Q CZ "3 








End 


10070 




Name 


uj y y u / zo iu 


q n n 1 
. yAU 1 


. U4 D. Oo 


tw 


Method 


TBLASTX: Wheat 




b tart: 


/ / bo 








End 


8056 






none 








Score 


61 




Exons 


7 7 £0 7 Q ^n 
/ / DO . . / O DU / 


/ / y 0 


. oUjD, 


7 7 Q R 

/ / y 0 . 


.8055 






Seq. No. 


35371 








Seq. ID 


OJ990728JL0.9A01 


.C46 


Gene No. 


73127 








Strand 






Of -i vf 

bt art 


loDJ 








End 


10070 




Name 


n TQQH70Q in 

uj yyu/zo iu 


Qn n 1 

. yAUi 


c a cz 

U4 0 . OO . 


tm 


Method 


TBLASTX: Maize 




Of A v-f 

btart 


7 7 an 
/ / y u 








End 


8122 




C T 


none 








Score 


306 




Exons 


7 7 Q n (31 00 

/ /yu. . a 1 zz , 


/ O H O 


01 01 
. 0 lz 1 










Seq. No. 


35371 








Seq. ID 


OJ990728_10. 9A01 


.C46 


Gene No. - 


73127, 








Strand 






Cf a v-4- 

btart 


• 1 0 DO- 








End 


10070 ■- 




Name " 


uj y y u /zo iu 


q t\ n 1 

yAUi 


C4 0 . Oo . 


4-' * T 

tw 


Method 


. TBLASTX: Wheat 




btart 


. - q n r 7 
■ 0 UO 7 








' End 


8482 




C T 


none 








Score 


603 




Exons 


Q n R 7 CM Q O 

0 UO / . . 0 4 oZ , 


oud y . 


. O 4 / D , 


01 00 
O 1JZ . 


.8482 






Seq. No. 


35371 








Seq. ID 


OJ990728_10.9A01 


.C46 


Gene No. 


73127 








Strand 






Start 


1863 








End 


10070 




Name 


OJ990728 10 


9A01. 


C4 6.o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


8063 








End 


8311 




GI 


none 








Score 


198 




Exons 


8063. .8311 














Seq. No. 


35371 








Seq. ID 


OJ990728_10.9A01 


.C4 6 



35268 



Gene No. 73127 Strand 

Start 1863 End 

Name OJ990728_10 . 9A01 . C4 6 . o2 . tm Method 

Start 8129 End 

GI none Score 

Exons 8129.. 8482, 8134.. 8475 



10070 

TBLASTX: Maize 

8482 

451 



Seq. No. 35372 
Gene No. 73128 
Start 452 

Name OJ990728_10 . 9A01 . C4 7 . ol . np 

Start 452 
GI 60.63554 
Exons 452 . . 625 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990728_10.9A01.C47 
Strand + 

625 

AAT/NAP 
625 
91 



End 

Method 

End 

Score 



Seq. No. 


35372 


Seq. ID 


OJ990728 


_10. 


9A01 


.C47 


Gene No. 


73129 


Strand 










Start . 


1 ' 


End . . 


.722 


- 


- 




Name_....„__.,, ^ 


.. ,OJ99072.8.U,.0, 9A01....C47...o,2., np.,...:.. 


Method ... 


AAT./NAP_ 






-™ — „ 


Start ... 




End ..... 


722 , 






'■■ 


GI 


5852180 ■ - ■ 


Score 


71 ' 








Exons 


1. .22, 635.:.722 












GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Seq. No. ■ 


35373 


Seq. ID 


OJ990728 


_10. 


9A01 


.C48 


Gene No. 


73130 


Strand 


+ 








Start 


605 


End 


1138 








Name 


OJ990728 10. 9A01.C48.ol.gs 


Method 


GEN SCAN 








Start 


605 


End 


1069 








GI 


none 


Score 


.94 








Exons 


605. .991, 997. .1069 












Seq. No. 


35373 


Seq. ID 


OJ990728 


_10. 


9A01 


.C48 


Gene No . 


73130 


Strand 


+ 








Start 


605 


End 


1138 








Name 


OJ990728 10.9A01.C48.ol.np 


Method 


AAT/NAP 








Start 


605 


End 


1138 








GI 


4512231 


Score 


816 








Exons 


605. . 1138 












GI ■ Descrip . 


(AB014741) ORF0 -protein - [Oryza -sativa]- 










Seq,' No. . 


35374 


Seq. ID 


OJ990728 


_1 0 . 


9A01 


.C49 


Gene No. 


73131 


Strand 


+ 








Start 


1 


End : 


785 








Name 


OJ990728 10. 9A01.C49.ol.np 


Method 


AAT/NAP 








Start 


1 ' 


End 


785 








GI 


. 4680179 


Score 


715 








Exons 


1. .785 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


35374 


Seq. ID 


OJ990728 


_10. 


9A01 


.C49 


Gene No. 


73131 


Strand 


+ 








Start 


1 


End 


785 








Name 


OJ990728 10. 9A01.C49.ol.gs 


Method 


GENSCAN 









35269 



Start 
GI 

Exons 



21 

none 
21. .768 



End 
Score 



768 
.84 



Seq. No. 35374 Seq. ID 

Gene No. 73131 Strand 

Start 1 End 

Name OJ990728_10 . 9A01 . C4 9 . o2 . tw Method 

Start 188 End 

GI none Score 

Exons 188.. 385, 204.. 386 

Seq. No. 35374 Seq. ID 

Gene No. 73131 Strand 

Start 1 End 

Name OJ990728_10 ; 9A01 . C4 9 . ol . tw Method 

Start 438 End 

GI none Score 

Exons 438.. 779, 525.. 683, 553.. 684 

.Seq. No. 35374 . Seq. ID 

Gerie_N.o_, w J7.3 L3 1 . . ... . „ ■ . . . ^ .Sjtr.and . « 

Start. ... 1 ... .. ., - , ... . End - . 

Name OJ990728_10 . 9A01 . C4 9 . ol . tm Method 

Start 462 End 

GI none Score 

Exons 462. .776 



OJ990728_10.9A01.C49 
+ 

785 

TBLASTX: Wheat 

386 

187 



OJ990728_10.9A01.C4 9 
+ 

785 

TBLASTX: Wheat 

779 

291 



OJ990728_10 . 9A01 . C4 9. 

^+_. : . , ; „, M ^. 

785 ... " - ..V ,. 
TBLASTX :Maize 
776 
227 



Seq. No. 35375 - Seq. ID 

Gene No. 73132 Strand 

Start 301 End 

Name OJ990728_10 . 9A01 . C50 . ol . gs Method 

Start 301 End 

GI none Score 

Exons 301. .347 



OJ990728_10.9A01.C50 
347 

GENSCAN 

347 

.76 



Seq. No. 35376 

Gene No. . 73133 , 

Start 425 ' 

Name OJ990728_10 . 9A01 . C51 . ol . np 

Start 425 

GI 4680179 . 

Exons . ' • . 425.. 721- • - " - 

GI Descrip. (AF111709.)- polyprqtein [Oryza 

Seq. No. 35377 

Gene No. 73134 

Start 245 

Name ■> OJ990728_10 . 9A01 . C56 . ol . gs 

Start 245 

GI none 

Exons 245.. 426 



Seq. ID OJ990728_10.9A01.C51 
Strand 

End 721 

Method AAT/NAP 

End 721 

Score * 363 , - , 

sativa subsp. indica] 

~. , . ■ * • ■ 

Seq. ID OJ990728_10.9A01.C56 
Strand 

End 426 

Method GENSCAN 

End 426 

Score .87 



Seq. No. 35378 Seq. ID 

Gene No. 73135 ' Strand 

Start 163 End 

Name OJ990518_12 . 9A15 . C2 . ol . gs Method 



OJ990518_12.9A15.C2 
+ 

284 

GENSCAN 



35270 



Start 
GI 

Exons 



163 
none 
163. .284 



End 
Score 



284 
.58 



Seq. No. 35378 

Gene No. 73136 

Start 786 

Name OJ990518_12 . 9A15 . C2 . ol . gp 

Start 786 

GI 3768104 

Exons 786. .1451, 1612. .1646 

GI Descrip. 5596475/emb | CAB514 13 . 1 | 8. 

[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_ 
+ 

1646 
AAT/GAP 
1646 
1249 



12.9A15.C2 



Oe-31 (AL096882) peroxidase ATP19a 



Seq. No. 35378 

Gene No. 73137 

Start 1032 

Name OJ990518_12 . 9A15 . C2 . ol . tm 

Start 989 

GI none 
Exons 



Seq. ID OJ990518_12. 9A15.C2 
Strand 

End 1450 

Method TBLASTX : Mai ze 

End 1450 ' 

Score 57 



989. .1.1.02, . 996. .1070, 1032. .1160, ,1033. .1146, 1.143 ....1226,. 
JJ..5 2. .^,IA4..5. ..1 1 5.9... ..JJ 4.3-,_l 3.4 9^.., .1.4 5,0 , . ... _ ^ 



OJ990518 12.9A15.C2 



Seq. No. 35378 Seq. ID 

Gene No. 73137 Strand 

Start 1032 End 

Name OJ990518__12 . 9A15 . C2 . ol . tc Method 

Start 1029 End 

GI none Score 

Exons 1029. .1133, 1033. .1137, 1134. .1310, 1171. .1299, 1311. .1445, 
1312. .1443 



1450 

TBLASTX : Cress 

1445 

107 



Seq. No. 35378 Seq. ID 

Gene No. 73137 Strand 

Start 1032 End 

Name OJ990518_12 . 9A15 . C2 . o2 . gs Method 

Start 1032 End 

GI none Score 

Exons L032.. 1438 



OJ990518_12.9A15.C2 

1450 
GENSCAN 
1438 
.96 



Seq. No. 

Gene No. 

Start. ■ ■ 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



35378 Seq. ID 

73137- . Strand 

•1032 ... ... ... ' End 

'OJ990518_12.9A15.C2.ol.np- '..Method 

1035 End 

1546692 * Score 
1035. .1445 

(X98805) peroxidase ATP19a [Arabidopsis thaliana] 



OJ990518_12. 9A15.C2 

14 50- • • "... 

AAT/NAP *'* • ' " 
1445." • 
306 



35378 
73137 
1032 

OJ990518_12. 9A15.C2.ol.ts 

1035 

none 



Seq. ID OJ990518__12.9A15.C2 



Strand 
End 

Method 

End 

Score 



1450 

TBLASTX : Soybean 

1446 

66 



1035. .1145, 1045. .1146, 1149. .1304, 1323. .1445, 1333. .1446 



35271 



Seq. No. 35379 

Gene No. 73138 

Start 62 

Name OJ990518_12 . 9A15 . C4 . ol . gs 

Start 62 

GI none 

Exons 62. .338 



Seq. ID OJ990518_12.9A15.C4 
Strand 

End 338 

Method GENSCAN 

End 338 

Score .59 



Seq. No. 35380 

Gene No. 73139 

Start 1 i 

Name OJ990518JL2 . 9A15 .C5.ol.gp 

Start 1 

GI none 

Exons 1 . . 332 



Seq. ID OJ990518_12. 9A15.C5 

■Strand + 

End 332 

Method AAT/GAP 

End 332 

Score 601 



Seq. No. 35380 
Gene No. 73140 
Start 114 

Name OJ990518_12 . 9A15 . C5 . ol . gs 

Start 114 .... 

QJ , . .. . , t .none ,„ . 

.Exons . . - ...11.4 . ..26.6...-,,. , . T ......... 



Seq. ID OJ990518_12.9A15.C5 
Strand 

End 2 66 

Method GENSCAN 

End 266 

.Score__ 5.2, . . ,~ ... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35381 
73141 
1 

OJ990518_12.9A15.C6.ol.np 
1 

629693 
1..685 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase ' [Nicotiana tabacum] 



Seq. ID OJ990518_12. 9A15.C6 
Strand 

End 685 

Method AAT/NAP 

End 685 

Score 341 



35381 
73141 
1 

OJ990518_12. 9A15.C6.ol.gs 
24 

none 
24 . .592 



Seq. ID OJ990518_12.9A15.C6 
Strand 

End 685 

Method GENSCAN 

End 592 

Score .41 



.Seq. No. • 35381 

Gene No! " ■" 73141 - 

Start 1 

Name OJ990518_12 . 9A15 . C6 . ol . ts 

Start 155 

GI none 

Exons 155.. 553, 347.. 448 



-Seq.. -ID OJ990518-_12.. 9A15..C6 
-Strand • 
"End - ■ 685 
Method TBLASTX : Soybean 
End 553 
Score 54 



Seq. No. 35381 

Gene No. 73141 

Start 1 

Name * OJ990518_12 . 9A15 . C6 . ol . tm 

Start 176 

GI none 

Exons 176.. 397, 410.. 574 



Seq. ID OJ990518_12. 9A15.C6 

Strand 

End 685 

Method TBLASTX : Mai ze 

End 574 

Score 85 



35272 



Seq. No. 35382 Seq. ID 

Gene No. 73142 Strand 

Start 510 End 

Name OJ990518_12 . 9A15 . C7 . ol . gs Method 

Start 510 End 

GI none Score 

Exons 510.. 639 



OJ990518_12. 9A15.C7 
639 

GENSCAN 

639 

.71 



Seq. No. 35383 Seq. ID 

Gene No. 73143 - Strand 

Start 96 End 

Name OJ990518_12 . 9A15 . C8 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96.. 226 



OJ990518_12. 9A15.C8 
+ 

226 

GENSCAN 

226 

.52 



Seq. No. 35384 Seq. ID 

Gene No. 73144 Strand 

Start 271 End 

Name OJ9905 18_1Z. 9A15 . CIO . ol . np 1 Method 

Start.... .......27.1 ... ...... .. _ End. 

GI . .... .420.6306 ..... , . .. ... Score . 

Exons 271.. 3034, 4737.. 4798 

GI Descrip. (AF049110) prpol [Zea mays] 



OJ990518 12.9A15.C10 



14131 
AAT/NAP 
4,79.8. . 
.12.32 



Seq. No. 35384 Seq. ID 

Gene No. 73144 Strand 

Start 271 End 

Name OJ990518_12 . 9A15 . C10 . o5 . tw Method 

Start 663 End 

GI none Score 

Exons 663.. 719, 750.. 1052 



OJ990518_12. 9A15.C10 
14131 

TBLASTX: Wheat 

1052 

169 



Seq. No. 35384 Seq. ID 

Gene No. 73144 Strand 

Start ' 271 End 

Name OJ990518_12 . 9A15 . C10 . o3 . ts Method 

Start 696 End 

GI none Score 

Exons 696.. 977 



OJ990518_12 . 9A15.C10 
14131 . 

TBLASTX : Soybean 

977 

210 



Seq.- No. ' 35384 ' . . Seq. ID 

Gene '.No: 73144 * -. -Strand 

Start . 271 ' ' ■•' * End 

Name OJ990518_12 . 9A15 . C10 . o4 . tm Method 

Start 726 End 

GI - none Score 

Exons 726. . 1058 



- 0 J9 90 5 1 8^12 . 9A1 5-. CI 0 - 

14131 ' ■'. - •■ 
TBLASTX : Maize 
1058 
208 



Seq. No. 35384 

Gene No. 73144 

Start 271 

Name OJ990518_12 . 9A15 . C10 . ol . gs 

Start 907 

GI none 

Exons 907.. 1496, 1961.. 1994, 2125. 



Seq. ID OJ990518_12.9A15.C10 
Strand 
End 

Method 
End 
Score 

2695, 2738. .3013, 3059. .3210, 



14131 
GENSCAN 
3840 
.46 

3013, 3059. 



35273 



3326. .3840 



Seq. No. 35384 

Gene No. 73144 

Start 271 

Name OJ990518_12 . 9A15 . CIO . 64 . tw 

Start 1314 

GI none 

Exons 1314.. 1583, 1623.. 1712 

Seq. No. 35384 

Gene No. 73144 

Start 271 

Name OJ990518_12 . 9A15 . CIO . ol . ts 

Start -1345 

GI none 

Exons 1345.. 1599, 1347.. 1598, 1606. 

Seq. No. 35384 

Gene No. 73144 

Start 271 . . 

.Name_ ..... / OJ,99051A_a^v9A15„..ClA>.<3:2 . ts... _ 

Start ' . 19A8,. - .., , ~ 

GI • none ■ 

Exons 1908.. 2096, 1921.. 2052, 2092.' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_12.9A15.C10 
14131 

TBLASTX: Wheat 

1712 

81 



Seq. ID OJ990518_12.9A15.C10 
Strand 

End 14131 

Method TBLASTX : Soybean 

End 1758 

Score 117 
.1758, 1620. .1757 

Seq. ID OJ990518_12.9A15.C10 
Strand . - 

End . ..'14131 . ' . „ ... 

„Me t ho <J _ . _ T B L ASJX; JSjo^teas 

.End.. - ..,, 2378- 

Score 80 
,'2340, 2097.. 2378 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35384 
73144 
271 

OJ990518 

1995 

none 



12.9A15.C10.o3.tw 



Seq. ID OJ990518__12.9A15.C10 
Strand 
End 

Method 
End 
Score 



14131 

TBLASTX: Wheat 

2393 

39 



1995. .2096, 1999. .2067, 2058. .2393, 2062. .2376 



Seq. No. 35384 Seq. ID OJ990518_12 . 9A15 . C10 

Gene No. 73144 Strand 

Start*. 271 End 14131 

Name OJ990518_12 . 9A15 . C10 . ol . tm Method TBLASTX : Maize 

Start 2064. ■ End • 2525 

GI none Score 210 

Exons 2064.. 2525, 2065.. 2376, 2136.^2525 

• Seq. - No... • '35384 • ' • - ■ Seq.- ID" OJ9 90 5 1-8^-1 2 .-9A15 . C10-.. 

-Gene No. • \ -73144 " "'Strand- - -■ " • ' • 

Start ... 271 End ' 14131 " 

Name OJ990518_12 . 9A15 . C10, ol . tw Method TBLASTX : Wheat 

Start 2394 End 2798 

GI none Score 248 

Exons 2394. .2735, 2394. .2747, 2437. .2739, 2742. .2798, 2752. .2793 

Seq. No. 35384 Seq. ID OJ990518_12 . 9A15 . C10 

Gene No. 73144 Strand 

Start 271 End 14131 

Name OJ990518_12 . 9A15 . C10 . o2. tm Method TBLASTX : Maize 

Start 2526 End 2744 

GI none Score 207 

Exons 2526.. 2744, 2527.. 2739 



35274 



Seq. No. 35384 

Gene No. 73144 

Start 271 

Name OJ990518_12 . 9A15 . CIO . o4 . ts 

Start 2595 

GI none 

Exons 2595.. 2729, 2736.. 2960, 2770. 



Seq. ID OJ990518_12. 9A15.C10 
Strand 

End 14131 

Method TBLASTX : Soybean 

End 2960 

Score 74 
.2949 



Seq. No. 35384 Seq. ID 

Gene No. 73144 Strand 

Start 271 End 

Name OJ990518_12 . 9A15 . CIO . o5 . ts Method 

Start 3310 End 

GI none Score 

Exons 3310.. 3708 



OJ990518_12.9A15.C10 
14131 

TBLASTX: Soybean 

3708 

197 



Seq. No. 35384 
Gene No. 73144 
Start 271 

Name' OJ990518_12 . 9A15.. C10 . o2 . gs 

Start. ....... __4279 .„ , 

G I , . , ...none,. ~ ,^ .- ... ...... . 

Exons 4 279. .5444, 5975. .6155, 64 31 

10717. .10768, 10845. .10956/ 11523 
13369. .13502, 14094. .14131 



OJ990518 12.9A15.C10 



Seq. ID 
Strand 

End 14131 
Method . „GENSCAN. 

End™. „. .1X1.3.1- 

Score , . . ..4.3 
5.979, 8745. . 9104, 
11595, 11645. 



9288. .9980, 
.11736, 



Seq. No. 35384 

Gene No.. 73144 

Start 271 

Name OJ990518_12 . 9A15 . CIO . o3 . np 

Start 7260 

GI 3645898 

Exons 7260.. 7306, 8414.. 8960, 9003. 
GI Descrip. 



OJ990518_12 . 9A15 .C10 

14131 
AAT/NAP 
11189 
468 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 9938, 11150. .11189 



(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



Seq. No. 35384 Seq. ID 

Gene No. 73144 Strand 

Start 271 "^V-- ' ' End 

Name OJ990518_12 . 9A15 . C10 . o3 . tm Method 

Start 9318 - ■ End 

GI • none - - "-- Score 

Exons'; 9318 :. 97 19, 94 68 .. 9683 * 



OJ990518_12. 9A15.C10 
14131 

TBLASTX: Maize 
9719 ■ 

-65 • - - 



Seq. No. 35384 

Gene No. 73144 

Start 271 

Name OJ990518_12 . 9A15 . C10 . o2 . tw 

.Start 9477 

GI none 

Exons 9477.. 9863, 9772. .9864, 9774. 



Seq. ID OJ990518_12. 9A15.C10 
Strand 
End 

Method 
End 
Score 
.9872 



14131 

TBLASTX: Wheat 

9872 

60 



Seq. No. 35385 Seq. ID 

Gene No. 73145 Strand 

Start 5853 End 

Name OJ990518_12 . 9A15 . Cll . o2 . gs Method 



OJ990518_12.9A15.C11 
+ 

7424 
GENSCAN 



35275 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI ' . 

_E t xoas.._ „ 

... GI. Descrip , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



•'•Seq. ' No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5853 End 7424 

none Score .51 

5853. .5896, 6162. .6409, 7360. .7424 



35385 
73146 
1 

OJ990518JL2 . 9A15 . Cll . ol . np 
1 

2388571 



Seq. ID OJ990518_12. 9A15.C11 
Strand 

End 3220 

Method AAT/NAP 

End 3107 

Score 352 



1..68, 1387. .1557, 2173. .2360, 2901. .3107 

(AC000098) Strong similarity to Arabidopsis peroxidase ATPEROX7A 
(gb|X98321). [Arabidopsis thaliana] gi|2738254 (U97684) 
peroxidase precursor [Arabidopsis thaliana] 



35385 
73146 
1 

OJ990518_12. 9A15.Cll.ol.gp 
1391 

37.68.1 0_4 .. 

_ X3M„...-15£2„„ . 

. .5.596.4 75/emb|CAB5141.3 ..1L B.. Oe-3-l , (AL096882) peroxida.se. AXB19a 
[Arabidopsis thaliana] 



Seq. ID OJ990518_12. 9A15.C11 
Strand 

End 3220 

Method AAT/GAP 
End 1542 

.Score .191 '. 



35385 
73146 
1 

OJ990518_12 . 9A15 .Cll . ol . gs 

1391 

none 



Seq. ID OJ990518_12.9A15.C11 
Strand 

End 3220 

Method GENSCAN 

End 3152 

Score .4 



1391. .1589, 2172. .2360, 2901. .3152 



35385 
73146 
1 

OJ990518_12 . 9A15 . Cll . o2 . gp 
2219 
3768103 
2219.. 2360, 2901. .3220 

14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] . . . 



Seq. ID OJ990518__12.9A15.C11 
Strand 

3220 
AAT/GAP 
3220 
858 



End 

Method 

End 

Score 



35385- 

73147 . ... 
4282 

OJ990518_12.9A15.Cll.o3. tm 

1384 

none 

1384. .1590, 1389. .1589 . 

35385 
73147 
4 2,82 

OJ'990518_12.9A15.Cll.o2. tc 

1389 

none 



Seq. ID OJ990518_12.9A15.C11 
Strand 

End 10716 

Method TBLASTX: Maize 

End 1590 

Score 209 



Seq. ID OJ990518_12.9A15.C11 
Strand 

End . 10716 

Method TBLASTX : Cress 
End 3026 
Score 139 



35276 




Exons 


138 9. -.1478, 


1 A rt T 

14 91. 


1 r rft O 1 "7 O 

. 1550/ 2172 . 


.2366, 2173.. 2367, 2904.. 3026 


Seq. No. 


35385 






Seq. ID 


OJ990518_12.9A15. 


Cll 


Gene No. 


73147 






Strand 


- 




Start 


A O O O 

4 282 






End 


10716 




Name 


ojyyubio 12 


. 9A15 . 


Cll . o4 . tm 


Method 


TBLASTX: Maize 




Start 


2172 






End 


2981 




GI 


none 






Score 


149 




Exons 


O 1 "7 O O O /" 

21 1 Z . . 2366, 


OTTO 

21 /3 . 


. 236 / , 2904 . 


.2981 






Seq. No. 


35385 






Seq. ID 


OJ990518 12.9A15. 


Cll 


Gene No. 


73147 






Strand 


- 




Start 


A O Q O 

4282 






End 


10716 




Name 


OJ990518 12 


. 9A15 . 


Oil „ O J_ „ 

Cll . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


O 1 ""7 O 

217 j 






End 


3026 




GI 


none 






Score 


167 




Exons 


O 1 "7 O O "D £T 1 

21 / J . .2 361, 


O 1 *7 O 


. 2366 , 2 904. 


.3026 






Seq. No. 


35385 






Seq. ID 


OJ990518_12.9A15. 


Cll 


Gene No. 


73147 






Strand 






Start . 


4 28.2 






End 


10716 . ... 




Jtfa.me,._. 


a to nn c 1 o -i o 


n 7\ t c 


.Q3JL. oi..^tw 


_Methoji 


_TBLAS.TX:„WbeaJ: ,„\ 




Start . 


; 21-7.6.. ..... . 


. — . 


*■- - 


End 


.3027 _ . , 




GI 


none 






Score 


205 




Exons 


O 1 T /" O O /" T 

217 6. . 2367 , 


2178. 


oo/~/~ oooo 

.2366, 2233. 


.2367, 2901. .2969, 2902.. 3027, 




2904 . . 3026 












Seq. No. 


O C "3 O C 

35385 






Seq. ID 


OJ990518JL2.9A15. 


Cll 


Gene No. 


73147 






Strand 






Start 


4282 






End 


10716 




Name 


ojyyOolo 12 


.9A15. 


Cll . o3 . np 


Method 


AAT/NAP 




Start 


/ o o o 

4282 






End 


10163 




GI 


294 3742 






Score 


44 




Exons 


4282 . . 4 329, 


10029 


. .10163 








GI Descrip. 


(AB002266) 


XA1 [Oryza sativa] 








Seq. No. 


O C O O C 

35385 






Seq. ID 


OJ9?0518_12.9A15. 


Cll 


Gene No. 


73147 






Strand 






Start 


4282 






End . 


10716 




Name 


ojyyuoio 12 


. 9A15. 


Cll.o2.np 


Method 


AAT/NAP 




Start 


822 9 






End 


10317 




GI . 


6630458 






Score 


616 




Exons - - 


- 822 9-. . 8 635, 


868 L. 


.894.9, 9061. 


. 9927, 9970. . L0317-"- - 




GI Descrip*. 


(AC0071-90) ■ 


F23N19 


.13- [Arabidopsis thaliana]' . "\ 




Seq. No. 


35385 






Seq. ID 


OJ990518JL2.9A15. 


Cll 


Gene No. 


73147 






Strand 






Start 


/ o a o 

4282 






End 


10716 




Name 


OJ990518_12 


. 9A15. 


Cll.o2. tm 


Methqd 


TBLASTX: Maize 




Start 


8337 






End 


8681 












Score 


156 




Exons 


8337. .8606, 


8344. 


.8529, 8441. 


.8611, 8604. .8681 




Seq. No. 


35385 






Seq. ID 


OJ990518_12. 9A15. 


Cll 


Gene No. 


73147. 






Strand 






Start 


4282 






End 


10716 




Name 


OJ990518 12 


. 9A15. 


Cll.ol.ts 


Method 


TBLASTX: Soybean 





35277 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.Gene_ No,. 

..Start, ...... 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



8343 
none 

8343. .8594, 

35385 
73147 
4282 

OJ990518_12. 

9009 

none 

9009. .9098, 

35385 
73147 
4282 

OJ990518_12. 

9171 

none 

9171, .9428 

35385 

,73JJ7_- ....... 

4 282., . . . - . 

OJ990518_12. 

9240 

none 

9240. . 9779, 

35385 
73147 
4282 

OJ990518_12. 

9486 

none 

9486. . 9776 

35385 
73147 
4282 

OJ990518_12. 

9486 

none 

9486.-. 9776 

■35385 
73147 
4282 

OJ990518_12. 

9819 

none 

9819. .10243, 

35386 
73148 
4031 

OJ990518_12. 
4031 



8344. .8529 

9A15.Cll.o5.tm 
9010*. .9090, '9093. 

9A15.Cll.o2.tw 



End 8594 
Score 98 



Seq. ID OJ990518_12.9A15.C11 
Strand 

End 10716 

Method TBLASTX: Maize 

End 9239 

Score 55 



,9239, 9123.. 9233 



9A15.Cll.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

.Strand.... 
End . , 
Method 
End 
Score 



OJ990518_12.9A15.C11 
10716 

TBLASTX: Wheat 

9428 

175 



OJ990518 12...9A15...C11. 



10.716 ., 
TBLASTX: Maize 
9832 
117 



9255. .9707, 9532. .9723, 9794. .9832 



9A15.Cll.ol.tc 



9A15.Cll.o3.ts 



9A15.Cll.o4.gs 

"t 

10477. .10716 
9A15.C12.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



*Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990518_12.9A15.C11 
10716 

TBLASTX: Cress 

9776 

223 



OJ990518_12.9A15.C11 
10716 

TBLASTX: Soybean 

9776 

196 



OJ990518_12.9A15.C11 

10716 
GENSCAN 
10716 
.66 



OJ990518_12.9A15.C12 
+ 

4825 

GENSCAN 

4825 



35278 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .91 

4031. .4080, 4512. .4615, 4686. .4732, 4808. .4825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.G.I_. . „ , 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



35386 
73149 
5958 

OJ990518_12. 9A15.C12.o2.np 

5847 

3334150 



OJ990518_12.9A15.C12 
+ 

7399 
AAT/NAP 
7396 
1548 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5847. .5977, 6183. .6262, 6L.3 4 4 . .7396 

MAGNESIUM-CHELATASE SUBUNIT CHLI PRECURSOR (MG-PROTOPORPHYRIN IX 
CHELATASE) gi | 2129847 | pir | | JC4 312 chlorophyll magnesium 
chelatase (EC 4.99.-.-) - soybean chloroplast 

gi I 17324 69 | dbj I BAA08291 | (D45857) Mg chelatase subunit {46 kD) 
[Glycine max] 



35386 
73149 
5958 

OJ990518_12. 9A15.C12 .o3.gs 

5958 . 



Seq. ID 

Strand 

End 

Method 
End . 
.....Score . _ 



OJ990518__12.9A15.C12 
+ 

7399 
GENSCAN 

..7399 _. 

■.•.99. _ 



5958... 6069,. 6111 ...-62 62 , 634 4 .. ..7399. 



OJ990518_12.9A15.C12 
+ 

7399 
AAT/GAP 
7015 
1255 



35386 Seq. ID 

73149 Strand 
5958 End 
OJ990518_12 . 9A15 . C12 . ol . gp Method 
6349 End 
6218JL.R1084 Score 
6349. .7015 

'3334150/sp|P93162|CHLI_SOYBN 1.0e-98 MAGNESIUM-CHELATASE 
SUBUNIT CHLI PRECURSOR (MG-PROTOPORPHYRIN IX CHELATASE) 

>gi_2129847_pir JC4312 chlorophyll magnesium chelatase (EC 

4.99.-.-) - soybean chloroplast >gi_17324 69_dbj_BAA08291_ 
(D45857) Mg chelatase subunit (46 kD) [Glycine max] 1 



35386 
73150 
308 

OJ990518_12. 9A15.C12 .ol . gs 
308 

none .... 



Seq. ID OJ990518_12.9A15.C12 
Strand 

End 2207 

Method GENSCAN 

End 2207 . 

Score - .65 - - - 



308:. 694, 1180. .1292, 1443. .1721, 1847 , .1880", 2064. .2207 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



OJ990518 12.9A15.C12 



35386 
73151 
7173 

OJ990518_12-,9A15.C12.o2.gp 
7173 

4462JL.R1084 
7173. .7635 

, 5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



7635 
AAT/GAP 
7635 
899 



35386 
73152 



Seq. ID 
Strand 



OJ990518 12.9A15.C12 



35279 



C +- -4 V~ +- 


1 nQQT 

i u y o o 










1 0 *5 1 £ 

iz oi b 


Name 


ATQQnc;i o i o 

uj y yuo lo i^ . 


y/iio 


. UlZ . Oo 


. cm 


Method 


TOT nOTV.M^i r»*-v 

i oLiiib l a : Mai ze 


btart 


4 O DO 










a nil 
{±111 


<al 


none 








Score 


bu 


Exons 


/ -2 c -5 /i (T^o 
H 0 D J . . 4 DDZ / 


4 H I O 


. . 4 ObO , 


A & A Q 

*± D4 y . 


/l 7 7 7 
.Hill 




Seq. No. 


JJJO D 








Seq. ID 


OJ990518_12.9A15.C12 


Gene No. 


/ Jl JZ 








Strand 




Start 


10983 








End 


12316 


Name 


OJ990518_12. 


9A15 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 


otart 


cone; 








End 


7318 


{-< T 

bl 


none 








Score 


73 


Exons 


c o ri co £ /i 

D/U J . . DZD4 , 


b^Uo 


CO C/1 

. . bz b4 , 


bOoZ . 


.6570, 6371.. 6517, 6383.. 6652, 




b 4 y U . . DO D / , 


bo bO 


. . bbol , 


£ £ "5 R 

b boo . 


.6793, 6646. .6927, 6646. .7317, 




ODJl . . / l JU , 


D 0 ft O 


7 ^1 ft 

. . / O i. 0 








beg . NO . 


00 OO D 








Seq. ID 


OJ990518_12.9A15.C12 


Gene No. 


73152 








Strand 




Start 


10983 








End 


12316 


Name 


uj y yuoio iz . 


yAio 


U1Z . Ol 


. tc 


Method 


TBLASTX: Cress 


otart 


DO D4 








End . . 


7399 . 


T 

.. . Ui„,«. , . 


. „non,e . , „ „ . 








.. Score ... . 


.2 44 


- Exons 


£ O £ /i <:cm 
0OD4. ..DjU /./.- 


COT 1 

b.O / 1 


. bo 1 / , 




,.7.393,. 6563. ..6.793,- 6652 . .....7.3-9.5.,, 




O / jD. . DOOl, 


DO 4 O 


. / o y y 








■ beq. no. 


J J Job 








Seq. ID 


OJ990518_12.9A15.C12 


■ Gene No. 


73152 








Strand 




Start 


10983 








End 


12316 


Name 


tq q n Cl 1 Q TO 

uj y y uo io iz . 


yAio 


U1Z . Ol 


. IS 


Method 


TBLASTX : Soybean 


brart: 


boo / 








End 


7399 




none 








Score 


247 


Exons 


bob/. . bo U / , 


bo / 1 


. bol / , 


bOoo . 


.7063, 6549. .6719, 6563. .6793, 




bboz. . / o y o , 


b / o u 


. / Z o U , 


DO 4 O . 


.7399 




Seq. No. 


35386 








Seq. ID 


OJ990518_12.9A15.C12 


\ Gene No. 


73152 








Strand 




biaiL 


i u y o o 








End ' 


12316 


I Name 


r\ TQ Q O R 1 Q 1 O 

uj y y uo io iz . 


9A15. 


C12.o4 


.gs 


Method 


GENSCAN 


btart 


i u y o o 








End 


12304 


, bi 


none 








Score 


.52 


Exons 


luytso. .11411/ 


, 11990. .12304 






b e q . .no,. 


O C O Q /" 

JJJOO - - 








Seq. ID 


OJ990518_12.9A15.C12 


Gene : No. ■ 


. -73152 ' ■ 








Strand ■ 




. Start 


10983 








End 


12316 ' ' 


Name 


OJ990518 12. 


9A15. 


C12.o3 


.np 


Method 


AAT/NAP 


btart 


11973 








End 


12316 ■ ' 




3510250 








Score 


402 


Exons 


-J1973. .12316 












GI Descrip. 


(AC005310) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


35386 








Seq. ID 


OJ990518_12.9A15.C12 


Gene No. 


73152 








Strand 




Start 


10983 








End 


12316 


Name 


OJ990518 12. 


9A15. 


C12.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


11987 








End 


12316 


GI 


none 








Score 


129 



35280 



Exons 



11987. .12103, 11988. .12116, 12117 .. 12314 , 12122.. 12316 



Seq. No. 35386 

Gene No. 73152 

Start 10983 

Name OJ990518_12 . 9A15 . C12 . o2 . tm 

Start • 11993 

GI none 

Exons 11993. .12106, 11996 . . 12103, 
12129. .12224 



Seq. ID OJ990518_12.9A15.C12 
' Strand 

End 12316 

Method TBLASTX : Maize 

End 12224 

Score 60 
12000. .12122, 12128. . 12223, 



Seq. No. 35386 

Gene No. 73152 

Start 10983 

Name OJ990518JL2 .'9A15 . C12 . o2 . ts 

Start 11996 

GI none - 

Exons 11996. .12103, 11997 .. 12119, 

Seq. No. 35386 
Gene No. . . 73152 

Start.. , .10.98 3. _ .... . ... , _ 

Name. . .. . , . OJ990518_12 . 9A15-. C12.. ol . tw . 

Start 12155 

GI none 

Exons 12155. .12316, 12159 .. 12311 , 



Seq. No. 35387 

Gene No. 73153 

Start 1 

Name OJ990518_12 . 9A15 . C13 . ol . np 

Start 1 

GI 3510251 

Exons 1..779, 2459.. 3178 

GI Descrip. (AC005310) unknown protein 

Seq. No. 35387 . 

Gene No. 73153 

Start 1 

Name OJ990518_12 . 9A15 . C13 . ol . tm 

Start 1 

GI - none 

Exons .. • .1..81, .2. .82, 3. .83,-. -4. .84, 



Seq. ID OJ990518_12.9A15.C12 
Strand 

End 12316 

Method TBLASTX: Soybean 

End 12311 

Score 81 . 
12134. .12310, 12138. .12311 

Seq. ID OJ990518_12.9A15.C12 

Strand - ' . . . ... 

..End. .. 12316 _ ;.^_„ 

....Method... ..TBLASTX: Wheat . -,,«,...-,,.-„ 

End - 12316 

Score 126 
12194. .12316 



Seq.' No. - 35387 ' 

Gene No. 73153 

Start 1 

Name OJ990518_12 . 9A15 . C13 . ol . gs 

Stuart 75 

GI none 

Exons 75.. 749, 2459.. 3157 

Seq. No. 35387 

Gene No. 73153 

Start 1 

Name OJ990518_12 . 9A15 . C13 . o3 . ts 

Start 115 



Seq. ID OJ990518_12.9A15.C13 
Strand 

End 3178 

Method AAT/NAP 

End 3178 

Score 1209 

[Arabidopsis thaliana] 

Seq. ID OJ990518_12.9A15.C13 
Strand 

End 3178 
Method TBLASTX: Maize 
End 243 
Score ,85 
• 82. .243,- -84 . .242, .130.. 243 \ - 

■ Seq. ID . OJ9905I8_12.9A15.C13 
Strand 

End ' 3178 
Method GENSCAN 
End 3157 
Score .43 



Seq. ID OJ990518_12.9A15.C13 
Strand 

End 3178 

Method TBLASTX : Soybean 

End 417 



35281 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.St.ar.t_.. ' 
Name .... 
Start 
GI 

Exons 



none Score 79 

115. .231, 123. .230, 231. .287, 280. .417, 285. .416 



End 

Method 

End 

Score 



35387 
73153 
1 

OJ990518_12. 9A15.C13.o2.ts 
484 
none 

484. .780, 486. .782, 2456. .2506 

35387 
73153 
1 

OJ990518_12. 9A15.C13.o2.tm 
630 
none 

630. .782, 630. .782, 2456. .2728, 2532. .2738 



Seq. ID OJ990518_12.9A15.C13 
Strand 

3178 

TBLASTX : Soybean 
2506 
120 



Seq. ID OJ990518_12.9A15.C13 
Strand 

3178 

TBLASTX: Maize 
2738 
76 



End 

Method 

End 

Score 



35387 

73153 .... 

' OJ990518-_12 *"9A15.. C13 .x>L." tc 
2450 u . . 

none 



Seq. ID OJ990518_12.9A15.C13 
Strand - . 

End . .. 112 ft 

Method- .',TBLASTX:Cre.ss. 
End 3037 
Score 220 

2450. .2524, 2522. .2548, 2535. .2828, 2537. .2827, 2826. .3035, 
2828. .3037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35387 
73153 
1 

OJ990518_12. 9A15.C13.ol.ts 

2573 

none 



Seq. ID OJ990518_12.9A15.C13 
Strand 

End 3178 

Method TBLASTX : Soybean 

End 3037 

Score 169 * 



2573. .2824, 2607. .2825, 2760. .3002, 2828. .3037 



35388 ■ 
73154 
5168 ■ 

OJ990518_12. 9A15.C14 .ol.gp 

5168 

LIB3477-003-P1-K1-E9 ■ 

5168. -.5268 ." ...... • . . .. ... - - . "- 

■' , 2498586/sp|Q40'63'8 |MPOl_ORYSA 2.0e-24 MAJOR "POLLEN ALLERGEN. ORY 
S 1 PRECURSOR: (ORY S I) >gi_1173557 (U31771 ) '.Ory s " 1" " [Oryza * . 
sativa] ? 



Seq. ID OJ990518_12.9A15.C14 

Strand + 

End 5268 

Method AAT/GAP 

End 5268 

Score 156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35388 
73155 
6439 

OJ990518_12. 9A15.C14.ol.np 

6439 

6815052 



Seq. ID OJ990518_12.9A15.C14 

Strand + 

End 7170 

Method AAT/NAP 

End 7170 

Score 287 



6439. .6649, 6714. .6777, 7048. .7170 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 



35388 



Seq. ID OJ990518_12.9A15.C14 



35282 



Gene No. 73156 

Start 10932 

Name OJ990518_12 . 9A15 . C14 . o4 . gs 

Start 10932 

GI none 

Exons 10932 
13781 



Strand + 
End 18257 
Method GENSCAN 
End 14868 
Score .82 
10997, 11745. .11924, 12214. .12467, 13263 .. 13539, 
13941, 14574. .14667, 14674. .14868 



OJ990518_12.9A15.C14 
+ 



Seq. No. 35388 
Gene No. 73156 
Start 10932 

Name OJ990518_12 . 9A15 . C14 . o2 . np 

Start 14189 
GI 6063554 

Exons 14189. . 14232, 16483 .. 16785, 

18083. .18257 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 ( E04 64 ) 
correspond to a region of the predicted gene. ; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



18257 
AAT/NAP 
18257 
540 



16903. .17098, 17424 .. 17454 , 



Seq. No. 35388 . Seq. ID 

.Gejie^.Nq., .: . . . 13X5,1 „ , -™.SJtrand. ... 

Start. . - ..4497. ..... ... . . . . .. . End. 

Name OJ990518_12 . 9A15 . C14 . o2 . gs " Method 

Start 4497 End 

GI none Score 

Exons 4497.. 4567, 5704.. 5761 



OJ990518JL2 . 9A15 .C14 

'57 61-! "'TTTTT 
GENSCAN 
5761 
.74 



Seq. No. 


35388 






Seq. ID 


OJ99051* 


3_12 


. 9A15 


.C14 


Gene No. 


73158 






Strand 










Start 


7357 






End 


9080 








Name 


OJ990518 12.9A15. 


C14 .o3. 


gs 


Method 


GENSCAN 








Start 


7357 






End 


9080 








GI 


none 






Score 


.68 








Exons 


7357.. 7445, 7469. 


.7745, 


8094 


..8252, 8907. .9080 








Seq. No. 


35388 






Seq. ID 


OJ99051S 




9A15 


.C14 


Gene No. 


73159 






Strand 










Start 


16879 






End 


17202 








Name 


OJ990518 12.9A15. 


C14 ,o5. 


gs 


Method 


GENSCAN 








Start 


16879 






End 


17202 








GI 


none 






Score 


.88 








Exons 


• 1687-9-. .172.02- - - 
















Seq. No. 


35388 






■ Seq'. : ID 


OJ9905H 


i_i2 


9A15 




Gene No. 


.73160 






Strand 










Start 


18619 






End 


18875 








Name 


OJ990518 12.9A15. 


C14 .o2. 


gp 


Method 


AAT/GAP 








Start 


18619 






End 


18875 








GI 


61605 3.R1084 






Score 


431 








Exons 


18619. .18875 
















GI Descrip. 


1 1402920/emb|CAA66965 | 2 


.0e- 


20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] ' 
















Seq. No. 


35389 






Seq. ID 


OJ990516 


_12. 


9A15 


C15 


Gene No. 


73161 






Strand 


+ 








Start 


6349 






End 


7074 









35283 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



S.ejq.._I^o.. 

Gene No., 

Start 

Name 

Start 

GI 

Exons 



OJ990518__12. 9A15.C15.ol.np Method AAT/NAP 
6349 End 7074 

4680183 Score 759 

6349. .7074 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



35390 Seq. ID 

73162 Strand 

1 End 

OJ990518_12. 9A15.C16.ol.np • Method 

1 End 

5922631 Score 



OJ990518_12.9A15.C16 
+ 

4899 
AAT/NAP ' 
4896 
6020 



1..518, 561. .719, 846. .1767, 2374. .4896 

(AP000492) ESTs C26347 {C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 |dbj IBAA85207.1 | (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.;' Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



.3539.0. 



.„ Seq.^.I D„._.0 J9.90 5.1„8^. 1.2 ..9A1.5^CX6„ 



.-73162: ,,. . _ . , , .. Strand .. .... .. 

1 ' * End 48.99 

OJ990518_12. 9A15.C16.ol.gs Method GENSCAN 

67 End 4899 

none Score .42 

67. .263, 416. .1312, 1344. .1752, 1804. .2320, 2522. .2670, 

2820. .3050, 3339. .4009, 4123. .4300, 4313. .4899 



OJ990518 12.9A15.C16 



Seq. No. 35390 Seq. ID _ 

Gene No. 73163 Strand 

Start 5254 End 8184 

Name OJ990518_12 . 9A15 . CI 6 . o2 . gs Method GENSCAN 

Start 5254 End 8184 

GI none Score .69 

Exons .5254.. 5705, 5777.. 5893, 5954 .. 6-1,43, 6520.. 6844, 6926.. 7146, 
7300. .8184 



Seq. No. 35390 
Gene No. 73163 
Start ■ 5254 

Name . /• - OJ990518_L2 . 9A15 . CI 6 . o2 
Start • • 5257 . ■ " ' - 

GI . ■ 6691716 . 

Exons- 5257.. 5705, 5777.. 5893, 

6733.. 6844, 6926.. 7104, 
GI Descrip. (AP000492) hypothetical 

gi | 6691717 | db j {BAA89397 

[Oryza sativa] 

Seq. No.- 35390 

Gene No. 73164 

Start 13359 - : 

Name OJ990518_12 . 9A15 . C16 . 08 

Start 102 

GI none 



Seq. ID . OJ990518_12.9A15.C16 
Strand 

End 818 4 

.np -Method ■- - AAT/NAP 

• " ' End ' -8184 . ' - V " ' 

. Score 2828 ' 
6044.. 6143, 6215.. 6402, 6480.. 6656, 
7300. .8184 

protein [Oryza sativa] 
.11 (AP000570) hypothetical protein 



Seq. ID OJ990518_12.9A15.C16 
Strand 

End 13517 

.tw Method TBLASTX : Wheat 

End 383 

Score 228 



35284 



Exons 



102. .383, 131. .187, 132. .236, 257. .382, 279. .383 



Seq. No. 35390 Seq. ID 

Gene No. 73164 Strand 

Start 13359 End 

Name OJ990518_12 . 9A15 . C16 . o5 . tw Method 

Start 1112 . End 

GI none Score 

Exons 1112. .1288, 1337. .1564, 1338. .1562 



OJ990518_12. 9A15.C16 
13517 

TBLASTX: Wheat 

1564 

139 



Seq. No. 35390 Seq. ID 

Gene No. 73164 Strand 

Start 13359 End 

Name OJ990518_12 . 9A15 . C16 . ol . tw Method 

Start. 1784 End 

GI none Score 

Exons 1784.. 2239, 1785.. 2240 



OJ990518_12.9A15.C16 
13517 

TBLASTX: Wheat 

2240 

493 



Seq. No. 35390 Seq. ID 

Gene No. 73164 Strand 

Start . 1.3359 . _. ._ . . . . End . _ 

,£>JS9A5I8_J2_,J^ 
Start. . ... ... . 1824..,, „. .'. ^ ....... End 

GI none Score" 
Exons 1824.. 2048, 2055.. 2189 



OJ990518 12.9A15.C16 



.13517.. .„ . 

„T:BiASTX,;-S.pyiae,an:. 

.21.8 9,,- 

132 



Seq. No. 35390 Seq. ID 

Gene No. 73164 Strand 

Start 13359 End 

Name OJ990518_12 . 9A15 . C16 . o2 . tm Method 

Start 1914 End 

GI none Score 

Exons 1914.. 2270, 1955.. 2260 



OJ990518_12.9A15.C16 
13517 

TBLASTX; Maize 

2270 

370 



Seq. No. 35390 Seq. ID 

Gene No. 73164 Strand 

Start 13359 End 

Name OJ990518_12 . 9A15 . CI 6 . 06 . tw Method 

Start . 2240 , End 

GI none ' Score 

Exons 2240.. 2557, 2241.. 2558 



OJ990518_12.9A15.C16 
13517 

TBLASTX: Wheat 

2558 

323 



• Seq. No. • - 35390 . - Seq. ID 

Gene' No.'' 73164. . "• " . ' . Strand 

'Start-.'. 13359 • \ . ' •• .'End 

Name • OJ990518_12 . 9A15 . C16 . o3 . tm Method 

Start 2298 End 

GI none Score 

Exons 2298.. 2666, 2378.. 2608 



OJ-990518_-12. 9A1-5 . C-16 

13517 ' • ; '" 
TBLASTX: Maize 
2666 
284 



Seq. No. 35390 Seq. ID 

Gene No. 73164 Strand 

Start .13359 End 

Name OJ990518_12 . 9A15 . CI 6 . o3 . ts . Method 

Start 2403' End 

GI none Score 

Exons 2403.. 2705, 2450.. 2593, 2660.. 2788 



OJ990518_12. 9A15.C16 
13517 

TBLASTX: Soybean . 

2788 

192 



35285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start _ 
_Name_ 
.Start. ... 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No-. : 
Gene No. 
Start. " 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35390 
73164 
13359 

OJ990518_12. 

2896 

none 

2896. .2949, 
3203. . 3349 

35390 
73164 
13359 

OJ990518_12. 

3059 

none 

3059. .3163, 

35390 
73164 

13359 . ... .. . . 

3121.....,.-..,,.. 
none 

3121. .3291, 

35390 
73164 
13359 

OJ990518_12. 
3350 
none 

3350. .3661, 

35390 
73164 
13359 

OJ990518_12. 
3809 
none 

3809. .3967, 

35390 • 

'73164" 

.13359 

OJ990518_12. 

3809 

none 

3809. .3967, 

35390 
73164 
13359 

OJ990518_12. 

4267 

none 

4267. .4365, 



9Al5.C16.o3.tw 



Seq. ID OJ990518_12.9A15.C16 
Strand 

End 13517 

Method TBLASTX : Wheat 

End 3349 

Score 237 
2909. .3166, 2941. .3186, 2942. .3172, 3202. .3348, 



Seq. ID OJ990518_12.9A15.C16 
Strand 

End 13517 

Method TBLASTX : Soybean 

End 3447 

Score 90 



9A15.C16.ol. ts 



3067. .3279, 3215. .3445, 3328. .3447 



JAl 5.. CJJ5 rt Q5_..tm 
3122.. 3292, 3296. 

9A15.C16.o7.tw 
3358. .3711 

9A15.C16.ol.tm 



Seq. ID OJ990518_12.9A15.C16 
Strand 

End. . . 13517 _ 

_Me,t.hod,. - _XeLASTX.:-Maiz.e 

,End , . , 3394 ~ . 

Score 125 
.3394, 3328.. 3393 

Seq. ID OJ990518_12.9A15.C16 
Strand 

End 13517 
Method TBLASTX : Wheat 
End 3711 
Score 272 



Seq. ID OJ990518_12.9A15.C16 
Strand 

End 13517 

Method TBLASTX : Mai ze 

End 4164 

Score 182 



3823. .3966, 3942. .4127, 3949. .4128, 4117. .4164 



9A15.C16.o4 .tw 
3942. .4118, ■ 3952. 

9A15.C16.o6. tm 
4360. .4443, 4453. 



Seq. ID OJ990518._12.9A15.C16 

Strand - " ' - 

End' :. .'13517 ' 

Method TBLASTX: Wheat * • 

End- 4196 

Score 162 

.4194, 4003.. 4185,. -414,9.. 4196 

Seq. ID OJ990518_12.9A15.C16 
Strand 

End 13517 

Method TBLASTX : Mai ze 

End 4539 

Score 90 
.4539 



35286 



Seq. No. 35390 
Gene No. ■ 73164 

Start 13359 

Name OJ990518_12 ..9A15 . CI 6 . o2 . tw 

Start 4309 

GI none 
Exons 



Seq. ID OJ990518_12.9A15.C16 
Strand 
End 

Method 
End 
Score 



13517 

TBLASTX: Wheat 

4917 

276 



4309. .4623, 4329. .4418, 4470. .4571, 4624. .4797, 4783. .4917 



Seq. No. 


35390 








Seq. ID 


OJ99051 


8_12.9A15 


.C16 


Gene No. 


73164 








Strand 








Start 


13359 








End 


13517 






Name 


OJ990518 12. 


9A15 . 


C16. o4 


. tm 


Method 


TBLASTX 


; Mai ze 




Start 


4627 ~ 








End 


4881 






GI 


none 








Score 


157 






Exons 


4627 . . 4800, 


4674 . 


.4799, 


4779 . 


.4880, 4780. .4881 






Seq. No. 


35390 








Seq. ID 


OJ99051 


B_12.9A15 


.C16 


Gene No. 


73164 








Strand 








Start 


13359 








End 


.13517 . 






Name „ 


. 009.9 05 1.8. 12. 


9A15. 


C16..Q9 


..tw. . 


Method . 


.TBLASTX 


: Wheat ... 




.S_t.ar„t_ , ... 












JLQ9X„ 






G.I. . .. . .... 


„. ...none.;... 








.Score 


,.53 .,. .,, - 






Exons' 


■ 7774 . .8091, 


7811. 


.7924 












Seq. No. 


35390 








Seq. ID 


OJ99051I 


3JL2. 9A15 


-C16 


Gene No. 


73164 








Strand 








Start 


13359 








End 


13517 






Name 


OJ990518 12. 


9A15. 


C16.o3 


.gs 


Method 


GENS CAN 






Start 


13359 








End 


13517 






GI 


none 








Score 


.8 







Exons 13359. .13517 



Seq. No. 35391 Seq. ID 

Gene No. 73165 Strand 

Start 1 End 

Name OJ990518_12 . 9A15 . C17 . ol . np Method 

Start 1 * End 

GI 2924431 Score 

Exons 1..41, 3831. .4188, 4271. .4347, 8105. .8311 

GI Descrip. (AL022022) hypothetical protein Rv3494c [Mycobacterium 
tuberculosis] . .. 



OJ990518_12.9A15.C17 
+ 

8311 
AAT/NAP 
8311' 
77 



-Seq.- No.' 
Gene" No.: 
Start 
Name 
Start 
GI 

Exons 



35391: ' ... : / - 

73166 • ■: . . * \ • 
12955 

OJ990518_12. 9A15.C17.o2.tm 

1013 

none 



-Seq.' ID OJ990518 12.9A15-.C17 



Strand 
End 

Method 

End 

Score 



13771 

TBLASTX: Maize 

1380 

366 



1013. .1138,. 1014. .1196, 1134. .1223, 1254. .1358, 1339. .1380 



Seq. No. 35391 

Gene No. 73166 

Start 12955 - 

Name * • OJ990518_12 . 9A15 . C17 . ol . tm 

Start 7033 

GI none 



Seq. ID OJ990518_12.9A15.C17 

Strand + 

End 13771 

Method TBLASTX : Mai ze 

End 7479 

Score 663 



35287 



Exons 


7033. .7479, 


7035. .7478 






Seq. No. 


35391 




Seq. ID 


OJ990518 


Gene No. 


73166 




Strand 


+ 


Start 


12955 




End 


13771 


Name 


OJ990518 12. 


9A15.C17.o3.gs 


Method 


GENSCAN 


Start 


12955 




End 


13771 


GI 


none 




Score 


.5 


Exons 


12955. . 12993 


, 13408 .. 13524, 


13625. .13771 


Seq. No. 


35392 




Seq. ID 


OJ990518 


Gene No. 


73167 




Strand 




Start 


1 




End 


681 


Name 


OJ990518 12. 


9A15.C22.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


681 


GI 


6063554 




Score 


287 


Exons 


1..262, 380. 


.681 







GI Descrip. 



.Gene .No... .,. 
Start 
. Name 
Start 
GI 

Exons 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



...3.53.92 

.73.1.6.7 .. 
1 

OJ990518 JL2 . 9A15 . C22 . ol . gs 
54 

none 
54. .265 



..Strand - ... . .., .^^.-^^ 

End 681 

Method GENSCAN- ' 

End 2 65 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
.Gene No. 
Start- 
Name • ' 
Start " . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35393 Seq. ID OJ990518_12.9A15.C25 

73168 Strand 

44 5 End 7 64 

OJ990518_12. 9A15.C25.ol.np Method AAT/NAP 

445 End 764 

6063554 Score . 249 

445. .764 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 ( E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



35394 Seq. ID 

73169 Strand 
293 . ..:*'... End 

OJ990518_12 . 9A15 . C2 6 . ol . gp - ■ ■ Method 
293 End" " 

LIB3477-003-P1-K1-E9 Score 
293. .353 

, 24 98586/sp|Q40.638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_£173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990518_12.9A15.C26 
+ 

353 

AAT'/GAP 
-353- 
81 



35395 Seq. ID 

73170 Strand 

1 . End 

OJ990518_12 . 9A15 . C27 . ol . np Method 

1 End 

6063554 Score 



OJ990518_12.9A15.C27 
169 

AAT/NAP 

169 

107 



35288 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1. .169 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



35396 Seq. ID 

73171 Strand 

1 End 
OJ990518_12 . 9A15 . C28 . ol . gp Method 

1 End 

61605_3.R1084 Score 
1..36, 251. .331 

1 14 02 920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ990518_12.9A15.C28 
+ 

331 

AAT/GAP 

331 

116 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GL . . 

,Exons_,., „ ^ 

G I, ~De ! scrip,. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35397 
73172 
1 

OJ990518_12. 9A15.C31 .ol.np 
1 

3193302. \. ' . . \ 

.1,.^1.8.5.1,_220.3 ,.,.2.2 37_ .„_.^_„.._.^„^_^.. 
. (AF06S2 98 )..-.. contains similarity to a -prote.in,„.kinase^doma,ia. ( Rfam 
.pkinase . hmm, score: 166.20) and to legume lectins beta domain 

(Pfam: lectin_legB . hmm, score: 139.32) [Arabidopsis thaliana] 



Seq. ID OJ990518_12.9A15.C31 

Strand + 

End 2237 

Method AAT/NAP 

End 2237 

Score . . 122.7 



35397 
73172 • 
1 

OJ990518_12. 9A15.C31.ol.gs 

2 

none 

2. .930, 990. .1866, 1918. .2061 



Seq. ID OJ990518_12.9A15.C31 

Strand + 

End 2237 

Method GENSCAN 

End 2061 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35397 
73172 
1 

OJ990518_12 . 9A15 . C31 . o2 . ts 

119 

none 



Seq. ID OJ990518_12.9A15.C31 

Strand ' + 

End 22'37 

Method TBLASTX: Soybean 

End 682 

Score 150 



119. .286, 239. .352, 256. .339, 359. .496, 364. .495, 563. .610, 
659. .682 



Seq; No': 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq! No. 

Gene No. 

Start 

Name 

Start 

GI 



35397 ■ ' - 
73172 . "• • 
1 

OJ990518_12 . 9A15 . C31 . o2 . tm 
124 

none .. 



Seq: ID- OJ990518_12.9A15.C31 

"Strand ■ '+ " ' 

End 2237 

Method TBLASTX: Maize - 

End 4 96 

Score 125 



124. .225, 125. .232, 248. .496, 305. .445, 313. .495 



35397 
73172 
1 

OJ990518__12.9A15.C31.ol.tc 

125 

none 



Seq. ID OJ990518_12.9A15.C31 

Strand + 

End 2237 

Method TBLASTX : Cress 

End 1845 

Score 102 



35289 




Exons 


125. .232, 245. .496, 310 


. .495, 


572. .610, 668. .769, 985. .1086, 




1105.. 1290, 11 07.. 1178, 


1245 . 


.1280, 1315.. 1626, 1383. .1571, 




1666 . . 1845 








Seq. No. 


35397 




Seq. ID 


OJ990518 12 9A1 5 C^l 


Gene No. 


73172 




St rand 




Start 


1 




End 


2237 


Name- 


OJ990518 12 . 9A15.C31 .o3 


. tm 


Mpt hod 


TBLASTX *Mpi 7P 

J. 1— ' -JflU J. X\. • L Id J_ C 


Start 


649 • ~ 




End 


819 


GI 


none 




Score 


172 


Exons 


649. . 819, 659. . 784 








Seq. No. 


35397 




Seq. ID 


OJ990518_12.9A15.C31 


Gene No. 


73172 




Strand 


+ 


Start 


1 




End 


2237 


Name 


OJ990518 12.9A15.C31.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1003 




End 


1527 


GI 


none 




Score 


104 


Exons 


1003. .1107, 1098. .1289, 


1099. 


.1290, 1315. .1527, 1336. .1431, 




1473. . 1526 








J3^q ? _.N.o... ■ /. 


;„ 2.5.392.,.- '.J_ . 




,Se.q.. . £Q„ 


..OJ99J0.51,8_1Z. 9A1.5 .£3JL 


Gene .No.,. 


-.-73-172 




.Strand 




Start 


1 




End 


2237 * " '■ - " 


Name 


OJ990518 12 9A15 C31 ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1030 ~~ 




End 


1470 


GI 


none 




Score 


69 


Exons 


1030.. 1107, 10 98.. 1286, 


1099. 


.1290, 1309. .1470 


Seq. No. 


35397 




Seq. ID 


OJ990518_12.9A15.C31 


Gene No. 


73172 




Strand 


+ 


Start 


1 




End 


2237 


Name 


OJ990518 12. 9A15.C31.ol 


tm 


Method 


TBLASTX: Maize 


Start 


1059 ~~ 




End 


1626 


GI 


none 




Score 


39 


Exons 


1059.. 1082, 1060 1083- 


1101. 


1202, 1105. .1293, 1245. .1292, 




12 94.. 162 6, 1309.. 1473, 


1386 . 


1568 




Seq. No. 


35398 




Seq. ID 


OJ990518_12.-9A15.C32 


Gene No. 


73173 




Strand 


+ 


Start 


110 




End 


211 


Name 


OJ990518 12. 9A15.C32.ol. 




Method 


GENSCAN 


Start 


110 ~ 


End- 


211 


GI 


none ■ * • . 




Score' 


.69 : ■ . ■ ■ 


Exons 


• 110 .V21"l ■ * . - 








Seq. No. 


35399 




Seq. ID 


OJ990518_12.9A15.C33 


Gene No. 


73174 




Strand 




Start 


1 




End 


977 


Name 


OJ990518 12. 9A15.C33.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


977 


GI 


6016874 




Score 


589 


Exons 


1..52, 170. .349, 743. .977 






GI Descrip. 


(AP000570) ESTs C1914 3 (E10020 ), D25076 (R311 6) ' correspond to a 




region of the predicted 


gene . ; 


Similar 


to putative AC 9 




transposase. (P03010) [Oryza sativa] 





35290 



Seq. No. 


35399 




Seq. ID 


OJ990518_12.9A15 


.C33 


Gene No. 


73174 




Strand 








i 




End 


977 




Name 


ojyyuoio iz.yAio.ci3 


. ol . tm 


Method 


TBLASTX: Maize 




otart 


loU 




End 


482 




H T 


none 




Score 


136 




Exons 


i a n i ^ q o 
loU..fi/I, ZU1..4oZ 










Seq. No. 


35399 




Seq. ID 


OJ990518 12.9A15 


.C33 


Gene No. 


73174 




Strand 


- 




otdit 


X 




End 


977 




Name 


OJyyUolo 12.yAlo.C3o 


. ol . gs 


Method 


GENSCAN 




btart 


1 / u 




End 


860 






none 




Score 


. 67 




Exons 


i *7 n "3/1 q -t » *d o *rn 










Seq. No. 


35399 




Seq. ID- 


OJ990518 12.9A15 


.C33 


Gene No. 


73174 




Strand 


- 




Otdit 


1 




End 


977 




Name 


ojyyuoio iz.yAio.C3o 


. o2 . tm 


Method 


TBLASTX: Maize 




btar l 


(TOT 

bo / 




. _ End 


914 






none . . 




_ Spore . v- _v„ 


,:l-0,8___^„„ „.^ K 





.Exons.-, 


t ao / v . ... y 1 4.,. ,..o oJS, y U o ., . 










Seq. No. 


o c *d n n 

3ooyy 




Seq. ID 


OJ990518_12. 9A15 


.C33 




/ O X / 4 




Strand 






OLai L 


1 




End 


977 




Name 


OJ990518 12.9A15.C33 


.ol.gp 


Method 


AAT/GAP 




Start 


692 


End 


977 




C T 


uC-osflcypll0c07bl 




Score 


532 




Exons 


692. . 977 










GI Descrip. 


, 4680178/gb|AF111709 


HAF111709 5.0e-81 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosa 




retrotransposon, complete sequences; and unknown genes' 




beq. No. 


35400 




Seq. ID 


OJ990518_12. 9A15. 


C34 




73175 




Strand 


+ 




Start 


664 




' End 


984 




Name 


OJ990518 12.9A15.C34. 


ol.gp 


Method 


AAT/GAP- 




btart 


664 




End 


984 




bl 


2428185 




Score 


587 




Exons 


664... 984 










GI Descrip. 


585217 0/embl AL117265. 


1 I0ST17E 


304-1.0e-177 Oryza sativa- ' 






indica (GLA4) genomic- 


DNA, \ chromosome 4 , 


BAG clone: t 17 8 04 




Seq. No. 


35400 




Seq.. ID 


OJ990518_12. 9A15. 


C34 


Gene No. 


73176 




Strand 






otari 


309 




End 


461 




Name - t 


OJ990518 12.9A15.C34. 


ol . gs 


Method 


GENSCAN 




o tart 


309 


End 


461 




GI 


none 




Score 


.61 




Exons 


309. .461 










Seq. No. 


35400- 




Seq. ID 


OJ990518_12.9A15. 


C34 


Gene No. 


73177 




Strand 






Start 


1000 




End 


1124 




Name 


OJ990518 12.9A15.C34. 


o2.gp 


Method 


AAT/GAP 





35291 




btart 


1000 


End 


1124 




GI 


101153 1.R1084 


Score 


204 




Exons 


1000.. 1124 








GI Descrip. 


, 5852170/emb|AL1172 65. 1 IOST17: 


804 l.Oe 


-115 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone: tl7804 ' 


Seq. No. 


35401 


Seq. ID 


OJ990518_12. 9A15. 


C36 


Gene No. 


73178 


Strand 






Start 


8 


End 


219 




Name 


OJ990518 12. 9A15.C36.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8 


End 


z x y 




GI 


none 


Score 


50 




Exons 


8. .58, 18. .56, 50. .169, 54. .170, 54.. 


170, 55. .171, 177.. 


218 




1 T7 OIQ 1*7Q Old 

± / / . . z ±o , ± / 0 . . z 1 y 








Seq. No. 


3dh UZ 


oeq. id 


OJ990518_12. 9A15. 


C37 


Gene No. 


/ j 1 / y 


Strand 


- 




otart 


1 

IJJD 


bna 


1823 




Name 


ujyyuoio iz . yAio . / . 01 . gs 


Method 


GENSCAN 




Start 


1336 


End 


1823 . 




GI 


. none 


Score 


.97 




Ex,Qns , 










Seq. No. 


Jo4 U J 


beq. ID 


~OJ990518~_1279A15. 


C38 


Gene No. 


TOT OH' 


Strand 


, + 




Start 


OCT 

JJ / 


tna 


574 




Name 


ujyyuoio iz . y/\io . Loo . 01 . gs 


Method 


GENSCAN 




Start 


357 


End 


0/4 




GI 


none 


Score 


.65 




Exons 


357. .574 








Seq. No. 


35404 


Seq. ID 


OJ990518_12. 9A15. 


C39 


Gene No. 


73181 


Strand 


+ 




Start 


1 


End 


446 




Name 


OJ990518 12.9A15.C39.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


A A C 

4 4 0 




r~> -r 

GI 


4140712 


Score 


749 




Exons 


1..446 








GI Descrip. 


(AF110183) putative integrase 


[Oryza ; 


sativa] 




Seq. No. 


35404 


Seq. ID 


OJ990518_12. 9A15. 


C39 


Gene, No. 


73181 .. 


Strand 


+ 




otart 


1. - 


End 


.44 6 - - ■ 




Name 


OJ990518 12. 9A15.'G39.ol.tw 


Method 


TBLASTX : Wheat ■ 




Start ■ ' 




• End 


■381 . ' 




GI 


none ' ' " ■ 


Score 


152 - 




Exons 


11. .178, 95. .187, 169. .333, 170. .376, 


177. .377, 178. .381 




Seq. No. 


35404 


Seq. ID 


OJ990518_12. 9A15. 


C39 


Gene No. 


73181 


Strand 


+ 




Start 


1 


End 


446 




Name 


OJ990518 12. 9A15.C39.ol. ts 


Method 


TBLASTX : Soybean 




Start 


174 


End 


429 




GI 


none 


Score 


291 




Exons 


174. .428, 181. .429, 301.. 429 








Seq. No. 


35404 


Seq. ID 


OJ990518_12. 9A15. 


C39 



35292 



Gene No. 


73181 


Start 


l 


Name 


ojyyuoio iz . yAio . l jy . oi . tni 


Start 


ion 


GI 


none 


Exons 


ICQ OQA 1 QQ A OQ 1 Qft /I TO 

ioy..Jou, ioy..4Zo, iyu..4JZ 


Seq. No. 


TCyl AC 
OD4 (JO 


Gene No. 


73182 


Start 


87 


Name 


ujyyuoio i z . y/\i j .u4±.oi. np 


Start 


0 / 


GI 


by U /Uoo 


Exons 


o/..Jzy, ojj. . iujI 


\j± uescrip . 


/ HDnm 1 OQ \ \-\\ rr-\ o-HHd-H-i pal r^v^-h 

IHruuiizy j nypoLnecicai prot 


Seq. No. 


35406 


Gene No. 


73183 


btart 


JJ 


Name 


ujyyuoio xz.yAio.C4iz.oi.gs 


Start 


Jo 


GI_, _ _ 


_ npn^„ „ . _ 


Exons 


. 33 . ..oo , . _ . ... 


Seq. No. 


3540 / 


Gene No . 


/ J lo 4 


Start 


224 


Name 


OJ990518_12. 9A15.C43.ol.gp 


Start 


ZZ 4 


GI 


13 yiz 1 . R10o4 


Exons 


zz 4 . . /4 4 


GI Descrip. 


1 184 Jzl /go \ U4 bUl / 1 CVU4 bUl / 




SK[+], complete sequence 1 


Seq. No. 


35407 


Gene No. 


73184 


bt art 


Z Z 4 


Name 


ojyyuoio iz.yAio.C4J.oi.gs 


Start 


z y i 




none 


Exons 


ofti con 

z y i . . oyy 


Seq. No. 


35408 


Gene No. 


73185. - 


b t art 


I/O 


Name 


ojyyuoio lz . yAio . C4 4 . oi . gp 


Start 


1 /o 


bi 


ou oo y ju 


Exons 


1 /o . .54 8 


oeq . ino . 


^ R yl n Q 

jo4 uy 


Gene No. 


73186 


Start 


1 


Name 


OJ990428* 12.9A14.C2.ol.np 


Start 


1 


GI 


3004552 


Exons 


1..204, 278. .356, 426. .592, 



Strand 
End 

Method 

End 

Score 



+ 

446 

TBLASTX: Maize 

432 

115 



Seq. ID OJ990518_12.9A15.C41 

Strand + 

End 1051 

Method AAT/NAP 

End 1051 

Score 639 



Seq. ID OJ990518_12.9A15.C42 

Strand 

End 8 6 

Method GENSCAN 

End 8 6 

..Score . ._.J4,. ... , 



Seq. ID OJ990518_12.9A15.C43 

Strand + 

End 744 

Method AAT/GAP 

End 744 

Score 997 



Seq. ID OJ990518_12.9A15.C43 

Strand + 

End 744 

Method GENSCAN 

End 599 

Score . 68 



Seq-. -ID OJ990518_12.9A15.C44 

Strand - ' 

End 54 8 

Method AAT/GAP 

End 548 

Score 710 



Seq. ID OJ990428_12.9A14.C2 
Strand 

End 2696 

Method AAT/NAP 

End 2696 

Score 771 



35293 



1945. .2063, 2144. .2696 
GI Descrip. (AC003673) unknown protein [Arabidopsis thaliana] 



oeq . iNo . 


o c / fj Q 


oeq . 1U 




Gene No . 


/ JlOD 


Strand 




Of -, v- f 


1 
X 




z oy d 


Nams 


ujyyufizo ±z . yf\± *± . . oi . y s 


Method 




Of o v~f 


1 99 
1ZZ 




ZOO/ 




none 


Score 


. / / 


Exons 


122. .204, 278. .356, 426.-592, 


730. .774 


, 912. .1052, 1188. .1265, 




1945. .2063, 2240. .2567 






Ot-Lj. LN (J . 




Q^pr T P) 

otr^ • -L u 




Gene No . 




Of y--, nr ] 

ourana 




Of -i vf 


J. 


r nr i 
tiTlQ. 


9 £Q£ 

z d y D 


Name 


UUyyUfiZO 1^ . jnl fl.V^Z.O-L.TlC 


riet noa 


TRT 7\ C T>Y • P v/^o 0 

1 dj_iH.o 1 a . i^rsss 


Of -j >~ f 

btart 


9 £ Q 




JOD 




none 


Score 


68 


Exons 


9£Q O^l OTQ OCQ /IOC CQC 

zoy..ooi, z/y..ooy, 4zo..ooo 






Seq. No.. . 


.35409 .... 


Seq. ID 


OJ990428_12 . 9A1.4 .C2... . . 


Gene .No., . ... 


3,1 8,6,, _ ._.„. .... 


„jS,tr.aad_. 




Of-, vf 


1 


.End 


-2 69.6 


Name 


H TQQH/1 OQ 19 G7\ 1 /I PO /-si fm 

ujyyu4zo ±z . yA± 4 . . 01 . liti 


Method 


TBLASTX: Mai ze- 


Of -nnf 


ion 
/ z / 


End 


2276 


P T 


none 


Score 


79 


Exons 


ion tqc; hoi nnn no too 
/ z / . . / y d , / z /../// , / jz . . / 0 z , 


906. .1058, 909. .1040, 910. .1053, 




lloD . . 1Z OD , Hod. . IZoD, liyu. 


.1300, 1939. .2064, 1942. .2070, 




1 qu onon 9i/i9 oonn 9 i /i "3 

± y 4 t> . .ZUoU, Z ± 4 Z . . ZZ U / , Z ± 4 O . 


.2205, 2143. .2208, 2208. .2270, 




2208. .2276 






Seq. No. 


35410 


Seq. ID 


OJ990428_12. 9A14 .C3 


Gene No . 


73187 


Strand 


+ 


Of-! v-f 


1 


End 


1549 


Name 


OJ990428 12.9A14.C3.o2.np 


Method 


AAT/NAP 


Cf 2 v- f 


1 


End 


1549 




•3152583 


Score 


171 


Exons 


1. .33,' 977. .1549 






GI Descrip . 


(AC002986) Contains similarity to inhibitor of apoptosis protein 




gb | U45881 ■ from D. melanogaster . [Arabidopsis thaliana] 


oeq . INO . 


35410 


Seq. ID- 


OJ990428_12 . 9A14 . C3 


Gene No . 


- 73188 - 


Strand 




C -1 1 vf 


'•1 - 


End 


258 - •. - . ■ 


Name 


OJ990428 I2.9A14.C3.or.np 


Method 


. -AAT/NAP 


otart 


1 


End 


258 


C T 


3004552 


Score 


150 




1..54, 139. .258 






GI Descrip. 


(AC003673) unknown protein [Arabidopsis thaliana] 


Seq. No. 


35410 


Seq. ID 


OJ990428JL2. 9A14 .C3 


Gene No. 


73189 


Strand 




Start 


1016 


End 


1294 


Name 


OJ990428 12.9A14.C3vol.tm 


Method 


TBLASTX: Maize 


Start 


1016 


End 


1294 


GI 


none 


Score 


230 


Exons 


1016. .1273, 1140. .1202, 1205. 


.1294 





35294 



oeq. no. 




Seq. ID 


OJ990428_12.9A14.C4 


Gene .No- 


73190 


Strand 


+ 


Start" 


■ 3011 


End 


3477 


Name 


OJ990428 12.9A14.C4.ol.gp 


Method 


AAT/GAP 


Start 


3011 


End 


3477 


GI 


60332 1.R1084 


Score 


881 


Exons 


3011.. 3477 






GI Descrip. 


, 52 62216/emb|CAB45842. 1 | 1 . Oe- 


-38 (AL080254) cell-cell signaling 




protein csgA-like [Arabidopsis thaliana] 1 


Seq. No. 


35412 


Seq. ID 


OJ990428_12. 9A14 .C5 


Gene No . 


73191 


Strand 


+ 


Start 


262 


End 


479 


Name 


OJ990428 12.9A14.C5.ol.gs 


Method 


GENSCAN 


Start 


262 


End 


479 




none 


Score 


.68 


Exons 


262. .479 






Seq. No. 


35413 


Seq. ID 


OJ990428_JL2. 9A14 .C6 


bene No. ... 


73192/. . . 


Strand 


+ 


_.SJLo.rJt_, ^ , 








.Name,! ..... - 


_.0 J 9.9 0 4 2 ; 8- ,1 2 . . 9 A 14 . ..C.6,..-Q 1 '.. g s„, .... . .. . 


Me.tho.cL~-. 


.Igens.car....'. ^,.^., 3 .... w ^ TO ^..,-. sr ..^ 


Start 


153 


End 


2301- • 


GI 


none 


Score 


.59 " 


Exons 


153.. 283, 370. .522, 1409. . 1502, 1602.. 


1684, 2170. .2301 


Seq. No. 


35413 


Seq. ID 


OJ990428_12.9A14.C6 


Gene No. 


73192 


Strand 


+ 


Start 


153 


End 


2301 


Name 


OJ990428 12.9A14.C6.ol.np 


Method 


AAT/NAP 


Start 


204 


End 


554 


GI 


5262215 


Score 


83 


Exons 


204.. 330, 379.. 554 






GI Descrip. 


(AL080254) hypothetical protein [Arabidopsis thaliana] 


oSCJ. INO . 


35413 


Seq. ID 


OJ990428_12. 9A14 .C6 ' 


Gene No. 


73192 


Strand 


+ 


Start 


153 


End 


2301 


Name 


OJ990428 12.9A14.C6.o2.np 


Method 


AAT/NAP 


Start 


1550 


End 


2298 


GI 


-5262216 . ■ ■ : . 


Score 


573 


Exons ■ 


1550... 1684, 1796., 1949, 2069.. 


22 98 




GI Descrip. 


. (AL080254 ) cell-cell signaling protein 


csgA-like' [Arabidopsis 




thaliana]" " " ' ' 






Seq. No. 


35413 


Seq. ID 


OJ990428__12.9A14.C6 


Gene No. 


73192 


Strand 


+ 


Start 


153 


End 


2301 


Name 


OJ990428 12.9A14.C6.ol.gp 


Method 


AAT/GAP 


Start 


1613 


End 


2092 


GI 


702998 


Score 


449 


Exons 


1613. .1684, 1796. .1949, 2069.. 


2092 




GI Descrip. 


52622 16/emb|CAB4 5842. 1 | 1 . 0e-3 


8 (AL080254) cell-cell signaling 




protein csgA-like [Arabidopsis 


thaliana] 


Seq. No. 


35413 


Seq. ID 


OJ990428_12. 9A14 .C6 



35295 



Gene No. 73192 Strand 

Start 153 End 

Name OJ990428_12.9A14.C6.o3.gp Method 

Start 1791 . End 

GI 702998 Score 

Exons 1791.. 1949, 2069.. 2272' 

GI Descrip. 5262216/emb I CAB45842 . 1-| 1.0e-38 (AL080254) 
protein csgA-like [Arabidopsis thaliana] 



+ 

2301 
AAT/GAP 
2272 
611 



cell-cell signaling 



Seq. No. 35413 Seq. ID 

Gene No. 73192 Strand 

Start 153 End 

Name OJ990428_12 . 9A14 . C6 . o2 . gp Method 

Start 1796 . End 

GI 702998 Score 

Exons 1796.. 1949, 2069.. 2203 

GI Descrip. 5262216/emb | CAB4 584 2 . 1 | 1.0e-38 (AL080254 
protein csgA-like [Arabidopsis thaliana] ' 



OJ990428_12.9A14.C6 
+ 

2301 
AAT/GAP 
2203 
505 



cell -cell signaling 



Seq. No.. 35413 Seq. ID 0 J990428_12 . 9A14 . C6 

Gene No. . 73193., ....... „. ..Strand" - 

..^art........;^-^-.^2A0J^_.„^ _ , _ 5 End ™^^2_„™„^-„_ 

Name ,:. r . - . ...0J.9 90 4 2 8_.l.-2. . 9A14 .. C 6,.. o 1 .. t s,, ^Method,,. TBLASTX rjSoybe.ao.r.^,-.---,. 

Start 370 . End 2301 . 

GI none Score 112 

Exons 370. .522, 1406. .1501, 1406. .1501, 1408. .1515, 1408. .1515, 

1600. .1683, 1601. .1684, 1784. .1948, 1795. .1950, 2097. .2225, 

209*7.. 2300, 2098.. 2301 



Seq. No. 


35413 










Seq. ID 


OJ990428 


__12.9A14.C6 


Gene No. 


73193 










Strand 






Start 


2404 










End 


2822 




Name 


OJ990428 12 


. 9A14 


.C6.ol. 


tc 




Method 


TBLASTX: 


Cress 


Start 


1624 










End 


2241 




GI 


none 










Score 


88 




Exons 


1624. .1680, 


1625 


. . 1684, 


17$ 


34 . 


. 1948, 1795. .1953, 


2068. .2127 




2073. .2180, 


2098 


. .2196, 


211 


33. 


.2227, 21i 


38. .2241, 


2191. .2241 


Seq. No. 


35413. 










Seq. ID 


OJ990428 


_12.9A14 ,C6 


Gene No. 


.73193 










Strand 






Start 


2404 










End 


2822 




Name 


OJ990428/12 


9A14 


.C6.ol. 


tm 




Method ' 


TBLASTX: 


Maize 


Start 


... 2176 












2301' 




GI • ' ■ V 


none ' '' v 










Score ' 


197.. • 




Exons " - 


2176, .2301, " 


217 8 


. .2300' 












Seq. No. 


35413 










Seq. ID 


OJ990428 


_12.9A14.C6 


Gene No. 


73193 










Strand 






Start 


2404 










End 


2822 




Name 


OJ990428 12 


9A14 


.C6.o2. 


gs 




Method 


GENSCAN 




Start 


2404 










End 


2822 




GI 


none 










Score 


.75 




Exons 


2404. .2525, 


2716 


. .2822 












Seq. No. 


35414 










Seq. ID 


OJ990428 


_12. 9A14 .C7 


Gene No. 


73194 










Strand 


+ 




Start 


4173 










End 


5474 





35296 




Name 


OJ990428_12 


. 9A14 . 


C7 . o2 . 


gs 




Method 


/""• T~< XI ft /""» TV XT 

GENSCAN 




Start 


4173 










End 


54 74 




GI 


none 










Score 


. 45 




Exons 


4173. .424 6, 


c o n n 


.54 74 












Seq. No. 


35414 










Seq. ID 


OJ990428_ 


"1 rt A T\ 1 A /"t "1 

12 . 9A14 . C7 


Gene No. 


73195 










Strand 


+ 




Start 


6273 










End 


11633 




Name 


OJ990428 12 


. 9A14 . 


C7 . o3 . 


gs 




Method 


GENSCAN 




Start 


6273 










'End 


11633 




GI 


none 










Score 


. 63. 




Exons 


6273. . 6973, 


7008 . 


. 7095 , 


7911. 


8192, 8315. .8608, 


a "~i r\ a o rt f- rt 

8704 . . 9050 




rtrtCO rtl /"O 

9059 . . 9162, 


1 0 12 J 




8, 


11282. .11633 






Seq. No. 


35414 










Seq. ID 


OJ990428_ 


12.9A14.C7 


Gene No. 


73196 










Strand 






Start 


80 










End 


905 ■ 




Name 


OJ990428 12 


. 9A14. 


C7.ol. 


gs 




Method 


GENSCAN 




Start 


80 










End 


905 




GI 


none 










Score 


.75 




Exons 


.80 . . 513, .7 8 


8. .905 










— — 


. T _™ , 

S.e.q..^-No,. ... 


— • — — - — • 
.35.4.14. 










'Seq.. . ID^ 


OJ9.904Z8.. 


12-.. ^Ali^CZ 


Gene, No. 


73196 










Strand 






Start 


80 










End 


905 




Name 


OJ990428_12 


. 9A14. 


C7.ol. 


np 




Method 


AAT/NAP 




Start 


186 










End 


391 




GI 


3193284 










Score 


63 




Exons 


186. .391 
















GI Descrip. 


(AF069298 ) 


No definition 


line 


found [Arabidopsis 


thaliana] 


Seq. No. 


35414 










Seq. ID 


OJ990428_ 


12.9A14.C7 


Gene No. 


73197 










Strand 






Start 


12779 










End 


12998 




Name 


OJ990428_12 


. 9A14. 


C7.ol. 


tw 




Method 


TBLASTX: Wheat 


Start 


6807 










End 


7089 




■GI' ' 


none 










Score 


68 




Exons 


✓~rtrt-7 rt /*• /~ 

6807 . .6866, 


6823. 


.6867, 


6855. 


6956, 6972. .7088, 


6977. .7042 




6991. .7 089 
















Seq. No. 


35414 










Seq. ID 


OJ990428_ 


12 . 9A14 .C7 


Gene No . 


73197 










Strand 






Start 


12779 










End 


12998 




Name 


OJ990428' 12 


. 9A14-. 


C7,o4. 


gs 




Method 


GENSCAN - 




Start' ' 


1-2*77 9 ... 










End " 


12998 ■ 




GI 


none 










Score 


.72 




Exons 


12779 . . 1299 


8 














Seq. No. 


35415 










Seq. ID 


OJ99Q428_ 


12.9A14.C8 


Gene No . 


73198 










Strand 


+ 




otart 












End 


414 




Name 


OJ990428 12 


. 9A14 . 


C8.ol. 


gs 




Method 


GENSCAN 




Start 


218 










End 


414 




GI 


none 










Score 


. 67 




Exons 


218. .414 














Seq. No. 


35415 










Seq. ID 


OJ990428_ 


12.9A14.C8 



35297 



Gene No. 73199 Strand + 

Start 739 End - 3873 

Name OJ990428JL2 . 9A14 . C8 . ol . np Method AAT/NAP 

Start 739 End 3873 

GI 3193302 Score 686 

Exons 739.. 823, 2816.. 3873 

GI Descrip. (AF069298) contains similarity to a protein kinase domain (Pfam 
pkinase.hmm, score: 166.20) and to legume lectins beta domain 
(Pfam: lectin_legB . hmm, score: 139.32} [Arabidopsis thaliana] 



Seq. No. 


35415 






Seq. ID 


OJ990428_12. 9A14 ,C8 


Gene No. 


/oi yy 






Strand 


+ 


Start 


*7 O C\ 

739 






End 


3873 


Name 


OJ990428 12.9A14 


. C8 . o2 . 


gs 


Method 


GENSCAN 


Start 


toco 






End 


3664 


GI 


none 






Score 


1 


Exons 


1853 . . 3664 










Seq. No. 


35415 






Seq. ID 


OJ990428_12.9A14.C8 


Gene No. 


73199 






Strand 


+ 


Start 


73 9. _ . . _ 




- - 


.End 


.. 3873 „ .'. .... . 


Name...,,, 


™. .0 J„9 afl.42S^ ; 12., v 9A14- 


.X8-Q.1., 




Me.thpjdL, 




Start.,,. 




• 


— ^'■■■^ 


. End .......... 


- ,37.4.7. 


GI 


none ■ 






■ Score 


623 - - 


Exons 


2861 .. 3514 , 2941 


. . 3033 , 


3139 


..3510, 3197. .3511, 3573. .3746, 




3643. .3747 










Seq. No. 


O C A T C 

J54 15 






Seq. ID 


OJ990428_12.9A14.C8 


Gene No. 


73199 






Strand 


+ 


Start 


739 






End 


3873 


Name 


OJ990428 12.9A14 


. C8 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


28 61 






End 


3505 


GI 


none 






Score 


501 


Exons 












Seq. No. 


35415 






Seq. ID 


OJ990428_12. 9A14 .C8 


Gene No. • 


73199 






Strand 


+ 


Start 


739 






End 


3873 


Name 


OJ990428 12.9A14 


.C8.0I. 


tw 


Method 


TBLASTX: Wheat 


Start 


2927 






End 


3346 


GI 


none 






Score 


315 


Exons 


2927. .3346 










Seq. No. 


• • '35415 \ / - ■ 






• Seq. ID 


' OJ990428__12. 9A14.C8. ' 


Gene' No. " 


73199 ■ ■ ■ " 






' Strand' 


+ • 


Start 


739 






End 


3873 


Name 


OJ990428 12.9A14 


.C8.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


2950 






End 


3514 


GI 


none 






Score 


226 


Exons 


2950. .3048,. 2951 


. .3172, 


3139, 


.3168, 3191. .3514, 3239. .3412, 



3346. .3513 



Seq. No. 
Gene No. 
Start 
Name 
Start 



35416 
73200 
1 

OJ990428 
1 



12.9A14.C9.ol.np 



Seq. ID OJ990428_12. 9A14 .C9 

Strand + 

End 706 

Method AAT/NAP 

End 706 



35298 



GI 3004552 Score 242 

Exons 1..132, 367.. 706 

GI- Descrip. (AC003673) unknown protein [Arabidopsis thaliana] 

Seq. No. 35417 Seq. ID OJ990428_12 . 9A14 . CIO 

Gene No. 73201 Strand 

Start 744 End 1234 

Name OJ9904 28_12 . 9A14 . CIO . ol . np Method AAT/NAP 

Start 733 End 1234 

GI 6729489 Score 255 

Exons 733.. 1234 

GI Descrip. (AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 

Seq. No. 35417 Seq. ID OJ990428_12 . 9A14 . CIO 

Gene No. 73201 Strand 

Start 744 End 1234 

Name OJ9904 28_12 . 9A14 . C10 . ol . gs Method GENSCAN 

Start 744 End 1226 

GI none Score .96 

Exons ... '._ . 744. .1226 . . ' ".. . „ _ 



. Seq. , No_..,. - ,3.5417 - . ... ,Seq,., ID..,, OJ93042£a2.aA14.XlXU, ...... . 

Gene No. 73201 Strand - ■ 

Start 744 End 1234 

Name OJ990428_12 . 9A14 . C10 . ol . tm Method TBLASTX: Maize 

Start 852 End 1232 

GI none Score 84 

Exons 852.. 1088, 948.. 1085, 1116.. 1232 

Seq. No. 35417 Seq. ID OJ990428_12 . 9A14 . C10 

Gene No. 73201 Strand 

Start 744 End 1234 

Name OJ990428_12 . 9A14 . C10 . ol . tc Method TBLASTX : Cress 

Start 879 End 1233 

GI none Score 58 

Exons 879. .1082, 886. .984, 1104. .1232, 1126. .1233. 

Seq. No. 35417 Seq. ID OJ990428JL2 . 9A14 . C10 

Gene No. 73201 Strand 

Start 744 End 1234 

Name . OJ990428_12 . 9A14 . C10 . ol . ts . Method . TBLASTX : Soybean 

"Start. 888 " • End, 1220.' ■ 

GI none ' - '. " Score 81 

"'Exons- * ' .'. '888 . ■.1112/ 948 . .1082, 1093 . : ;1173, 1125 ; .1220 . . ' ■ ' " 

Seq. No. 35418 Seq. ID OJ990428__12.9A14.C11 

Gene No.. 73202 Strand 

Start 415 End 563 

Name OJ990428_12 . 9A14 . Cll . ol . gs Method GENSCAN 

Start 415 End 563 

GI none Score .53 

Exons 415 . .5 63 

Seq. No. 35419 Seq. ID OJ990428_12.9A14.C12 

Gene No. 73203 Strand + 

Start 120 End 556 



35299 



Name 

Start 

GI 

Exons 



OJ990428_12. 9A14 . C12 . ol . gs Method GEN SCAN 

120 End 556 

none Score .81 
120. .233, 296. .556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35420 
73204 
1 

OJ990428_12. 9A14 .C13.ol.np 
1 

3142294 



Seq. ID OJ990428_12.9A14.C13 
Strand 

End 959 

Method AAT/NAP 

End 959 

Score 772 



1..179, 272. .490, 571. .851, 905. .959 

(AC002411) Strong similarity to initiation factor eIF-2, 
gb|U37354 from S. pombe . ESTs gb|T41979, gb|N37284 and 
gb|N37529 come from this gene. [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
_Start 

...QI_ „ 

. Exons ; - _ v . 
GI Descrip. 



35420 
73204 
1 

OJ990428_12. 9A14 .C13.ol.gp 

63 . 



Seq. ID OJ990428_12.9A14.C13 

Strand 

End 959 

Method AAT/GAP 

End .474 



JA4_L.JUQ.8.4 . Scoxe. 5.85_ „ 

.63... 179.,, J 272...,474._, . _ :;,.,.^.;.L/. w . . 

'3142294 2.0e-70' (AC002411) Strong similarity to ' initiation 
factor eIF-2, gb_U37354 from S. pombe. ESTs gb_T4 197 9,' 
gb_N37284 and gb_N37529 come from this gene. [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35420 
73204 
1 

OJ990428_12 . 9A14 . C13 . ol . tm 
63 

none 



Seq. ID OJ990428_12.9A14.C13 
Strand 

End 959 

Method TBLASTX : Mai ze 

End 818 

Score 139 



63. .179, 63. .188, 64. .186, 272. .490, 273. .494, 274. .492, 
563. .799, ' 571. ..798, 591. .818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



35420 
73204 
1 

OJ9904 28_12.9A14 .C13.ol. ts 
63. 

none • 



Seq. ID OJ990428_12.9A14.C13 
Strand 

End 959 

Method TBLASTX : Soybean 

End . .846 • 

Score 124 ... 



63. .1.88, 64. .186, 264.. 473, 272 . . 4 90, < 273 . . 4 91 , 275 . . 4 93, 
'544.. 795, 560.:805, 571.'. '846, 575. : 79-9 ■ " *' * " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35420 
73204 
1 

OJ990428JL2.9A14 .C13.ol. tc 
87 

none 



Seq. ID OJ990428_12.9A14.C13 
Strand 

End 959 

Method TBLASTX : Cress 

End 693 

Score 67 



87. .155, 88. .156, 159. .188, 160. .180, 264. .473, 272. .487, 
276. .488, 574. .693,- 575. .691 



Seq. No. 
Gene No. 



35420 
73204 



Seq. ID OJ990428_12.9A14.C13 
Strand 



35300 



OLdl L 


i 
x 








LnQ 


QCQ 

yoy 




Name 


Pt iQQCiA 9 P. 


1 9 QA 14 n 3 
xz . y/\x4 .lij 


. o 1 


.gs 


Method 






OLalL 


979 
Z / Z 










7 QQ 

/ yo 




P T 


none 








Score 


.78 




Exons 


979 4Q0 
Z / z . . 4 JU; 


S71 7QR 












Seq. No. 


35420 








Seq. ID 


OJ990428_12 


. 9A14 


Gene No. 


73204 








Strand 






Of a y+- 


1 
X 








hna 


959 




Name 


(JU y y U fi Z D 


19 QZ1 1 ,4 PI ^ 
X Z . y/iX ft 


/■N 1 

. O X 


. tw 


Method 


TBLASTX: Wheat ' 


Q+- a v«+- 


OlO 








hna 


01 ^ 

O X D 




CI 

\3 X 


none 








Score 


Z DD 




Pvnn q 

DAUUO 


61 ft 7 Q1 


61 Q R1 6 


690 
oz u 


7Q-3 

. . / y j 








Seq. No. 


35421 








Seq. ID 


Pi TQ GH /I 9 Q IO 

ujyyu4zo iz 


Q 7\ 1 A 


Gene No. 


73205 








Strand 


+ 




OLdl L 


969 
\j 








tLTlQ. 


J4z 




Name 


n 1QQOA 9 P. 
<Ju y y U 4 Z O 


1 9 QZi 1/1 PI A 
XZ . y/\X4 . LX4 


^ 1 
. O X 


. gs 


Method 


PCKICPTWI 

bh No LAIN 




OLall- 


9 69 ~ 
Z DZ 








tna 


0/10 
J4 z 




P T 


none 








Score 


. 4 o 




ijxunb 


9 69 ^4 9 

Z OZ . . .3 4 Z 















S.eq. No.'.... 


- "'.354 22™T 


* *" J * *" " "" 






Seq... .ID. 


- yj.yyu4z.cL iz 


Q 7\ 1 A 

yAl 4 


Gene No. 


73206 • 








Strand' 






OLai L 


X U 










Jlz 




Name 


r\ TQQri/1 9Q 

u j y y u 4 z o 


19 Q7\1 yl pi c 

xz . yAl 4 . tio 




gs 


_ 4_ 1— _ -J 

Metnoa 


GjENSCAN 




OLail 


i on — 
x y u 






hna 


olz 




pr 


none 








Score 


. y y 




Exons 
















Seq. No. 


35423 








Seq. ID 


OJ990428JL2 


9A14 


Gene No. 


73207 








Strand 


+ 






_7 X 








•bna 


499 




Name 


Pi TQQn / 9Q 

uu y y u 4 z o 


1 O Q7\1 / pi Q 


.Ol. 


gp 


Metnoa 


AAT/GAP 




O L. a i t 


Q1 

y l 








Lna 


499 






none 








Score 


687 




Exons 


Q1 .4 QQ 

yi . . 4 y y 














Sea No 


35423 








Seq. ID 


OJ990428_12. 


9A14 


Gene No. 


73208 








Strand 


+ 




Start 


415 








End 


1284 




Name 


OJ99Q428 


12. 9A14 .C18 


.Ol. 


gs 


Method 


GENSCAN 




Start 


415 








End 


1284 




GI 


none 








Score' ■ 


.51 • ■■ 




Exons' 


415.". 597 r 


646;. 762, 971; 


Vll55, 


12 3'4-. .128 4 '. 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35424 
73209 
35 

OJ990428_12.9A14.C19-ol.tm 

35 

none 



OJ990428 12.9A14.C19 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35. .187, 43. .144, 45. .185, 46. .168, 49. .159, 50. .160, 51. .176, 
54. .179, 60. .146, 196. .312, 200. .349, 205. .306, 205. .306, 
206. .352, 208. .438, 209. .439, 210. .347, 210. .353, 216. .311, 
229. .315, 279. .527, 296. .532, 297. .527, 368. .535, 375. .521, 
384. .530, 387. .557, 387. .440, 419. .535, 422. .532, 424. .507, 



816 

TBLASTX: Maize 

816 • 

84 



35301 



426. ,698, 431. .541, 469. .507, 541. .663, 543. .692, 549.-683, 
559. .699, 577. .699, 578. .703, 583. .687, 619. .678, 694. .816, 
722. .772, 758. .805 - 



Seq. No. 35425 Seq. ID 

Gene No. 73210 Strand 

Start 1 End 565 

Name OJ990428_12 . 9A14 . C22 . ol . np Method AAT/NAP 

Start 1 End 565 

GI 3004552 Score 85 

Exons 1..153, 389.. 565 

GI Descrip. (AC003673) unknown protein [Arabidopsis thaliana] 



OJ990428 12.9A14.C22 



Seq. No. 35425 Seq. ID 

Gene No. 73210 Strand 

Start 1 End 

Name OJ990428_12 . 9A14 . C22 . ol . gs Method 

Start 79 End 

GI none Score 

Exons 79.. 153, 389.. 480 



OJ990428_12.9A14.C22 
565 

GENSCAN 

480 

.8 



^Seq .. ...No... „ _3M2&:„ ™_ _ - Sei3._I.D-. 

Gene No...... . . 7.3211 , . .... ...... ,. ......... .... .Strand L 

Start 169 End 

Name OJ990428_12 . 9A14 . C24 . ol . gs Method 

Start 169 End 

GI none Score 

Exons 169.. 276 



276 ' " " " — 

GENSCAN 

276 

.73 



Seq. No. 35427 Seq. ID 

Gene No. 73212 Strand 

Start 111 End 

Name OJ990428_12 . 9A14 . C25 . ol . gs Method 

Start 111 End 

GI none Score 

Exons 111.. 198, 287.. 345, 448.. 507 



OJ990428_12.9Ai4.C25 
710 

GENSCAN 

507 

.77 



Seq. No. 35427 
Gene No. 73212 
Start 111 

Name OJ990428_12 . 9A14 . C25 . ol . np 

Start - 287 • - 

GI 3152581 
Exons . ' • 287. .345,- 
GI Descrip. (AC002986) 

gb| AE00338 

this gene. 

(AJ011045) 
, gi I 6009981 1 

sulfurtrans 



148y. 507, : 649. 
Similar to E: 
. ESTs gb|T03 
[Arabidopsis 
thiosulfate s 
Idbj IBAA85148 
sferase [Arabi 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 12.9A14.C25 



710 

AAT/NAP 
710 

32 » 

.'710 ' • ■ ... • 

coli' "srulfurtran'sf erase (rhodanese) 
984, gb|T03983 and gb|W43228 come from 
thaliana] gi | 5834508 | emb | CAB55306 . 1 | 
ulfurtransf erase [Arabidopsis thaliana] 
1| (AB0328 64) mercaptopyruvate 
dopsis thaliana] 



Seq. No. 35428 Seq. ID 

Gene No. 73213 Strand 

Start .1 End 

Name OJ990428_12 . 9A14 . C26 . ol . gp Method 

Start 1 End 

GI 47645 1.R1084 Score 



OJ990428_12.9A14.C26 
+ 

869 

AAT/GAP 

450 

289 



35302 



Exons 1..74, 339.. 450 

GI Descrip. ? 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA "ligase gene, intron 1, partial sequence' 



Seq. No. 35428 Seq. ID 

Gene No. 73213 Strand 

Start 1 End 

Name OJ990428_12 . 9A14 . C26 . ol . np Method 

Start 1 End 

GI 3142294 Score 

Exons 1..74, 339. .441, 792. .869 

GI Descrip. (AC002411) Strong similarity to initiation factor eIF-2, 
gb|U37354 from S. pombe . ESTs gb|T41979, gb|N37284 and 
gb|N37529 come from this gene. [Arabidopsis thaliana] 



OJ990428_12.9A14.C26 
+ 

869 

AAT/NAP 
869 
257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Expas__ 



35428 
73213 
1 

OJ990428_12 . 9A14 . C26 . ol . tm 
3 

none 



Seq. ID OJ990428_12.9A14.C26 



Strand 
End 

Method 

End 

Score 



+ 

869 

TBLASTX: Maize 

445 

60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35428 
73213 
1 

OJ990428_12. 9A14 ,C2 6.ol. ts 
3 

none 

3. .74, 3. .74, 
338. .451 



Seq. ID OJ990428_12.9A14.C26 

Strand + 

End 869 

Method TBLASTX : Soybean 

End 451 

Score 68 

4. .75, 4. .75, 325. .441, 333. .443, 336. .440, 



Seq. No. 


35429 


Seq. ID 


OJ990428_12 


. 9A14 


.C27 


Gene No. 


73214 


Strand 








Start 


406 


End 


498 






Name 


OJ990428 12.9A14.C27.ol.gs 


Method 


GENSCAN 






Start 


406 


End 


498 






GI 


none 


Score 


.7 






Exons 


406. .498 










Seq. No. 


35430 


Seq. ID 


OJ990428_12 


. 9A14 , 


.C28 


Gene No. 


73215 


Strand 


+ 






Start 


1 • 


End 


1566 






Name 


OJ990428 * i-2 . 9 A 1-4 ". C28 . ol . np' 


..Method 


AAT/NAP ' 






Start 


r ■ • • • •• ■ 


• 'End 


923 • 






GI 


3004552 


Score 


183 






Exons 


1..172, 721. .923 










GI Descrip. 


(AC003673) unknown' protein 


[Arabidopsis 


; thaliana] 







Seq. No. 35430 Seq. ID 

Gene No. 73215 Strand 

Start 1 End 

Name OJ990428_12 . 9A14 . C28 . ol . gs Method 

Start 47. End 

GI none Score 

Exons 47.. 172, 724.. 922, 1415.. 1566 



OJ990428_12.9A14.C28 
+ 

1566 

GENSCAN 

1566 



35303 



Seq. No. 35430 

Gene No. 73215 

Start 1 

Name OJ990428_12 . 9A14 .C28.ol. tm 

Start 759 

GI none 
Exons 



Seq. ID OJ990428_12.9A14.C28 

Strand + 

End 1566 

Method TBLASTX': Maize 

End 94 9 

Score 218 



759. .938, 783. .926, 788. .940, 797. .949 



Seq. No. 35430 

Gene No. ' 73215 

Start 1 

Name OJ990428_12 . 9A14 . C28 . ol . gp 

Start 879 

GI 4714228 

Exons 879.. 1236 



Seq. ID OJ990428_12.9A14.C28 

Strand + 

End 1566 

Method AAT/GAP 

End 1236 

Score 679 



Seq. No. 35431 

Gene- No. 73216 

Start 403 

Name OJ990428_12 . 9A14 . C29 . ol . gs 

Start 403 

£1, none,. ........ 

Exons. . -403- .5.41. J ...... 



Seq. ID OJ990428_12.9A14.C29 
Strand 

End 541 
Method GENSCAN 

End .541 

Score...... . . 7 §,.. _ . , 



Seq. No. 35432 

Gene No. 73217 

Start 1 

Name OJ990428_12 . 9A14 . C31 . ol . np 

Start 1 

GI 3004552 

Exons 1..236, 472. .513, 550. .671, 823. .883 
GI Descrip. (AC003673) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990428_12.9A14.C31 

Strand + 

End 883 

Method AAT/NAP 

End 883 

Score 8 9 



Seq. No. 35432 

Gene No. 73217 

Start 1 

Name OJ990428_12 . 9A14 . C31 . ol . tm 

Start 87 

GI none 
Exons 



Seq. ID OJ990428_12.9A14.C31 

Strand + 

End 883 

Method TBLASTX: Maize 

End 681 '■ 

Score 135 



87. .134, 119. .235, 120. .236, 138. .236, 140. .241, 468. .665, 
469. .666, 471. .662, 472. .681 



Seq. No. . 35432 

Gene- No.. / - ; 73217 ■ 

•Start ' 1 

Name OJ990428_12 . 9A14 . C31 . ol . gs 

Start 140 

GI none 

Exons 140.. 236, 472.. 667 



Seq. ID OJ990428_12.9A14.C31 
Strand ' •+ 

End ' ' 883' * ' 
Method GENSCAN 
End 667 
Score . 93 



Seq. No. 35433 

Gene No. 73218 

Start 906 

Name OJ990428_12 . 9A14 . C34 . ol . gs 

Start 906 

GI none 

Exons 906.. 1275, 1307.. 1434 



Seq. ID OJ990428_12.9A14.C34 

Strand + 

End 1434 

Method GENSCAN 

End 1434 

Score . 61 



35304 



Seq. No. 


35434 


Seq. ID 


OJ990428 


Gene No . 




Strand. 


T 


o tart 


"7 Q C 


bna 


1 f 1Z 


Name 


^ TO on A O Q 

uj y yu4 


iz . y/\i4 . Loo . oi . gs Metnoa 




otart 


/ o b 




i n i i 


GI 


none 


Score 


A 1 


Exons 


fob. . / y J / 


QQ*7 1 1 TO 1 (TOO mo 




O C ^ . IN w ■ 


JJ4 J J 


Seq. ID 


J ^ \J '-1 £,\J 


Gene No. 


73220 


Strand 


+ 


Start 


559 


End 


967 


Name 


OJ990428 


12 . 9A14 . C36 . ol . np Method 


AAT/NAP 


Start 


559 


End 


955 


GI 


5257262 


Score 


106 


Exons 


559. . 955 






GI Descrip. 


(AP000364 


) hypothetical protein [Oryza 


sativa] 



Seq. No. 35435 Seq. ID 

Gene No. 73220 Strand 

Start . 559 . „ End 

Name. . . „ „. . r _QCI$9QAZB~Ji-2>$&lA..& Me,thod._ 

Start. .613.. , . ^;<^.,,„,- . End., 

GI none - -V* * • Score 

Exons 613.. 870, 620.. 871 



OJ990428_12.9A14.C36 
+ 

.9.67 

..XB.LAS.TX : Wheat. . . .„ 

871. , 
210 ■ 



Seq. No. 


35435 


Seq. ID 


OJ990428 


_12.9A14.C36 


Gene No. 


73220 


Strand 


+ 




Start 


559 


End 


967 




Name 


OJ990428 12.9A14.C36.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


673 


End 


967 




GI 


none 


Score 


55 




Exons 


673. .735, 674. .724, 749. .925, 


758. .967 






Seq. No. 


35436 


Seq. ID 


OJ990428 


_12.9A14.C37 


Gene No. 


73221 


Strand 


+ 




Start 


1863 


End 


2425 




Name 


OJ990428 12.9A14.C37.ol.gs' 


Method 


GENSCAN 




Start 


1863 


End 


2425 




GI 


none 


Score 


.99 




Exons 


1863. .2425 








Seq. No. 


35437 


Seq. ID 


OJ990428 


_12.9Ai4.C38 


Gene No. 


■ 73222 ■ " 


Strand 


'+ 




Start ■ * 


- 1 - • ' ■ ' " - 


End 


'4 47 




Name ' 


OJ990428 12,9A14.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


437 




GI 


6729489 


Score 


186 




Exons 


1. .437 








GI Descrip. 


(AL132966) receptor lectin kinase-like 


protein 


[Arabidopsis 




thaliana] 









Seq. No. 35437 Seq. ID OJ9904 28__12.9A14.C38 

Gene No. 73222 Strand + 

Start 1 End 447 

Name OJ990428_12 . 9A14 . C38 . ol . gs Method GENSCAN 

Start 55 End 447 



35305 






none 






Score 


i 




Exons 


c c a ah 












Seq. No. 


35437 






Seq. ID 


OJ990428 


_12.9A14.C38 


Gene No. 


73223 






Strand 






b tart 








_na 


d / 1 y 




Name 


ATQQH^ OQ TO Q7\ 1 /I 


poo „ o 
. Loo . OZ 


. tm 


Metnoa 


rp o t 7\ niTV . 

I BLASTX : 


Mai ze 


Start 


Zo 






TP ^ y~i 

bna 


•JOT 

6Z f 




GI 


none 






Score 


A C 




Exons 














Seq. No. 


35437 






Seq. ID 


OJ990428 


_12.9A14.C38 


Gene No. 


73223 






Strand 






btar z 


£ A O 






EjIiU 


(Til Q 

d / 1 y 




Name 


(jjyyu4Zo iz.y/\i<i 


.C38.o2 


. ts 


Method 


T D T 7\ C TV . 


Soybean 


C -h r-+- 


9 ft 






J-jIIU 








none 






Score 


A ft 




Exons 


Zo . .dh , o / . . z y 1 , 


100. .231 








beq. No. 


35437 






beq. iu 


uj y yu4 z o 


1 O Q 7\ 1 /I POO 

1Z . yAl 4 . Loo 


Gene No.. 


73223 






Strand 






.Starts..... . 


™.M2...„_ 












Name.-,. _ 


,. ; OJ9.90.428.. 12.9A14 


C3.8,..o.l 


.gp-, 


. Method - 


-AAT/.GAE. 




Start ' 


642 






End 


1209 




GI 


uC-osflM202056a08al 




Score 


810 




Exons 


642. .1008, 1093. 


1209 










GI Descrip. 


1 44 06372/gb|AAD19957.1 | 


l.Oe- 


-16 (AF109156) thiosulfate 




sulfurtransf erase [Datisca glomerata] 1 






Seq. No. 


35437 






Seq. ID 


OJ990428 


_12.9A14.C38 


Gene No . 


73223 






Strand 






Start 


642 






End 


6719 




Name 


OJ990428 12.9A14 


C38.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


855 






End 


5201 




GI 


none 






Score 


40 




Exons 


855. .881, 908. .1009, 910. .1008, 912. .1013, 1093 


. .1161, 




1094. .1162, 1580. 


. 1660, 


1843. 


.1929, 1843. .1929,- 


1844. .1930, 




2508. .2570, 2510. 


.2572, 


2511. 


.2561, 2512. .2589, 


2513. .2608, 




2666. .2731, 2669. 


.2731, 


2670. 


.2732, 2671. .2733, 


2889. .3053, 




2890. .3054, 3219. 


.3362, 


3244. 


.3366, 3244. .3360, 


3249. .3374, 




4103. .4174, 4107. 


.4172, 


4111. 


.4182, 4361. .4435, 


4366. .4437, 




4367. .4438, 4371. 


.4442, 


4 979. 


.5155, 4985. .5038, 


4987. .5046, 




5025. .5120, 5121. 


.5186, 


5159. 


.5200, 5160. .5201 




Seq . No .' 


•354 37 






Seq. ID 


OJ990428 


_12.9A14.C38 


Gene No. 


73223 






Strand 






C +- -i >- 4- 


642 






End 


6719 




Name 


OJ990428 12.9A14. 


C38.o2 


.np 


Method 


AAT/NAP 




Start 


904 






End 


5584 




GI 


3152581 






Score 


962 




Exons 


904. .1008, 1093.. 


1160, 


1583. . 


1646, 1846. .1927, 


2511. .2569, 




2672.. 2731, 2892. 


.3054, 


3244. 


.3368, 4106. .4168, 


4372. .4437, 




4985.. 5,059, 5378. 


.5584 











GI Descrip. (AC002986) Similar to E. coli sulfurtransf erase (rhodanese) 

gb|AE00338. ESTs gb|T03984, gb|T03983 and gb|W43228 come from 
this gene. [Arabidopsis thaliana] gi | 58 34 508 I emb I CAB55306 . 1 1 
(AJ011045) thiosulfate sulfurtransf erase [Arabidopsis thaliana] 



35306 



gi | 6009981 [ dbj | BAA85148.il (AB032864) mercaptopyruvate 
sulf urtransf erase [Arabidopsis thaliana] 



Seq. No. 35437 

Gene No. 73223 

Start 642 

Name OJ990428_12 . 9A14 . C38 . o2 . gs 

Start 910 

GI none 
Exons 



Seq. ID OJ990428_12.9A14.C38 
Strand 

End 6719 

Method GENSCAN 

End 6719 

Score .71 



910. .1008-, 1093. .1160, 1583. .1646, 2335. .2422, 2511. .2569, 
2672. .2731, 2892 .. 3054 3244 .. 3368 , 4106. .4168, 4372. .4431, 
4980. .5344, 5985. .6126, 6663. .6719 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq.., No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



35437 
73223 
642 

OJ990428_12.9A14.C38.ol.tc 

914 

none 



Seq. ID OJ990428_12.-9A14.C38 
Strand 
End 

Method 
End 
Score 



6719 

TBLASTX: Cress 

1930 

81 



914.. 1009, 925.. 1008, 1093... 1158, 109.7.. 1159, 1843. .1926, 

1843". . 1929, . 1847. .19.30 



-35437.- - ,.,-.„ ...... .__ .. .. 

73223 
642 

OJ9904 28JL2. 9A14 .C38.ol.ts 
919 
none 

919.. 1008, 920.. 1009, 1093 



.Seq...„JD . OJ9A0428_12,.9A14^3.&. 
Strand ■- - - - 

6719 

TBLASTX : Soybean 
5059 
81 



End 

Method 
End 
Score 

1161, 1097. .1162, 1843. .1929, 
1853. .1930, 2510. .2572, 2666. .2731, 2889. .3053, 2890. .3054, 
2895. .3056, 2899. .3054, 3242. .3361, 3244. .3369, 3249. .3374, 
4103. .4174, 4366. .4437, 4367. .4435, 4372. .4437, 4979. .5059 



Seq. No. 35437 Seq. ID 

Gene No. 73223 Strand 

Start 642 End 

Name OJ990428_12 . 9A14 . C38 . ol . tw Method 

Start 1843 End 

GI none Score 
Exons 



OJ990428_12.9A14.C38 
6719 

TBLASTX: Wheat / 

3052 

127 



1843. .1953, 1843. 
2891.. 3052, 2893. 



,1929, 2510. .2572, 2666. .2722, 2886. .3047, 

,3042 



Seq. No. 
Gene No.' 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



35437- • Seq. ID 

-73223 • . Strand 
642' End 
OJ990428_12 . 9A14 . C38 . o2 . gp Method 
2895 End 
77143_1.R1084 Score 
2895. .3054, 3244. .3375 

, 4406372/gb|AAD19957.1| 5.0e-43 (AF109156 
sulf urtransf erase [Datisca glomerata] ' 



OJ990428 12.9A14.C38 



671-9 
AAT/GAP 
3375 
516 



thiosulfate 



35437 . Seq. ID 

73223 Strand* 

642 End 

OJ9904 28_12 . 9A14 . C38 . o3 . gp Method 

5152 End 



OJ990428_12.9A14.C38 

6719 

AAT/GAP 

5508 



35307 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2309824 

5152. .5203, 5282. .5508 



Score 



499 



Seq. ID OJ990428__12.9A14.C40 
Strand 

2208 
AAT/NAP 
2208 
138 



35438 
7-3224 
1 

OJ990428_12. 9A14 . C4 0 . ol . np 
1 

2194128 

1..207, 265. .370, 2168. .2208 

(AC002062) Strong similarity to Arabidopsis receptor-like kinase 
(gb | ATLECGENE) and F20P5.15. [Arabidopsis thaliana] 



End 

Method 

End 

Score 



35439 
73225 
195 

OJ990428_12.9A14.C41.ol.gs 

195 

none 

195. .721 



Seq. ID OJ990428_12.9A14.C41 
Strand 

End 721 

Method GENSCAN 

End 721 

Score .87 



...Se.q._Np. ; . 

. Gene, .No .. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



„3M±Q 3eq«-,.ID_. &JSMA23^2^Ml±iS^L^ 

,73226^,.^ ...... „„ Strand... ^v..,„.^-.^^^_- ..... 

299 End 724 - ■ 

OJ990428_12. 9A14 .C4 4.ol.rip Method AAT/NAP 
299 End 724 

585113 Score 72 

299. .426, 680. .724 

EXODEOXYRIBONUCLEASE gi | 2 12 68 77 | pir | IS66012 

3 1 -exo-deoxyribonuclease - Bacillus subtilis 

gi | 467372 | dbj | BAA05218 | (D26185 ) 3 ' -exo-deoxyribonuclease 

[Bacillus subtilis] gi | 2636635 | emb | CAB16125 | (299124) 

3 1 -exo-deoxyribonuclease [Bacillus subtilis] 



OJ990428_12.9A14.C45 
+ 

198 

AAT/NAP 

198 

102 



35441 Seq. ID 

73227 Strand 
1 End 
OJ990428_12. 9A14 .C45.ol.np Method 
1 End 
6069646 Score 
1. .198 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] -gi | 6-907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) . 
[Oryza sativa] 



35442 
73228 
1 

OJ990428_12. 9A14 .C4 7.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990428_ 
+ 

472 

AAT/NAP 
416 
287 



12.9A14.C47 



6907106 
1. .150, 225. .416 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



35308 



Seq. No. 35442 

Gene No. 73228 

Start 1 

Name OJ990428_12 . 9A14 . C47 . ol . gs 

Start 131 

GI none 

Exons 131.. 472 



Seq. ID OJ990428_12.9A14.C47 

Strand + 

End 472 

Method GENSCAN 

End " 472 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

'Name . 

. GI, , 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35442 
73229 
1 

OJ9904 28_12. 9A14 .C47.o2.np 
1 

5257262 

1.-75, 738. .776, 1779. .2029, 2386. .2704 
(AP000364) hypothetical protein [Oryza sativa] 



Seq. ID OJ990428_12.9A14.C47 
Strand 

End 2749 

Method AAT/NAP 

End 2704 

Score 153 



35442 
73229 
1 

. . OJ990428_12..9A14 .C47..o.l.tm 
none. ,-,;,.- -. - , ... r . - - , „ 



Seq. ID OJ990428_12.9A14.C47 
Strand 

End 2749 
. Method .. T.BLASTX:.Maize. . 

En.cL._ . „. 9. 

..Score, ... 159,,,,. ^...^.. r ^ 



59. .181, 62.. 175, 73 . . 177 , - 172 . . 216, - 173 . . 217-/ 223. .318, 
264. .287, 272..319 : 



35442 
73229 
1 

OJ990428_12. 9A14 .C47.ol.gp 
272 

uC-osflcypll5d05al 
272. .723 

, 5257255/dbj | AP000364 . 1 | AP000364 5.0e-35 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ990428_12.9A14.C47 

Strand - ■ 

End 2749 

Method AAT/GAP 

End 723 

Score 8 60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

"Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



35442 
73229 
1 

OJ990428_12. 9A14 .C47.o2.gs 
1392 

none - .. • 



Seq. ID OJ990428_12.9A14.C47 
Strand 

End 2749 • 

Method GENSCAN 

End 2749 

Score .43 



1392. .14 33,-17 94. .2002,. 238 6. .2749 



35442 
73229 
1 

OJ990428_12. 9A14 .C4 7 .o2.tm 

1792 

none 



Seq. ' ID' OJ990428_12..9A14 .C47 
Strand 

End 274 9 . 

Method TBLASTX : Mai ze 

End 2043 

Score 151 



1792. .2043, 1792. .1962, 1794. .2036, 1808. .2038 



35443 
73230 
2435 

OJ990428_12. 9A14 .C4 8 .o3.gs 
2435 



Seq. ID OJ990428_12.9A14.C48 

Strand + 

End 2791 

Method GENSCAN 

End 2791 



35309 



GI 


none 








Score 




Exons 


2435 2791 












Seq, No. 


35443 








Seq. ID 


OJ990428_ 


Gene No. 


73231 








Strand 




Start 


1437 








End 


1965 


Name 


OJ990428 12 


. 9A14 


. C4 8 . o2 . 


y a 


Mpt" h nH 


O J_j LN O V^rtiNI 


Start 


1437 _ 








End 


1 QfiS 


GI 


none 








Score 


■ y o 


Exons 


1437 1537,. 


1579 


1661, 


1823 


1965 




Seq. No. 


35444 








Seq. ID 


OJ990428_ 


Gene No. 


73232 








Strand 


+ 


Start 


8276 








End 


10894 


Name 


OJ990428 12 


. 9A14 


C50 o3 


y & 


Method 


GENSCAN 


Start 


8276 ~~ 








End 


10894 


GI 


none 








Score 


.75 ' 


Exons 

J—J <i V-/ llO 


8276 8290 


8605 


.Bill , 


8918 


..8946, 9659. .9756, 


Seq. No. 


35444 








Seq. ID 


OJ990428_ 


Gene No. 


... 7323.3 








Strand. 




Start... 


. - 








...End 


.....24.34... _ 


Name.,,. . 


, OJ990.428 .1.2 


,9A14* 


C5.0L.Ql. 


np., 


^.Method- 


_ AAT/NAP ^ 


Start 


1 








End 


1167 


GI 


4680492 








Score 


1175 



Exons 1..104, 473.. 1167 

GI Descrip. (AF119222) putative reverse transcriptase [Oryza sativa] 



Seq. No. 


35444 


Seq. ID 


OJ990428_ 


_12.9A14.C50 


Gene No. 


73233 


Strand 






Start 


1 


End 


2434 




Name 


OJ990428 12.9A14.C50.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2434 




GI 


3047086 


Score 


505 




Exons 


1..89, 1188. .2434 








GI Descrip. 


(AF058914) similar to reverse transcriptase (Pfam: 




transcript fact.hmm, score: 


72.31) [Arabidopsis 


thaliana] 


Seq. No. 


35444 


Seq. ID- 


OJ990428_ 


_12. 9A14.C50 


Gene No. 


73234 


Strand 






Start 


6406 


End 


6628 




Name 


OJ990428 12.9A14.C50.o2.gs 


Method 


GENSCAN 




Start 


64 06 


- End 


6628 






none • 


Score 


.72. 




Exons 


6406. .6499," 6561. .6628 








Seq. No. 


35444 


Seq. ID 


OJ990428_ 


_12.9A14.C50 


Gene No. 


73235 


Strand 






Start 


9227 


End 


9349 




Name 


OJ990428 12.9A14.C50.o3.np 


Method 


AAT/NAP 




Start 


9227 


End 


9349 




GI 


585113 - 


Score 


71 




Exons 


9227. .9349 








GI Descrip. 


EXGDEOXYRIBONUCLEASE gi I 2126877 | pir | |S66012 






3 1 -exo-deoxyribonuclease - 


Bacillus subtilis 






gi| 467372 |dbj |BAA05218| (D2 


6185) 3 f -exc 


-deoxyribonuclease 



[Bacillus subtilis] gi I 2636635 | emb | CAB16125 | (299124) 



35310 



3 1 -exo-deoxyribonuclease [Bacillus subtilis] 

Seq. No. 35444 Seq. ID OJ990428_12.9A14.C50 

Gene No. 73236 Strand 

Start 11473 End 13853 

Name OJ990428_12 . 9A14 . C50 . ol . ts Method TBLASTX : Soybean 

Start 1117 End 1650 

GI none Score 198 

Exons 1117.. 1227, 1300.. 1650 

S.eq. No. 35444 Seq. ID OJ990428_12.9A14.C50 

Gene No. 73236 Strand 

Start 11473 End 13853 

Name OJ990428_12 . 9A14 . C50 . ol . tm Method TBLASTX : Maize 

Start 1264 End 1995 

GI none Score 76 

Exons. 1264.. 1713, 1270.. 1470, 1774.. 1995 

Seq. No. 35444 Seq. ID OJ990428_12.9A14.C50 

Gene No. 73236 Strand 

.Starts - ... 1.14.73. ... . ._. . End..... 13853.... . 

Name, . /.._ ...... 0J.93JW28_I^^ 

. Start..,,.. - ,- ... . .204.5... " .,_-.._=. .End ... 2.4.1.9., 

GI none Score 78 

Exons 2045.. 2290, 2315.. 2419 

Seq. No. 35444 Seq. ID OJ990428_12.9A14.C50 

Gene No. 73236 Strand ' - 

Start 11473 End 13853 

Name OJ990428_12 . 9A14 . C50 . o4 . gs Method GENSCAN 

Start 11473 End 13853 

GI none Score .44 

Exons 11473. . 11787, 12673 .. 12758 , 13526 .. 1364 9, 13734. .13853 

Seq. No. 35444 Seq. ID OJ990428_12.9A14.C50 

Gene No. 73236 Strand 

Start 11473 End ' 13853 

Name OJ990428_12 . 9A14 . C50 . o4 . np Method AAT/NAP 

Start 12360 End 12455 

GI 6721512 ' Score 32 

Exons 12360.. 12455 

GI Descrip.. . (APO.0 107-2) hypothetical protein [Oryza sat.iva] 

Seq. No. ' 35444 '. -' Seq. ID OJ9904 28_12 \ 9A14 . C50 ■ 

Gene- No. 73237 • v Strand 

Start 14549 End 15067 

Name OJ990428_12 . 9A14 . C50 . o3 . tm Method TBLASTX :Maize 

Start 14549 t End 15067 

GI non,e Score 96 

Exons 14549. . 14668, 14549 .. 14641, 14550 14 642, 14560 .. 14676, 

14561. . 14659, 14563 .. 14 667 , 14 565 .. 14 678 , 14 678 .. 14833, 

14681. . 14830, 14689. . 14790, 14 691 14 831 , 14 697 .. 14822, 

14700. . 14825, 14706 .. 14792, 14707 .. 14 805, 14842 .. 14 958, 

14846. . 14995, 14851 : .14 952, 14852 .. 14 998, 14854 .. 15066, 

14855. . 15067, 14856 14 993, 14856 .. 14 999, 14862 .. 14957, 

14875. . 14961, 14 925 .. 15047, 14 935 .. 15054 , 14944. .15048 



35311 



Seq. No. 35445 

Gene No. 73238 

Start 59 

Name OJ990428_12 . 9A14 . C51 . ol . gs 

Start 59 • 

GI none 

Exons 59.. 151, 344.. 475 



Seq. ID OJ990428_12.9A14.C51 

Strand + 

End 475 

Method GEN SCAN 

End 475 

Score .54 



Seq. No. 35445 

Gene No. 73239 

Start 1850 

Name OJ990428_12 . 9A14 . C51 . ol . np 

Start 1825 

GI 6729489 

Exons 1825.. 2568, 4428.. 4504 

GI Descrip. (AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990428_12.9A14.C51 
Strand 

End 4504 

Method AAT/NAP 

End 4504 

Score 423 



Seq. No. 

Gene No. 

Start 
,&ame_ 
-Start., 

GI- 

Exons 



35445 Seq. ID OJ990428_12.9A14.C51 

73239 Strand 

.1850 End. 4504 ...... .. 

JMSSiHZ8^^ ; .. GENSCAN _ : „ 



. .1850,.-., 
none 

1850. .2239 



. End 
Score 



2239.. _ 
.83 



Seq. No. 35445 

Gene No. 73239 

Start 1850 

Name OJ990428JL2 . 9A14 . C51 . ol . tm 

Start 1946 

GI none 
Exons 



Seq. ID OJ990428_12.9A14.C51 
Strand 

End 4504 

Method TBLASTX: Maize 

End 2549 

Score 97 



1946. .2200, 1965. .2183, 2240. .2380, 2241. .2378, 2376. .2504, 
2382. .2549 



Seq. No. 35445 
Gene No; . 73239 

Start 1850 

Name OJ990428_12 . 9A14 . C51 . ol . tc 

Start 1991 

GI none 
Exons 



Seq. ID OJ990428_12.9A14.C51 

Strand . 

End 4504 

Method TBLASTX : Cress 

End 2549 

Score 35 



1991.. 2215, 2156.. 2197, 2229.. 2369, 2240.. 2377, 2370.. 25.49 



Seq. No. 
■ Gene -No . 
Start 
Name 
Start 
GI - ( * 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35445 

73239 . " . *•" 1 

1850 

OJ990428_12.9A14.C51.ol.ts 

2117 

none 



Seq. ID ■ .OJ990428_12.'9A14^C51 
-'Strand 
End 4504 
Method TBLASTX : Soybean 
End 2546 
Score 90 



2117. .2230, 2249. .2371, 2253. .2369, 2391. .2546, 2440. .2502 



35445 
73239 
1850 

OJ990428_12. 9A14 .C51.ol. tw 

2240 

none 



Seq. ID OJ990428_12.9A14.C51 
Strand 

End 4504 

Method TBLASTX : Wheat 

End 2549 

Score 8 6 



35312 




Exons 


994D 9*368 9941 


9 


. Z 0 h y 






Seq. No. 


35446 




Seq. ID 


OJ990428_12.9A14 


,C52 


Gene No. 


73240 




Strand 


+ 




OLal L 






Hi no. 


fi 1 9 

OlZ 




Name 




. gs 


f\A 4— V-\ 








-J fi D 




Cjna 


01 0 
o 12 






none 




Score 






Exons 


■3/1 t /SI R1 1 Cfll CQQ 


pi 9 








Car. VF ^ 

oeq. in o ■ 


^ ^ 4 A 




oeq. iu 


ujyyu42o i2.yAi3 




UC11C li u • 


73241 




Strand 


+ 




Start 


5625 




End 


5850 




Name 


OJ990428 12.9A14.C52.o2 


.gp 


Method 


AAT/GAP 






5625 




End 


5850 




GI 


2312838 




Score 


79 






5625.. 5688, 5816.. 5850 












1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase - 


gene, 


intron 1, 


partial sequence 




. O fc; (-^ . IN (J . _ 


354.46 ' 




Seq. ID 


OJ99.04 28_12.9A14 


. to 2 


. Geae. Np_..__ 


73242 




.. jLtr-aad. 






.Start, — . 






.End,,.,..... 


.7210.... , , 




Name 


OJyy042tf 12 . 9A14~. C52 . or 


.np 


Method " • 


AAT/NAP 




otdi L. 


T 
1 




End 


7210 




CT 


14 loool 




Score 


258 




Exons 


l..o9, 27 12 . . 3123, 7138 


. .7210 








\J± UcbLIip . 


(X9oy09) receptor like 3 


protein kinase 


[Arabidopsis thaliana] 


Seq. No. 


35446 




Seq. ID 


OJ990428_12. 9A14 , 


.C52 


Gene No. 


•700/10 
/ 3242 




Strand 






C-t- o >-+- 
Q L a JL L 


1 




End 


7210 




Name 


OJ990428 12 . 9A14 . C52 . o2 


.gs 


Method 


GENSCAN 






2681 


End 


4009 




ul 


none 




Score 


.92 




Exons 


2681. .2844, 2887. .2930, 


2987. 


.3229, 3300.. 4009 




Seq. No. 


35446 




Seq. ID 


OJ990428_12. 9A14'. 


.C52 - 


Gene No. 


73242 




Strand 






q+- a >-+- 

u Lai L 


1 ' 




End 


7210 




Name 


OJ990428 12.9A14.C52.ol 


. ts 


Method 


TBLASTX: Soybean 




Of- a -r+- 


2704 




End 


3037 




CT 


none ..... 




Score 


91 " 




Exons 


2704 . .3036, -2765. .3037 










Can Mr^ 
O fc; Lj . IN O . 


35446 




Seq. ID 


OJ990428_12.9A14, 


,C52 


Gene No. 


73242 




Strand 






Start 


1 




End 


7210 




LN dlLlC 


OJ990428 12.9A14.C52.ol, 


. tm 


Method 


TBLASTX: Maize 




otari. 


2722 




End 


3075 






none 




Score 


36 




Exons 


2722. .2748, 2723. .2752, 


2749. 


.2823, 2765. .2824, 2803. .2946, 




2803.. 2946, 2828. .2956, 


2965. 


.3075, 2966.. 3061 




Seq. No. 


35446 




Seq. ID 


OJ990428_12. 9A14 . 


C52 


Gene No. 


73242 




Strand 






Start 


1 




End 


7210 





35313 



Name 


PiTQQH/19P 19 Qai 4 P^9 rsl 


LC 


Met hod 


I71QT 7\ CTV • P c- 

1 dj_i/\o 1 a : uress 


O Ldl L 


9*7 9 ^ _ 




bnu 




rij 


none 




Score 


A R 


Ej A (J I 1 O 




9ft J 
Z 0 ( 


DO. . jUD / 




Seq. No. 


35446 " 




Seq. ID 


OJ990428_12.9A14.C52 


Gene No. 


73242 




Strand 




Qf- a r-t- 
OLdi L 


1 

X 




tina. 


7 9 1 n 


Name 


PTQQH49R 19 QZV1 A P c %9 r\1 


T_ W 




1 nxj/io 1 a . wnea l 


OLdit 


97 9 R _ 






ouuo 


p T 


none 




S core 


D D 




979^ ^nnfi 9777 ?nn4 








Seq. No. 


35446 




Seq. ID 


OJ990428_12 . 9A14 . C52 


Gene No. 


73242 




Strand 




Start 






End 


7210 




n.TQQf)49fl 19 QA1 4 PS9 n9 


ts 


Method 


TBLASTX: Soybean 








End 


3964 


PT 


none 




Score 


69 


Exons 


'JOQC ^/IRI ^^RQ Q/IQQ 


3497. .3778, 3707. .3880, 3779. .3964 


ejj.. yl.O , 


'iC.A A a - 

--A2-?^.£u.. .: . , ,.: 








, ilfci - LNU . . 


7324.2 ... ....... _ 




^-^S.tran.d...... 




Start 


1 - 




- End 


7210 " " ' * ™^ 


Name 


OJ990428 12/9A14 .C52.ol. 


gp 


Method 


AAT/GAP 


Of- 3 -V-f- 


4043 


End 


4358 


P T 


6012857 




Score 


593 




4043. .4358 










5852077 /emb|AL117264. 1 IOSB6015 3.0e-94 


Oryza sativa indica (GLA4 ) 




genomic DNA, chromosome 


4, 


BAC clone: 


b6015 


Seq. No. 


35447 




Seq. ID 


OJ990428_12.9A14.C54 


Gene No. 


73243 




Strand 




C-t- V--I- 
OLai L 


810 




End 


1392 


Name 


OJ990428 12.9A14.C54.ol. 


ts 


Method 


TBLASTX: Soybean 


Of a r-4- 


696 




End 


1092 


PT 
0 x 


none 




Score 


73 




696. .755, 700. .756, 805. 


.1092, 813.. 1091 


Qpn Kin 


35447 




Seq. ID 


OJ990428_12.9A14.C54 


Gene No. 


73243 




Strand 




Start 


810 




: End 


1392 ... 


IN CtlLlC- 


OJ990428" 12. 9A14.C54.-ol. 


tin 


Method 


TBLASTX: Maize .". - 




783 • . : ' 




" End. 


• 1392- ... 


PT 


none 




- Score ' : «* 


4 69 


Exons 


783. .1115, 805. .1110, 813.. 


1112, 1176. 


.1382, 1177. .1386, 




1186. . 1392 








Seq. No. 


35447 




Seq. ID 


OJ990428_12.9A14.C54 


Gene No. 


73243 




Strand 




Start 


810 




End 


1392 


Name 


OJ990428 12.9A14.C54.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


804 




End 


1218 


GI 


none 




Score 


340 


Exons 


804. .1115, 814. .1104, 11 


86. 


.1218 




Seq. No. 


35447 




Seq. ID 


OJ990428_12.9A14.C54 



35314 



Gene No. 73243 Strand 

Start 810 End 1392 

Name OJ990428_12 . 9A14 . C54 . ol . np Method AAT/NAP 

Start 810 End 1392 

GI 3142294 Score 763 

Exons 810.. 1109, 1189. .1392 

GI Descrip. (AC002411) Strong similarity to initiation factor eIF-2, 
gb|U37354 from S. pombe. ESTs gb|T41979, gb|N37284 and 
gb|N37529 come from this gene. [Arabidopsis thaliana] 



Seq. No. . 35447 
Gene No. 73243 
Start 810 

Name OJ990428_12 . 9A14 . C54 . ol . tw 

Start 889 
GI none 

Exons 889.. 1110, 891.. 1115, 902. 

1186. .1338, 1256. .1339 



Seq. ID OJ990428_12.9A14.C54 
Strand 
End 

Method 
End 
Score 



.1129, 1156, 



1392 

TBLASTX: Wheat 
1339 
326 

,1338, 1176. .1310, 



Seq. No. 
Gene No. 



Name. 

Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



35447 
73243 



Seq. ID OJ990428_12.9A14.C54 
Strand . - . . . 

.End _ ,.„. . 

Method,, . GENSCAN. ,„ 



1278 
.54 



OJ990428 12.9A14.C54 



.OJ9.9Q.4 28._12 ..9A1.4...C5.4.,.o.L..gs. ,, ■ 
914 
none 

914. .1109, 1189. .1278 

35447 
73243 
810 

OJ990428_12. 9A14 .C54.ol.gp 
1058 

504_1.R1084 
1058. .1109, 1189. .1392 

'3142294 2.0e-70 (AC002411) Strong similarity to initiation 
factor eIF-2, gb_U37354 from S. pombe. ESTs gb_T41979, 
gb_N37284 and gb_N37529 come from this gene. [Arabidopsis 
thaliana] 1 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1392 
AAT/GAP 
1392 
397 



Seq. No. 35447 

Gene No. 73243 
Start . 810 

Name OJ990428_12. 9A14 . C5'4 . o2 . ts 

Start . 1186 • _ " : - 

GI • none ■" " 

Exons 



Seq. ID OJ990428_12.9A14.C54 
Strand 
-End 
Method- 
End"" 
Score 



1392 

TBLASTX: Soybean 
1392 

107 • ' ' - ' 



1186. .1239, 1228. .1392, 1240. .1386, 1256. .1390 



Seq. No. 35448 
Gene No. 73244 
Start 1 

Name OJ9904 28_12 . 9A14 . C55 . ol . np 

Start 1 
GI 3193290 
Exons 1 . . 64 8 

GI Descrip. (AF0692 

pkinase 

(Pfam: 



Seq. ID OJ990428_12.9A14.C55 

Strand + 

End. 648 

Method AAT/NAP 

End 648 

Score 340 



98) contains similarity to a protein kinase domain (Pfam 
.hmm, score: 165.48), to legume lectins beta domain 
lectin_legB. hmm, score: 125.64) and legume lectins alpha 



35315 



domain (Pfam: lectin legA.hmm, score: 16.72) [Arabido. 



Seq. No. 35448 

Gene No. 73244 
Start . 1 

Name OJ990428_12 . 9A14 . C55 . ol . tc 

Start 5 

GI none 
Exons 



Seq. ID OJ990428_12.9A14.C55 

Strand • + 

End 64 8 

Method TBLASTX : Cress 

End 4 60 

Score 193 



5. .196, 16. .204, 212. .286, 371. .460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35448 
73244 
1 

OJ990428_12.9A14.C55.ol.tm 
5 

none 



Seq. ID OJ990428_12.9A14.C55 

Strand + 

End 648 

Method TBLASTX : Mai ze 

End 4 63 

Score 197 



5. .196, 10. .135, 11. .202, 200. .286, 211. .306, 371. .463, 403. .462 



Seq. No. 
Gene No. 

Start . 

Name 

.Start, 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35448 Seq. ID OJ990428_12.9A14.C55 

73244 , Strand + 

1 . ... „ . End . 648 . . 

. OJ.990A28_12 ..9M.4 . .QS.^oJL.Jtjs Mtetbpd. _.,„ T.B L AS TX. : J3 Q.y b e a n; _„™ 

, 8 _ ,; ,. ., . ..End,... . .,283. .. 

none - Score 195 . 

8. .196, 28. .198, 200. .283, 211. .276 



35448 ' Seq. ID 

73244 Strand 

I End 
OJ990428_12 . 9A14 . C55 . ol . tw ' Method 

II End 
none Score 
11. .196, 46. .198, 217. .294, 218. .295 



OJ990428_12.9A14.C55 
+ 

648 

TBLASTX: Wheat 

295 

156 



Seq. No. 35448 Seq. ID 

Gene No. 73244 Strand 

Start 1 End 

Name OJ990428_12 . 9A14 . C55 . ol . gs Method 

Start 14 End 

GI none Score 

Exons 14. .450, 489. .617 



OJ9904 28_12 . 9A14 . C55 
+ 

648 

GENSCAN 

617 

.99 



Seq. No. "- 35449 - - Seq, ID 

Gene No. • 73245- * ' : . , /'--■■ ..' Strand 

Start '132 " End 

Name OJ990428_12 . 9A14 . C56 . ol . gs Method 

Start 132 End 

GI none Score 

Exons 132.. 458 



OJ990428_12 . 9A14 .C56 
458 

GENSCAN 
458 
. 65 



Seq. No. 35450 Seq. ID 

Gene No. 73246 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . CI . ol . gp Method 

Start 1 End 

GI LIB3434-041-P1-K1-A12 . Score 

Exons 1..2 62 



OJ990528_02. 9A25.C1 

787 • ■ 
AAT/GAP 
262 
487 



35316 



GI Descrip. f 2864 613/emb | CAA16960 | 7.0e-26 (AL021811) S-receptor kinase 

-like protein [Arabidopsis thaliana] >gi_404 9333_emb_CAA22558 , 
(AL034567) S-receptor kinase-like protein [Arabidopsis 
thaliana] 1 



Seq. No. 35450 Seq. ID 

Gene No. 73246 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . CI . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..342, 2. .343 



OJ990528_02.9A25.C1 
787 

TBLASTX: Maize 

343- 

268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990528_02.9A25.C1 
Strand 

787 

AAT/NAP 
787 
652 



35450 
73246 
1 

OJ990528_02. 9A25 . CI . ol . np 
1 

2864613 
1. .787 

(AL021811) Srreceptor kinase-like protein [Arabidopsis _ . _ 
J:halianaJ„,^ 

. kinase-like. protein. Arabidopsis /tha.liana] ^^.^.^ 



End 

Method 

End 

Score 



35450 
73246 
1 

OJ990528_02. 9A25 . CI . ol . ts 
13 

none 



Seq. ID OJ990528_02.9A25.C1 
Strand 

End 787 

Method TBLASTX : Soybean 

End 573 

Score 4 9 



13. .141, 71. .130, 143. .193, 145. .384, 148. .327, 222. .374, 
403. .573, 410. .556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35450 
73246 
1 

OJ990528_02.9A25.Cl.ol.tc 
52 

none 



Seq. ID OJ990528_02.9A25.C1 
Strand 

End 787 

Method TBLASTX : Cress 

End 585 

Score 99 



52. .132, 139. .381, 146. .376, 406. .585, 422. .553 



Seq. No.- . 35450 

Gene No. ■ 73246 * - 

Start ' 1 " ' - 

Name OJ990528_0'2 . 9A25 . CI . ol . tw 

Start 130 

GI none 
.Exons 



Seq. ID OJ990528__02.9A25.C1 

Strand -- " - ~ 

End "7.87- 

Method ■• TBLASTX: Wheat 

End 535 

Score 76 



130. .180, 196. .381, 4 13 .. 535.>. 4 18 .. 534 



Seq. No. 35450 

Gene No. 73246 

Start 1 

Name . OJ990528_JD2 . 9A25 . CI . ol . gs 

Start ' 198 

GI none 

Exons 198.. 699 



Seq. ID OJ990528_02.9A25.C1 
Strand 

End 787 

Method GENSCAN 

End 699 

Score .66 



35317 



Seq. No. 35450 

Gene No. 73246 

Start 1 

Name OJ990528_02 . 9A25 . CI . o2 . tm 

Start 403 

GI none 

Exons 403. .585, 416. .556, 614 .. 694 



Seq. ID OJ990528_02. 9A25.C1 

Strand 

End 787 

Method • TBLASTX: Maize 



End 
Score 



694 
124 



Seq. No. 35451 

Gene No. 73247 

Start 1 

Name OJ990528_02 . 9A25 . C2 ; .ol . np 

Start 1 

GI 4091008 

Exons 1..19, 360. .554, 664. .720 

GI Descrip. (AF040700) methionyl-tRNA synthetase [Oryza sativa] 



Seq. ID OJ990528_02. 9A25.C2 
Strand 

End 720 

Method AAT/NAP 

End 720 

Score 146 



Seq. No. 35451 
Gene No. 73247 
Start 1 

Name.... . _OJ990528_02 . 9A25 . C2 . ol . gs 

...StJ^-™ _^j3,54.„.^.,^ 

.GI. .„ ^.none.^,.,-, 

Exons 354; .584 



Seq. ID OJ990528_02. 9A25.C2 
Strand 

End .. 720 
. .Method . .GENSCAN . .... 

, ^n4„._,..jLW 

_ _ .Score -..,8 5 -..-1" , .^.^w^^. 



Seq. No. 35451 

Gene No. 73247 

Start 1 

Name • OJ990528_02 . 9A25 . C2 . ol . tm 

Start 358 

GI none 

Exons 358.. 498, 360.. 509 



Seq. ID OJ990528_02.9A25.C2 

Strand . - 

End 720 

Method TBLASTX : Mai ze 

End 509 

Score 133 



Seq. No. 35451 

Gene No. 73247 

Start 1 

Name . OJ990528_02 . 9A25 . C2 . ol . ts 

Start 360 

GI none 

Exons 360.. 509, 370.. 501 



Seq. ID OJ990528_02. 9A25.C2 
Strand 

End 720 

Method TBLASTX: Soybean 

End 509 

Score 61 



Seq. No. • 35452 

Gene No. . .... 73248 -= - " - ■ - ■ 

Start' "1 '*."'. " - 

NamV. . * . ' OJ990528_02. 9A25..C3'..ol.. gp 
Start 1 
GI 77_1.R1084 
Exons 1..51, 140. .242, 656. .678. 

GI Descrip. ' 6006310/dbj | BAA84779 . 1 | 0.0e+00 (AB018443) nonphototrophic 
hypocotyl lb [Oryza sativa] 1 



Seq. ID OJ990528_02. 9A25.C3 
Strand - - + . .. ... 

'End ' : ■ 678 ■ ' . ' - - 
Method AAT-/GAP. ■ . .. . . , 

End 678 
Score 277 



Seq. No. 35452 

Gene No. 73248 

Start 1 

Name OJ990528_02 . 9A25 . C3 . ol . np 

Start 1 

GI 6006310 



Seq. ID OJ990528_02.9A25.C3 

Strand + 

End 678 

Method * AAT/NAP 

End 238 

Score 205 



35318 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..51, 140. .238 

(AB018443) nonphototrophic hypocotyl lb [Oryza sativa] 



35452 ■ Seq. ID 

73248 Strand 

1 End 

OJ990528JD2 . 9A25 . C3 . ol . gs Method 

140 End 

none Score 
140. .241 



OJ990528_02. 9A25.C3 
+ 

678 

GENSCAN 

241 

.83 



Seq. No. 35453 Seq. ID 

Gene No. 73249 Strand 

Start 816 End 

Name O J990528_02 . 9A25 . C8 . ol . gs Method 

Start 816 End 

GI none Score 

Exons 816.. 923, 1824.. 1926 



OJ990528_02.9A25.C8 

1926 
GENSCAN 
1926 
.74 



Seq. No.. 35454 Seq.. ID 

Gene No. . 73250 ..' . ."strand.. 

_SJU.rX„ J3.Oj5.i9 End 

.Jame t ,,w^ e -., JQJ9 90 5.2.8_.0 2_. 9A2.5...C.9^.Q.l...g.s«.,, Method.,, 

Start . 3064 * End - 

GI none Score 
Exons 3064.. 3242, 3790.. 3877 



OJ990528_02.9A25.C9 

+ . . ... , 

_3&Z7 ™ 

3877 - - -■■ 
. 68 



Seq. No. 35454 Seq. ID 

Gene No. 73251 Strand 

Start 3880 End 

Name OJ990528_02 . 9A25 . C9 . ol . ts Method 

Start 3864 End 

GI none Score 

Exons 3864.. 4073, 3876.. 3971, 3877.. 4071 



OJ990528_02.9A25..C9 
+ 

5009 

TBLASTX : Soybean 

4073 

68 



Seq. No. 35454 Seq. ID 

Gene No. 73251 Strand 

Start 3880 _ End 

Name OJ990528_02 . 9A25 . C9 . ol . tw Method 

Start 3867 End 

GI none Score 

Exons.- 3867.. 3980, 3880.. 4062, 3880.. 4020 



OJ990528_02.9A25.C9 
+ 

5009 

TBLASTX: Wheat 

4062 

100 



Seq. No. 

Gene ' No: 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35454 - - ■ seq. ID 

73251' ... . . - - • - Strand 

3880 -End 
OJ990528JD2 . 9A25 . C9 . ol . tm Method 
3871 . End 

none S^core 



OJ990528_02. 9A25.C9 
•+ ■ ■ 

5009 

TBLASTX: Maize . 

4077 

98 



3871.. 4020., 3873.. 3983, 3879.. 4061, 3880.. 4077 



35454 
73251 

3880 • 
OJ990528__02. 9A25.C9.ol. tc 
3877 
none 



Seq. ID OJ990528_02.9A25.C9- 

Strand + 

End 5009 

Method TBLASTX : Cress 

End 5009 

Score 240 



35319 




Fvnnc 
LAUIlo 


^077 4 Oft ^ 


OO f f 


^QQQ 




.4034, 4652. .4732, 


4944. .5009 


O fcr • IN u . 










Seq. ID 


O.TQQO R9fl 






Gene No. 


-73251 








Strand 


+ 






Start 


3880 








End 


5009 






Name 


OJ990528 02 


. 9A25 


.C9.ol. 


np 


Method 


AAT/NAP 






O LdX L 


3880 








End 


5008 








1816459 








Score 


289 






Cu aUi lb 


3880. .4061, 


4654 


. .4732, 


4947. 


.5008 










(Y10750) DEFH125 


protein [Antirrhinum 


ma jus] 






Seq. No. 


35455 








Seq. ID 


OJ990528 


_02.9A25 


.C10 


Gene No. 


73252 








Strand 


+ 






Of- -r-t- 


402 








End 


1115 






Name 


OJ990528 02 


.9A25 


.ClO.ol 


.gs 


Method 


GENSCAN 






Start 


402 








End 


1115 






GI 


none 








Score 


.71 






Exons 


402. .404, 606. .853, 1040. .1115 










J Jt J J 








Seq. ID 


OJ990528 


_02.9A25 


.C10 


uCJIC LN l^jl . 


73253 








Strand 








Si^xt„ 


..253.0 _ 








-..End . 


. 4512 _ 






Name , , 


. .QJ9.9.052&.02 


. 9A25...C1.0.-.O.1 


..np . .... 


r Method 


. AAT/NAE- 






Of ar f 
OLdLL 


2530 








End 


4512 






pT 


4417309 








Score 


390 






Exons 


2530. .2593, 


2768 


.3546, 


3634 . 


.4219, 4480. .4512 






o± uescrip. 


(AC006446) 


putative retroelement pol polyprotein [Arabidops 




f K a 1 1 ^ T-i -"i 1 

tndllauaj 
















Seq. No. 


35455 








Seq. ID 


OJ990528 


_02.9A25 


.C10 


Gene No. 


73253 








Strand 


+ 






Of- o y-f- 


2530 








End 


4512 






Name 


OJ990528 02 


. 9A25 


ClO.ol 


-tw 


Method 


TBLASTX: 


Wheat 






2715 








End 


3119 








none 








Score 


525" 






i_i 2s. U i 1 o 


2715. .3068, 


2716 


.3117, 


2745. 


,3119, 26 


J48. .3117, 


3047. .3118 


Seq. No. 


35455 








Seq. ID 


OJ990528 


_02.9A25 


C10 


Gene No. 


73253 








Strand 


+ 






O L. a. -L l_ 


2530 








End 


4512 






LN cuut; 


OJ990528 02 


. 9A25 


C10.o2 


. tm 


Method 


TBLASTX: 


Maize 




Cf- o rt* 

O Lai L 


2770 








End 


2985 








none 








Score- 


278 ■ - 






LAUi 1 O 


2770 . .298-5', 


2772, 


.2984 












Seq. No. 


35455 








Seq. ID 


OJ990528 


_02. 9A25 


C10 


Gene No. 


73253 








Strand 


+ 






Of a r f 


2530 








End 


4512 






Name 


OJ990528 02 


. 9A25. 


ClQ.ol 


. tm 


Method 


TBLASTX: 


Maize 




Cf a yf- 


2986 






End 


3419 






GI 


none 








Score 


407 






Exons 


2986. .3387, 


2986. 


.3363, 


3138. 


.3386, -3369. .3419 






Seq. No. 


35455 








Seq. ID 


OJ990528 


J>2. 9A25. 


C10 


Gene No. 


73253 








Strand 


+ 






Start 


2530 








End 


4512 






Name 


OJ990528 02 


. 9A25. 


ClO.ol 


. ts 


Method 


TBLASTX: 


Soybean 





35320 




o tart 


jijj 






jjZj 








P T 


none 




Score 


ICQ 

1 by 








Exons 


'Jl 0-3 "377R "3144 ^97ft 
0100..00/0, , . / d, 


O 4 O 4 . 


. ooz 0 










Seq. No. 


35456 




Seq. ID 


OJ990528 


_02 


. 9A25 


.Cll 


Gene No. 


73254 




Strand 










Cf 3 ■v-f- 

OLalt 


jO j 




End 


1476 








Name 


VJUyyUOZO U Z . yHZ O . L 1 1 . 0 1 


. gs 


Method 


GENSCAN 








C -d v--l- 
OLaiL 


^fi Q _ 




End 


1476 








P T 


none 




Score 


.52 








Exons 


JO^. . 40U/ J / D. * 0*lj f 0 y 4 


. . / OO , 


1325. .1372, 1444. 


.1476 




Seq. No. 


35457 




Seq. ID 


OJ990528_ 


_02 


. 9A25 


.C12 


Gene No. 


73255 




Strand 


+ 








Of 3 r-4- 


IUjO 




End 


2751 








Name 


O.TQQOSPfi 0? QAPS PIP ol 




Method 


GENSCAN 








C-l- a >-+- 

uLdl L 


1 o^fi — 

lu J U 




End 


1617 








P T 


none 




Score 


.51 








Exons 


in^£ i 1 OQ i / nn 1 c i 7 














. beq . mo . 


0 D 4 D 1. _ 




Seq. .ID 


OJ990528_ 


_02 


. 9A25 


p 1 o ■ 

.LIZ 


G,ene w No_. t . 


„7.3255. . . 




w Strand. .„ 


-K , [ 








,S.tart_ ; __ ^ 


_1 0.3 6.,_ _ 




,End. 


-27511 111-.. 








Name 


• n TQQO^OQ Pi9- QaOc; pl-9 ^1 

ujyyuo^o uz . y/iz d . Liz . 01 


.np- 


Method • 


AAT/NAP ' 








otart 


1 "3 yl 1 




End 


2751 








p t 
LI 


£ c; "5 q c; q q 




Score 


169 








Exons 


l^^l 1 £A1 O^Q^ 97R1 
1 j41 , .1041, z jyj . . Z / D 1 














L 1 uescrip. 


\/\jruuuoo/j nypouneuicai 


protein [Oryza sativa] 








Seq. No. 


35457 




Seq. ID 


OJ990528_ 


_02, 


. 9A25 


.C12 


Gene No. 


73256 




Strand 










Of a r f 


9 ^ ^7 




End 


2494 








Name 


PiTQQnR9Q f!9 QZiOc; pi o 

uuyyujZd u z . y/\z o . Liz . oz 


.gs 


Method 


GENSCAN 








OLail 


zoo / 




End 


2494 








PT 
L 1 


none 




Score 


.78 








Exons 


9-3-37 9 A QA 

ZOO / . . Z 4 y 4 














Seq. No. 


35458 




Seq. ID 


OJ990528_ 


_02, 


,9A25 


.C13 


Gene No. 


73257 




Strand 


+ 










d a 
400 




End ' 


629 








Name 


nTQQfit;9Q no qiioc; pit ^1 
ujyyuDZo uz.y_H.zo.uio.oi. 


.gs 


Method 


GENSCAN 








Of a y-f- 


ylOQ — 
H O 0 




End 


629 








LI " 


-none • - • - • 




Score. - 


.65.- - - ' 








Exons 


41 0 0 . . 0 ft z , d 1 4 . . oz y 












• 7_ 


oeq. no. 


oo 4 o y 




•Seq. ID 


OJ990528_ 


_02. 


. 9A25 


. LI 4 




7^9 SP. 
f 0 z 0 0 




Strand 


+ . 








Start 






End 


725 








Name 


OJ990528 } 02.9A25.C14.ol. 


■ np 


Method 


AAT/NAP 








Start 


1 




End 


725 








GI 


5922619 




Score 


96 








Exons 


1..29, 571. .725 














GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 










- gi 1.6016852-1 dbj IBAA85195. 


■ 1|. {AP000570) 


hypothetical 


protein 




[Oryza sativa] 














Seq. No. 


35459 




Seq. ID 


OJ990528_ 


_02. 


9A25, 


.C14 



35321 



Gene No. 73259 Strand 

Start 622 End 695 

Name OJ990528_02 . 9A25 . C14 . ol . gs Method GENSCAN 

Start 622 End 695 

GI none Score . 91 

Exons 622.. 695 

Seq. No. 35460 Seq. ID OJ990528_02.9A25.C15 

Gene No. 73260 Strand + 

Start 291 End 390 

Name OJ990528JD2 . 9A25 . C15 . ol . np Method AAT/NAP 

Start 291 End 390 

GI 5922619 Score 95 

Exons 291.. 390 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi|6016852|dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 35460 
Gene No. 73261 . 

Start ' 521 

JSLame_ .QJ9M5.28JJ2.. 9M5,£13^ Q2 . 

.Start ... . ^ 52 L _ , • . 

GI " 6630699 

Exons '521.. 601, 1836.. 1865 

GI Descrip. (AP000969) hypothetical 
gi | 6721536 | dbj IBAA8 9566. 
[Oryza sativa] 



Seq. ID OJ990528_02.9A25.C15 
Strand 

End 4298 . 

np_.„ .Me,thpA._^MTi^aP--^_ „ 

... .,_.End_. . . -,.,...18,65 , 

Score 88 

protein [Oryza sativa] 

1| (AP001073) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI •' 

Exons" 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35460 - 

73261 

521 

OJ990528_02 . 9A25 . C15 . ol . tm 

1626 

none 

1626. .1691, 1629. .1700, 1808, 
2525..2S99, 2690. .3040, 2701, 

35460 
73261 
521 

OJ990528J32 . 9A25 . C15 . o3 . np - 

162 6 ... -. •• ... 

'6006310 ' - - • ■■■ •-■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1939, 1812 
.3039, 2701 



OJ990528 02.9A25.C15 



4298 

TBLASTX: Maize 
3040 
52 

1940, 2509. .2598, 
3027 



Seq. ID - OJ990528_02.9A25.C15 
Strand 

End 4298 

Method AAT/NAP. 

End 3300" . ■ ■ ' 

Score 2036 ' ; " " ' " 



1626.. 1700, 1811.. 2039, 2123 . 24 08 ,. ' 2508'. . 2599, 2702.. 3300 
(AB018443) nonphototrophic hypocotyl lb [Oryza sativa] 



35460 
73261 
521 

OJ990528 02.9A25.C15.ol.tc 



1629 
none 

1629. .1700, 
2353. .2406, 
2701. .3027, 



1633. .1701, 



■Seq. ID 
Strand 
End 

Method 
End 
Score 
1808. .1933, 



OJ990528 02.9A25.C15 



2509.. 2598, 2525.. 2599, 
2822. .2980, 2908. .3048 



4298 

TBLASTX: Cress 
3048 
52 

1812. .1937, 2351. 
2690. .3046, 2701. 



2401, 
3048, 



35322 



Cl a s*i W 

oeq. wo. 


jj 4 DU 


Gene No. 


73261 


Start 


521 • 


Name 






i fro q 


r t 


none 


Exons 


IDZy . . l/UU, Z j4 4 . . Z 4 U 0 , 




9 7 n 1 9 Q7 Q 


oeq . no . 




bene lno . 




C +- ar f 
OLdlt 


R 9 1 
O Z 1 


Name 


OJ990528 02.9A25.C15.ol 


Start 


1630 


CI 


/ / J. . i\ J. u O 


Exons 


1 17 00 1 Q1 1 'on"5Q 
IDjU . . 1 / UU , loll. . Z U J y , 




■DpflQ OQOO 


Lii uescrip . 


1 en n C5 1 n //-]K-i i Dnac/mQ i 
duudjIU / aD j | dMo 4 / / y . i 




nypococyx id [uryza sar, 


Seq. No. ... 


.35460 ... 


Gen&.JSkK 


...J.3.2 6.1, ....... 




R 9 1 


Name 


ATQQO^OQ no Q7\0R pi : ^O 

ujyyuozy uz . yAZo . lij . oz 


Of -iv-f 


1 / JJ 




none 


Exons 


9 n ^ Q 9 1 9 "5 9RQQ 

l / jj. . zuoy, zi^j. .zoyy, 


Seq. No. 


35461 


Gene No. 


73262 


Of- a 


a n i 

4 U -L 


Name 


vjjyyuozcf uz . yAZ o . li / . oi 


Cf -iv-f 


y| ni 
4 U 1 


P T 


none 


Exons 


/I n 1 AHQ R 0 C c£;q 

4ui..4/y, ozo..ooy 


OcCJ. 1MO . 


JJrlDl 


flono Mr\ 

OCllC IN (J . 


7 ? 9 ^ 


O LCll L 


4 9 


Name 


OJ990528 02.9A25.C17.ol 


Start 


4295 




C Q O O CO o. - 

0 y ZZ OZ j 


Exons 


• 4zyD. ,44uo, 4 y by . .ouo 4 , 


GI D"e scrip . 


t/\ruuu4yz) nypotnetical 




gi i DUiDtf Do | aoj | dAAo oiyy 




[Oryza sativa] 


Cart M ^ 

oeq . no . 


J J 4 0 1 


Gene No . 


T 9 9 c /I 
/ jZ o4 


Start 


2748 


Name 


OJ990528 02.9A25.C17.o2. 


Start 


2748 


GI 


none 


Exons 


2748. .2875, 2950. .3081, 




4910. .4999 



Seq. ID OJ990528_02.9A25.C15 
Strand 

End 4298 

Method TBLASTX : Soybean 

End 2980 

Score 91 



Seq. ID OJ990528_02.9A25.C15 
Strand 

End 4298 

Method AAT/GAP 

End 3928 

Score 2776 



Seq. ID OJ990528_02.9A25.C15 



....End, .,-.„ • 
Method 
End 
Score 



.42 9.8. _ M 
GENSCAN 
4298 
.43 

65. .4298 



Seq. ID OJ990528_02.9A25.C17 

Strand + 

End 569 

Method GENSCAN 

End 569 

Score . 9 



Seq. ID OJ990528_02.9A25.C17 

Strand + 

End 5331 

Method AAT/NAP 

End 5331 

Score -'14 7 



-Seq. ID OJ990528_02.9A25.C17 
Strand 

End 4999 

Method GENSCAN 

End 4999 

Score .49 



Seq. No. 



35462 



Seq. ID OJ990528_02.9A25.C19 

35323 




Gene No. 


73265 




Strand 








OLaL L 






n*na 


X jfl 






Name 


nTQQDR9fi 09 QA9S n Q ^1 
Uu J^O • yt\£D . L,X :? . Ol 


. gs 


fuf /~\ 4— V> s~\ 


H TT M C C TS. M 












JjIlU 


X Jfl 








none 




Score 








Exons 


^n 1 












Seq. No. 


35463 




Seq. ID 


OJ990528_02 


. 9A25, 


.C21 


Gene No. 


73266 




Strand 








Of- a v~f- 


J 0 




HiXlCi 








Name 


O.TQQ0R9ft 09 0^9^ P91 ol 


. gs 


f\A /-\ 4— W ^-J 








o tax t. 






Ejna 


d y O 








none 




Score 


. o o 






Exons 














Seq. No. 


35464 




Seq. ID 


OJ990528_02 


• 9A25, 


.C23 


Gene No. 


73267 




Strand 








Cf a ri- 

OLdJ. L 


1 A Q 

X *i J 




Hiiia 


^fl 9 






Nsme 


OTQQ0^9fi 09 Qa9R r9^ ol 


. gs 


jyietnoa 


PTTM CP a NT 






Q+- a -r-f- 


1 A Q _ 
X ft y 




Lna 








PT 
u X 


none 




Score 


.41 






P 1 vnn c 






- - " ■• - : ~- ■ 






■~ — 


■iji'i - Seq. No. 


-354 65* " - " " ' : 




Seq. ID 


' OJ99052V02. 


."9A2-5*. 


.C25 ' 


Gene No. 


73268 




Strand 








j [ | DLdl L 






tjnci 


471 






;:: : Nellie 


uuyyu jZo uz . y/\zo . l^d . ox 




Method 


TBLASTX: Wheat 




; - ! Q+- a r*-h 


i 

X 




bna 


188 






uX 


none 




Score 


128 






l ■ Exons 


x . . x o o , i . . y o , J. . loo, 


^ 1 QQ 
J . . 1 0 O 










|-| ; octj. LNO . 


J 3 ft D D 




oeq. xu 


OJ990528_02. 


.9A25. 




Gene No. 


73268 




Strand 








L Start 


35 




End 


471 






LN clitic 


OJ990528 02.9A25.C25.ol 


.np 


Method 


AAT/NAP 






Vi Q r - ar .f 

i : OLdll- 


35 




End 


471 






C T 


5902444 




Score 


377 






; - : £jX(JIlo 


35. .471 












.- - , Ul UfcroCXXp . 

; : : 1 


(AB030283) GAG-POL precursor- 


[Oryza sativa] 






U Seq. No. 


35465 




Seq. ID 


OJ990528_02. 


. 9A25. 


C25 


Gene No. 


73268 .. 




Strand 








j L a I l. 


■ 35 . ' 




-End " . 


471 . ' ' 






Name 


OJ990528 02.9A25.C25.ol 


• gs", 


Method 


GENSCAN 






O Lait 


198. • • • \ • 




End 


359" - • • 






KJ X 


none 




Score 


.56 








198. .359 












Seq. No. 


35465 




Seq. ID 


OJ990528_02. 


9A25. 


C25 


Gene No. 


73268 




Strand 








Start 


35 




End 


471 






Name 


OJ990528 02.9A25.C25.ol, 


. tm 


Method 


TBLASTX : Maize 




Start 


209 




End 


410 






GI 


none 




Score 


112 






Exons 


209. .364, 234. .410, 265, 


. .399, 


279. .410 








Seq. No. 


35465 




Seq. ID 


OJ990528_02. 


9A25. 


C25 



35324 



Gene No. 


73268 






Strand 






u Lai L 










4 71 




Name 




,o2 . tw 






i o-uHo i a . wnea l 




C!+* =j -r-t- 
O lal t 


9 9 _ 








4 71 
<i 1 X 






none 






Score 


77 




Exons 


969 "3£4 964 4 70 


409. .471 








Oc^i Ln (J . 


^R4 66 

O J *i D D 








n.TQQ0 c i9ft 09 QaQR 


P9 7 


riciT\ Mo 


73269 






Strand 


+ — 




Cf 3 

O Lai L 


1 






End 


942 




Name 


OJ990528 02.9A25.C27 


. ol . np 




Method 


AAT/NAP 




Start 


1 






End 


942. 




(ZT 


2864613 






Score 


633 




Exons 


1. .942 














(AL021811) S-receptor kinase 


-like protein [Arabidopsis 






fhal i anal rr -i 1 A O A Q "3 "3 "3 

cnaxxanaj gx | yjjj 


|emb|CAA22558. 1 | 


(AL034567) S-receptor 




Kinase iiKe proiein 


[Arabidopsis thaliana] 




Seq. No. 








Seq. ID 


OJ990528_02. 9A25 


.C27 


Gene No. 


73269 






Strand 






O Lcl-L, L 


..1 






. End 


942 . . ..... 


- - 




n.TQQ0R9fl 0 9 QZV9R ^97. 


. pl.gs 




^Method , 


GEN SCAN„. J.. 












.End 


^JA2 




C T 


none 






Score 


.52 




U 1 "V ti o 


17 7 4 9 












Seq. No. 


"3 A £ £ 






Seq. ID 


OJ990528J)2.9A25 


.C27 


Gene No. 


73269 






Strand 


+ 




OLdl L 


1 






End 


942 




Name 


OJ990528 02.9A25.C27 


.ol. tc 




Method 


TBLASTX: Cress 




oLdl L 


29 






End 


619 




J. 


none 






Score 


60 




Exons 


29. .139, 94. .258, 95 


. .274, 


299. .541, 304. .534, 548. .619 




Seq. No. 


35466 






Seq. ID 


OJ990528_02. 9A25 


.C27 


Gene No. 


73269 






Strand 


+ 




O L d -L U 


1 






End 


942 




Name 


OJ990528 02.9A25.C27 


. o2 . tm 




Method 


TBLASTX -Maize 




oLdl L 


29 






End 


295 






none 






Score 


80 






29. .103, 37. .102, 94 


. .264, 


95 


. .295 






Ocl]. IN O . ■ 


35466' - 






Seq. ID 


- OJ990528_02-. 9A25 


..C27 


Gene No. 


- 73269 • 






Strand 


■+ 




Start ■ ■ 


• 1 • . . ■ 






End. . 


942- 




Name 


OJ990528 02.9A25.C27 


.ol. ts 




Method 


TBLASTX: Soybean 




Cf a y- 4- 

OLdit 


124 






End 


724 






none 






Score 


159 




Exons 


124. .270, 125. .277, 263. .532, 


293.. 535, 334.. 534, 535.. 609, 




539.. 724 












Seq. No. 


35466 






Seq. ID 


OJ990528_02. 9A25 


.C27 


Gene No. 


73269 






Strand 


+ 




Start 


1 






End 


942 




Name 


OJ990528 02.9A25.C27 


. ol . tw 




Method 


TBLASTX: Wheat 




Start 


145 






End 


550 




GI 


none 






Score 


291 





35325 



Exons 



145. .456, 146. .484, 500. .550 



Seq. No. 35466 

Gene No. 73269 

Start 1 

Name OJ990528_02 . 9A25 . C27 . ol . tin 

Start 337 

GI none 

Exons 337. .657, 338. .742, 353. .715 



Seq. ID OJ990528_02.9A25.C27 

Strand + 

End 942 

Method TBLASTX : Maize 

End 742 

Score 494 



Seq. No. 35467 
Gene No. 73270 
Start 1 

Name OJ990528JD2 . 9A25 . C28 . ol . np 

Start 1 
GI 2864613 
Exons 1..777, 931.. 1347 

GI Descrip. (AL021811) S-receptor kinase -like protein [Arabidopsis 

thaliana] gi | 4 04 9333 | emb | CAA22558 . 1 1 (AL034567) S-receptor 
kinase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990528_02.9A25.C28 
Strand 

End 1347 

Method AAT/NAP 

End 1347 

Score 358 



Seq, ,No.._ ,. 


35467 ... ... 




.... ~ . ... _ - 




....Seq... ID. 


Gene. No . 










, ...Strand. . 


Start 


1 








•■End 


Name 


OJ990528 


_02. 


9A25.C28.ol 


. tc 


Method 


Start 


57 








End 


GI 


none 








Score 


Exons 


57 . .296, 


67 . 


.291 






Octj. IN O . 


O O ft D / 










Gene No. 


73270 








Strand 


Start 


1 








End 


Name 


OJ990528 


_02. 


9A25.C28.ol 


. tm 


Method 


Start ' 


57 








End 


GI 


none 








Score 


Exons* 


57. .116, 


114 


..290, 123. 


.266, 


142. .288, 


Seq. No. 


35467 








Seq. ID 


Gene No. 


73270 








Strand 


Start 


1 








End 


Name 


OJ990528 


_02. 


9A25.C28.ol 


. ts 


Method 


Start 


57 . 








End 


GI- 


none 








Score 


Exons- 


57,. .320,* 


58. 


.288> 340.. 


396' 




Seq. No. 


35467 








Seq. ID 


Gene No. 


73270 








Strand 


Start 


1 








End 


Name 


OJ990528 


_02. 


9A25.C28.ol 


. tw 


Method 


Start 


57 








End 


GI 


none 








Score 


Exons 


57. .302, 


208 


. .291 






Seq. No. 


35467 








Seq. ID 


Gene No. 


'73270 








Strand 


Start 


1 








End 


Name 


OJ990528 


_02. 


9A25.C28.ol 


.gs 


Method 



1347 . 

TBLASTX : Cress 

296 

124 



1347 

TBLASTX: Maize 

323 

64 



1347 

TBLASTX : Soybean 
396 

122 . - ' . 



1347 

TBLASTX: Wheat 

302 

57 



1347 
GENSCAN 



35326 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.StarX. 

-GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



100 
none 

100. . 1316 
35468 



End 
Score 



1316 
.47 



Seq. ID OJ990528_02.9A25.C29 



73271 Strand + 

980 End 1588 

0 J990528_02 . 9A25 . C2 9 . ol . np Method AAT/NAP 
980 End 1588 

6069646 Score 257 

980. .1588 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



35468 
73272 
22 

OJ990528_02 . 9A25 . C29 . ol. gs 
...22 . „ 

..none,, ~. . . • ... 



Seq. ID OJ990528_02.9A25.C29 
Strand 

End . 4405 . 

Method . GENSCAN . . 

..End... ......31.6.9 ™_ A „. 

.Score..-*, - ...8,1,... • . - ,.: , 



22. .156, 240. .442, 1965. .2183, 2228. .2474, 2915. .3169 



35468 
73272 
22 

OJ990528_02.9A25.C2 9.o2.tm 

■1002 

none 

1002. .1085, 1101. .1334, 1107. 
2132.. 2386, 2133.. 2387 

35468 
73272 
22 

OJ990528_02 . 9A25 . C29 . ol . tw 

1101 

none 

1101. .1196, 1251. .1301, 1398. 
2198. .2383 



Seq. ID OJ990528_02.9A25.C29 
Strand 

End 4405 

Method TBLASTX : Mai ze 

End 2387 

Score 63 

.1301, 1428. .1586, 1968. .2150, 



OJ990528_02.9A25.C29 
4405 

TBLASTX: Wheat 

2383 

105 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1460, 2061. .2108, 2153. .2203, 



Seq. No . ' 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35468 - Seq. ID OJ990528_02.9A25.C29 

-73272 - ' • " ■ * . Strand • - . * * ' - 

22 End 4405 

OJ990528_02.9A25.C2-9.o2.np Method AAT/NAP 
1931 End 4405 

6069646 Scor.e 598 

1931. .2899, 3181. .3331, 4341. .4405 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 I (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 



35468 



Seq. ID OJ990528_02.9A25.C29 



35327 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



73272 ' Strand 

22 End 
OJ990528JD2 . 9A25 . C29 . o3 . tm Method 
2657 - End 
none Score 
2657. .2944, 2687. .2767, 2886.-2948 



4405 

TBLASTX: Maize 

2948 

54 



Seq. No. 


O C A (Z O 

.354 do 








Seq. ID 


OJy9Uo2o U2.yA25 


C29 


Gene No. 


73272 








Strand 






Start 


22 








End 


4405 




Name 


OJ99Uo2o UZ 


9Azo 


r> o a « o 

. C29 . o_ 


. tw 


Method 


TBLASTX : Wheat 




Start 


o o *7 n 
Zo 7 9 








End 






GI 


none . 








Score 


O T 

0 1 




Exons 


287 9 . . 13 3d, 








O O 1 O 

. ool J 






Seq. No. 


o c a r o 

354 68 








Seq. ID 


OJ990528 02.9A25 


r> o n 

C29 


Gene No. 


73272 








Strand 






Start 


22 








End 


4405 




Name 


OJ990528 02, 


9A25 


.C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2953 








End 


3336 




GI 


none .„ 








Score 


74 . 




Exons 


. 29^^,^3.3.36.,., 


,2.95.6. 


.-316ft;.. 


31X11. 


...332.8. _ 






Seq. No. 


■""""""35*4 69 








Seq. ID 


OJ99p528_p2.9A25 


C30 


Gene No. 


73273 








Strand 


+ ~" 




Start 


735 








End 


5684 




Name 


OJ990528 02. 


9A25 


.C30.ol 


.gs 


Method 


GENSCAN 




Start 


735 








End 


5684 




GI 


none 








Score 


.64 




Exons 


735. .780, 2355.. 


2468, 2716.. 2916, 3035 


..3639, 3726.. 4015, 




4098. .4456, 


4534 


. .4721, 


5030. 


.5159, 5233.. 5684 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. N.o: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35469 Seq. ID 

73273 Strand 

735 End 

OJ990528_02 . 9A25 . C30 . ol . np Method 

2755 End 

6691716 Score 



OJ990528_02.9A25.C30 
+ 

5684 

AAT/NAP • 

5672 

2540 



2755. .3649, 3841. .4015, 4098. .4198, 4277. .4456, 4534. .4721, 

4796. .4898, 5046. .5159, 5233. .5672 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 | dbj |BAA89397.1| (AP000570) hypothetical protein 

[Oryza sativa] . . . . . 



354 69 ' ' ' • Seq. ID 

73274 Strand 

6026 End 
OJ990528_02. 9A25.C30.o8. tw Method 

2875 End 

none Score 

2875. .3165, 3015. .3128 



OJ990528__02.9A25.C30 
12787 

TBLASTX: Wheat 

3165 

213 



Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . o2 . gs Method GENSCAN 

Start 6026 End 8090 



35328 




GI 


none 


Score 


.54 




Exons 


s~ r\ >-\ /- i a /z c orvoi once 

6026. .6838, 7465. .8031, 8055. 


o a a a 

. 8090 






Seq. No. 


35469 


Seq. ID 


OJ990528_ 


_02.9A25.C30 


Gene No. 


73274 


Strand 






Start 


f n o f 

6026 


End 


12787 




Name 


OJ990528 02 . 9A25 . C30 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


6038 


End 


6652 




GI 


none 


Score 


90 




Exons 


6038. .61/5, 6161. .6652, 6390. 


.6497, 6546. .6632 




Seq. No. 


354 69 


Seq. ID 


OJ990528_ 


02. 9A25.C30 


Gene No. 


732 / 4 


Strand 






Start 


6026 


End 


12787 




Name 


OJ990528 02. 9A25 . C30 . o2 . np 


Method 


AAT/NAP 




Start 


6062 


End 


11637 




GI 


5922631 


Score 


6356 




Exons 


6062. .8579, 8700. .9611, 9738. 


.9888, 9931-. 10506 7 


10552. . 10751, 




11010. .11254, 11513. .11637 








GI Descrip. 


(AP000492) ESTs C26347 (C1214 5 ) , AU078074 


(C12145) 


correspond to a 




region of the predicted gene. 


;. .similar 


to prpol.; 


. Zea..mays 



,„„".: re,trptr.anspps.on...Ciaf T ul-l.J .{AF04 9.1 10,)_ T [.Qry2a,.„s.ativAL - : .... ■ 

, -gi 1-60168,64 |dbj JBAAa5 i 2bA.l4\-,(AM00570) , EST.s.. f . ^ 

C26347 (C12145) , AU078074 (G12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


35469 








Seq. ID 


OJ990528 


_02.9A25.C30 


Gene No. 


73274 








Strand 






Start 


6026 








End 


12787 




Name 


OJ990528 02 


9A25 


.C30.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6077 








End 


6331 




GI 


none 








Score 


98 




Exons 


6077. . 6178, 


6078 


. .6179, 


6158. 


.6331, 6159. .6284 




Seq. No. 


35469 








Seq. ID 


OJ990528 


_02.9A25.C30 


Gene No. 


73274 








Strand 






Start 


6026 








End 


12787 




Name 


OJ990528 02 


9A25 


.C30.o6 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6422 








End 


6695 




GI 


none 








Score 


53 




Exons 


6422. .6520, 


6521 


. .6601, 


6532. 


.6606, 6596.-6694, 


6597. .6695 


Seq'. No. 


35469 








' Seq. ID 


OJ990528 


_02. 9A25.C30 


Gene No. 


■ 73274 " ■ 








Strand 






Start 


6026 








End 


12787 




Name 


OJ990528 02 


9A25 


C30.O3 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6765 








End 


7153 




GI 


none 








Score; 


54 




Exons 


6765. .6812, 


6767 


.6952, 


6767. 


.7153, 6843. .7130 




Seq. No. 


35469 








Seq. ID 


OJ990528 


_02.9A25.C30 


Gene No. 


73274 








Strand 






Start 


6026 








End 


12787 




Name 


OJ990528 02. 


9A25 


C30.o2 


tm 


Method 


TBLASTX: 


Maize 


Start 


6797 








End 


7159 




GI 


none 








Score 


63 





35329 



Exons 6797.. 6844, 6798.. 6845, 6836.. 7159, 6849.. 7136 



Seq. No. . 35469 

Gene No. 73274 

Start 6026 

Name OJ990528_02 . 9A25 . C30 . o5 

Start 7457 

GI none 

Exons 7457.. 7879, 7462.. 7884, 

Seq. No. 35469 

Gene No. 73274 

Start 6026 

Name OJ990528_02 . 9A25.C30.o3 

Start 7505 

GI ' none 

Exons 7505.. 7885, 7507.. 7749, 



Seq. ID OJ990528_02.9A25.C30 
Strand 

End 12787 

.tw Method TBLASTX : Wheat 

End 78 94 

Score 264 
7781. .7894, 7783. .7887 

Seq. ID OJ9905"2;8_02.9A25.C30 
Strand 

End 12787 

.ts Method TBLASTX : Soybean 

End 78 93 

Score 148 
7789. .7893 



Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand 

Start. ' _ . . 60.26 _ .. ...... . _ End. .1278.7 . .'.._„_ 

^.Name_^. 

... ... Starjt._. 7.921.,. , -End.. 8.33.0^. a ^^^«^.. m ^*_^. 

GI none Score .98 

Exons 7921.. 8349, 8165.. 8350 

Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . o3 . tm Method TBLASTX : Maize 

Start 8008 End 8452 

GI none Score 41 

Exons 8008. .8034, 8032. .8175, 8044. .8136, 8194. .8451, 8197. .8451, 
8198. .8452 

Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand - ■ 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . o2 . ts . Method TBLASTX : Soybean 

Start 8119 . * ' End 8550 

GI none Score 4 7 

Exons 8119. .8550, 8153. .8323, 8206. .8499, 8360. .8503 . . - 

Seq... No'. <• 35469' ' Seq. ID OJ990528_02. 9A25.C30 

Gene No." 73274 ■ - - ■ • Strand " ■ • ' •• 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . ol . tw Method TBLASTX : Wheat 

Start 8395 End .8814 

GI none Score 109 

Exons 8395.. 8814, 8396.. 8557, 8615.. 8812 

Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . o5 . tm Method TBLASTX :Maize 

Start 8452 End 8694 

GI none Score 208 



35330 



Exons 8452.. 8694 

Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . o3 . gs Method GENSCAN 

Start 8617 End 12332 

GI none Score .95 

Exons 8617.. 9134, 9240.. 11293, 11513 .. 11685, 11805 11854 , 

12239.. 12332 

Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand 

Start 6026 End 12787 

Name OJ990528JD2 . 9A25 . C30 . 06 . tw Method TBLASTX : Wheat 

Start 8888 End 11330 

GI none Score 77 

Exons 8888. .9010, 8890. .9114, 8890. .9120, 9035. .9124, 9172. .9345, 

11178. .11330 

Seq. No. 35469, _ . ..Seq . ..ID . ...OJ9.9.0528_02 . 9A25 . C30 

.Gm$J&Q.^~~~J3214~.- — .,.w^.-. .. w S£xa,nd__ - . „ 

A Star„t fc .., .6026... - ...... .End ..^ .-,12787 ., 

Name OJ990528_02 . 9A25 . C30 . o7 . tw Method TBLASTX : Wheat 

Start 9925 End 10327 

GI none Score 112 

Exons 9.925. . 10326, 10058.. 10327 

Seq. No. 35469 ...Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 "Strand 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . o3 . np Method AAT/NAP 

Start 11253 End 12730 

GI 128857 Score 455 

Exons 11253. .11285, 12418.. 12730 

GI Descrip. ■ NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT J (ORF 159) 

gi I 82539 | pir | | S05106 hypothetical protein 159 - rice chloroplast 
gi| 11987 |emb|CAA33999| (X15901) ORF159 [Oryza sativa] 
gi I 226608 | prf | I1603356AE ORF 159 [Oryza sativa] 

Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. ,.73274 Strand 

Start 6026 . ' End . 12787 

Name " OJ990528_.02 . 9A25 . C30 . o.l . gp .Method- AAT/GAB '" • 

Start ■ • 12331 .-End' ■ 12787 

GI LIB3477-003-P1-K1-E9 Score 134 

Exons 12331. .12411, 12763.. 12787 

GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand 

Start 6026 End . . 12787 

Name OJ990528_02 . 9A25 . C30 . ol . tc Method * TBLASTX : Cress 

Start 12424 End 12715 

GI none Score 64 



35331 



Exons 12424. .12507, 12436 .. 12516, 12515 .. 12715, 12516.. 12713 

. Seq. No. 35469 Seq. ID OJ990528_02l. 9A25 . C30 

Gene No. 73274 Strand - ' ?< • 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . ol . tm Method TBLASTX : Maize 

Start ■ 12424 End 12756 

GI none Score 73 

Exons 12424. .12507, 12426 .. 12515, 12428 .. 12517 , 12428 .. 12514 , 

12429. ;12515, 12515 12742 , 12516 .. 12743, 12517 .. 12756, 

12517. .12756 

Seq. No. 35469 Seq. ID OJ990528_02.9A25.C30 

Gene No. 73274 Strand 

Start 6026 End 12787 

Name OJ990528_02 . 9A25 . C30 . ol . t s Method TBLASTX : Soybean 

Start 12424 End 12740 

GI none Score 56 

Exons 12424 .. 12507, 12437 .. 12502 , 12452 .. 12514 , 12515 12724 , 
12516. .12740 

-too*- HQ ^^3M1Q . -v - s^g^i^ 

, . Gene .No . w „ , .,7 32.7..5„.. ^ v. . ™S s tr and__„^„ „^* a « ! «,„ 

:= ;.\ Start ■ 1 End- 3605 / — - 

Name OJ990528_02 . 9A25 . C31 . ol . np Method AAT/NAP 

m Start 1 End 3602 

Hi GI 4091008 Score 301 

f}\ Exons 1..80, 1834.. 2036, 3020.. 3214, 3468.. 3602 

'"\ GI Descrip. (AF040700) methionyl-tRNA synthetase [Oryza sativa] 

f = = ! Seq. No. 35470 Seq. ID OJ990528_02.9A25.C31 

m Gene No. 73275 Strand + 

« Start 1 End 3605 

.' s : Name OJ990528_02 . 9A25 . C31 . o2 . gs Method GENSCAN 

'"\ t Start 1629 End 3605 

.' l GI none Score .53 

i a ; : Exons 1629.. 2036, 3020. -.3226,' 3462.. 3605 

Seq. No. 35470 Seq. ID OJ990528_02.9A25.C31 

;»i Gene No. 73275 Strand + 

Start 1 End 3605 

Name OJ990528_02.9A25.C3L.ol.gp- Method AAT/GAP' 

Start- " 1912' - • " '• • End 3238 '. - 

GI 2312534 Score 577" - 

Exons ' 1912. .2036, 3020. .3238 ■ 

GI Descrip. 2754814 4.0e-23 (AF021800) multisynthetase complex auxiliar 
component p43 [Cricetulus griseus] 

Seq. No. ^5470 Seq. ID OJ990528_02.9A25.C31 

Gene No. 73276 Strand 

Start 257 End 1215 

Name OJ990528_02 . 9A25 . C31 . ol . gs Method GENSCAN 

Start 257 - ' End 1215 

GI " none Score • .62 

Exons 257. .768, 841. .946, 1129. .1215 

Seq. No. 35470 Seq. ID OJ990528_02.9A25.C31 



35332 




Gene No. 


73277 








Strand 




Start 


4470 








End 


7619 


Name 


j"\taaacoo ao 

OJ990o2o 02 


A 7\ O C 


Col . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1887 








End 


3628 


GI 


none 








Score 


24.1 


Exons 


i o o i o a o 

1887 . . 20J6, 


18 98. 


.2038 , 


2991 . 


.3227, 3009. .3227, 3014. .3229, 




30 1 y . . oZZo , 


34 4 0 . 


. 3oU 9, 


o a r o 

34 62 . 


.3596, 3476.. 3628 


Seq. No. 


35470 








Seq. ID 


OJ990528_02.9A25.C31 


Gene No.' 


73277 








Strand 




Start 


A A ~1 A 

4470 








End 


7619 


Name 


OJ990528 02 


9A25 . 


C31 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1 O O T 

1887 








End 


3229 


GI 


none 








Score 


194 


Exons 


188 / . . 20 36, 


O A T H 

297 6. 


O O 1 o 

.3212, 


O A A A 

3004 . 


.3228, 3011.. 3229 


Seq. No. 


35470 








Seq. ID 


OJ990528_02.9A25.C31 


Gene No. 


73277 








Strand 




Start 


/I /I T A 

4 4 70 








End 


7619 


Name 


/"vtAAACOO AO 

OJyy0528 02 


A 7\ O C 

9A25 . 


C31 . ol 


. tc 


.Method 


TBLASTX: Cress 


Start . 


3 0.1 4 . . . . . 




- ■ - 




End 


3593 . ... 


JpX . 


..vn.Q.ae„„_ u . f ^ 


----- 






„$LcQre..__ 


^21Ql;__ .: . _ - 


j£xo.n~-' 


— 1 /-v 1 a OOOO i 

.3.0. 14 .,...3,22.9,,.. 


..30.2-8,. 


.-.3228.,.. 


.34,62..: 


...3593, _ 




Seq. No. 


35470 








Seq. ID 


OJ990528_02 . 9A25 . C31 


Gene No. 


73277 








Strand 




Start 


4470 








End 


7619 


Name 


OJ990528 02. 


9A25. 


C31.o2 


. np 


Method 


AAT/NAP 


Start 


4414 








End 


7619 


GI 


3885327 








Score 


382 


Exons 


4414. .4588, 


5018. 


.5108, 


5871. 


.5957, 6932. .6987, 7058. .7157, 




7599. .7619 












GI Descrip. 


(AC005623) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


35470 








Seq. ID 


OJ990528_02.9A25.C31 


Gene No. 


73277 








Strand 




Start 


4470 








• End 


7619 


Name 


OJ990528 02. 


9A25. 


C31.o3 


. gs 


Method 


GENSCAN 


Start 


■4470 








End 


5108 


GI 


none 








Score 


.96 


Exons 


4470. .4588, 


5018. 


.5108 








Seq. No. 


35470 .. 








Seq. ID 


- 0 J9.90 5 2 8_0 2 , 9A2 5.C31 


Gene No. 


■ 73277 








Strand 




Start 


• 4 470 








End 


-7619 ~ 


Name 


OJ990528 02. 


9A25. 


C31.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4497 








End 


7157 


GI 


none 








Score 


82 


Ex,ons 


4497. ,4589, 


4498. 


.4593, 


'4524. 


.4595, 5014. .5124, 5015. .5152, 




5019. .5141, 


5835. 


.5957, 


5837. 


.5947, 5871. .5960, 5872. .5958, 




6902. .7006, 


6903. 


.6989, 


7045. 


.7140, 7056. .7142, 7056. .7157 


Seq. No. 


35471 








Seq. ID 


OJ990528_02 . 9A25 . C32 


Gene . No. 


73278 








Strand 


+ 


Start 


5716 








End 


12231 


Name 


OJ990528 02. 


9A25. 


C32.o2 


. np 


Method 


AAT/NAP 


Start 


5716 








End 


12231 



35333 



GI 

Exons 

GI/ --De scrip . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



6630459 Score . 130 

5716. .577 9, 6984. .7261, 11124. .11160, 12074. .12231 

(AC007190) F23N19.12 [Arabidopsis thaliana] 



35471 
73279 
711 

OJ990528JD2. 9A25 . C32 . ol . np 
711 

3885327 
711. .787, 1359. .1464 

(AC005623) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
. End 
Score 



OJ990528 02.9A25.C32 



7209 
AAT/NAP 
1464 
91 



35471 
73279 
711 

OJ990528JD2. 9A25 . C32 . ol . gs 
1354 
none 



End 

Method 
End 
Score 

1354. .1469, 2239. .2400, 2571. .2737, 3772. .3902, 3977. .4054, 
6672. .7024,. .702.9... 720.9 _ . . . _ .". „ 



Seq. ID OJ990528_02.9A25.C32 
Strand 

7209 
GENSCAN 
7209 
.7 



..&eq.. Nq.._,..........35..47.1 ,„ _ s 

Gene No. - 73280 

Start 8670 

Name OJ990528_02 . 9A25 . C32 . o2 . gs 

Start 8670 

GI none 
Exons 



, . -Seq . - I,a. , OJ.9 90 5.28_Q2. ...9 A2 5..-.C3.2. 
Strand - " * ' 

End 11247 
Method GENSCAN 
End 11247 
Score . 65 



.8670. .8673, 9118. .9279, 10847 .. 1092 9, 11002. .11247 



Seq. No. 


35471 


Seq. ID 


OJ990528 


Gene No. 


73281 


Strand 




Start 


11804 


End 


11946 


Name 


OJ990528 02 . 9A25 . C32 . o3 . gs 


Method 


GENSCAN 


Start 


11804 


End 


11946 


GI 


none 


Score 


.98 


Exons 


11804. .11946 . 






Seq. No. 


35472 


Seq. ID 


OJ990528 


Gene No. 


73282 


Strand 


+ ' 


Start 


1 


End 


2813 


Name 


OJ990528 02.9A25.C34.ol.np 


Method 


AAT/NAP . 


Start" 


1 . . • - • ' '. 


•. End' 


2813- - 


GI 


5042454 •• 


Score 


'2557 ' ' 


Exons 


' T..51, 392. ■;502> 558.. 1975/ 


27 31.. . 2813 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


35472 


Seq. ID 


OJ990528_ 


Gene No. 


73282 


Strand 


+ 


Start 


1 


End 


2813 


Name 


OJ990528 02.9A25.C34.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


2813 


GI 


4378066, 


Score 


231 


Exons 


1..75., 2215. .2813 






GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 




gi|4680208|gb|AAD27571.1|AF114171 12 (AF114171) 




[Sorghum bicolor] 







35334 



Seq. No. 35472 

Gene. No.. 73282 

Start 1 

Name OJ990528_02 . 9A25 . C34 . o2 . tw 

Start 1233 

GI * none 
Exons 



Seq. ID OJ990528_02.9A25.C34 



Strand 
End 

Method 

End 

Score 



+ 

2813 

TBLASTX: Wheat 

1625 

58 



1233. .1280, 1287. .1385, 1304. .1384, 1352. .1591, 1368. .1625 



Seq. No. 35472 Seq. ID 

Gene No. 73282 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . C34 . ol . tm Method 

Start 1238 End 

GI none Score 

Exons 1238.. 1522, 1275.. 1523 

Seq. No. 35472 

Gene No. 73282 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . C34 . ol . tw Method 

S t axt, . ... . „™. 2 3.6.3... r . , . „. ...^ , _ , JEn.<J 

, GL..^,..^.«,...,,-.n.on.e^ :~ ^.r.^-.^.Score.^ 

Exons 2363.. 2536, 2364.. 2813, 2558.. 2812 



OJ990528_02.9A25.C34 
+ 

2813 

TBLASTX: Maize 

1523 

193 



Seq. ID OJ990528_02.9A25.C34 
+ 

2813 

TBLASTX: Wheat . . . 

.2813. , ., , . . ,„, , 

4.06 ., • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35473 
73283 
1 

OJ990528_02. 9A25 . C35 . ol . np 
1 

6498441 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..420, 604. .738, 913. .1151, 1343. .1827, 1999. .2046, 2078. .2987 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990528_02.9A25.C35 
+ 

2987 
AAT/NAP 
2987 
3106 



Seq. No. 


35473 










Seq. ID 


OJ990528_02.9A25 


.C35 


Gene No. 


73283 










Strand 


■f 




Start 


1 . 










End 


2987 




Name 


OJ990528 


_02. 


9A25. 


C35 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


54 










End 


517 




GI 


none 










Score 


96 




Exons 


54 . .230, 


55. 


.516, 


56 


_517 








Seq. No. 


■ 35473 










*Seq. ID 


OJ990528_02.9A25 


.C35 


Gene No. 


73283 










Strand 


+ 




Start 


1. 










End- 


2987 




Name ■ 


OJ990528 


_02. 


9A25. 


C35 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


95 










End 


4 60 




GI 


none 










Score 


117 




Exons 


95. .319, 


326 


. .460 












Seq. No.- 


35473 










Seq. ID 


OJ990528_02.9A25 


C35 


Gene No.'-' ' 


73283 










■ Strand 


+ 




Start 


1 










End 


2987 




Name 


OJ990528 


_02. 


9A25. 


C35, 


ol . gs 


Method 


GENSCAN 




Start 


110 










End 


2879 





35335 



GI none Score 

Exons 110.. 1208, 1370.. 1827, 2235.. 2879 

Seq. No. 35473 Seq. ID 

Gene No. 73283 Strand 

Start 1 End 

Name '' OJ990528_02 . 9A25 . C35 . ol . tm - Method 

Start 185 End 

GI none Score 

Exons 185.. 541, 220.. 531, 272.. 541 

Seq. No. 35473 Seq. ID 

Gene No. 73283 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 .C35 . o2 . tm Method 

Start 568 End 

GI none Score 

Exons 568.. 933, 569.. 952 

Seq. No. 35473 Seq. ID 

Gene No. 73283 Strand 

...Start __.End 

.Name -OJ9905.28^62,.9A2.5,...C35^o2..tw . ...Method. 

Start 626 - End 

GI none • Score 

Exons 626.. 1045, 631.. 1050 

Seq. No. 35473 Seq. ID 

Gene No. 73283 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . C35 . ol . ts Method 

Start 704 End 

GI none Score 

Exons 704.. 1075, 721.. 864 

Seq. No. 35473 Seq. ID 

Gene No. 73283 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . G35 . o3 . tw Method . 

Start 1455 End 

GI none Score 

Exons 1455.. 1523, 1573.. 1863, 1587.. 1850 

Seq. No. - . 35473 ' Seq. ID 

Gene No. 7-3283 .* Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . C35 . o5 . tw Method 

Start 2211 End 

GI none Score 

Exons 2211.. 2477, 2223.. 2366 

Seq. No. 35473 Seq. ID 

Gene No. 73283 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . C35 . o4 . tw Method 

Start 2568 End 

GI none Score 



.42 



OJ990528_02.9A25.C35 
+ 

2987 

TBLASTX : Maize 

541 

392 



OJ990528_02.9A25.C35 
+ 

2987 

TBLASTX: Maize 

952 

360 



OJ990528__02.9A25.C35 
+ 

2587.. 

TBLASTX: Wheat. 
1050 
488 



OJ990528_02.9A25.C35 
+ 

2987 

TBLASTX: Soybean 

1075 

271 



OJ990528_02.9A25.C35 
+ 

2987 

TBLASTX: Wheat 

1863 

275 



OJ990528_02\ 9A25.C35 
■+. 

2987 

TBLASTX: Wheat 

2477 

185 



OJ990528_02.9A25.C35 
+ 

2987 

TBLASTX: Wheat 

2926 

153 



35336 



Exons 


9 R £P 9 fl 9 S 


9796 9R19 

Z / Z O . . Z 0 X Z , 


9ft 04 


9Q96 










Seq. No. 


35473 






Seq. ID 


OJ990528 


_02. 


9A25 


.C35 


Gene No. 


73283 






Strand 


+ 








Q J iv ,f 


i 






End 


2987 








Name 


c\ tqqh c;oq f\9 


. zz/'iZ D .Ljj . Oj 


. tin 


Method 


TBLASTX: 


Maize 




btart 


ZD / U 






End 


2926 








GI 


none 






Score 


131 








Exons 


9670 989^ 

Z O / U • . ^U<: J/ 


96QQ 9P94 


9ft HQ 

o vj y ■ 


.2925, 2810. .2926 








Seq. No.-., 


35474 






Seq. ID 


OJ990528 


_02. 


9A25 


.C36 


Gene No. 


73284 






Strand 


+ 








otart 


o 0 






End 


292 








Name 


nTQQ0R9P 09 
<JJ:7:7UOZO UZ 


. ;7/-J.Z 3 . I^jD . Ol 


gs 


Method 


GENSCAN 








otart 


C /T — 






End 


292 








O T 


none 






Score 


.83 








Exons 


Rfi 9 Q9 
















Seq. No. 


35474" 






Seq. ID 


OJ990528 


_02. 


9A2 5 


.C36 


Gene No. 


73285 






Strand 


- 








btart 


929 . . . 






End 


1885 . . 








Naiae_ . 




,,.9A25,..C3.6_.Al 


..uiu :T ^ , T 


Method,.-,. 


TBLASTX: 


Maize....;_ 


: 


Start. ,. ^ 


...... 1.4 9,,.,. 




- - -is-. 


.End.,,...,.. 


319,. ... 








bl 


none " ' - - 






Score 


196 








Exons 


149. .319, 154. .318 














Seq. No. 


35474 






Seq. ID 




Uz . 




.C36 


Gene No. 


73285 






Strand 










br.ar t 


929 






End 


1885 








Name 


OJ990528 02 


.9A25.C36.o2 


.gs 


Method 


GENSCAN 








btart: 


929 






End 


1864 








bl 


none 






Score 


.96 








Exons 


929. .1864 
















beq . jno . 


35474 






S.eq. ID 


OJ990528 


_02. 


9A25 


• ^ _> u 


Gene No. 


73285 






Strand 










Start 


929 






End 


1885 








Name 


OJ990528 02 


. 9A25.C36.ol 


np 


Method 


AAT/NAP 








b tar z 


932 






End 


1885 










6907089 






Score 


1212 








Exons 


932. .1885 
















GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 








beq. no. 


3547-5 






Seq, 'ID-' 


OJ990528 


__02\ 


9A25 




Gene No. 


7.3286 • • 






Strand " 


." 








Start 


3727 






End 


11059 








Name 


OJ990528 02 


.9A25.C37.o2 


np 


Method 


AAT/NAP 








otart 


3727 






End 


11059. 








bl 


5042454 






Score 


324 








Exons 


3727. .3873, 


4214 . .4313, 


10994 


. .11059 










GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 








Seq. No. 


35475 






Seq. ID 


OJ990528 


_02. 


9A25 


.C37 


Gene No . 


73287 






Strand 










Start 


1 






End 


2616 








Name 


OJ990528 02 


.9A25.C37.ol 


np 


Method 


AAT/NAP 








Start 


1 






End 


2616 









35337 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.G.I, „De scrip. 



6907089 Score 3335 

1..1262, 1355. .2616 

(AP001129) hypothetical protein [Oryza sativa] 



35475 
73287 
1- 

OJ990528_02 . 9A25 . C37 . ol . gs 

100 

none 

100. .1262, 1355. .2616 

35475 
73288 
5853 

OJ990528_02. 9A25 . C37 . ol . gp 
5204 

77_1.R1084 
5204. .5438, 
7722. .7844, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.5954, 
.8275, 



6043. 
8464 . 



5852 
8169 

10013. . 10097, 10554.. 10632 „. 
,V600..631,0./dbj LBiy\84 77 9 . 1 L.O ,Ae+QP 
hypo.cotyl.._lb_ [Oryza.. sativa].:., ... 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6183, 



OJ990528_02 . 9A25 . C37 

2616 
GENSCAN 
2616 
.91 



OJ990528 02.9A25.C37 



10636 
AAT/GAP 
10632 
2257 
6442. .6554, 



.8513, 9468. .9571, 



7437. .7488, 
9794 . .9874, 



(ABO 18.4 4 3 ). nonphptptrpp.hic^ 



Seq. No. 35475 

Gene No. 73288 

Start 5853 

Name OJ990528JD2 . 9A25 . C37 . o3 . gs 

Start 5853 

GI none 
Exons 



Seq. ID OJ990528_02.9A25.C37 
Strand 

End 10636 

Method GENSCAN 

End 10636 

Score . 8 



5853. .5954, 6442. .6554, 6905. .6941, 7722. .7844, 8169. .8275, 
8464. .8513, 9794. .9918, 10013 10097 , 10554. .10636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI ■ Descrip. 

Seq.- 'No." - 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 



35475 Seq. ID 

73288 Strand 
5853 End 
OJ990528_02 . 9A25 . C37 . o3 . np Method 
5856 End 
6006310 Score 
5856. .5954, 6043. .6183, 6442. .6554, 
8169. .8275, 8464. .8513, 9468. .9571, 
10554 .. 10630 

(AB018443) nonphototrophic hypocotyl lb '-[Oryza sativa] 



OJ990528 02.9A25.C37 



10636 
AAT/NAP. 
10630 
1490 
7437. .7488, 
9794 . . 9874, 



7722. . 
10013. 



7844, 
.10097, 



• 35475- ■ \ - . Seq. ID 

73288 Strand 

5853 End 
OJ990528_02 . 9A25 . C37 . ol . tm Method 

5877 End 

none Score. 

5877. .5951, 5880. .5939, 5881. .5952, 6041. 

6042. .6185, 6042. .6185, 6043. .6189, 6437. 

6533. .6586, 7379. .7489, 7435. .7488, 7705. 

8164. .8277, 8166. .8279, 8459. .8515, 8459. 

9464. .9544, 9467. .9544, 9468. .9548 



OJ990528_02 . 9A25'. C37 
10636 

TBLASTX: Maize 
9548 
55 

,6184, 6041. .6184, 
.6535, 6439. .6534, 
.7824, 7722. .7820, 
.8515, 8460. .8528, 



Seq. No. 



35475 



Seq. ID OJ990528 02.9A25.C37 



35338 



Gene -No. 7 3288 

Start 5853 

Name OJ990528_02 . 9A25 . C37 . ol . tc 

Start 5880 
GI none 
Exons 5880. 

7433. 

8166. 



.5954, 6043.. 6189, 6044. 
.7489, 7435. .7488, 7711. 
,8279, 8168.. 8320, 8457. 



Strand 
End 

Method 

End 

Score 



10636 

TBLASTX: Cress 

10619 

125 



,6184, 6437. .6562, 6439. .6585, 
.7818, 7722. .7847, 8164. .8277, 
.8528, 8459. .8515, 9464. .9577, 



94 68. .9578, 9794. .9877, 10013. .10099, 10014. .10100, 
10554. .10619, 10556. .10618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq'. No. 

j3ene_Np,. t . 

.Start, . . 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35476 
73289 
1 

OJ990528_02.9A25.C38.ol.np 
1 

6006310 

1..23, 395. .484, 680. .753 
(AB018443) nonphototrophic 



Seq. ID OJ990528_02.9A25.C38 

Strand 

End 753 

Method AAT/NAP 

End 753 

Score 109 

hypocotyl lb [Oryza sativa] 



' 35476 

...732„8A._ _ , ^ 

. 1, ...... . ... . ....... 

OJ990528_02 . 9A25 . C38 . ol . gp 

394 

77_1.R1084 
394 . .484 

, 6006310/dbj IBAA84779.il 0.0e+00 (AB018443) nonphototrophic 
hypocotyl lb [Oryza sativa] 1 



. Seq. ID OJ990528_02.9A25.C38 
,,..,.Strand, ; ^.-,_ _ w 
..End . ...... ,..753..... 

Method AAT/GAP ' 
End 484 
Score 139 



35476 
73289 
1 

OJ990528_02 . 9A25 . C38 . ol . gs 

395 

none 

395. .484 



Seq. ID OJ990528_02.9A25.C38 
Strand 

End 753 

Method GENSCAN 

End 484 

Score .83 



Seq.. No. 
Gene No. 
Start 
■ Name 
Start 
GI ' 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35477 
73290 
1 

OJ990528_02. 9A25 .C4 0.ol.np 
1 • • - • . 

'64 98-4 41' . 
1. .214,. '278. .741," 883. 953 
(AP000815) EST C7278 6 (E2258 ] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_02.9A25.C40 
953 

AAT/NAP 
953 ' 

963 ' ' * ■ • 



corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



35477 Seq. ID 

73290 Strand 

1 End 
OJ990528_02 . 9A25 . C40 . ol . tm Method 

69 . End 

none * Score 

69. .248, 71. .244 



OJ990528_02.9A25.C40 
953 

TBLASTX: Maize 

248 

166 



35339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35477 
73290 
1 

OJ990528_02.9A25.C4 0.ol.tw 
86 

none 



Seq. ID OJ990528_02.9A25.C40 
Strand 
End 

Method 
End 
Score 



953 

TBLASTX: Wheat 

857 

158 



86. .340, 87. .230, 101. .283, 371. .856, 375. .662, 398. .856, 
684. .857 



Seq. No. 35477 Seq. ID 

Gene No. 73290 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . C40 . ol . gs Method 

Start 215 End 

GI none Score 

Exons 215.. 934 



OJ990528_02 . 9A25 . C4 0 
953 

GENSCAN 

934 

.71 



Seq. No. 35478 Seq. ID 

Gene No. 73291 Strand 

Start 298 End 
Name . OJ990528_02 . 9A25 . C42 . ol . gs Method 

. Start, .„ \_^,_2 18 „^.„,„, /, _ _ _,:_^End.__ ... 

...GI-^.....v- ...... ....none.'. . ..... Scox.e .. 

Exons . 298 . : 4 68 '■ " ■ . - . 



OJ990528_02.9A25.C42 
468 

. GENSCAN ' . 



Seq. No. 35479 Seq. ID 

Gene No. 73292 Strand 

Start 204 End 
Name ' OJ990528_02 . 9A25 . C43 . ol . gs Method 

Start 204 End 

GI none Score 

Exons 204.. 530, 549.. 691 



OJ990528_02 . 9A25 . C43 
+ 

724 

GENSCAN 

691 

.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

.Gene No.' 

Start- 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 



35479 Seq. ID 

73292 Strand 

204 End 
OJ990528_02. 9A25 . C43 . ol . np Method 

204 End 

.6907089 Score 
204. .724 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990528_02.9A25.C43 
+ 

724 

•AAT/NAP 
724 
865 



.35480 
■73293 



Seq. ID . OJ930528_02/. 9A25.C44 
Strand + 



OJ990528_02. 9A25.C4 4 .ol.np 
1 

6742729 
1..643 

(AF121139) RIM2 protein [Oryza sativa] 



End 

Method 
End 
Score 



35480 
73293 
1 

OJ990528 

119 

none 



02.9A25.C44.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



643 

AAT/NAP 

643 

924 



OJ990528_02.9A25.C44 
+ 

643 

TBLASTX: Wheat 

642 

184 



35340 



Exons 



119. .298, 120. .299, 157. .336, 
313. .642 



275. .529, 279. .575, 280. .642, 



O y-i jT TvT 

beq . NO . 


JD4 oU 


beq. ±u 


u j y y u d z 0 u z . yAz d 


C A A 
. U4 4 


Gene No . 


/ jz y o 


b t rana 


1 

T 




btart 


1 


bna 


04 O 




Name 


(JUyyUDZO • "MZ D . fi .ox.L.in 


K4 a 4— V» /"s^ 
rJcLilOu 


1 O-UttO 1 A . LYia 1 z e 




Of a v+- 


1 £9 
1 OZ 


rjiia 


fl DD 




GI 


none 


Score 


106 




Exons 


■ 162. .299, 275. .466, 280. .435 








oeq. in o . 




beq . iu 


n7QQn c 19ft 09 02X9^ 




otrllt; IN (J * 


7 T 9 Q-J 

/ O c. *J 


04- v*3 n H 


^_ 




oiart 


1 
X 


Ejna. 


04 J 




Name 


uuyyuDZo uz . yAz d . U4 4 . o± . c(s 


1x1 e ufioa 








9 £n 


Hjna 


Do y 




GI 


none 


Score 


.5 




Exons 


260. .589 








beq . no . 




beq. iu 




C A A 

. U4 4 


Gene No . 


/ jz y j 


b Tirana 








^. - . ... 


.... CjO.QI „ . 


^ .0.4 J , „^ - ^ ■ ■ 




. .Nameu-... - ^ 


ATQQnPOQ AO QnOC H A A /-\ 1 4-^ 

,..„ u.j.y y uoi o,.-_y z v ._yAz d... t L4.4 . oi..xc.„_ 


.Method. 


ioijAb..i;A.:^L.r e.s.s t 




b tar u 


on-] ... 

jy / 


hna 


CA 9 
o4 Z 




GI 


none 


Score 


173 




Exons 


397. .642, 401. .529, 575. .640 








beq. no. 


yi Q1 


beq. iu 


r^TQQn^9Q no qt\or 
uoyyuozo uz.yAZo 


. v^ 4 D 


Gene No . 


/ jz y 4 


Strand 


+ 




otart 


/I O O 
4 J J 




DID 




Name 


ujyyiijZo uz . yAzD . L4 d . oi . gs 


Method 


bhjNbLAN 




btiart: 


4 


bna 


DID 




C T 


none 


Score 


. 0 y 




Exons 


433. .516 








O r\ KT ^ 

beq . • no. 


JJ 4 OZ 


Seq. ID 


OJ990528_02.9A25 




Lrene no . 


/ y d 


Strand 


+ 




CM , v- 4- 

btarr. 


1 


End 


580 




Name 


vjuyyuDZo uz . yAZD . 0 . 01 . np 


Method 


AAT/NAP 




btart 


1 


End 


580 




C T 




Score 


806 




Exons 


1..580 








GI Descrip. 


. ./(AB030283) GAG-POL precursor 


[Oryza sativa] 




Cn/t KT ^ 

beq . no . 


-5 c A Q O 


Seq. ID 


;OJ990528_02.9A25 


U4 0 


Gene No . 


/ jz y b 


Strand 






btarti 


loo 


End 


540 




Name 


OJyyUozo Uz . yAzD . C4 0 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


426 




GI 


none 


Score 


297 




Exons 


1. .426, 42. .185, 46. .339, 222 


. .392 






Seq. No. 


35482 


Seq. ID 


OJ990528_02.9A25 


C46 


Gene No. 


73296 


Strand 






Start 


186 


End 


540 




Name 


OJ990528 02.9A25.C46.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


371 





35341 






none 




Score 


JO / 


Exons 


X . . oob, 


1 o/Q "3 T71 






oeq . ino . 


JO *i O Z 




oeq . iu 




Gene No. 


73296 




Strand 




Start 


186 




, End 


540 


Name 


OJ990528 


_02. 9A25.C4 6.ol .tm 


Method 


TBLASTX: Maize 


Start 


93 




End 


537 


GI 


none 




Score 


252 


Exons 


93. .347, 


94. .348, 94. .351, 


370. .513, 


409. .501, 511. .537 



Seq. No. 35482 Seq. ID 

Gene No. 73296 Strand 

Start 18 6 End 

Name OJ990528_02 . 9A25 . C4 6 . ol . gs Method 

Start 186 End 

GI none Score 

Exons 186.. 264, 389.. 456 



OJ990528_02.9A25.C46 
540 

GENSCAN 

456 

.44 



Seq. No. 35482 Seq. ID 

Gene No. 73296 ... Strand 

.Start; - ,..-1.8.6. . „.End „ 

Name., .OJ.99052.8_02.. 9A25 ..C46,..o2 ...tw... -.-..Method, 

Start 376 End 

GI none Score 

Exons 376.. 540, 388.. 456 



OJ990528_02.9A25.C46 

54 0 

TBLASTX^Whaat ^ 

540 

173 



Seq. No. 35483 Seq. ID 

Gene No. 73297 Strand 

Start 12 End 

Name OJ990528_02 . 9A25 . C47 . ol . gs Method 

Start 12 End 

GI none Score 

Exons 12.. 372, 833.. 927, 990.. 1251 



OJ990528_02.9A25.C47 

1513 
GENSCAN 
1251 
.59 



Seq. No. 35483 Seq. ID 

Gene No. 73297' Strand 

Start 12 End 

Name . . OJ990528_02 . 9A25 . C47 . ol . np Method 

Start 43 End 

GI 5852182 Score 

Exons ,43. .372, 1472. .1513 

GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



OJ990528_02.9A25.C47 

1513 
AAT/NAP 
1513 
424 



Seq. No. * 35484 Seq: ID 

Gene No. 73298 * Strand 

Start 154 End 

Name ' OJ990528_02 . 9A25 . C4 9 . ol . gs Method 

Start 154 End 

GI none Score 

Exons 154.. 241 



OJ990528_02. 9A25.C49 
241 

GENSCAN 
241 
.53 . 



Seq. No. 35485 Seq. ID OJ990528_02.9A25.C50 

Gene No. 73299 Strand 

Start 170 End 596 

Name OJ990528_02 . 9A25 . C50 . ol . gs Method GENSCAN 

Start 170 End 596 



35342 




GI 


none 




Score 


. 62 








Exons 


170. .280/ 394. .596 














Seq. No. 


3548 6 




Seq. ID 


OJ990528__ 


02. 


9A25 


.C51 


Gene No. 


73300 




Strand 










Start 


621 




End 


1199 








Name 


OJ990528_02 . 9A25 .C51 


. ol . gs 


Method 


GENSCAN 








Start 


621 




End 


1199 








GI 


none 




Score 


. 72 








Exons 


621. .749, 1050. .1199 














Seq. No. 


35487 




Seq. ID 


OJ990528_ 


02. 


9A25 


.C52 


Gene No. 


73301 




Strand 


+ 








Start 


385 




End 


t o n o 

1308 








Name 


OJ990528 02.9A25.C52 


. ol . gs 


Method 


GENSCAN 








Start 


•joe 
JO D 




T~> -J 


1 q n q 








GI 


none 




Score 


. 4b 








Exons 


385. .435, 508. .1012, 


1214 . 


1308 










Seq. No. 


Jo4oo 




beq. ID 


uj y yuo/ o 


Uz . 


Q TS. O R 


per 
. LOO 


Gene No. 


73302 . . "... 




. . Strand. 










Start 


.„!.,...._ _ 




.,,._End. .... 


,.1.3.80. .. ....... 










0 J 9. 9 Q.52 8 . .0 2. . 3 A2 5 . C 5, 6, 


..ol .,np„ 


..Method 


AAT/NAE,-., 








Start 


1 ■ - 




End ; 


1380 . 








GI 


2864613 




Score 


483 








Exons 


1. .594, 1350. .1380 















GI Descrip. (AL021811) S-receptor kinase -like protein [Arabidopsis 



thaliana] gi | 4 04 9333 | emb | CAA22558 . 1 | (AL034567) S-receptor 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 


35488 










Seq. ID 


OJ990528__02. 9A25 


.C56 


Gene No. 


73302 










Strand 






Start 


1 










End 


1380 




Name 


OJ990528 


_02 


.9A25 


.C56. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


2 










End 


479 




GI 


none 










Score 


89 




Exons 


2. . 172, 


6. . 


167, 


197. . 


376, 213. .377> , 332 


..478, 396. .479 




Seq. No. 


35488 










Seq. ID 


OJ990528_02. 9A25 


.C56 


Gene No. 


73302 










Strand 






Start 


1 










End 


1380 




Name 


OJ990528 


_02 


. 9A25 


.C56. 


ol ..tw 


Method 


TBLASTX: Wheat 




Start 


• 2. • . ', 










.End ■ ■ 


326' • 




GI 


none 










1 Score- 


144 




Exons '. ; 


• .2. .325,- 


1.5. 


. 32 6 .- 












Seq. No. 


35488 










Seq. ID 


OJ990528_02. 9A25 


.C56 


Gene No. 


73302 










Strand 






Start 


1 










End 


1380 




Name 


OJ990528 


_02 


.9A25 


.G56. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


41 










End 


478 




GI 


none 










Score 


174 . 




Exons 


41. .376, 


42 


. .380 


, 374 


. . 478, 


378. .431 






Seq. No. 


35488 










Seq. ID 


OJ990528_02.9A25 


.C56 


Gene No. 


73302 










Strand 






Start 


1 










End 


1380 





35343 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990528_02 . 9A25 . C56 . ol . tm Method TBLASTX : Maize 

50 End 478 

none Score 4 4 

50. .178, 123. .179, 176. .376, 207. .377, 368. .478, 369. .434 



35488 
73302 
1 

OJ990528_02. 9A25 . C56 . ol . gs 

154 . 

none 

154. .1303 



Seq. ID OJ990528_02.9A25.C56 
Strand 

End 1380 

Method GENSCAN 

End 1303 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35488 Seq. ID OJ990528_02.9A25.C56 

73302 Strand 

1 End 1380 

OJ990528_02. 9A25 . C56 . o2 . np Method AAT/NAP 

605 End 814 

688421 Score 133 

605. .814 

(D26458) tumor-related protein [Nicotiana glauca X Nico.tiana 
langsdorfj: ii] . , _ -., . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35489 Seq. ID 

73303 Strand 

22 End 

OJ990528_02 . 9A25 . C57 . ol . gs Method 

22 End 

none Score 



OJ990528_02; 9A25.C57 

7276 
GENSCAN 
7276 
.49 



22. .110, 279. .450, 524. .613, 1581. .1788, 3296. .3386, 4599. .4658, 
4758. .4883, 5617. .5689, 5785. .5895, 6009. .6182, 6257. .6438, 
6511. .6568, 6667. .7031, 7247. .7276 



Seq. No. 35490 Seq. ID 

Gene No. 73304 Strand 

Start 92 End 

Name OJ990528_02 . 9A25 . C59 . ol . gs Method .;- 

Start 92 End 

GI none Score 

Exons 92. .188, 442.. 764 



OJ990528_02.9A25.C59 
+ 

764 

GENSCAN 

764 

.57 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
"GI 

Exons 

GI Descrip. 



.35490 -Seq. ID OJ990528_02.9A25.C59 

73305 Strand - • 

1042 - * ■ End " ' 1822 - ■ • 

OJ990528-_02.9A25.C59.ol.np Method AAT/NAP ■ 
1003 End 1822 

2864613 Score 521 

1003.. 1822 

(AL021811) S-receptor kinase -like protein [Arabidopsis 
thaliana] gi | 404 9333 | emb | CAA22558 . 1 | (AL034567) S-receptor 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



35490 Seq. ID 

73305 Strand 

1042 End 

OJ990528_02. 9A25 . C59 . ol . tm Method 

1039 End 



OJ990528_02.9A25.C59 
1822 

TBLASTX: Maize 
1665 



35344 




GI 


none 




Score 


173 


Exons 


i ri-jQ i ccr in/in 1 oc/i 
lUjy..lobo, 1U4U..12o4, 


1 1Z u 


..1338, 1349. .1663, 1548. .1664 


Seq. No. 


35490 




Seq. ID 


OJ990528 02.9A25.C59 


Gene No. 


73305 




Strand 


- 


Start 


1 r» a o 
104 2 




End 


1822 


Name 


OJyy052o 02 . 9A25 . Coy . o2 


.gs 


Method 


GENSCAN 


Start 


*i r\ a o 

1042 




End 


1740 * 


GI 


none 




Score 


.73 


Exons 


J.U42 . . 1 / 4 U 








Seq. No. 


354 yu 




Seq. ID 


OJ990528_02.9A25.C59 


Gene No. 


73305 




Strand 




Start 


1042 




End 


1822 


Name 


ujyyuozo U2 . yA^o . uz>y . oi 


. ts 


Method 


TBLASTX : Soybean 


Start 


1 lo J 




End 


1821 


GI 


none 




Score 


75 


Exons 


1153. .1272, 1294. .1450, 


1 ore 

1 3bb 


..1461, 1466. .1513, 1471. .1707, 




"\ H A A 1 O O 1 

1/44.. 1821 








Seq. No. 


35490 _. . . . 




Seq. ID 


OJ990528_02.9A25.C59 


,Gene . _No _ 


... .7.3.3.0 5... _ 




„■ .SfcrancL 




.Start, , 


, 1042........ .... ....... 




.....End - . . 




Name 


• OJ990528 02 . 9A2 5 . Co 9 . ol 


. tc 


Method 


TBLASTX: Cress - 


Start 


1156 




End 


1822 


GI 


none 




Score 


92 


Exons 


1156. .1275, 1157. .1267, 


13 ./ 8 


..1458, 1465. .1707, 1472. .1702, 




1 T O O TOOT 1T/10 1 Q O O 

1732. .1821, 1/48. .1822 








Seq. No. 


354 90 




Seq. ID 


OJ990528_02 . 9A25 . C59 


Gene No. 


-7 o o r\ c 

73305 




Strand 




Start 


1042 




End 


1822 


Name 


OJ990528 02.9A25.C59.ol 


-gp 


Method 


AAT/GAP 


Start 


1213 




End 


1588 


GI 


LIB34 34-04 1-P1 ;: -K1-A12 




Score 


671 


Exons 


1213. .1588 








GI Descrip. 


' 2864 613/emb|CAA16960| 


7.0e- 


26 (AL021811) S-receptor kinase 


-like protein [Arabidopsis thaliana] : 


>gi_4 0 4 9 3 3 3__emb_CAA2 2 5 ! 




(AL034567) S-receptor kinase 


-like protein [Arabidopsis 




thaliana] 1 








Seq. No. 


35490 




Seq. ID 


OJ990528_02. 9A25.C59 


Gene No. 


■ 73305 * " ■ 




Strand 




Start 


1042 '■ . . : * ' 




End ; 


1822 ." • ; 


Name 


OJ990528 02..9A25.C59.ol 


. tw 


' Method 


TBLASTX: Wheat 


Start 


1456 




End 


1822 


GI 


none 




Score 


67 


Exons 


1456. .1506, 1522. .1821, 


1739 


. . 1822 




Seq. No. 


35491 




Seq. ID 


OJ990528_02.9A25.C60 


OC11C ViKJ • 


73306 




Strand 


+ 


Start 


682 




End 


770 


Name 


OJ990528 02.9A25.C60.ol 


.gp 


Method 


AAT/GAP 


Start 


682 




End 


7 70 


GI 


5867 1.R1084 




Score 


133 


Exons 


682. .770 








GI Descrip. 


, 464986/sp|P35132|UBC9 , 


ARATH 


5.0e-58 i 


0BIQUITIN-CONJUGATING 



35345 




ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_29788'4_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


35491 




Seq. ID 


OJ990o2o U2.9A25.C60 


Gene No. 


. 73307 




Strand 


+ 


Start . 


1223 




End 


1308 


Name 


OJ990528 02.9A25.C60.ol 


,np 


Method 


AAT/NAP 


Start 


1223 




End 


1 O A O 


GI 


5852093 




Score 


O A 


Exons 


1223. .1308 








GI Descrip. 


(AL117264) zwhlS.l [Oryza sativa] 




Seq. No. 


35492 




Seq. ID 


/^TAAACOA AO A 7\ O C /-> /" i 

OJ990528 02.9A25.C61 


Gene No . 


73308 




Strand 


+ 


Start 


345 




End 


660 


Name 


A TfifiACOO AO A 7\ O C p/TI _ 1 

OJy9052o 02 . 9A25 . Col . ol 


.gs 


Method 


GENSCAN 


Start 


. 345 . . . ' . . _ . . 




End 


660 ... 


GI.. _ . ! t . 


...non^;,. .. . .... , 




_§cpr.e, 


.. 8.6./ , 


Exons.. ... - 


.. .34 5..... 4.36, ...539., .,6.60... 








Seq. No. 


35493 




Seq. ID 


OJ990528_02 . 9A25 . C65 


Gene No. 


73309 




Strand 




Start 


86 




End 


2953 


Name 


OJ990528 02 . 9A25 . C65 . ol . 


.gs 


Method 


GENSCAN 


Start 


86 




End 


2895 


GI 


none 




Score 


.71 


Exons 


86. .268, 544. .610, 676., 


.786, 


881. .1054, 


1159. .1844, 1846. .1988, 




2114. .2255, 2471. .2895 








Seq. No. 


35493 




Seq. ID 


OJ990528J)2 . 9A25 . C65 


Gene No. 


73309 




Strand 




Start 


86 




End 


2953 


Name . 


OJ990528 02.9A25.C65.ol. 


.np 


Method 


AAT/NAP 


Start 


96 




End 


2953 


GI 


4680204 




Score 


588 


Exons 


96. .251, 599. .786, 881.. 


.1054, 


1159.. 2255, 2351.. 2953 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Seq. - No . 


35493 • • 




• Seq. ID 


OJ990528_02.9A25.C65 


Gene No . * 


73309 •' • " ' 




Strand 




Start 


86 . ' 




End ' 


29$3 .. 


Name 


OJ990528 02.9A25.C65.o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


2043 




End 


2419 


GI 


none 




Score 


49 


Exons 


2043. .2261, 2188. .2259, 


2345. 


.2419 




Seq. No. 


35493 




Seq. ID 


OJ990528_02.9A25.C65 


Gene No. 


73309 




Strand 




Start 


86 




End 


2953 


Name 


OJ990528 02.9A25.C65.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


2699 




End 


2953 


GI 


none 




Score 


36 


Exons 


2699. .2731, 2705. .2725, 


2735. 


.2872, 273 


16. .2816, 2876. .2953, 



35346 




2889. .2951 



Seq. No. 


o a A C\ A 

oo4 94 




beq. lu 


Uo yyu jzo 


no Q7\ O CL 


. Lob 


Gene No. 


73310 




Strand 








Start 


67 




End 


1 o o r\ 

1320 






Name 


OJ990528 02 . 9A25 . C66 . ol 


.gs 


Method 


GENSCAN 






Start 


67 




End 


i o o r\ 

1320 






GI 


none 




Score 


. 63 






Exons 


-67. .559, 1246. .1320 












Seq. No. 


35495 




Seq. ID 


OJ990528 


_02.9A25 


.C67 


Gene No. 


73311 




Strand 








Start 


124 




End 


2015 






Name 


OJ990528 02 . yA2o . Co / . Ol. 


gp 


Method 


AAT/GAP 






Start 


124 




End 


2015 






GI 


342_1 . R1084 




Score 


2657 






Exons 


124. .668, /bl..//o, oUo 


.2015 










GI Descrip. 


4574406/ go | AAD2 4 0 4 2 . 1 | 


O.Oe+.OO (AF121139) RIM2 


protein 


[Or 




sativa] 1 












Seq.. No. . 


35495 




Seq. ID 


OJ990528 




. Co / 


Gene.. No . 


,7.331.1,. .. ., T ... .. , _ ..... . ; 




..Strand 









S.tart ...... _ ... 


, .124, ^, - ..- .... ... 




.End .. 


- 2015 






Name 


OJ990528 02 . 9A25 . C67 . ol 


gs 


Method 


GENSCAN 






Start 


830 




End 


1915 






GI 


none 




Score 


.64 






Exons 


830 . . 1915 












Seq. No. 


35495 




Seq. ID 


OJ990528 


_02.9A25 


.C67 


Gene No. 


73311 




Strand 








Start 


124 




End 


2015 






Name 


OJ990528 02.9A25.C67.ol 


np 


Method 


AAT/NAP 






Start 


899 




End 


2015 






GI 


4680203 




Score 


952 






Exons 


899. .1879, 1952. .2015 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


35495 




Seq. ID 


OJ990528 


_02. 9A25 


.C67 


Gene No. 


73311 ■■ 




Strand 








Start 


124 




End 


2015 






Name 


OJ990528 02. 9A25.C67.ol 


tw 


Method 


TBLASTX: 


Wheat 




Start 


953 




End ; 


2015 






GI 


none 




Score - 


52 






Exons 


953- .1045/ 954. . 1019, 1034". . 11 14 , 1050 


.'.1115/ 1127. .,1267/ 




1128.. .1268, 12.15. .1310, 


1247. 


.1306, 1313. .1357., 


1313. . 1357,' 




" 1315-. .1359, 1352. .1804, 


1368. 


.2012, 1383.. 2015, 


1781. .2014 


Seq. No. 


35495 




Seq. ID 


OJ990528 


_02. 9A25 


.C67 


Gene No. 


73311 




Strand 








Start 


124 




End 


2015 






Name 


OJ990528 02. 9A25.C67.ol, 


tc 


Method 


TBLASTX: 


Cress 




Start 


1535 




End 


1982 






GI 


none 




Score 


85 






Exons 


1535. .1684, 1535. .1804, 


1539. 


.1982, -18 


50. . 1978 






Seq. No. 


35496 




Seq. ID 


OJ990528 


_02.9A25 


.C68 


Gene No. 


73312 




Strand 









35347 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Start ... ... - 

GI„--.". .1. 
Exons 



End 

Method 
End 
Score 



1673 
AAT/GAP 
1669 
2747 



OJ990528_02 . 9A25 . C68 . ol . gp 
1 

342JL.R1084 
1. . 1669 

f 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



35496 
73312 
1 

OJ990528_02 . 9A25 . C68 . ol . np 
1 

4680203 
1. . 1673 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990528_02.9A25.C68 
Strand 

End 1673 

Method AAT/NAP 

End 1673 

Score 1976 



35496 
73312 
1 . 

OJ990528_02... 9A25 . C68 . o2 . ts 

17 9..;..... t ... .. ; 

none _ : ~ . .... 

179. .415, 237. .335 



Seq. ID OJ990528_02.9A25.C68 
Strand 

End 1673 

Method T.BLASTX: Soybean 

End 415. .... . , . 

Score vi . 51 , -.^-^-.^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No-. 
Start .. 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35496 
73312 
1 

OJ990528_02 . 9A25 . C68 . ol . tm 

251 

none 



Seq. ID OJ990528_02.9A25.C68 
Strand 

End 1673 

Method TBLASTX : Mai ze 

End 708 

Score 4 6 



251. .445, 455. .574, 455. .580, 574. .696, 580. .708 



35496 
73312 
1 

OJ990528_02. 9A25 . C68 . ol . tw 

285 

none 



Seq. ID OJ990528_02.9A25.C68 
Strand 

End 1673 

Method TBLASTX :' Wheat 

End 753 

Score 160 



285. .491, 290. .493, 290. .514, 494. .580, 495. .581, 595. .699, 
599. .688, 700. .753, 701. .745 



35496 .... 
73312 -'- -•• 
1' 

OJ990528_02 . 9A25 . C68 . ol . tc 

574 

none 

574. .882, 605. .697, 737. .889 

35496 
73312 
1 

. OJ990528_02 . 9A25 . C68 . ol . ts 
622- 
none 



Seq. ID .OJ990528_02.9A25.C68- 
Strand ' t 
End 1673 
'Method TBLASTX: Cress 
End 889 
Score 69 



Seq. ID OJ990528__02.9A25.C68 
Strand 

End 1673 

Method TBLASTX: Soybean 

End 1051 

Score 123 



622. .918, 640. .864, 913. .975, 968. .1051, 976. .1050 



35348 



Seq. No. 35496 

Gene No. 73312 

Start 1 

Name OJ990528 JD2 . 9A25 . C68 . o2 . tw 

Start 972 

GI none 

Exons 972.'. 1214, 980.. 1222, 
1269. .1367 



Seq. ID OJ990528_02.9A25.C68 
Strand 
Eno?. - 
Method 
End 
Score 



982. .1233, 983. 



1673 

TBLASTX: Wheat 
1367 
180 

,1225, 1216. .1248, 



Seq. No. 


35497 






Seq. ID 


OJ990528_ 


_02 


9A25 


.C69 


Gene No. 


73313 






Strand 


+ 








Start 


263 






End 


949 








Name 


OJ990528 


_02.9A25.C69.ol 


.gs 


Method 


GENSCAN 








Start 


263 






End 


949 








GI 


none 






Score 


.46 








Exons 


263. .325 


, 584. .701, 788 


. .949 












Seq. No. 


35497 






Seq. ID 


OJ990528_ 


_02. 


9A25 


.C69 


Gene No. 


73314 






Strand 










Start . 


1706 






End .. . 


3585 . 








Name. . 


.OJ99052.8 


_02^.9A25.C69.„ol 




_ Method 


, AAT/N&P 








S.tart 


...17.06 , 






..End , ... 


..3585... , _ 








GI 


■ 2864613 ■ 






Score 


708 








Exons - 


1706. .18 


17,' 2634. .3585 















GI Descrip. (AL021811) S-receptor kinase -like protein [Arabidopsis 



thaliana] gi | 404 9333 | emb | CAA22558 . 1 | (AL034 567 ) S-receptor 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 


35497 










Seq. ID 


OJ990528 


_02.9A25.C69 


Gene No. 


73314 










Strand 






Start 


1706 










End 


3585 




Name 


OJ990528 02 


. 9A25 


C69.ol 


• tm 


Method 


TBLASTX: 


Maize 


Start 


2558 










End 


3184 




GI 


none 










Score 


431 




Exons 


2558. 


.3184, 


2559 


.3182, 


3067. 


.3183 






Seq. No. 


35497 










Seq. ID 


OJ990528 


_02. 9A25.C69 


Gene No. 


73314 










Strand 






Start 


1706 










End 


3585 




Name 


OJ990528 02 


. 9A25 


C69.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2672 










End 


3506 




GI 


." none 










Score 


78 




Exons ' 4 . 


2672. 


2791, 


2*813 


-.2911 - r 


2885. 


.2980, 2 9£ 


35. .3032, 


2990. .3226, 




3263. 


340-6/ 


327 9 


.3404, 


3449. 


.3.499-, -3450: .350-6 




Seq. No. 


35497 










Seq. ID 


OJ990528 


_02.9A25.C69 


Gene No. 


73314 










Strand 






Start 


1706 










End 


3585 




Name 


OJ990528 02 


9A25. 


C69.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2675 










End 


3532 




GI 


none 










Score 


92 




Exons 


2675. 


2794, 


2676. 


.2786, 


2897. 


.2977, 2984. .3226, 


2991. .3221, 




3251. 


3430, 


3267. 


.3431, 


3443. 


.3532, 3450. .3485 




Seq. No. 


35497 










Seq. ID 


OJ990528 


_02.9A25.C69 


Gene No. 


73314 










Strand 







35349 



Start 1706 End 3585 

Name OJ990528_02 . 9A25 . C69 . ol . gp Method AAT/GAP 

Start 2732 . End 3107 

GI ■ LIB3434-041-P1-K1-A12 Score 687 

Exons 2732.. 3107 

GI Descrip. ' 2864 613/emb | CAA16960 | 7.0e-26 (AL02181 1 )' S-receptor kinase 

-like protein [Arabidopsis thaliana] >gi_404 9333_emb_CAA22558 . 1 
(AL034567) S-receptor kinase-like protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35497 



Seq. ID OJ990528 02.9A25.C69 



73314 Strand 
1706 End 
OJ990528_02 . 9A25 . C69 . ol . tw Method 
2975 End 
none Score 
2975. .3025, 3041. .3379, 3258. .3380 



3585 

TBLASTX: Wheat 

3380 

81 



Seq. No. 35497 

Gene No. 73314 

Start 1706 

Name. w „ : ;._„ w „.:Q0r99.Q52,8_.O2,. 9A2.5, C.6jL..o2,, tm 

..Start . .3230...... 

GI none 

Exons 3230.. 3430, 3261.. 3431, 3422.. 3532, 3423.. 3488 



Seq. ID OJ990528_02.9A25.C69 
Strand 

End 3585 

..Method. „ TBLASTX : Mai ze , , ... . 

..End _ 3532 « . . 

Score 157 



Seq. No. 35498 
Gene No. 73315 
Start 1 

Name OJ990528JD2 . 9A25 . C70 . ol . np 

Start 1 
GI .3834312 
Exons 1 . .566 

GI Descrip. (AC0056 

Daucus 

PF| 0095 

gb | AA7 1 

an. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_02 . 9A25 . C70 
837 

AAT/NAP 
566 
221 . 



79) Strong similarity to glycoprotein EP1 gb|L16983 
carota and a member of S locus glycoprotein family 
4. ESTs gb|AA067487, gb|Z35737, gb|Z30815, gb|Z35350, 
3171, gb|AI100553, gb|Z34248, gb|AA728536, gb|Z30816 



Seq. No. 35498 

Gene No. 73315 

Start 1. 

Name OJ990528_02 . 9A25 . C70 . ol . tc. 

Start 3 

GI ■ none \ ■■' - * ■ ' . ■■■ " 

Exons 3.. 269 



Seq. ID OJ990528_02.9A25.C70 
Strand 

End 837 

Method TBLASTX: Cress 

End 269 • 

Score 259 



Seq. No. 35498 

Gene No. 73315 

Start 1 

Name OJ990528_02 . 9A25 . C70 . ol . ts 

Start 3 

GI none 

Exons 3.. 254, 196.. 255 



Seq. ID OJ99'0528_02. 9A25.C70 

Strand 

End 837 

Method TBLASTX : Soybean 

End 255 

Score 55 



Seq. No. 
Gene No. 



35498 
73315 



Seq. ID OJ990528_02.9A25.C70 
Strand 



35350 




btart 


I 


hna 


Q 


Name 


ojyyoozo . yAzo . c / u . 01 . gs 


Method 


T? XT & 7\ XT 

GENSCAN 


Start 




End 


• oj/ 


GI 


none 


Score 


. 0 / 


Exons 


0 / . . 4 o / , /lb. .o j / 






Seq. No. 


J54yy 


Seq. ID 


ojyyoozb_Uz . yA2o . c / l 


Gene No . 


73316 


Strand 


+ 




354 


End 


473 


Name 


OJ990528 02. 9A25 . C71 . ol . gp 


Method 


AAT/GAP 


Start 


354 


End 


473 


GI 


77 1.R1084 


Score 


162 


Exons 


354. .473 






GI Descrip. 


, 6006310/dbj IBAA84779.il 0.0e+00 (AB018443) nonphototrophic 




hypocotyl lb [Oryza sativa] 1 







Seq. No. 35499 
Gene No. 73317 
Start 103 

Name 0 J 9 90 52 8_02 . 9A2 5 , C7 1 . ol . gs 

Start . 103 . 

„GI_ ..,.; w none„. „ _„ .• 

.Exons.,,. w . ... . :i03_.1.34,.,2 6.5_..29.2. ....,„ 



Seq. ID OJ990528_02.9A25.C71 

Strand 

End 2 92 

Method GENSCAN 

End 292 

t .Sqpre 7.7, r ....J, ... . 



Seq. No. 35500 

Gene No. 73318 . 

Start 1 

Name OJ990528_02 . 9A25 . C72 . ol . np 

Start 1 

GI 6006310 

Exons 1..253, 578.. 724 

GI Descrip. (AB018443) nonphototrophic hypocotyl lb [Oryza sativa] 



Seq. ID OJ990528_02.9A25.C72 

Strand + 

End 724 

Method AAT/NAP 

End 724 

Score 330 



Seq. No. 


35500 




Seq. ID 


OJ990528 


_02.9A25, 


.C72 


Gene No. 


73318 




Strand 


+ 






Start 


1 




End 


724 






Name 


OJ990528 02.9A25.C72.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


143 




End 


717 






GI 


none • ■ 




Score 


183 ■ 






Exons 


143. .256, 145. .258, 598 


. .717, 


602. .700 








Seq. .No. 


35500 ■ 




Seq. ID 


OJ990528 


_02. 9A25. 


.C72 


Gene No. 


73318 




Strand 


+ 






Start 


1- .• ' 




' End 


724 






Name 


OJ990528 02.9A25.C72.ol 


.gp ■ 


Method 


AAT/GAP 






Start 


144 




End 


724 






GI 


77 1.R1084 




Score 


401 







Exons 144.. 253, 578.. 724 

GI Descrip. ' 6006310/dbj | BAA84779 ^1 | 0.0e+00 (AB018443) nonphototrophic 
hypocotyl lb [Oryza sativa] 1 



Seq. No. . 35500 Seq. ID OJ990528_02.9A25.C72 

Gene No. 73318 Strand + 

Start 1 End 724 

Name OJ990528_02 . 9A25 . C72 . ol . gs Method GENSCAN 

Start 147 End 677 

GI none Score . 65 



35351 



Exons 



147. .253, 578. .677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35501 Seq. ID 

73319 Strand 

1 End 
OJ990528JD2 . 9A25 . C7 4 . ol . np Method 

1 End 

6907089 Score 
1. .578 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990528_02.9A25.C74 
+ 

590 

AAT/NAP 
578 
694 



35501 
73319 
1 

OJ990528_02 . 9A25 . C7 4 . ol . gs 
60 

none 
60. .590 



Seq. ID OJ990528_02.9A25.C74 

Strand + 

End 590 

Method GENSCAN 

End 590 

Score .88 



Seq. No. 
Gene No. 
„S.t.art_. 
.Name. 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990528_02.9A25.C74 
Strand _ - 
. Engl fc _ J..02 1 



35501 
73320 

...673,__ ...... 

. v OJ.9 9.0 5.2.8.^0.2,. 9A25...C7.4....a2..,np Me.thod AAT./NAR_„ 

673 ■ End 1071 

5042454 Score 212 

673. .726, 959. .1071 

(AC007789) putative polyprotein [Oryza sativa] 



35502 Seq. ID 

73321 Strand 

101 End 
OJ990528_02 . 9A25 . C75 . ol . gs Method 

101 End 

none Score 
101. . 188 



OJ990S28_02.9A25.C75 
188 

GENSCAN 

188 

.52 



Seq. No. 35503 ■ Seq. ID 

Gene No. 73322 Strand 

Start 316 End . . 

Name OJ990528_02 . 9A25 . C77 . ol . gs Method 

Start 316 End 

GI none ■ Score 

Exons 316. .459 



OJ990528_02.9A25.C77 

459 ■ 
GENSCAN 
459 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



35504 . " - Seq. ID' 

73323 Strand 

1 End 

OJ990528JD2 . 9A25 . C7 9 . ol . np Method 

1 - t End 

5295955 Score 
1..182, 262. .337, 377. .958 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



' OJ990528_02 . 9A25 . C79 
+ 

958 

AAT/NAP 

958 

436 



35504 
73324 
17 



Seq. ID 

Strand 

End 



OJ990528_02.9A25.C79 
856 



35352 



Name 


uj yyiij^o 


uz . y/\z o . u / y . oi 


. gs 


Method 


bbNoCAJN 


C +- Ti V +- 

otart 


1 / 






hna 


O JO 


P T 


none 






Score 


A 

. H 


Exons 


1 1 O "5 £ 


z / y . . 4 j / , oy/. 


.000 






oeq . no . 








oeq. iu 


ujyyuozo uz.yAZj.coU 


Gene No. 


73325 






Strand 


+ 


Start 


1 






End 


887 


Name 


n TQ QH ^ 9R 


_02.9A25.C80.ol 


.np 


Method 


AAT/NAP 


otart 


i 






End 


887 




0 / Z1D1 / 






Score 


1442 


Exons 


1 QQ7 
1 . .00/ 










<ai uescr lp . 


/ 7\nnni m ^ 


) Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


35505 






Seq. ID 


OJ990528_02.9A25.C80 


Gene No. 


73325 






Strand 


+ 


o t art 


i 
i 






End 


887 


Narne 


r\ TQ Q ft R O Q 


Uz . yAzo . CoU . ol 


. tw 


Method 


TBLASTX : Wheat 


otart 


Z H 






End 


509 




none 






Score 


140 


Exons 


OA 1 Q1 


28. .162, 132.. 


509, 


161. .466 




.S_e.q.* No,. _L . 









jsaq. ; Jxdi.. 




Gene No . 


73325 






Strand 


+ 


btart 


i 






End 


887 


Name 


r\ TQQHC.OQ 


02.9A25.C80.ol 


. tm 


Method 


TBLASTX: Maize 


otart 


1Z o 






End 


563 




none 






Score 


356 


Exons 


1 Z O . . DDj, 


183. .530 








Seq. No. 


35505 






Seq. ID 


OJ990528_02 . 9A25 . C80 


Gene No. 


73325 






Strand 


+ 


o t art 


i 
i 






End 


887 


Name 


uj yyuozo 


02.9A25.C80.ol 


. gs 


.Method 


GENSCAN 


o t art 


z u / 






End 


788 




none 






Score 


.75 


IT 1 >-\ 

_xons 


z u / . . / o o 










oeq. no. 


O c c n c 






Seq. ID 


OJ990528_02. 9A25.C80 


Gene No. 


73325 






Strand 


+ 


Start 


1 






End 


887 


Name 


r\ TQ Q Pi ^ 9 Q 

uj y y u ozo 


02. 9A25.C80.ol 


. ts 


■ Method 


TBLASTX: Soybean 


otart 








End 


846 




none 






Score 


57 - ... - 


TP /*% 

CjXOuS 


/en /I D O 
ft OU . . 4 oZ , 


450. .482, .486 


. .767 


, 489. .563, 


493.. 627, 591.. 767, 




7 (T n ' Q / £ 
/DU. ,04D 










^^rr Wo 


JJJUJ 






Seq.. ID 


OJ990528_02.9A25.C80 


Gene No. 


} 73325 






Strand 


+ 


Start 


1 






End 


887 


Name 


OJ990528 


02. 9A25.C80.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


558 






End 


885 


GI 


none 






Score 


245 


Exons 


558. .767, 


558. .752, 750 


. .851 


, 758. .883, 


759. .875, 760. .885 



Seq. No. 35505 Seq. ID OJ990528_02.9A25.C80 

Gene No. 73325 Strand + 



35353 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

t EXQT)S_. 



OJ990528_02 . 9A25 . C80 . o2 . tm 

579 

none 

579. .767, 590. .694, 760. .885 



End 

Method 

End 

Score 



887 

TBLASTX: Maize 

885 

149 



35506 
73326 
1 

OJ990528_02. 9A25 . C8 1 . ol . np 
1 

4680179 
1. .203 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990528_02.9A25.C81 

Strand + 

End 203 

Method AAT/NAP 

End 203 

Score 281 



35506 
73327 
169 

OJ990528_02 . 9A25 . C8 1 . ol . gs 
169 

none _ . 

.162^X92^ 



Seq. ID OJ990528_02.9A25.C81 
Strand 

End 192 

Method GENSCAN 

End 192 

Score .56 . . _ . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35507 Seq. ID OJ990528_02.9A25.C83 

73328 Strand + 

1 End 501 

OJ990528_02. 9A25 . C83 . ol . np ' Method AAT/NAP 

1 End '501 

6539553 Score 820 

1. .501 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



35507 Seq. ID 

73328 Strand 
1 End 
OJ990528_02. 9A25 . C83 . ol . tm ■ Method 
1 End 
none Score 

1. .420, 240. .395 



OJ990528_02.9A25.C83. 

+ 

501 

TBLASTX: Maize 

420 

265 



Seq. No. ' 35507 t . 

Gene No. .73328 

Start 1 

Name OJ990528_02 . 9A25 . C83 . ol . tw 

Start 61 

•fll none 
Exons 



Seq. ID . OJ9-9'0528_02. 9A25 : .C83 



Strand 
End 

Method 

End 

Score 



+ • . : 

501 

TBLASTX: Wheat 

469 

164 



61. .297, 63. .287, 64. .312, 283. .459, 284. .421, 286. .459, 
299. .469 



Seq. No. 35507 Seq. ID 

Gene No. 73328 Strand 

Start 1 End 

Name OJ990528_02 . 9A25 . C83 . ol . ts Method 

Start 208 End 



OJ990528_02.9A25.C83 
+ 

501 

TBLASTX: Soybean 
501 



35354 



GI none Score 180 

Exons 208.. 432, 210.. 386, 4361.501, 441.. 479 

Seq. No. 35508 Seq. ID OJ990528_02.9A25.C87 

Gene No. 73329 Strand + 

Start 48 End 472 

Name OJ990528_02 . 9A25 . C87 . ol . gs Method GENSCAN 

Start 48* End 472 

GI none Score . 62 

Exons 48. .204, 260. .472 

Seq. No. 35509 Seq. ID OJ990528_02 . 9A25 . C8 9 

Gene No. 73330 Strand + 

Start 308 End 372 

Name OJ990528_02 . 9A25 . C8 9 . ol . gs Method GENSCAN 

Start 308 End 372 

GI none Score .55 

Exons 308.. 372 

Seq. No. 35510 . Seq. ID OJ990528_02.9A25.C92 

Gene No. . 73331 ' Strand - . . 

Start. ,„;. ■ ,1.82 ... . .... ..... . _ . . ...End__ _ . ... ".5.5X. - * 

...Name.. OJ9.9.0,52.8_0.2 .„9A25..X92 „.ol ..gs. Method - GENSCAN 

Start 182 - End ■ 523 

GI none - - Score 1 

Exons 182.. 523 

Seq. No,.- 35510 Seq. ID OJ990528_02.9A25.C92 

Gene No. 73331 " Strand 

Start 182 End 551 

Name OJ990528_02 . 9A25 . C92 . ol . np Method AAT/NAP 

Start 194 End 551 

GI 6691716 Score 456 

Exons 194.. 551 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj I BAA89397.il (AP000570) .hypothetical protein 
. [Oryza sativa] 

Seq. No. 35511 Seq. ID OJ990528_02.9A25.C93 

Gene No. 73332 Strand + 

Start 1 End 1384 

Name OJ990528_02 . 9A25 . C93 . ol . gp Method AAT/GAP 

Start 1 . . -. . End . .1384 ' - • 

GI . 77_1.R1084 ■ -Score 444 

■ Exons " 1..-.J.64.,, 550 609, - 1271 .. 1384 

GI Descrip. 1 6006310/dbj | BAA84 779 . 1 | 0.0e+00 (AB018443) nonphototrophic 
hypocotyl lb [Oryza sativa] ' 

Seq. No.. 35511 Seq. ID OJ990528_02.9A25.C93 

Gene No. 73332 Strand + 

Start 1 End 1384 

Name OJ990528_02 . 9A25 . C93 . ol . np Method AAT/NAP 

Start 1 . End 1384 

GI '6006310 Score 346 

Exons 1..164, 550. .609, 1271. .1384 

GI Descrip. (AB018443) nonphototrophic hypocotyl lb [Oryza sativa] 



35355 



Seq. No. 


35511 




Seq. ID 


OJ990528 02 


. 9A25 


.C93 


Gene No. 


73332 




Strand 


+ 






btart 


i 




End 








Name 


ujyyuozo uz . yAzo . by o . oi 


. gs 


Method 


PrMCP7\ \T 

bhNbbAN 






btart 


bU 




End 


1 o c n 
1 obi) 






bl 


none 




Score 


Q 1 

. yi 






Exons 


en i £/i cca cno i on 
ou.-iDfi, oou . . buy, ±Z / 1 


. .1360 








Seq. No. 


35512 




Seq. ID 


OJ990528 02 


.9A25 


.C95 


Gene No. 


73333 




Strand 


+ 






o tar t 


Zo / 




End 


QQ A 

y y 4 






Name 


ujyyuozo uz . yAzo . by o . 01 


.gs 


Method 


bhiNbbAJN 






Start 


O *3 T 

Zo / 




End 


y y 4 






GI 


none 




Score 


.72 






Exons 


OOl /i 1 o *7 O Q QQ/l 

zo/..fHo, /zo..yy4 












Seq. No. 


35513 




Seq. ID 


OJ990528 02 


. 9A25 


.C96 


Gene No. 


73334 




Strand 


+ 






bt art 


159 




End 


4.4 9 






Name 


OJ990528 02.9A25.C96.ol 


. tm 


Method 


TBLASTX: Maize 




Start 






End 


375 






GI, . 


. none . . „, 




Score,.. \ 


-.34,5; . .... 






Exons - ... ..... .. 


.3. .221., .4... .,37.5...... 16.0...... 3,7 2„. . 


^ ........ 








Seq. No. 


35513 




Seq. ID 


OJ990528_02 


. 9A25 


.C96 


Gene No. 


73334 




Strand 


+ 






Start 


159 




End 


449 






Name 


OJ990528 02.9A25.C96.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


10 




End 


449 






bi 


none 




Score 


176 






Exons 


10. .309, 15. .308, 393.. 


449 










Seq. No. 


35513 




Seq. ID 


OJ990528_02 


. 9A25 


.C96 


Gene No. 


73334 




Strand 


+ 






o tart 


159 




End 


449 






Name 


OJ990528 02. 9A25.C96.ol 


.gs 


Method 


GENSCAN 






Start 


159 




End 


444 






bl 


none ■ ■ 




Score 


.42 






Exons 


159. .444 












beq. No. 


35514 




Seq. ID 


OJ990528_02 


. 9A25 


. Cyo 


Gene No . 


73335 . " • . - 




Strand, 


+ 








-.1 ... . 




. End 


647 






Name 


OJ990528 02. 9A25.C98.ol 


.np 


. Method 


.AAT/NAP - ' 






Start*' 


• r ' . • .. • * • 




' End 


' 647 :■■ ■ 






bl 


6691716 




Score 


335 






Exons 


1..247, 322. .424, 572.. 


647 










bl uescrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 








gi | 6691717 |dbj IBAA8 9397 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. .No. 


35514 




Seq. ID 


OJ990528_02 


. 9A25 


.C98 


Gene No. 


73335 




* Strand 


+ 






Start 


1 




End ' 


647 






Name. 


OJ990528 02.9A25.C98.ol 


.gs 


Method 


GENSCAN 






Start 


65 




End 


511 






GI 


none 




Score 


.79 







35356 



Exons 



65.-247, 322. .511 



Seq. No, 35515 
Gene No? 73336 
Start '1 

Name OJ990528__02 . 9A25 . C99 . ol . np 

Start 1 
GI 6498441 
Exons 1..4 97 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990528_02.9A25.C99 
Strand 

497 

AAT/NAP 
497 
497 



End 

Method 

End 

Score 



Seq. No. 






Seq. ID 


OJ990528 


Gene No. 


7 33 3o 




Strand 




Start 


1 




End 


497 


Name 




ol . gs 


Method 


GENSCAN 


Start 


1 O 1 

13 1 




End 


338 


GI 


none 




Score 


.54 


Exons 


137.. 338 








..Seq... No ._„._.„ . 


.« ..3^P lb „ . 




^.jSeq.,_ip.. 


OJ.99Q52A 


Gene ,No . . , „ 


.. .73.33.7.._. . .... ..... .......<_. . v. 




. ...Strand... 




Start 


1 




End 


654 


Name 


/^Tonncoo no n 7\ o c 1 n i 

ojyyUozo uz.yAzb.ciui 


.ol.gp 


Method 


AAT/GAP 


Start 


1 
1 




End 


596 


GI 


342 1.R1084 




Score 


1027 


Exons 


1..596 








GI Descrip. 


'4574406/gb|AAD24042. 


1| 0.0e+00 (AF121139) RIM2 




sativa] 1 








Seq. No. 


Joblo 




Seq. ID 


OJ990528 


Gene No. 


-7 o o o n 

i 333 I 




Strand 




Start 


-1 

1 




End 


654 


Name 


ATnnncoo no n 7\ o c i n i 

ojyyuozo Uz . yAzo . ciui 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


654 


GI 


4680203 




Score 


796 


uAUl 1 0 


1 . . 654 








GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 


Seq. No. 


35516 




Seq. ID 


OJ990528 


Gene No . ■ 


• 73337 




Strand 




Start 


1 




-End .. 


;654 


Name 


OJ990528 02. 9A25.C101 


. ol . tw 


Method 


TBLASTX-l 


Start ■ " . . 


31. . .." ... ' 




End .. 


335 


GI 


none 




Score 


61 


Exons 


31. .105, 38. .106, 102 


. .161, 


108. .155, 


155. .334, 


Seq. No. 


35516 




Seq. ID 


OJ990528_ 


Gene No. 


73337 




'. Strand 




Start 


1 




End 


654 


Name 


OJ990528 02.9A25.C101 


. ol . gs 


Method 


GENSCAN 


Start 


143 




End 


376 


GI 


none 




Score 


. 6 


Exons 


143. .376 








Seq. No. 


35516 




Seq. ID 


OJ990528_ 



35357 



Gene No. 


73337 


Strand 










i 
i 


Lna 


CC. A 






Name 




Method 


T D T 7\ CTV ■ 

I fcSLiAb 1 A : 


Cres s 




n j — . v~ 4- 


1 c: c 


tjna 


/I Q C 

4 o 0 






bl 


none 


Score 


by 






Exons 


1 cc AQA 1 Of 0"7Q "31 Q /oc 
100. .4o4, 100..Z/0, JlO . . 40J 










Seq. No. 


35516 


Seq. ID 


OJ990528 


_02.9A25, 


C101 


Gene No. 


73337 


Strand 










l 


Hina 


£ C. A 






Name 


nTQQnt;9P no QnoR c\ m -i-m 
uu yyu DZo . y/\^o . biui . oi . tni 


i v ier,noo 


rPRT Zi CT V • 

1 nli/\b 1 A ; 


Mai ze 




btart 


loo 


tna 


*3 Q O 






bl 


none 


Score 


/ y 






Exons 


i cc i cf; opi 1 £ 1 too 










Seq. No. 


35516 


Seq. ID 


OJ990528 


_02. 9A25. 


C101 


Gene No. 


73337 


Strand 








OH , v 4- 

otart 


i 


t^na 


00 4 






Name 


ujyyu jZo uz . yAzo . biui . oi . ts 


Method 


rnnT 7\ C T V . 

1 hSlj/\b 1 a : 


Soybean 




btart 


o n "5 ~~ 


Lria 


c Q £ 

o y o 






r" t 
bl 


none 


Score 


I 1 Q 

I I y 






Exons,, 


Om /IT) OOI A A 0 /I c; Q GC/t 


C C C CQC 




- ~ * 


— — - — >— 


beq. no. 


oc ci "7 


beq. ID 


uj y y Uozo 


no q 7\ o c; 
Uz . yAzo . 


1 n o 


bene ino . 


73338 


Strand 


+ 








247 


End 


584 






Name 


OJ990528 02.9A25.C103.o2.np 


Method 


AAT/NAP 






C 4- -3 -r t- 
OLclIL 


247 


End 


584 






GI 


6721561 


Score 


140 






Exons 


247. .337, 553. .584 










bi uescrip. 


(AP001073) EST AU082058 (C1297 6 ) corresponds to 


a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gi | 681508 6 |dbj IBAA90372. 1 | (AP001081) 


EST AU082058 (C12976) 




corresponds to a region of the predicted gene.; 


hypothetical 




protein [Oryza sativa] 










beq. no. 


35517 


Seq. ID 


OJ990528 


_02.9A25. 


C103 


Gene No. 


73339 


Strand 








Start 


125 


End 


214 






Name 


OJ990528 02.9A25.C103.ol.np 


Method 


AAT/NAP 






Of -ivf 

b nam 


125 


End 


214 






■C T 
bl 


4680183 


Score 


118 






IT* v y\ r\ o 


125. .214 










bi uescrip. 


(AF111709) gag-pol'-protein [Oryza sativa subsp. 


•iridica] 




Seq. No. 


35517 


Seq. ID 


OJ990528 


_02. 9A25. 


C103 


Gene No. 


73340 


Strand 








otart 


169 


End 


245 






Name 


OJ990528 02. 9A25 . C103 . ol . gs 


Method 


GENSCAN 




"i 


otart 


169 


End 


245 






GI 


none 


Score 


.41 






Exons 


169. .245 










Seq. No. 


35518 


Seq. ID 


OJ990528 


_02. 9A25. 


C104 


Gene No. 


73341 


Strand 








Start 


378 ' 


End 


507 






Name 


OJ990528 02.9A25.C104.ol.gs 


Method 


GENSCAN 







35358 



otart 


J 10 


hnd 


CAT 

oU / 




CT 


none 


Score 






Exons 


J / o . . DU / 








Seq. No. 


35519 


Seq. ID 


OJ990528_02.9A25 


.C105 


Gene No. 


73342 


Strand 


+ 








bnc 


TOO 

/o y 




Name 


ujyyuozo . d . oiuo . oi . gs 


Metnoa 


GENSCAN 




Start 




End 


TOO 

782 






none 


Score 


. 94 




Exons 


~ZQA /i on croc too 








oeq. NO . 




beq. id 


ujyyuozo uz.yA^o 


. ClUo 


Gene No. 


73342 


Strand 


+ 




Start 


394 


End 


789 




Name 


OJ990528 02.9A25.C105.ol.np 


Method 


AAT/NAP 




C +- -i +- 


582 


End 


789 






6721517 


Score 


151 




Exons 


582. .645, 699. .789 








GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 


O v^C M >— H 

beq. ._ .nq... „ . 


, .35.52.0, ., _ . 


„ Seq. ID 


OJ9 90.5.2.8^0.2^9 A2.5. 


J3JLQ.6 


.Gene No. . 


. .73343 , . . . . 


... Strand . 


+ ........ 




Start 


1 


End.- 


447 




Name 


OJ990528 02.9A25.C106.ol.np 


Method 


AAT/NAP 




btart 


1 


End 


447 




GI 


4680204 


Score 


178 




Exons 


1. .447 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


35520 


Seq. ID 


OJ990528_02.9A25 


C106 


Gene No. 


73343 


Strand 


+ 




oiart 


1 


End 


447 




Name 


OJ990528 02.9A25.C106.ol.gs 


Method 


GENSCAN 




otart 


24 


End 


393 






none 


Score 


.77 




Exons 


24. .171, 297. .393 








beq. no. 


35521 


Seq. ID 


OJ990528_02.9A25. 


C107 


Gene No. 


73344 


Strand 






Start 


1 


End 


95 




Name 


OJ990528 . 02.9A25.C107.ol.np 


Method 


AAT/NAP 




oiarL 


1 - ... 


End_ 


95 






6705984 


Score 


151- 




Exons 


1..95 








GI Descrip. 


(AB033235) gag-pol polyprote 


in [Oryza 


sativa] 




oeq. no. 


35522 


Seq. ID 


OJ990428 02.9A29. 


CI 


Gene No. 


73345 


Strand 


+ -i 




Start 


1 


End 


536 




Name 


OJ990428 02.9A29.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


536 




GI 


1899175 


Score 


258 




Exons 


1..45, 146. .536 









GI Descrip. (U90262) calcium-dependent calmodulin-independen't protein kinase 
CDPK [Cucurbita pepo] 



35359 



Seq. No. 35522 

Gene No. 73345 

Start 1 

Name OJ990428_02 .-9A29 . CI . ol . gs 

Start 142 

GI none 

Exons 142. .480 



Seq. ID OJ990428_02.9A29.C1 

Strand + 

End 536 

Method GENSCAN 

End 480 

Score .91 



Seq. No. 35522 

Gene No. 73345 

Start 1 

Name OJ990428JD2 . 9A29 . CI . ol . tm 

Start 172 

GI none 

Exons 172.. 414, 214. .414 



Seq. ID OJ990428_02.9A29.C1 

Strand + 

End 536 

Method TBLASTX: Maize 

End 414 

Score 372 



Seq. No. 
Gene No. 
Start 
Name 
Start . 

GI,. .... 

Exons. . , 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35522 
73345 
1 

OJ990428_02. 9A29.C1 . ol . tc 

190 . ' - 

.none „ . _ 

,190.., ..534.,. 243 . .. 350,,-. 4 1,4, ...4 91. 



Seq. ID OJ990428_02.9A29.C1 

Strand + 

End 536 

Method TBLASTX : Cress 

End 534 _ . 
.Scpxe^,._285, ... . 



35522 
73345 
1 

OJ990428_02 . 9A2 9 . CI . ol . gp 
192 

uC-osflM202066e05bl 
192. .536 

1 3320104 / emb | CAA074 81 | 3.0e-39 (AJ007366) calcium-dependent 
protein kinase [Zea mays] 1 



Seq. ID OJ990428_02.9A29.C1 

Strand + 

End 536 

Method AAT/GAP 

End 536 

Score 658 



35522 
73345 
1 

OJ990428_02. 9A29 . CI . ol . ts 

241 

none 

241. .507, 243. .497 



Seq. ID OJ990428_02.9A29.C1 

Strand + 

End 536 

Method TBLASTX : Soybean 

End 507 

Score 386 



Seq. No.. 35523 - - . 

Gene - No. '73346 

Start' 218 

Name' OJ990428_02 . 9A2 9 . C2 . ol . tm 

Start 38 

GI ■ none 

Exons 38.. 190, 42.. 191 



Seq. ID OJ990428_02.9A29.C2 
Strand 

End 58 6 . 

Method TBLASTX : Mai ze 

End 191 

Score 195 



Seq. No. 35523 

Gene No. 73346 

Start 218 

Name OJ990428_02 . 9A29 . C2 . ol . gp 

Start 218 

GI none 

Exons 218. . 586 



Seq. ID OJ990428_02.9A29.C2 
Strand 

End 586 

Method AAT/GAP 

End 586 

Score 718 



35360 



Seq. No. 


35524 


Seq. ID 


OJ990428_02. 9A29.C5 


Gene No . 


H "3 *3 A n 


Strand 


+ 


Start 


c: q 
JO 


End 


14 7 


Name 


ojyyu^zo . yA^; y . cb . oi . gs 


Method 


GENSCAN 


Start 


DO 


Ena 


14 7 


GI 


none 


Score 


. 53 


Exons 


CO 1 A H 
DO . . 14 / 






seq . no . 


35525 


Seq. ID 


OJ990428_02.9A29.C9 


bene ino . 


73348 


Strand 


+ 


Start 


1 


End 


986 


Name 


OJ990428 02.9A29.C9.ol.np 


Method 


AAT/NAP 


start 


1 


End 


986 


bl 


5734621 


Score 


147 


Exons 


1..244, 585. .643, 777. .857 


, 916. .986 




GI Descrip. 


(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 




a region of the predicted 


gene.; Similar to ABC transporter-7 




(U43892) [Oryza sativa] 






seq . no . 


35525 


Seq.. ID 


OJ.990428_02.9A29.C9... 


Gene. No 


733.4.8.. . _ ... . 


r . „. Strand. . 




■ OXaiX...... v ^ 


1 • ,. . . 


,End..^.'. 




Name 


OJ9904 28 02. 9A2 9 . C9 . ol . gp 


Method 


AAT/GAP 


Start 


588 


End 


859 


bl 


LIB34 33-04 0-P1-K1-C8 


Score 


215 


Exons 


588. .643, 777. .859 






GI Descrip. 


'5734621/dbj |BAA83352.1| 2 


.0e-80 (AP000391) ESTs 




AU067992 (C11433) ,AU077424 ( 


C11433) correspond to a region of the 




predicted gene.; Similar to ABC transporter-7 (U43892) [Oryza 




sativa] 1 






Seq. No. 


35525 


Seq. ID 


OJ990428_02. 9A29.C9 


Gene No . 


73348 


Strand 


+ 


s tart 


1 


End 


98 6 


Name 


OJ990428 02.9A29.C9.ol.gs 


Method 


GENSCAN 


04- -i v~4- 

s tar t 


777 


End 


857 


bl 


none 


Score 


.98 


Exons 


777. .857 








35526 


Seq. ID 


OJ990428_02. 9A2 9.C10 


Gene -No. 


73349 


Strand 


.+ ' 


Start 


1 ... 


End- 


14 57- . 


Name 


OJ990428 . 02. 9A2 9 . CIO ; ol . gp 


Method 


• AAT/GAP - 


Start 


■ l' . 


End 


616 ' 


GI 


LIB34 33-04 0-P1-K1-C8 


• Score 


379 - 


Exons 


1. .113, 214. .278, 560. .616 






GI Descrip. 


1 5734621/dbj |BAA83352.1| 2 


. 0e-80 (AP000391) ESTs 



AU067992 (C11433) ,AU077424 (-C11433) correspond to a region of the 
predicted- gene. ; Similar to ABC transporter-7 (U43892) [Oryza 
sativa] ? 



Seq. No. 
Gene No. 
Start 
Name 
Start 



35526 
73349 
1 

OJ990428_ 
1 



02. 9A29.C10.ol.np 



Seq. ID 

Strand 

End 

Method 
End 



OJ990428_ 
+ 

1457 

AAT/NAP 

1150 



02. 9A29.C10 



35361 



GI 5734621 Score - 619 

Exons 1..113, 214. .278, 560. .695, 1007. .1150 

GI Descrip. (AP000391) ESTs AU067992 (C11433) , AU077424 {C11433 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 35526 Seq. ID 

Gene No. 73349 Strand 

Start 1 End 

Name 0 J9 90 4 2 8_02 . 9A2 9 . CI 0 . ol . gs Method 

Start 560 End 

GI none Score 

Exons 560.. 695, 1007.. 1153 



OJ990428_02. 9A29.C10 
+ 

1457 
GENSCAN 
1153 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.G.I , _D„e,sjsxiP-»- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35526 Seq. ID OJ990428_02 . 9A29 . C10 

73349 Strand + 

1 End 1457 

OJ990428_02. 9A29 . C10 . o2 . gp Method AAT/GAP 

988 End 1457 

12911_1.R1084 Score 819 

988. .1457 . . . ... 

,DNA ,_ch rpmos.orae- ..6 ,. .„ ,c 1 .qxxbj P.0 53.8C 0 , _ 



35526 Seq. ID 

73350 Strand 
1795 End 
OJ990428_02. 9A29 . C10 . o3 . gp Method 
1795 End 
5004333 Score 
1795. .2227 

57 34 61 6/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



OJ9904 28_02. 9A29.C10 
+ 

2227 
AAT/GAP 
2227 
810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35526 Seq. ID 

73351 Strand 
3707 End 
OJ990428JD2. 9A29.C10.o4 . gp Method 
3707 End 
5003097 Score 
3707. .3810 

5734 61 6/dbj | AP000391 . 1 1 AP000391 1.0e-79 Oryza sativa genomic 
DNA, chromosome 6, -clone : P0538C01 • . 



OJ990428_02. 9A29.C10 
+ 

3810 
AAT/GAP 
3810. 
200 



Seq. No. 35526 , Seq. ID 

Gene' No. 73352 Strand 

Start ■ 1680 End 
Name V O J9 904 2 8 JD2 . 9A2 9 . C10 . o2 . gs Method 

Start - 1680 End 

GI none Score 

Exons 1680.. 1750, 1936.. 2164, 2697.. 2825 



OJ990428__02. 9A29.C10 

2825 
GENSCAN 
2825 
.56 



Seq. No. 35527 Seq. ID 

Gene -No. 73353 Strand 

Start 1 End 

Name OJ990428_02 . 9A29 . Cll . ol . gp Method 

Start 1 End 



OJ990428__02. 9A29.C11 
+ 

4414 

AAT/GAP 

460 



35362 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53395_1.R1084 Score 916 

1. .4 60 

'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ■ 



35527 
73353 
1 

OJ990428_02.9A29.Cll.ol.gs 
121 
none 

121. .470, 582. .667, 1240. .1358, 1501. 
2374..2436, 3111. .3122 



Seq. ID OJ990428_02.9A29.C11 



Strand 
End 

Method 

End 

Score 



+ 

4414 
GENSCAN 
3122 
.97 

,1611, 2051. .2173, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. "* : No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . 



35527 Seq. ID 

73353 Strand 

1 End 

OJ990428_02 . 9A29 . Cll . ol . np Method 

121 End 

6403492 Score 
M21..470, 582. .667, 1240.... 12.65, . 131.7 ... 
„.18.28 t .....19.26,. 20.51. ,.2173,_237A. L243&,^251&.„.2SX4^-2A6X^<£22SL. 
,28.52..... 29.66.,.. .3.0.4 5 ...3.1 1.0,. ..3.4 9.8 .... 3608 ,,. 3.74 0._,.381_8. _ ...... 

(AC010871) unknown protein [Arabidopsis thaliana] 



OJ990428_02. 9A29.C11 
+ 

4414 
AAT/NAP 
3818 
1653 

1358, 1501. . 1611, . '_ 



02.9A29.C11 



35527 Seq. ID 

73353 Strand 
1 End 
OJ990428_02. 9A29 . Cll . o2 . gp Method 
1234 End 
uC-osflcyp08 6e04bl Score 
1234. .1358, 1501. .1611, 1828. .1926, 
2510. .2531 

f 5734620/dbj IBAA83351.il 4.0e-17 (AP000391) ESTs 
AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 1 



OJ990428_ 
+ 

4414 
AAT/GAP 
2531 
949 
2051. .2173, 



2374. .2436, 



35527 Seq. ID 

73353 Strand 

1 End 
OJ990428_02 . 9A29 . Cll . o3 . gp Method 

2749 End 

53223_1.R1084 Score 

2749.. 2770, 2852. .2966, 3045 . !"3110-, 34 98 . 3608 3740.. 3806, 
3897. .4414 ' 



OJ990428_02.9A29.C11 
+ 

4414 
AAT/GAP 
4414 
1656 



GI- Descrip. ' 5734 620/dbj | BAA83351 . 1 1 1.0e-20 (AP000391) ESTs 

AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



predicted gene.; hypothetical protein [Oryza sativa] 1 

35527 Seq. ID 

73354 Strand 

10985 End 

OJ990428_02 . 9A29 . Cll . 06 . gp Method 

10985 End 

LIB34 33-022-P1-K1-E1 Score 
10985. . 11286 

f 5734616/dbj | AP000391 . 1 | AP000391 1.0e-158 Oryza sativa genomic 



OJ990.428_02.9A29. Cll 
+ 

11286 
AAT/GAP 
11286 
575 



35363 



DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 35527 Seq. ID OJ990428_02.9A29.C11 

Gene No. 73355 Strand + 

Start 21408 End 24430 

Name OJ990428_02 . 9A29 . Cll . 06 . np Method AAT/NAP 

Start 21408 End 24370 

GI 6598840 Score 919 

Exons 21408. .21469, 23077.. 24370 

GI Descrip. (AC010795) putative transcriptional regulator [Arabidopsis 
thaliana] 



Seq. No. 


35527 




Seq. ID 


OJ990428_ 


_02. 9A29.C11 


Gene No. 


73355 




Strand 


+ 




Start 


21408 




End 


24430 




Name 


OJ9904 


28_02.9A29.Cll.o5.gs 


Method 


GENSCAN 




Start 


22576 




End 


24430 




GI 


none 




Score 


.78 




Exons 


22576. 


.22917, 23104. .23643, 


23813. .24022, 24077 


. .24430 


Seq. No. 


35527 




. Seq. ID 


OJ990428_ 


_02.SA2 9_.C11 


Gene_]siQ,.,„.„ 


.. ...7.33.5.6.. 




Strand 






Start ... ... 


501.5.... 




...--End... 






Name 


OJ9904 


28_02.9A29.Cll.o2.gs 


Method 


GENSCAN 




Start 


5015 




End 


11121 




GI 


none 




Score 


.7 




Exons 


5015. . 


5222, ' 5318. .5395, 5776 


..6171, 64 


63. . 6763, 


8599. .8809, 




10459. 


.11121 









Seq. No. 


35527 


Gene No. 


73356 


Start 


5015 


Name 


OJ9904 


Start 


5018 


GI 


573461 


Exons 


5018. . 




10459. 


GI Descrip. 


(AP000 




[Oryza 


Seq. No. 


35527 


Gene No. 


73356 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No., 

Start 

Name 

Start 

GI 

Exons 



5776. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6171, 



OJ990428 02.9A29.C11 



11121 
AAT/NAP 
11121 
3187 

6463.. 6763, 8599. 



,11121 

J91) "Similar to Arabidopsis thaliana BAC F15P23 



, 8809, 
(AF128392) 



5015 

OJ99'0428_02 . 9A29 . Cll . o4 . gp 
5140 . . ; " 
LIB3434-035-P1-K1-C10 



Seq. ID 
Strand 
End • 
Method ■ 
End 
Score 



OJ990428_02. 9A29.C11 

11121 - 
AAT/-GAP . 
6137 \ 
971- 



•5140. .5222, 5318. .5395, 5776. .6137 
f 5734619/dbj IBAA83350.il 3.0e-96 (AP000391) 
Arabidopsis thaliana BAC F15P23 (AF128392) 



Similar to 
[Oryza sativa] 



35527 Seq. ID 

73357 Strand 

13151 End 

OJ990428_02 . 9A29 . Cll . o3 . gs Method 

13151 End 

none Score 



OJ990428_02. 9A29.C11 

16565 - 
GENSCAN 
16565 
.53 



13151. .13668, 13755. .14251, 16033.. 16565 



35364 



beq. no. 


35527 




Seq. ID 


OJ990428_02.9A29.C11 




73357 




Strand 




Start 


13151 




End 


16565 


Name 


OJ990428 02.9A29.Cll.o3 


. np 


Method 


AAT/NAP 


Of nr f 


13154 




End 


14148 




5734618 




Score 


1544 


Exons 


13154. .13668, 13755. .14148 






GI Descrip . 


(AP000391) Similar to Arabidopsis thaliana chromosome II BAC 




• F5H14 genomic sequence; 


unknown protein (AC006234) [Oryza 




sativa] 








Seq. No. 


35527 




Seq. ID 


OJ990428_02 . 9A29 .Cll 


Gene No. 


73357 




Strand 




Of 3 T+- 


13151 




End 


16565 


Name 


OJ990428 02.9A29.Cll.o4 


.np 


Method 


AAT/NAP 


bear z 


16032 




End 


16430 


C T 


5734617 




Score 


686 


Exons 


16032. .16430 








GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 


.Seq, r No.., ( ... 


_ 35,5.2.7.,.. , _ 




.^Se.q.^J.P,.^ 


m3M A 23:J),2 , mz^QU^ ^ 


.Gene No.. .,„.„ 


...7 33.58. . ... ...... _ 




Strand^,... 




CH 1 v-+- 

otart 


18399 




End 


22118 * " 


Name 


OJ990428 02.9A29.Cll.o3 


. tc 


Method 


TBLASTX: Cress 


Of 5 r f 


204 




End 


1325 




none 




Score 


391 


Exons 


204. .485, 211. .471, 580 


. .669, 


1238.. 1324, 1239.. 1325 


beq. no. 


35527 




Seq. ID 


OJ990428_02.9A29.C11 


Gene No. 


73358 




Strand 




Start 


18399 




End 


22118 


Name 


OJ990428 02. 9A29.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


o tar l 


222 




End 


1920 




none 




Score 


363 


Exons 


222. .509, 223. .471, 580 


. .669, 


1238. .1312, 1239. .1313, 




1314. .1364, 1497. .1604, 


1498. 


.1614, 1545. .1607, 1806. .1850, 




1827. .1919, 1828. .1920, 


1828. 


.1920 




Seq. No. 


35527 




Seq. ID 


OJ9904 28_02. 9A2 9.C11 


oclie LNO . 


73358 




Strand 




Of -i vf 

ot art 


18399 




End 


22118 


Name 


OJ990428 02. 9A29.Cll.o5, 


. tm 


- Method 


TBLASTX: Maize 


otart 


246 




End' 


1283 




" none 




Score 


352 


Exons 


246. .485, 247. .471, 580, 


. .669, 


589. . 672, 


1238. .1282, 1239... 1283 


beq.* no. 


35527 




Seq. ID 


OJ990428_02. 9A29.C11 ■ 


Gene No . 


73358 




Strand 




D LdlL 


18399 . . 




End 


22118 


Name 


OJ990428 02. 9A29.Cll.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


1296 . 




End 


4215 


GI 


none 




Score 


79 


Exons 


1296. .1370, 1477. .1614, 


1496. 


.1573, 1545. .1610, 1786. .1926, 




1814. .1927, 1818. .1937, 


1827. 


.1931, 2037. .2162, 2042. .2191, 




2048. .2161, 2049. .2177, 


2371. 


.2436, 2372. .2437, 2373. .2438, 




2503. .2574, 2507. .2581, 


2508. 


.2576, 2648. .2773, 2661. .2771, 



35365 



2662.-2775, 2829..2969, 2836. .2970, 3043. .3108, 3045. .3110, 

3489. .3611, 3496. .3612, 3497. .3610, 3737. .3805, 3738. .3806, 

3889. .39'4-8, 3896.. 3946, 3897.. 3953, 3898.. 3948, 3899.. 3955, 

4135. .4215, 4139. .4210, 4144. .4212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35527 

73358 • ' 

18399 

OJ9904 28_02. 9A29.Cll.o4 .tw 

1831 

none 

1831. .1926, 1839. .1937, 1840. 
2037. .2153, 2042. .2191, 2048. 
2373.-2438, 2507. .2581, 2509. 
2660. .2758, 2661. .2759, 2662. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 02.9A29.C11 



22118 

TBLASTX: Wheat 
2760 
139 

1926, 1841. .1945, 1842. .1934, 
2161, 2321. .2440, 2371. .2436, 
2592, 2509. .2574, 2660. .2758, 
2760 



Seq. No. 
Gene No. 
Start 
Name 
Start. 

.Exons . 



35527 Seq. ID 

73358 Strand 
18399 End 
OJ990428_02.9A29.Cll.o3.ts Method 
2042 End 
._none_ _____ _.^^Scpx^. _ 



OJ990428_02.9A29.C11 
22118 

TBLASTX: Soybean 
2961 

.,J?_3._.„_ W ,_.. W , 



2042 . . 217.3,- ..2.37.1 .,. 24 3.6,. .2400.. ... 2432, .25.07.. ..2581 ,.. .2507 ... .2535.,.. 
2656. .2775, 2661. .2771, 2829. .2960, 2836. .2961, 2851. .2961 



Seq. No. 35527 Seq. ID 

Gene No. 73358 Strand 

Start 18399 End 

Name OJ990428_02 . 9A29 . Cll . o2 . tc Method 

Start 2386 End 

GI none Score 

Exons 2386. .2436, 2400. .2435, 2503. .2598, 

2661. .2771, 2662. .2772, 2663. .2788, 

2851. .2997, 3043. .3108, 3045. .3110, 

.3496. .3612, 3496. .3612, 3734. .3766, 

3871. .3909, 3896. .3937, 3897. .3944 



OJ990428_02. 9A29.C11 
22118 

TBLASTX: Cress 
3944 
63 

2507. .2581, 2656. .2775, 
2829. .2969, 2836. .2970, 
3495. .3611, 3495. .3611, 
3737. .3790, 3738. .3806, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35527 
73358 
18399 

OJ990428_02. 9A29.Cll.o4 .tm 

5013 

none 

5013. .5132, 5021..5224, 5024, 
5317.. 5394, 5325.. .5396, 5761. 
6039. .6170, 6043. .6171, 6457. 
6523. .6765, 6526. .6765, 8585. 

35527 
.73358 
18399 

OJ990428_02. 9A29 . Cll . o5 . tc 

5018 

none : . 

5018. .5224, 5018.'. 5239, 5323. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 02.9A29.C11 



22118 

TBLASTX: Maize 
8671 - 
171 

5236, 5080.. 5235, 526-9.. 5397, 
5943, 5775.. 6029, 5844.. 6044, 
6489, 6459. .6488, 6486. .6764, 
8671, 8613.. 8663 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5394, 5775. .5828 



OJ990428_02. 9A29.C11 
22118 

TBLASTX: Cress 
5828 
98 



Seq. No. 



35527 



Seq. ID OJ990428 02.9A29.C11 



35366 




Gene No. 


73358 










Strand 




btart 


18399 










End 


22118 


Name 


OJ990428 02. 


9A29 


.Cll.o4 


.ts - 


Method 


TBLASTX: Soybean 


Start 












End 


20104 


C T 
bl 


none 










Score 


81 


Exons 


5024. . 


5209, 


5024 


. .5239, 


5267. 


.5395, 5317.. 5394, 5775.. 5828, 




- 5833.. 


5934, 


5835 


. .5936, 


6039. 


.6170, 6046.. 617L, 6501.. 6767, 




6529. . 


6765, 


8606 


. .8809; 


8607. 


.8810, 10453. .10488, 10457. .10 




10555. 


. 10854 


, 10559. .10774, 20024. .20104 


Seq. No. 


35527 










Seq. ID 


OJ9904 28__02.9A29.C11 


Gene No. 


73358 










Strand 






18399 










End 


22118 


Name 


OJ990428 02. 


9A29 


Cll.06 


. tw 


Method 


TBLASTX: Wheat 




5159 










End 


5946 


r t 


none 










Score 


87 


V /"V C 


5159. . 


5239, 


5267 


.5395, 


5317. 


.5394, 5761.. 5946, 5775.-5939 


beq. NO. 


35527 










Seq. ID 


OJ990428_02.9A29.C11 


Gene No. 


73358 










Strand 




Start ' 


18399 










End 


22118 


.Name. 


„,^QJ93M23^Q2, .,.£42.3; 






...Method _ 


.,.,TBLAS.TX^C..res. s_ 




.,.5£.9.2„. . 










End. 


1.0938., / . 




none 










Score 


49 ' 


Exons 


5892. . 


5951, 


5896 


.5949, 


5958. 


.6035, 6039.. 6170, 6046.. 6171, 




6513. . 


6767, 


6544 


. 6765, 


8609. 


.8809, 8613. .8810, 10453. .1048 




10457. 


.10489, 10558. .10938, 10559. .10771 


Seq. No. 


35527 










Seq. ID 


OJ990428_02.9A29.C11 


Gene No. 


73358 










Strand 






18399 










End 


22118 


Name 


OJ9904 


28_02. 


9A29, 


Cll.o2 


. tw 


Method 


TBLASTX: Wheat 


Of 3 vf 

o car r 


6096 










End 


6767 


P T 
bl 


none 










Score 


73 


Exons 


6096. . 


6170, 


6100. 


.6171, 


6513. 


.6767, 6553.. 6765 


beq . wo . 


35527 










Seq. ID 


OJ990428_02.9A29.C11 


Gene No. 


73358 










Strand 




Start 


18399 










End 


22118 


Name 


OJ990428 02. 


9A29. 


Cll.o5 


. tw 


Method 


TBLASTX: Wheat 


o car c 


8640 










End 


10665 


C T 
bl 


none 










Score 


117 


Exons 


8640. . 


8810, 


8642, 


..8809-, 


10453 


. ..10488, 


10457. . 10486,- • ■ 




■ . 10555*. 


.106-65, 10559. .10618 






Seq. No. 


35527 










Seq. ID 


OJ990428_02.9A29.C11 


Gene No. 


' 73358 










Strand 




Of -j rf 

otdit 


18399 










End 


22118 


Name 


OJ990428 02. 


9A29. 


Cll.o9 


. tm 


Method 


TBLASTX: Maize 


b tart 


8673 










End 


8810 


C T 

bl 


none 










Score 


119 


Exons 


8673. . 


8810, 


8678. 


.8809 








Seq. ■ No. " 


35527 










Seq. ID 


OJ9904 28_02.9A29.C11 


Gene No. 


73358 










Strand 




Start 


18399 










End 


22118 


Name 


OJ990428 02. 


9A29. 


Cll.o7 


.tm 


Method 


TBLASTX: Maize 



35367 



Start 10561 End 

GI none Score 

Exons 10561. .10869, 10562.. 10843 

Seq. No. 35527 Seq. ID 

Gene No. 73358 Strand 

Start 18399 End 

Name OJ990428__02 . 9A2 9 . Cll . o.3 . tm Method 

Start 13169 End 

GI none Score 
Exons 



10869 
224 



OJ990428_02;9A29.C11 
22118 

TBLASTX: Maize 

13869 

42 



13169. .13312, 13170. . 13313, 13310 13495, 13371 .. 13466, 
13514. .13672, 13514. .13684, 13524. .13691, 13771. .138 69 



Seq. No. 35527 

Gene No. 73358 

Start 18399 

Name OJ990428_02 . 9A2 9 . Cll . o5 . ts 

Start 13343 

GI none 
Exons 



Seq. ID OJ990428_02. 9A29.C11 
Strand 

End 22118 

Method TBLASTX : Soybean 

End 13661 

Score 73 



13343. .13660, 1337 1 .. 134 66, 13521. .13661 



,Seq..^NjQ, n „„__3552 ( 7^ , •_ ..- / .,. 

. Gene .No . .73358 f _ ... .... . „ . ... . ; ... , .. 

Start . 18399 

Name OJ990428_02 . 9A29 . Cll . o3 . tw 

Start 13418 
GI none 

Exons 13418. .13558, 134 19 .. 13559, 13547 .. 13669, 13571 

13620. .13679 



,&ejq.,_in) „Q J.99.CL4 28JD2., M2.3L_C.1JL 

St rand, . „- 4 .,, , ., ^ „ 

End 22118 
Method TBLASTX : Wheat 
End 13679 
Score 94 

13669, 



Seq. No. 35527 Seq. ID 

Gene No. 73358 Strand 

Start 18399 End 

Name OJ990428_02 . 9A2 9 . Cll . o7 . ts Method 

Start 13756 End 

GI none Score 

Exons •' 13756. .13938, 13817. .13936 



OJ990428__02. 9A29.C11 
22118 

TBLASTX : Soybean 

13938 

111 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



35527 Seq. ID OJ990428_02.9A29-.C11 

73358 Strand 

18399 End 22118 

OJ990428_02. 9A2 9 . Cll . o7 . gp ■ Method AAT/GAP 

18246 ..... ... End - 18552 . - 

•uC-osroM202016d07al- ' Score 565 ■ " ■■ ' 

18246. . 18552 - ' - • 

1 1710401/sp | P49730 | RIR2_TOBAC 2 . Oe-15 RIBONUCLEOSIDE-DIPHOSPHATE 
REDUCTASE' SMALL CHAIN (RIBONUCLEOTIDE REDUCTASE) (R2 SUBUNIT) 
>gi_1044912_emb_CAA63194_ (X92443) ribonucleotide reductase R2 
[Nicotiana tabacum] 1 



Seq. No. 35527 

Gene No. 73358 

Start 18399 

Name OJ99042 8__02 . 9A29 . CI 1 . ol . tm 

Start 18399 

GI none 
Exons 



Seq. ID OJ990428_02. 9A29.C11 



Strand 
End 

Method 

End 

Score 



22118 

TBLASTX: Maize 

19388 

76 



18399. .18467, 18399 .. 19385, 184 00 1934 7 , 1 9102 .. 1 9296, 



35368 



19314 . .19388 



Seq. No. 35527 Seq. ID 

Gene No. 73358 Strand 

Start 18399 End 

Name OJ990428__02 . 9A29.C11 .o4 . gs Method 

Start 18399 End 

GI none Score 

Exons 18399. . 19789, 21797.. 22118 



OJ990428_02.9A29.C11 

22118 
GENSCAN 
22118 
. 6 



Seq. No. 35527 
Gene No. 73358 
Start 18399 

Name OJ990428_02 . 9A29 . Cll . ol . ts 

Start 18399 
GI none 
Exons 18399. 

18763. 

19234. 



,18440, 18447. 
,18996, 19044. 
,19344 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 02.9A29.C11 



,18680, 18450, 
,19226, 19054, 



22118 

TBLASTX: Soybean 
19385 
106 

19226, 18451. .18708, 
19233, 19233. .19385, 



Seq. No. 35527 Seq. ID. OJ990428_02 . 9A29.C11 

j3ene.No,_. „. . .1^..^ .™ .« .S£r.an<d._.j- . 4- 

Start .' 1.8 3.9.9 _EndJ . 221.L8. . „ _ 

Name OJ9904 28_02-: 9A29 . Cll . o5 . np • Method AAT/NAP 

Start 18402 End 19394 

GI 1710401 Score 1372 

Exons 18402 . . 19394 

GI Descrip. RIBONUCLEOSIDE-DI PHOSPHATE REDUCTASE SMALL CHAIN (RIBONUCLEOTIDE 
REDUCTASE) (R2 SUBUNIT) gi | 104 4 912 | emb | CAA63194 | (X92443) 
ribonucleotide reductase R2 [Nicotiana tabacum] 



Seq. No. 35527 
Gene No. 73358 
Start 18399 

Name OJ990428_02 . 9A29 . Cll . ol . tc 

Start 18441 
GI none 
Exons 18441. 

18979, 

19231, 



.19181, 18442. .18711, 
,19140, 19143. .19229, 
, 19341 



Seq. ID 
Strand 
End 

Method 

End . 

Score 
18766. .18921, 
19144 . . 19233, 



OJ990428 02.9A29.C11 



22118 

TBLASTX: Cress 
19388 
255 

18801. .18992, 
19230. .19388, 



Seq. No.- - 35527 

Gene No. . . 73358 

Star£ ' .... 18399 "* ' " ' 
Name OJ990428_02 . 9A29 . Cll . ol . tw 

Start 18561 
GI none 

Exons 18561. .18683, 18561 .. 1 9136, 

19033. .19137, 19087. .19296 



Seq. ID 

•Strand 
End 

Method 

End 

Score 



OJ9904 28JD2. 9A2 9.C11 
22118 

TBLASTX: Wheat ' 

19296 

148 



18562. .19137, 18798. .19139, 



Seq. No. 35527 Seq. ID 

Gene No. 73358 Strand 

Start . 18399 End 

Name OJ990428_02 . 9A29 . Cll . 08 . gp Method 

Start 19015 End 

GI 55172_1.R1084 Score 

Exons 19015. .19501 



OJ990428_02. 9A2 9.C11 

22118 
AAT/GAP 
19501 
938 



35369 




GI Descrip. ' 17 104 01/sp I P4 9730 | RIR2JTOBAC 3.0e-50 RIBONUCLEOSIDE-DIPHOSPHATE 
REDUCTASE SMALL CHAIN (RIBONUCLEOTIDE REDUCTASE) (R2 SUBUNIT) 
>gi__104 4 912_emb_CAA63194_ (X92443) ribonucleotide reductase R2 
[Nicotiana tabacum] 1 



O rt rt* M rt 

beg . no . 


35527 






c 0 rt t n 


n.TQQD49ft D9 QZX°Q 

KJO .7 _3U H O U^.._?rt.Z_7 


n i 


bene no. 


73359 






otianu 






btart 


23200 












Name 


OJ990428 02.9A29.C11. 


rt O +- rn 

oo . Lin 


Method 


TBLASTX: Maize 




Start 


23200 






End 


23400 




GI 


none 






Score 


261 




Exons 


23200. 


.23400, 23299.. 


ZOO? / 








Q rt M rt 

beg . no . 


35527 






Seg. ID 


OJ990428JD2. 9A29 


.Cll 


Gene No . 


73360 






Strand 






b taru 


23331 






End 


24361 




Name 


OJ990428 02.9A29.C11. 


rt (Z -ho 
OD. IS 


Method 


TBLASTX: Soybean 




O -1 1 v- 4- 

otart 


23331 






End 


23836 




GI 


none 






Score 


55 




Exons 


23331. 


.23420, 23332.. 


23388, 


23479. .23640, 234 87 .. 23633, 






23657. 


.23836 . 










beg .. . no.. .. 


.".7f3552z" 






Seq..„. ID_ 


"oJ9i.04Ja.jbXr9A233lX 


bene No . 


. 73360 






Strand 






btart 


23331 






End 


24361 




Name 


OJ990428 02.9A29.C11. 


+- rt 

OD. tC 


Method 


TBLASTX: Cress 




btart 


23332 






End 


24361 




GI 


none 






Score 


52 




Exons 


23332. 


.23388, 23479.. 


23640, 


23487. .23633, 23650 .. 23688 , 






23651. 


.23836, 24077.. 


04107 


24182. .24268, 24308. .24361 




beg. no. 


35527 






Seq. ID 


OJ990428_02.9A29 


.Cll 


bene no. 


73360 






Strand 






btart 


23331 






End 


24361 




Name 


OJ990428 02.9A29.C11. 


00 . tm 


Method 


TBLASTX: Maize 




Start 


23545 






End 


23923 




GI 


none - 






Score 


155 




Exons 


23545. 


.23649, 23568.. 


23648, 


23647. .23697, 23648 .. 23698, 






23723. 


.23875, 23750.. 


23872, 


23873.. 23923 




O rt- M 

beg . no . 


35528 






Seq. ID 


OJ990428_02.9A29 


.C12 


bene ino. ■ 


73361 






Strand 


+ 




btart • 


4476 






- End 


4924 




Name 


■ OJ99,0428 02. 9A29.C12, 


ol-. gp" 


■ Method 


AAT/GAP 




Q. f - a -r t- 
uLdXL 


- 4476 






End 


4924 




GI 


287187 






Score 


643 




Exons 


4476; . 


4493, 4567. .4924 








Seg. No. 


35528 






Seq. ID 


OJ9^0428_02.9A29 


.C12 


Gene No. 


73362 






Strand 






Start 


782 






End 


6571 




Name 


OJ990428 02.9A29.C12. 


ol . gs 


Method 


GENSCAN 




Start ... 


782 






End 


6571 




GI 


none 






Score 


.62 




Exons 


782. .935, 1076. .1230, 


1615. . 


1797, 1879, 


..2167, 2214. .2783, 




4053. . 


4150, 4237.. 4697, 4806 


..4967, 6439. .6571 





35370 



Seq. No. 35528 

Gene No. 73362 

Start 782 

Name OJ990428_02 . 9A29 . C12 . ol . np 

Start 883 

GI 3600039 

Exons 883.. 1497, 1615.. 1797, 1879. 

4237. .4672, 4832. .4925, 5845 

GI Descrip. 



OJ990428 02.9A29.C12 



Seq. ID 
Strand 

End 6571 
Method AAT/NAP 
End 5899 
Score 2839 
2134, 2214. .2783, 4053. .4150, 
.5899 

(AF080119) similar to Schizosaccharomyces pombe isp4 protein 
(GB:D14061) [Arabidopsis thaliana] 



Seq. No. 35528 
Gene No. 73362 
Start 782 

Name OJ990428_02 . 9A2 9 . C12 . ol . ts 

Start 884 
GI none 
Exons 884 . . 

1604 . 

2210. 

2574. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 02.9A29.C12 



1078, 895. .1500, 1142 
.1795, 1612. .1800, 1852. .1959, 1879 
.2338, 2213. .2440, 2444. .2617, 2444 
.2615 



6571 

TBLASTX : Soybean 
2618 
129 

1360, 1192.. 1500, 1603.. 1764, 

2133, 1880.. 2137, 
2563, 2487. .2618, 



Se.q._No.... v 3552.8... '.. - , . ...Seq... ...ID- 
Gene No.,.,; 73362 . Strand 
Start 782 End 
Name OJ990428_02 . 9A2 9 . C12 . ol . tm Method 
Start 890 End 
GI none Score 
Exons 890.. 1033, 895.. 1032, 1033.. 1158, 1034 
1161. .14-99, 1162. .1500, 1162. .1500, 
1604. .1807, 1612. .1800, 1613. .1807 



D J9.90.4 2 8_Q2 ..9&2A..C12... 
6571 

TBLASTX: Maize 
1807 
158 

. .1159, 1057. .1161, 
1172. .1501, 1409. .1501, 



Seq. No. 


35528 






Seq. ID 


OJ990428 


_02.9A29.C12 


Gene No. 


73362 






Strand 






Start 


782 






End 


6571 




Name 


OJ990428 02 


.9A2 9 


.C12.o4.tc 


Method 


TBLASTX : 


Cress 


Start 


890 






End 


1248 




GI 


none 






Score 


188 




Exons 


890. .1165, I 


395. . 


1170, 1210.. 


1248 






Seq. No. 


35528 






Seq. ID 


OJ990428 


__02.9A29.C12 


Gene No. 


73362 ■ 






Strand ■ 






Start ' 


. -782 






-End 


6571 




Name ' 


• OJ990428 02 


*9A29 


.C12.ol.tc • 


Method 


• TBLASTX :- 


Cress 


Start 


1288" 






' ■ End 


1767' 




GI 


none 






Score 


124 




Exons 


1288. .1500, 


1301 


..1498, 1601 


. .1672, 1603. .1767, 


1603. .1767 


Seq. No. 


35528 






§eq. ID 


OJ990428 


_02.9A29.C12 


Gene No. 


73362 






Strand 






Start 


782 






End 


6571 




Name 


OJ990428 02 


9A2 9 


.C12.o3.tc 


Method 


TBLASTX: 


Cress 


Start 


1879 






End 


2347 




GI 


none 






Score 


134 




Exons 


1879. .2133, 


1883 


..2137, 2213 


. .2347 







Seq. No. 35528 Seq. ID OJ9904 28__02.9A29.C12 



35371 




Gene No. 73362 Strand 

Start 782 End 6571 

Name OJ990428_02 . 9A29 . C12 . o3 . tm Method TBLASTX: Maize 

Start 1981 End 2305 

GI none Score 199 

Exons 1981. .2136, 1982. .2137, 2214. .2297, 2216. .2305 

Seq. No. 35528 Seq,. ID OJ990428_02.9A29.C12 

Gene No. 73362 Strand 

. Start 782 End 6571 

Name OJ990428_02 . 9A29 . C12 . o2 . tm Method TBLASTX: Maize 

Start 2306 End 2799 

GI none Score 105 

Exons 2306. .2449, 2307. .2429, 2444. .2785, 2451. .2789, 2462. .2791, 
2511. .2789, 2638. .2799 

Seq. No. 35528 Seq. ID OJ990428_02.9A29.C12 

Gene No. 73362 Strand 

Start 782 End 6571 

Name OJ990428_02 . 9A2 9 . C12 . o3 . ts Method TBLASTX: Soybean 

Start. 2618 . . . End . 2792 J .. . 

.GI , ... ^ : no.n<=u _ . .^cpr.e, ^_J 5.2 : „ ^ „ 

^Exo.ns_. .... 2.618...... .2-7.82.,.., 26.22.... .2132^ . „.„ _ ' , 

Seq. No: 35528 Seq. ID OJ990428_02.9A29.C12 

Gene No. 73362 Strand 

Start 782 End 6571 

Name OJ990428_02 . 9A2 9 . C12 . o2 . ts Method TBLASTX : Soybean 

Start 4052 End , . 4717 

GI none Score 100 

Exons 4052. .4150, 4056. .4151, 4063. .4152, 4234. .4341, 4336. .4443, 
4340. .4402, 4366. .4407, 4429. .4548, 4540. .4668, 4541. .4717 

Seq. No. 35528 Seq. ID OJ990428_02.9A29.C12 

Gene No. 73362 Strand 

Start 782 End ■ 6571 

Name OJ990428_02 . 9A29 . C12 . o2 . tc Method TBLASTX : Cress 

Start 4336 End 4668 

GI none Score 81 . 

Exons 4336. .4422, 4337. .4435, 4441. .4668, 4442. .4657 

Seq. No. 35528 ■ Seq. ID OJ990428_02 . 9A2 9 . C12 

Gene No. . 73362 . Strand 

Start - 782 End 6571 

Name 'OJ990428_02 . 9A2 9 . CI2 . o4 . tm Method ■ TBLASTX : Maize 

' Start 4363 End " 4714 

GI none Score 56 

Exons 4363. .4410, 4364. .4411, 4366. .4413, 4429. .4473, 4429.. 4668, 
4445. .4714 

Seq. No. 35529 Seq. ID OJ990428_02.9A29.C13 

Gene No. 73363 Strand 

Start 467 - End 3536 

Name OJ9904 28_02 . 9A2 9 . C13 . ol . tm Method TBLASTX : Maize 

Start 465 End 1248 

GI none Score 70 

Exons 465. .548, 466. .552, 520. .552, 611. .679, 630. .689, 631. .690, 



35372 



664. .690, 789. .908, 811. .909, 819. .908, 891. .992, 1140. .1247, 
1144. .1248 



Seq. No. 35529 

Gene No. 73363 

Start 467 

Name OJ990428 _02 . 9A29 . C13 . ol . gs 

Start 467 

GI none 
Exons 



Seq. ID OJ990428_02.9A29.C13 
Strand 

End 3536 

Method GENSCAN 

End 2030 

Score .88 



467. .548, 630. .691, 908. .1055, 1143. .1264, 1853. .2030 



Seq. No. 35529 

Gene No. 73363 

Start 467 

Name OJ9904 28_02 . 9A29 . C13 . ol . ts 

Start 480 

GI none 
Exons 



Seq. ID OJ990428_02.9A29.C13 
Strand 

End 3536 

Method TBLASTX : Soybean 

End 887 

Score 100 



480. .545, 517. .552, 630. .689, 631. .690, 804. .887 



Seq. No. 

Gene No. . 

.Star.t„., ' . 
.Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35529 

73363. 

, . 4 6.7_. ,_„; ; _ 

T _OJ.99~a4,28_02.. 9A29.. C.13 .'.ol ..np,. . 

724 

5852093 



Seq. ID OJ990428_02.9A29.C13 

Strand - . 

.End., . v , ... 3536 . 

.Method.,- AAT/NAP_- ... , _ 

End 3536 

Score 52 - 



724. .753, 2471. .2560, 3513. .3536 
(AL117264) zwhl6.1 [Oryza sativa] 



35529 
73363 
4 67 

OJ9904 28_02 . 9A2 9 . C13 . ol . gp 

1703 

none 

1703. .1757, 1845. .2117 



Seq. ID OJ990428_02.9A29.C13 
Strand 

End 3536 

Method AAT/GAP 

End 2117 

Score 446 



*Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990428_02.9A29.C14 
Strand + 

6971 
AAT/NAP 
6971 

669 • 



35530 
73364 
1 

OJ990428JD2. 9A29.C14 .ol.np 

1 

729092 

-1..35, 554.. 715, 6065.. 6587, 6675.. 6971- . • 

CALCIUM- DEPENDENT PROTEIN KINASE, . ISOFORM AK1 (CQPK) ' 
gi I 477484 | pir | | A49082 calfcium- dependent protein kinase isoform 
AK1 - Arabidopsis thaliana gi 1304105 (L14771) calcium-dependent 
protein kinase ' [Arabidopsis thaliana] 



End 

Method 

End 

Score 



35530 
73364 
1 

OJ9904 28_02. 9A2 9.C14 .ol.gp 

5378 

none 

5378. .5829 



Seq. ID OJ990428_02.9A29.C14 

Strand + 

End 6971 

Method AAT/GAP 

End 5829 

Score 801 



Seq. No. 



35530 



Seq. ID OJ990428_02.9A29.C14 



35373 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



73364 Strand 

1 End 

OJ990428_02. 9A29 . C14 . o2 . gp Method 

6064 End 

uC-osflM202066e05bl Score 
6064. .6512 

'3320104/emb|CAA07481| 3.0e-39 (AJ007366 
protein kinase [Zea mays] ' 



+ 

6971 
AAT/GAP 
6512 
878 



calcium-dependent 



35530 
73365 
8885 

OJ990428_02. 9A29 . C14 . o2 . gs 
8885 
none 
8885. . 
11019. 
13171. 
14955. 



8956, 9036.. 9132, 9221 
.11151, 11879. .11996, 12203 
.13227, 13701. . 13772, 13894 
.15047, 15182. .15323 



Seq. ID OJ990428_02.9A29.C14 

Strand + 

End 15323 

Method GENSCAN 

End 15323 

Score .91 

.9395, 9467. .9572, 9604. .9752, 
12283, 12406. .12470, 
14139, 14752. .14855, 



Seq. No.. 35530. . . . Seq. ID. 

.Gene„ Nq., ,". _ , ,7.3.3 6£„ ^ . , ^Strand_, 

Start. ^, 120..... . . ...... .. „_,.End.._: 

Name OJ990428_02 . 9A29 . C14 . ol . gs Method 

Start . 720 End 

GI none Score 
Exons 



OJ9.904.28 .02. 9A29.C14. 



.8 4 59,^,,, 
GENSCAN 
8209 
.52 



720. .838, 1139. .1209, 1593. .1748, 4994. .5060, 5383. .5928, 
6005. .6085, 6087. .6584, 7586. .7899, 7967. .8209 



Seq. No. 35530 

Gene No. 73366 

Start 720 

Name OJ990428JD2 . 9A29 . C14 . ol . ts 

Start 6047 

GI none 

Exons 6047.. 6589, 
•6874. .6966 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_02.9A29.C14 
8459 

TBLASTX: Soybean 

7000 

448 



6086. .6358, 6415. .6588, 6658. .6822, 6674. .7000, 



Seq. No. 35530 

Gene No. 73366 

Start 720 

Name OJ990428_02 . 9A2 9 . C14 . ol . tc 

Start 6062 - ■ . 

GI none 

Exons - 6062/.6586, 6115 .. 6222 , 6286 . 

6692. .6970, 6704. .6988, 6807. 

Seq. No. 35530 

Gene No. 73366 

Start 720. 

Name OJ990428_02 . 9A29 . C14 . ol . tm 

Start 6121 

GI none 

Exons 6121.. 6222, 6122.. 6589, 6137. 

6452. .6568, 6468.-6575, 6655. 



Seq. ID OJ990428_02.9A29.C14 

Strand - 

End 8459 

•Method TBLASTX: Cress 

End '. . 6988 

Score - 4 42 ■ 

.6369, 6415.. 6564, 6682.. 6966, 
.6983 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 02.9A29.C14 



8459 

TBLASTX: Maize 
6988 
456 

6358, 6286..6369, 641.5- 
6813," 6674. .6970, 6710. 



.6567, 
, 6988 



Seq. No. 



35530 



Seq. ID OJ990428_02.9A29.C14 



35374 




Gene No. 


73366 








Strand 




ot art 


ion 
1 z u 








End 


8459 


Name 


r\ TQQfl / OQ no 

uu y y z o uz . 


9A29 


C14.o2 


■4- T.I 

. tw 


Method 


TBLASTX: Wheat 


otart 


DZD / 






End 


6529 


r~> -r 
bl 


none 








Score 


276 


Exons 


oz o / . . oozy / 


OZ D D 


. DjjO/ 


oz / / . 


.6369, 6424.. 6528 


Seq. No. 


35530 








Seq. ID 


OJ990428_02.9A29.C14 


Gene No. 


73366 








Strand 




otart 


n o n 
/ z u 








End 


8459 


Name 


uj y y u h z o uz . 


QZ\ 9 Q 

y t\c. y . 


bl 4 . 0 1 


. tw 


Method 


TBLASTX: Wheat 


otart: 


£ R o c 








End 


6970 


C T 

bl 


none 








Score 


56 


Exons 


djjo. . do o y / 


6673. 


.6729, 


0 0/4. 


.6970, 6754. .6822, 6874. .6969 


oeq . mo . 


jj jjU 








Seq. ID 


OJ990428_02.9A29.C14 


Gene No. 


"7 "5 *5 £ £ 








Strand 




Start 


720 








End 


8459 


Name 


OJ990428JD2. 


y/\z y . 


bl 4 . OZ 


. tm 


Method 


TBLASTX: Maize 


otart 


/ODD 








End 


8209 


r* t 

bl 


none 








Score 


4.9 . . „ 


.Exons 


,.-,™-^P,PP • / P.OO.,_ 


.2.59.2.. 


,.7.7.3.8,.. 


p y,j^. 


. 7 715 , . 7 .5 9 4 . 7 7 4 0., . 77 4 2 ,.775.9./,... 


-■• 


...... IJ.D^^.f.Q.OO., > 


176.0.. 


...78.3.4,.. 


, T / /..o.y ... 


...7 8 4.0., ..,78.5.8'. ..7 9.02 , ,7,853.. .,7-9,2.4.,, - 




o U o o . . oIjU/ 


O U 4 Z . 


Q 1 9 Q • 
. 0 1Z 0 , 


0 U DO . 


.8173, 8 


119.. . 8208, 8132.V8209 ■ 


Seq. No. 


35530 








Seq. ID 


OJ990428_02.9A29.C14 


Gene No. 


73366 








Strand 




otart 


Ton 
/ZU 








End 


8459 


Name 


a TQon/i oq no 

uj y yu4 zo uz . 


Q 7\ o Q 

yAzy . 


bl 4 . O J 


.gp 


Method 


AAT/GAP 


bt art 


/ oou 








End 


8459 


bl 


none 








Score 


1541 


Exons 


/bou. . o 4 o y 












O j-s r-v XT n 

oeq. no. 


o c c o n 








Seq. ID 


OJ990428_02.9A29.C14 


Gene No. 


73367 








•Strand 




Start 


8920 








End 


9572 


Name 


ATQQn/ioo no 


QZl 9 Q 


LI f± . 04 


. tm 


Method 


TBLASTX: Maize 


C 4- -i -w- -f- 

otart ■ 


q q o n 
ts yz u 








End 


9330 


bl 


none 








Score 


56 


Exons 


QQOn QQCC 

o y z u . . o y o o , 


8921. 


.8956, 


yuoo . 


.9104, 9038.. 9106, 9149.. 9256, 




Q9 1 Q QO^n 

y z i y . . y z du / 


9222. 


.9305, 


yzz o . 


.9330, 9223.. 9309 


oeq. no. 


q c c o n 








Seq. ID 


OJ990428_02.9A29.C14 


Gene No. 


73367 








Strand 




Start 


8 920 








End 


"9572 


Name 


UJ y yU4 Zo UZ . 


y/\z y . 


pi / ^ o 

bl H - OZ 


. tc 


Method 


TBLASTX : Cress 


ot art 


Q Q O 1 

o yzi 








End 


9524 


C T 
bl 


none 








- Score 


50 


Exons 


o yz i . . o y o y , 


9033. 


.9071, 


Q 9 1 £ 

yz i d . 


.9299, 9220.. 9399, 9232.. 9399, 




y 4 o / . . y o u o , 


9468. 


.9524 








Seq. No. 


35530 








Seq. ID 


OJ990428_02. 9A2 9.C14 


Gene No. 


73367 








Strand 




Start 


8920 








End 


9572 


Name 


OJ990428 02. 


9A29. 


C14 .o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


9222 








End 


9572 


GI 


none 








Score 


253 



35375 




Exons 


Q999 Q-3Aq Q99"3 Q^QQ Q4 fiR 


Q S7 9 






beq • no . 


o c c o n 


Seq. ID 


OJ990428 


09 QZ\9 Q C 1 A ■ 


Gene No . 


/ JJDO 


Strand 






C4- v4- 

otart 




End 


14064 




Name 


ujyyu^zo u^; . yAz y . bi 4i . oo . tm 


Method 


TBLASTX: 


"Jai ze 


Start 


y 3 4 d 


End 


14064 




bi 


none 


Score 


38 




Exons 


9546.. 9572, 9651.. 9761, 9652 


. .9747, 9671. .9751, 


11018. .11113, 




11019. .11108, 11020. .11121, 


11887. .11988',- 11894 


. . 11998, 




i i QO/i i t QQc; i oono 199R9 


12203. . 12277,' 12204 


1 99R1 




i OQQn 19/17Q 1 940fi 19477 


13168. .13230, 13169 


1 "399R 




i oi in 1"39^9 1 T1 in *1^99Q 


13695. .13772, 13701 


1 "3779 




1"57ri9 1 TTTJ 1'370'3 1^7P^ 
lO / UiC . . ij / / J/ .lj / Uj. . 1j / Oj, 


13879. .14061, 13890 


1 40R7 

. . X 4 U D 1 f 




138 91 .. 14064, 138 92 . .14062 








Seq. No. 


35531 


Seq. ID 


OJ990428 


_02.9A29.C15 


Gene No. 


73369 


Strand 


+ 




C+- -i v +- 

btart 


80 


End 


1471 




Name 


OJ990428 02.9A29.C15.ol.gs 


Method 


GENSCAN 




C "I !1-f 

btart . . . 


80 . . ; . . . . 


End . 


1.4 71 






,.no,n^„_.^„., ' ■ 


_ Score 


..62.. . 


,-. . - . ™ ^ — -, — ,™., 


Exons ... 


. .8.0 ... 140, . ,935 ... .lQ63„a 4.5.8.... 147 1 .... , 




"'■'-^ ' " v ' ; r *^— *-—*■' — • 


oeq . no . 


35531 


Seq. ID 


OJ990428 


09 QA9Q PI S 


Gene No . 


73370 


Strand 






Start 


997 


End 


2945 




Name 


OJ990428 02.9A29.C15.ol.'np 


Method 


AAT/NAP 




Q+- -y-4- 


997 


End 


2945 




bl 


2980802 


Score 


342 




Exons 


997. .1036, 2541. .2945 








GI Descrip. 


(AL022197) transcriptional activator CBFl-like 


pxo u ein 




[Arabidopsis thaliana] 








Seq. No. 


35531 


Seq. ID 


OJ990428 


_02.9A29.C15 


Gene No. 


73370 


Strand 






oiart 


997 


End 


2945 




Name 


OJ990428 02.9A29.C15.o2.gs 


Method 


GENSCAN 




otart 


2253 


End 


2919 




bx 


none 


Score 


.58 




Exons 


2253. .2415, 2541. .2919 








Seq. No. 


35531 ■ - " . - - 


- Seq. ID 


OJ990428 


_02.9A29.C15 - 


Gene No." 


73370 • - ' • - - 


: Strand • 






biart 


997 ' - • - . • 


End 


2945 




Name 


OJ990428 02.9A29.C15.ol.tc 


Method 


TBLASTX: 


_ ■ 

^r es s 


C H 1 -w- 4- 

otart 


2582 


End 


2866 






none 


Score 


34 




Exons 


2582.. 2782, 2604. .2636, 2718 


..2783, 2777. .2866, 


97R1 9Rd Q 
Z / OX. . Z O 4 _7 




35531 


Seq. ID 


OJ990428 


09 Q A9 Q n S 


Gene No. 


73370 


Strand 






Start 


997 - 


End 


2945 




Name 


OJ990428 02.9A29.C15\ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


2582 


End 


2878 




GI 


none 


Score 


40 




Exons 


2582.. 2782, 2601.. 2639, 2718 


..2762, 2777. .2878, 


2781. .2858 



35376 



Seq. No. 


35531 


Seq. ID 


OJ990428_02.9A29.C15 


ucllc LNO . 


7^70 


OLIO 1 1U 




otdrt. 


QQ7 


HiilU 


9Q4 ^ 
y fi J 


Name 




fie UlltJU 


1 O J_trlO 1 A . L v Icl -L ^ fcJ 


OtaiL 


970R ~ 




9fl 7 R 




none 




^ U .7 


Exons 


OTnc 9070 971Q 9ft£4 






Seq. No. 


35532 


Seq. ID 


OJ990428_02.9A29.C16 




7^71 


Strand 






1 "34 £ 

10*1 0 


End 


5023 


Name 


nTQQn49ft 09 Q&9Q PI £ nl rrQ 


Method 


GENSCAN 


o tarn 


lOH 0 


End 


4982 






Score 


.42 


Exons 


1^46 Idfi^ 97flQ ^111 ^S^l 


.3653, 4850. .4982 


Q a rt NT r\ 

oeq • LN u . 


35532 


Seq. ID 


OJ990428_02.9A29.C16 


Gene No. 


73371 


Strand 




Start 


1346 


End 


5023 


Name 


. OJ990428 02..9A29.C16.ol.gp . 


Method 


AAT/GAP 




. 3170.... . _ 


..Bod. .„ .„ 


3344 




. LIB34 33-D2.6-.Pa-Kl-CL, . 




...233 . ..... - 


XT' vr /"\ f\ o 


3170.. 3344 






GI Descrip . 


1 585217 0/emb|AL117265.1 IOST17804 1 . Oe- 


44 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


d e q . ln o . 


35532 


Seq. ID 


OJ9904 28_02. 9A29.C16 




73371 


Strand 




Start 


1346 


End 


5023 


Name 


OJ990428 02.9A29.C16.ol.np 


Method 


AAT/NAP 


C!t- a -r t- 


3724 


End 


5023 


ul 


6063554 


Score 


120 


TT 1 v /™\ T"* o 


3724. .3895, 4950. .5023 






ui uescrip. 


(AP000615) ESTs AU075609 (C63344 ), C7 1850 (E04 64 ), C98 611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


35533 


Seq. ID 


OJ990428_02.9A29.C18 


bene lno . 


73372 


Strand 


+ 


ol arc 


254 


End 


511 


Name 


OJ990428 02.9A29.Cia.ol.gs 


Method 


GENSCAN 


OLdlt 


254 • ... 


. End 


511 - ... 


pT , 


' none 


Score 




Exons 


254. .511 






Seq. No. 


35533 


Seq. ID 


OJ990428_02.9A29.C18 


Gene No. 


73373 


Strand 






109 


End 


694 


Name . 


OJ990428 02.9A29.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


104 


End 


564 


GI 


none 


Score 


172 


Exons 


104. .223, 110. .214, 114. .227, 


114. .215 


, 115. .255, 427. .564, 




431. .496, 468. .545 






Seq. No. 


35533 


Seq. ID 


OJ990428_02.9A29.C18 


Gene No. 


73373 


Strand 





35377 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

.,Name„ : . 

. St ax t. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq; No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



109 



End 

Method 
End 
Score 



694 

AAT/GAP 
543 . 
356 



OJ9904 28_02. 9A29 . C18 . ol . gp 
109 

uC-osflcyp086e04bl 
109. .213, 430. .543 

'5734620/dbj |BAA83351.1| 4.0e-17 (AP000391) ESTs 
AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 1 



35533 
73373 
109 

OJ990428_02.9A29.C18.ol.np 

115 

6403492 
115. .213, 430. .694 

(AC010871) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990428_02.9A29.C18 
Strand 

End 694 

Method AAT/NAP 

End 694 

Score 221 



35534 Seq. ID OJ9904 28_02 . 9A2 9 . C20 

. 733.74 Strand + 

69 End . 835 .. . 

.QJ[9 £0.4 2£_P2.^A2 j>, Q2I) ..p.l.,.gs. „ MejfckQd^.GENS^ 

,_6.9 . .^End...... _ . 835 

none Score - .76 

69. .196, 315. .382, 567. .614, 711. .835 



35535 
73375 
1 

OJ990428_02 . 9A29 . C2 1 . ol . gp 
1 

14682_1.R1084 
1. . 168 

f 2980798/emb|CAA18174.1| 8.0e-78 (AL022197) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990428_02.9A29.C21 
Strand 

End 384 

Method AAT/GAP 

End 168 

Score 302 



35535 
73375 
1 

OJ990428_02 . 9A29 . C2 1 . ol . gs 
44 

none ... 
44 . .166, 330. .384 



Seq. ID OJ990428_02.'9A29.C21 

Strand 

End 384 

Method' GENSCAN 

End 384 

Score .89 



" 35536- . * ' 
. 73376 
338 

OJ9904 28_.02 . 9A2 9 . C25 . ol . gp 

338 

45206_1.R1084 
338. .692 

M469024/emb|CAB38285| 3.0e-30 (AL035602) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990428_02.9A29.C25 
Strand + 

692 

AAT/GAP 
692 
624 . 



End 

Method 

End 

Score 



35537 
73377 
24 



Seq. ID OJ990428_02.9A29.C27 
Strand 

End 233 



35378 



Name 

Start 

GI 

Exons 



OJ990428__02 . 9A29 . C27 . ol . gs Method 

24 End 

none ~ Score 

24. .233 



GENSCAN 

233 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exb'ns^ ... 



Seq. ID OJ990428_02.9A29. 

Strand + 

End 1490 

Method AAT/NAP 

End 14 90 

Score 42'8 



35538 Seq. ID OJ990428_02.9A29.C28 

73378 
1 

OJ990428_02.9A29.C28.ol.np 
1 

6403507 
1..20, 229. .802, 1474. .1490 

(AC010871) unknown protein [Arabidopsis thaliana] 

gil 6714383|gb|AAF26073.1|AC012562_28 (AC012562) unknown protein 

[Arabidopsis thaliana] 



35538 
73378 
1 

OJ990428_02 . 9A29 . C2.8 . ol . gs 
222 

, 2,2.2,, ...8.12^.,,,.-. 



Seq. ID OJ990428_02.9A29, 

Strand + 

End 1490 

Method GENSCAN 

.End 8.12 _ . 



C28 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35538 
73378 
1 

OJ990428___02.9A29.C28.ol.tm 

225 
none 



Seq. ID OJ990428JD2. 9A29, 

Strand + 

End 1490 

Method TBLASTX: Maize 

End 770 

Score 368 



C28 



225. .770, 227. .394, 384. .530, 428. .721 



35538 
73378 
1 

OJ990428_02.9A29.C28.ol.ts 

225 
none 

225. .761, 227. .721 



Seq. ID OJ990428JD2. 9A29. 

Strand + 

End 1490 

Method TBLASTX : Soybean 

End 7 61 

Score 382 



C28 



Seq. No. 35538 

Gene -No. "73378 

Start 1 

Name ' ■ ~ ' OJ990428_02 . 9A29 . C28 . ol . tc 

Start 227 . ' . • " 

GI- none-. 

Exons 227.. 661, 228.. 749 

Seq. No. 35539 

Gene No. 73379 

Start 244 

Name OJ990428_02 . 9A29 . C29 . ol . gs 

Start 244 

GI none 

Exons 244.. 299, 943.. 1041 



Seq. ID OJ990428__02.9A29.C28 
Strand + 
End . 14 90 - 
■Method ' TBLASTX : Cress 
End: 749 . : \ 

Score 311 



Seq. ID OJ990428_02.9A29.C23 
Strand 

End 1041 

Method GENSCAN 

End 1041 

Score . 62 



Seq. No. 



35540 



Seq. ID OJ990428_02.9A29.C30 



35379 






/ J J o w 








Strand 


+ 




Start 


1262 








End 


3589 




Name 


OJ990428 02 


.9A29 


-C30.ol 


np 


Method 


AAT/NAP 




■J LdL L 


1 o 








End 


3508 






fiR R^ft R Q 








Score 


71 




Exons 


i oco i R 

X Z OZ . . IJIJ; 


3118 


. .3245, 


3461. 


.3508 








/ AP01 9 Rfi^ \ 


putative RING zinc 


finger protein [Arabidopsis 




f ha 1 "1 anal 














Seq. No. 


35540 








c orf t n 


P) TQQ04 9ft 


09 QUOQ P^O 


Gene No. 


73380 








Strand 


■f 




OLal L 


1969 

J. z. u 








End 


3589 




Name 


P),TQQ0d9ft 09 


.9A2 9 


.C30.ol 


gp 


Method 


AAT/GAP 




C -(- -3 

o Ucir t 


1 70R _ 








End 


2279 




PT 


9 "^OQft 4 R 








Score 


647 




Exons 


1705 . . 1900, 


9107 


997 Q 

. . zz / y 










oeq . LNO * 


^ r rzi o 








Seq. ID 


OJ990428_ 


09 QZ\9Q p^O 


Gene No. 


73380 








Strand 


+ 




Start 


1262 








End 


3589 




Name 


O.TQ9049ft 09 


. 9A29 


.C30.ol. 


gs 


Method 


GENSCAN 


■ - 




1 7 R 1 - _ 




- — <~ - 


— ~ - - - 


End... 


.3.5&9 


" - ™~-— 


p t 


. none... 7 . ^ .., 








r ,S.co.r,e 


8 




IT 1 v /— \ O 


17m 1 Q00 


9 1 fl 7 


9 "3 n 


OC1 Q 

z d i y . 


.2535, 2720.. 2767, 


ZOOfi . .Zyob, 




■0-107 ^ 9 4 R 


jjUj 












Seq. No. 


35540 








Seq. ID 


OJ990428_ 


\jz . y/iz y .LjU 


Gene No. 


73381 








Strand 


+ 




q+- -> V- 1- 


4 4 6ft 

4 1 DO 








End 


6739 




Name 


Pi TQQO A 9ft fl 9 


. 9A29 


.C30.o2. 


gs 


Method 


GENSCAN 




q+- o r-+- 


d / 6ft ~~ 
4 4 DO 








End 


6739 




PT 


none 








Score 


.54 




IT 1 \r ^ t-\ o 


A A fiQ 4 Rft £ 


5476 


. .5693, 


6726. 


6739 








? r Rd o 








Seq. ID 


OJ990428_ 


02. 9A29.C30 


P, ono Mo 


7 ??R9 








Strand 






Start 


5306 








End 


10223 




Name 


OJ990428 02 


. 9A29 


.C30.o2. 


np 


Method 


AAT/NAP 




q+- a -r t- 


R ^0 £ 








End 


10218 




PT 


9 Qft 07 Qft 
Z y o U / 








Score 


349 




T7 1 v /~\ r~( o 
DAUIlb 




7458 


. .7785, 


8176. 


8248, 8 


736. .8805, 


9022. . 9115, 




Q9 6^ 6^ 


9828 


. .9896, 


10004 


. 10218- 








fat 0 9 91 Q 7 ^ 
\t\Li\J £ Z ± y / J 


putative protein [Arabidopsis thaliana] 


Seq. No. . 


35540" 








Seq. . ID 


.OJ9.90428_ 


_02.9A2 9.C30 


Gene No. 


73382 








Strand 






q+- a r-+- 
O LdiL 


R ^0 £ 
jjUD 








End 


10223 




Name 


Pi TQ QO A 9ft 09 


. 9A29 


.C30.O2. 


gp 


Method 


AAT/GAP 




q+- a -r-f- 


D y y D 








End 


8007 • j 




r*T 


none 








Score 


. 1994 




Exons 


oy y o . . ouu / 














Seq. No. 


35540 








Seq. ID 


OJ990428_ 


02.9A2 9.C30 


Gene No. 


73382 ' 








Strand 






Start 


5306 








End 


10223 




Name 


OJ990428 02 


. 9A29 


C30.O3. 


gs 


Method 


GENSCAN 




Start 


7027 








End 


10138 





35380 




GI none Score .73 

Exons 7027.. 7124, 7304.. 8248, 8736.. 8805, 9022 .. 9115, * 9263 9363, 

9828. .9896, 10004. .10138 

Seq. No. 35540 Seq. ID OJ990428_02.9A29.C30 

Gene No. 73382 Strand 

Start 5306 End 10223 

Name OJ990428_02 . 9A29 . C30 . o2 . tm Method TBLASTX : Maize 

Start 7701 End 8183 

GI none Score 72 

Exons 7701. .7769, 7705. .7770, 7712. .7759, 7767. .7808, 7768. .7806, 

7794. .7832, 7795. .7833, 7831. .8001, 7836. .8015, 7841. .8017, 
7842. .7967, 8064. .8096, 8097. .8183, 8113. .8181 

Seq. No. 35540 Seq. ID OJ990428_02 . 9A2 9 . C30 

Gene No. 73382 Strand 

Start 5306 * End 10223 

Name OJ990428_02 . 9A29 . C30 . ol . ts Method TBLASTX : Soybean 

Start 8149 End 10220 

GI none Score 63 

Exons 8149. .8223, 8737. .8811, 9016 .. 9111, . 9023 .. 9118, 9253 .. 9366,. . 

„:. „ 9822^; ; 99 Q&,, .M4Q„^9.9^ 

Seq. Nof 35540 • Seq. ID OJ990428_02.9A29.C30 

Gene No. 73382 Strand 

Start 5306 End 10223 

Name OJ990428_02 i 9A2 9 . C30 . ol . tm Method TBLASTX : Maize 

Start 8744 End 10223 

GI none Score 101 

Exons 8744.-8842, 8744. .8809, 8746. .8811, 9016. .9069, 9023. .9070, 

9073. .9114, 9077. .9118, 9253. .9366, 9254. .9355, 9261. .9365, 
9280. .9366, 9822. .9902, 9826. .9897, 10001 .. 10216, 10001. .10219 
10005. . 10220, 10005. .10223 

Seq. No. 35540 Seq. ID OJ990428_02.9A29.C30 

-Gene No. - 73382 Strand 
Start- 5306 End 10223 

Name OJ990428_02 . 9A2 9 . C30 . ol . tc . Method TBLASTX : Cress 

Start 9858 End 10220 

GI none Score 93 

Exons 9858.. 9908, 9992 10219/ 10001 .. 10204 , 10005.. 10220 

Seq.' No. ' 35541 ... . . . -Seq. ID- OJ990428_02 . 9A2 9 . C31 

Gene No: '73383 \ Strand 

Start. . • 1 - . ...... End 3372 . . 

Name OJ99b428_02 . 9A29 . C31 . ol . np Method ' AAT/NAP 

Start 1- End 1873 

GI 2980798 Score 328 ■ 

Exons 1..41, 600.. 648, 1018.. 1146, 1232.. ,1873 

GI Descrip. (AL022197) putative protein [Arabidopsis thaliana] 

Seq. No. . . 35541 Seq. ID OJ990428 J)2 . 9A2 9 . C31 

Gene No. 73383 Strand 

Start 1 End 3372 

Name OJ990428_02 . 9A29 . C31 . ol . gp Method AAT/GAP 

Start 600 End 1142 

GI 14682 1.R1084 Score 305 



35381 



Exons 600.. 648, 1018. .1142 

GI Descrip. ' 2980798/emb | CAA18174 . 1 | 8.0e-78 (AL022197) putative protein 
[Arabidppsis thaliana] 1 



Seq. No. 35541 

Gene No. 73383 

Start 1 

Name OJ990428_02 . 9A29 . C31 . ol . gs 

Start 904 

GI none 
Exons 



Seq. ID OJ990428_02.9A29.C31 
Strand 

End 3372 

Method GENSCAN 

End 3372 

Score .92 



904. .942, 1232. .1987, 3118. .3372 



Seq. No. 35541 ' Seq. ID- 
Gene No. 73383 Strand 
Start 1 End 
Name OJ990428_02 . 9A29 . C31 . o2 . gp Method 
Start 1691 End 
GI none Score 
Exons 1691.. 1987, 3061.. 3217 



OJ990428_02.9A29.C31 

3372 
AAT/GAP 
3217 
835 



Seq. No. 

Gene. N.o . 

.Start. 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35541 .Seq. ID 

73384 , ,Strand._ 

4914.., ..... ........ ; ... , ....... End . 

OJ990428_02 . 9A2? .'C31 . o2 . tm Method 

1042 ' End 

none Score 
1042. 
1316. 
1589. 



OJ990428 02.9A2.9..C3.1, 



, 6.937. 

TBLASTX: Maize 

1952 

153 



1146, 1043. .1147, 1043. .1147, 1227. .1316, 1232. 
1405, 1317. .1379, 1342. .1587, 1371. .1907, 1443. 
1909, 1916. .1951, 1917. .1952 



1315, 
1907, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428 02.9A29.C31 



35541 
73384 
4914 

OJ990428_02. 9A29 . C31 . o2 . np 
4914 
4914423 
4914. .5037, 5886.-6937 " 

(AL050351) putative receptor-like protein kinase [Arabidopsi 
thaliana] 



6937 
AAT/NAP 
6937 
1296 



Seq. No. 35541 

Gene No. 73384 

Start 4914 

Name * . OJ990428_02 . 9A29 . C31 . o2 . gs 

Start • 5643 

GI none 

Exons 5643.. 5814, 5843. .6855 



Seq. ID OJ990428_02.9A29.C31 

Strand - • 
End . 6937. 

■Method GENSCAN i 

End "6855 
Score .59 ". 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35541 • 

73384 

4914 

OJ990428_02. 9A29.C31.ol. tm 

5983 

none 



Seq. ID' OJ990428_02.9A29.C31 
Strand 

End 6937 

Method TBLASTX : Mai ze 

End 6864 

Score ■ 750 



5983.-6555, 6002. .6550, 6475.-6573, 6550. .6630, 6565. .6864, 
6566. .6862 



35382 




Seq. No. 


35541 






Seq. ID 


OJ990428_02.9A29.C31 


Gene No. 


73384 






Strand 




Of y- 4- 


A Q1 A 

f± _7 J. fl 






End 


6937 


Name 


PiTQQn^9fl HO QZi9G 


P^ 1 r\0 


L W 


Method 


TBLASTX: Wheat 


OLa.ru 








End 


6375 




none 






Score 


50 


IT 1 v /~\ c 1 


JjO J . . DI J J/ DU11 • 


61 ^A 

• D X 3 H f 


61 7 ^ 


.6375, 6251.. 6364 


Seq. No. 


35541 






Seq. ID 


OJ990428_02.9A29.C31 


Gene No. 


73384 






St rand 




OLQJ.L 


A Q 1 A 






End 


6937 


Name 


PiTQQ0d9ft 09 Q&9Q 


P^ 1 n1 


L o 


Method 


TBLASTX: Soybean 


O Lai L 


J J 






End 


6882 


PT 

bi 


none 






Score 


565 


T7 1 /~\ T^l C 


RQQR 6ftfi9 £009 


. O / 0 -L , 


6ff 9 d 

DO C. H • 


.6862 




Seq. No. 


35541 






Seq. ID 


OJ990428_02.9A29.C31 


Gene No. 


73384 






Strand 




O Lai. L 


d Q1 A 






End 


6937 


Name 


P>TQQ049P 09 Q219Q 


P^l r\0 


LC 


Method 


TBLASTX: Cress 


OLdlt 


3:7:73- . 






End 


6301 


PT 


jnpne ... ...... ^ , 






..Score 


-..17,9U . „ . 


c Exons . 


tqqc. 6^00 £ 0 0 R 
. . 3 z? J 3 . . _D 3,U U / DUU 0... 










oeq . no . 


jj 0 ^ 1 






Seq. ID 


OJ990428_02.9A29.C31 


Pan a NT /-\ 
belle L\U . 


73384 






Strand 




Start 


4914 






End 


6937 


Name 


OJ990428 02.9A29. 


C31.o3. 


gp 


Method 


AAT/GAP 


O-J- — i r-+- 
OLalL 


6219 






End 


6655 


PT 


16916 1.R1084 






Score 


778 


LXOilS 


6219. .6655 










P ~T o v i r~\ 

vjX uescnpt 


1 4567279/gb|AAD23692. 1 IAC006841 20 1.0e-60 (AC006841) putative 




serine /threonine 


protein kinase [Arabidopsis thaliana] 1 


Seq. No. 


35541 






Seq. ID 


OJ990428_02.9A29.C31 


Gene No. 


73384 






Strand 




C+- a r-+- 


4914 






End 


6937 


Name 


OJ990428 02.9A29. 


C31.ol. 


tc 


Method 


TBLASTX: Cress 




6302 






End . 


6855 


P,T 


none 






Score 


371 


Exons 


6302.. 6766, 6313. 


. 6765, 


6763. 


.6855 




Seq. No.* 


35541 . 






Seq. - ID 


. OJ990428_02.9A29.C31 


Gene No. 


'73384 






Strand 1 . 




OLQil 


.4914 ' ' 






End ' 


6937. ; : . 


Name 


OJ990428 02. 9A29. 


C31.ol. 


tw 


Method 


TBLASTX: Wheat 


O LalT L 


6400 






End 


6819 


P T 


none 






Score 


350 


Exons 


6400. . 6765, -,6401. 


.6766, 5 


6763. 


.6819 




beq. no. 


35542 






Seq. ID 


OJ990428_02.9A29.C32 


Gene No. 


73385 






Strand 




Start 


1 






End 


1174 


Name 


OJ990428 02.9A29. 


C32.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


1084 


GI 


4567279 






Score 


771 


Exons 


1. .1084 











35383 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

JSf.ame..; 

, Start , 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



(AC006841) putative protein kinase [Arabidopsis thaliana] 

OJ990428 02.9A29.C32 



35542 Seq. ID 

73385 Strand 

1 End 
OJ990428_02 . 9A29 . C32 . ol . tm Method 

1 End 

none Score 
1..48, 3. .419, 3. .176, 14. .415 

35542 Seq. ID 

73385 Strand 

1 End 
OJ9904 28_02. 9A29 . C32 . ol . ts Method 

2 End 
none Score 
2. .256, 18. .245, 329. .430 



35542 
73385 

1 .. 
.0.0.99-0.4.2.8^0.2,. 9&2.9 ..C.3.2,£>Ugs; 

,2.3 . .... . . ........... _ ...... : 

none 
23. .1081 

35542 
73385 
1 

OJ990428_02. 9A29 . C32 . ol . gp 

851 

none 

851. . 1174 

35543 
73386 
252 

OJ990428_02 . 9A2 9 . C33 . ol . gs 

252 

none 

252. .503 



Seq. ID 

Strand 

End 

,Met„hj9d; ... 

...End ... .... 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1174 

TBLASTX: Maize 

419 

482 



OJ990428__02.9A29.C32 
1174 

TBLASTX: Soybean 

430 

75 



OJ990428_02.9A29.C32 

1174 . . 

. GENSCAISUw 

a 08.1.-.. 

.94 



OJ990428_02 . 9A2 9 . C32 

1174 
AAT/GAP 
1174 
636 



OJ990428_02. 9A2 9.C33 
+ 

503 

GENSCAN 

503 

.84 



35543 
73387 
692 

OJ990428_ 
692 

6907087 
-£92. . 962, 



■ Seq. ID 
Strand 
End ' 
Method 
End 
Score 
4359 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



02.9A29.C33.ol.np 



2893. .3004, 4307. 



OJ990428_ 
-+ 

4359 
AAT/NAP 
4359 
68 



02.9A2 9.C33 



35543 Seq. ID 

73388 Strand 

3173 End 

OJ990428 02.9A29.C33.o2.gs Method 



OJ990428_02.9A29.C33 

4143 
GENSCAN 



35384 



Start 3173 

GI none 

Exons 3173. .3333, 4018. .4143 

Seq. No. 35544 

Gene No. 73389 

Start 94 

Name OJ990428_02 . 9A29 . C34 . ol . gs 

Start 94 

GI none 
Exons 



End 
Score 



4143 
.54 



Seq. ID OJ990428_02.9A29.C34 

Strand + 

End 9689 

Method ' GEN SCAN 

End 9689 

Score .47 



94. .330, 900. .1040, 3408. .3515, 4623. .4701, 4737. .4777, 
8026. .8485, 8574. .8830, 8835. .9078, 9178. .9689 



Seq. No. .35544 

Gene No. 73389 

Start 94 

Name OJ990428_02 . 9A29 . C34 . o2 . gp 

Start 7927 

GI none 

Exons 7927.. 8295 



Seq. ID OJ990428_02.9A29.C34 

Strand + 

End 9689 

Method AAT/GAP 

End 8295 

Score 7 34 



..S^q,_No.__ 

..Gene _No,,. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



, ~35,5 _4_4__ ^ ™>_, _.S^q. w I D , . . 0 J,9 § QA2S_.Q2.. . 9A2.9.,„Q3.4„ 

..7.3.359-.. .,, _Stxand + ...... . 

94 ■ End 9689 

OJ990428_02. 9A29.C34 .o2.np Method ■ 'AAT/NAP 

8244 End 9369 

6624711 Score 369 

8244. .8485, 8574. .8830, 8932. .9078, 9178. .9240, 9298. .9369 
(AJ243961) hypothetical protein [Oryza sativa] 



35544 
73389 
94 

OJ990428_02. 9A29.C34 .o3.gp 

9162 

none 

9162. . 9423 



Seq. ID OJ990428_02.9A29.C34 

Strand + 

End 9689 

Method AAT/GAP 

End 9423 

Score 392 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI-. ■ 
Exons 

Seq. No. 

Gene No. 

St,art 

Name 

Start 

GI 

Exons 

GI Descrip. 



35544 
73390 
14606 

OJ990428JD2. 9A29.C34 .o3.gs 
14606 

none - 



Seq. ID OJ990428_02.9A29.C34 
Strand + 
End 15708 
Method / GENSCAN 

"End ' ■ 15708 - 

Score ■■ .89-. ■■ 



14606. .14668, 1484 1 14 921, 15327 .. 15514, 15558.. 15708 



35544 
73391 
18534 

OJ990428_02 . 9A29 . C34 . o5 . gp 
18534 

12948_1.R1084 

18534. .18 638, 19520. .19727, 
20187. .20267, 20359 .. 204 33, 



OJ990428_02.9A29.C34 
+ 



Seq. ID 
Strand 

End 21123 
Method AAT/GAP 
End 21123 
Score 2080 
19822. .19896, 19994 .. 20068 , 
20522. .20695, 20798.. 21123 
'5734616/dbj | AP000391 . 1 | AP000391 5.0e-95 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



35385 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35544 Seq. ID 

73391 Strand 

18534 - : End 

OJ990428_02 . 9A29 . C34 . o3 . np " Method 
19533 End 
3386621 Score 



OJ990428_02.9A29.C34 
+ 

21123 
AAT/NAP 
20737 
699 . 



19533. . 19727, 19822 .. 19896, 19994 20068 , 20187 202 67 , 
20359. .20426, 20515.. 20737 



GI Descrip. (AC004665) unknown protein [Arabidopsis thaliana] 



Seq. No. 35544 

Gene No. 73391 

Start 18534 

Name OJ9904 28_02 . 9A29 ,C34 . o5 . gs 

Start 19536 

GI none 
Exons 



Seq. ID OJ990428_02.9A29.C34 

Strand + 

End 21123 

Method GENSCAN 

End 20827 

Score .98 



19536. . 19727, 19822 .. 19896, 20359 .. 204 33, 20522 .. 20695 , 
20798. .20827 



Seq. No. 
Gene No. 
.Start „ ., ■ _ 
Name_ _ 
Start 
GI 

Exons 

GI Descrip. 



35544 



Seq. ID OJ990428_02.9A29.C34 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



73392 . 'Strand - ... 

.836.. _ „ .: ,EncL„_.. 5.5Q7 ..... 

OJ99.042.8_Q2,,. 9A29, C.3A. o.l...np Method, .&AT./NAEL- , . 

836 * ' End 5507 , 

6069646 - Score 302 

836.. 1149, 5433.. 5507 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



35544 Seq. ID 

73392 Strand 
836 End 
OJ990428_02 . 9A29 . C34 . ol . gp . Method 
3415 End 
6547_1.R1084 Score 
3415. .3642 

'5257255/dbj | AP000364 . 1 | AP000364 4 . 6e- 
DNA, chromosome 8, clone : P0026F07 * 



OJ990428_02 . 9A29.C34 

5507 
AAT/GAP 
3642 
332 

■52 Oryza sativa genomic 



Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. • No. 
Gene No. 
Start 
Name 
Start 



35544 .. . Seq. ID OJ990428_02 . 9A29 ..C34 

73.393 - • Strand - " •• 

.9474 . End " . 10078 \ 

OJ990428_02. 9A29.C34 .o4 . gp Method AAT/GAP 

9474 End ' 10078 

45206_1.R1084 Score 1142 

9474 . . 10078 

, 4469024/emb|CAB38285| 3.0e-30 (AL035602) putative protein 
[Arabidopsis thaliana] 1 



35544 Seq. ID 

73394 f; S"trand 

10895 '"-End' 

OJ9904 28_02 . 9A29 . C34 . o2 . gs Method 

10895 End ' 



OJ990428_02.9A29.C34 

12097 

GENSCAN 

12097 



35386 



GI 

Exons 



none Score . 9 

10895. .10912, 11233. .11422, 12060. .12097 



Seq. No. 35544 

Gene No. 73395 

Start 17403 

Name OJ990428__02 . 9A29 . C34 . o4 . gs 

Start 17403 

GI none 

Exons 17403. . 17536, 17730 .. 18048 , 
18878. .18905 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_02 . 9A29 .C34 

18905 
GENSCAN 
18905 
.86 



18331. . 18394, 18459. . 18 609, 



Seq. No. 35544 

Gene No. 73396 

Start 21087 

Name OJ990428_02 . 9A29 . C34 . o2 . tm 

Start 8322 

GI none 

Exons 8322.. 8393, 8323.. 8394, 8379. 

. 8573.. 8833, 8657.. 8722, 8920. 
9175. .9270 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8486, 8386 
.9078, 9172 



OJ990428 02.9A29.C34 



21321 

TBLASTX: Maize 
9270 
98 

8490, 8572. .8682, 
9231, 9174. .9236, 



Seq. .Nq.. ,.. .355,4 4. , ...... 

Gene No. 73396 
Start 21087 

Name OJ990428_02 . 9A29 . C34 . o2 . ts 

Start 8322 
GI none 
Exons 8322.. 8393, 8323 

8573.. 8833, 8576 



Seq. ... jp. 

Strand 

End 

Method 

End 

Score 



8394, 8379. .8486, 8386 
8722, 8920. .9039 



AJ990.4 2,8 . .0.2 .,9.A2 9, £3 .4,. 



21321 

TBLASTX: Soybean 

9039 

98 

8490, 8572.. 8682, 



Seq. No. 35544 

Gene No. 73396 

Start 2108-7 

Name OJ990428_02 . 9A29 . C34 . o2 . tc 

Start 8332 

GI none 

Exons 8332.. 8370, 8422.. 8490, 8572. 
9172.. 9213 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990428__02.9A29.C34 
21321 

TBLASTX: Cress 

9213 

60 



,8682, 8573. .8833, 8899. .9081, 



Seq. No. 35544 

Gene No.- - 73396 ■ - ■ . . . , 

Start- ■ : 21087 • 

Name OJ990428J32 . 9A29 . C34 . o2 . tw 

Start - 8439 . ' ; ■ * 

GI none 

Exons 8439.. 8486, 8440.. 8490, 8572. 
8814. .8831 



Seq. ID 

Strand 

End 

Method . 
End ' . 
Score 



OJ990428_02.9A29.C34 

21321 ■ ' 
TBLASTX: Wheat 
8831" 
75. 



,8682, 8573. .8722, 8573. .8722, 



Seq. No. 35544 

Gene No. 73396 

Start 21087 

Name OJ990428_02 . 9A29 . C34 . ol . tc 

Start 1-9533 

GI none 

Exons 19533. . 19727, 19554 .. 19727, 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ990428_02.9A29.C34 
21321 

TBLASTX: Cress 

20270 

272 



19813. .19896, 19815. .19895, 



19991. .20068, 19993 .. 20070, 20184.. 20270 



35387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35544 
73396 
21087 

OJ990428_02. 9A29.C34 .ol.tm 
19536 



OJ990428 02.9A29.C34 



none 

19536. 

19821. 

20184. 

20516. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.19727, 19580. .19726, 19813 .. 19896, 19820 .. 1 9891 , 
.19895, 19991. .20068, 19992 .. 20066, 19993 .. 20067 , 
.20270, 20186. .20275, 20360 .. 204 28 , 20361 .. 204 32 , 
.20698, 20521. .20691 ■ * 



21321 

TBLASTX: Maize 

20698 

286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35544 
73396 
21087 

OJ990428_02. 9A29.C34.ol. ts 
19536 
none 



21321 

TBLASTX : Soybean 
20270 
270 

19536. .19727, 19537 .. 19605, 19580 .. 1972 6, 19813 .. 1 9896, 
19815. .19895, 19991. .20068, 19993 .. 20061 , 20184. .20270 



Seq. ID OJ990428_02.9A29.C34 
Strand 
End 

Method 
End 
Score 



.Seq:.,,. No... .3.554.4 

.Gene No..,,... 7 3396. .........Strand 

Start ' 21087 " • End 

Name ■ OJ990428_02 . 9A29 . C34 . ol rtw Method 

Start 19685 End 

GI none Score 

Exons 19685. .19726, 1968 6 .. 19727 , 19813 

19821. .19895, 19991 .. 20068 , 19992 



Se.q,.^ ID. „ OJ99Q4.28_Qi v 9A29 ,,C.3,i. 



21321 

TBLASTX: Wheat 

20563 

58 



. 19896, 19820. . 19894, 

,20066, 19993. .20067, 

20184 . .20270, 20184 .. 20267 , 2018 6 .. 20275 , 20313 .. 204 50, 
20360. .20428, 20516 .. 20563, 20521.. 20562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35544 
73396 
21087 

OJ99'0428_02 . 9A29. C34 . o3 . ts 

20516 

none 



Seq. ID OJ990428_02.9A29.C34 
Strand 

End 21321 

Method , TBLASTX : Soybean 

End " 20824 

Score 224 



20516. .20698, 20524 .. 20694 , 20573 .. 20701, 20795 .. 20824 , 
20797.. 20823 



Seq. No. ■ - 35544-- , Seq. ID 

Gene-No.- 73396- - /. '.' - ' Strand. 

Start" • ■ - • 21087 > • < ' . / - - End • 

Name OJ990428_02 . 9A29 . C34 . o3 . tc Method 

Start 20519 End 

GI none Score 

Exons 20519. .20698, 20521.. 20697 



OJ990428 J)2 . 9A29 . C34 
.2132.1 ■ 

TBLASTX :'Cress * 

20698 

244 



Seq. No. 35544 Seq. ID 

Gene No. 73396 Strand 

Start 21087 End 

Name OJ990428_02 . 9A29 . C34 . o3 . tw Method 

Start 20566 End 

GI none Score 
Exons 



OJ990428_02.9A29.C34 
21321 

TBLASTX: Wheat 

20916 

115 



20566. .20691, 20567 20698, 20569 .. 20691 , 20795 .. 20857, 
20796. .20855, 20797.. 20916 



35388 




Seq. No. 


35544 




Seq. ID 


OJ990428 


_02 


.9A29 


.C34 


bene ino . 


/ J J 3D 




C +- y- anr ] 

otianu 










o tart' 


Z 1 Uo / 






91^91 
Z. 1 ± 








Name 


nTQQfl49fi f)9 Qa9Q P "3 Zl ^£ 


. gs 


i v ie l nou 


bEjLNobriLN 










91 D « 7 ~~ 






91 ^91 








C T 
b± 


none 




Score 


^9 








Exons 


oinpT 91^91 














C 0 n Kin 


35545 




Seq. ID 


n,TQQ04 9ft 


_02 


9A29 


.C35 


Gene No. 


73397 




Strand 


+ 








Start 


58 




End 


160 








Name 


OJ990428 02.9A29.C35.ol 


.gp 


Method 


Z\ ZiT /P,& P 








C -(- -s v--h 


58 




End 


1 

lOU 








r:T 


12948 1.R1084 




Score 


1 fiS 

-L U «J 








Exons 


58. .160 














bi uescnp. 


'5734 616/dbj | AP000391 . 1 | AP000391 5.0e- 


Q C; pi v- W7 a 

i?j kjiryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 










Seq. No. 


35545 




Seq. ID 


OJ990428 


_02 


9A2 9 


.C35 


bene no. 


73398 




Strand 










Of a v-+- 


^124_ ... ....... _ ..... 






^ ^ ^ 









„N.ame .„ „ 


_ . 0 J.9.9D4 2 8_0Z,..9A29...C3 .5...al 


..gs. 


Method. , 




~ 






btart 


124 




End 


"3 ^ T 








P T 


none 




Score 


£9 








Exons 


1 9 yl "3 ^ ^ 














Seq. No. 


35546 




Seq. ID 


OJ990428 


_02 


9A29 


.C36 


bene ino . 


73399 




Strand 


T 








btdrt 


79 




End 


/IOC 








Name 


OJ990428 02. 9A29.C36.ol 


.gs 


Method 


biliNobAIN 








otart 


79 




End 










P T 
b-L 


none 




Score 










Exons 


79. .179,. 253. .435 














Seq. No. 


35547 




Seq. ID 


OJ990428 


_02. 


9A2 9 


.C40 


belle LNO . 


73400 




Strand 










O LaiL 


282 




End 


JDU 








Name 


OJ990428 02.9A29.C40.ol 


gs 


Method 


PtTKTQPZlM ■ 








O LaiTT- 


282 




End 


JDU 








bJ. 


none 




Score 


Q 








Exons 


282. .360 














Seq. No. 


. 35548 • •• 




" Seq; ID 


.OJ990428 


_02". 


9A29 


.C41 


bene wo . 


73401, - : 




Strand 










0 rare 


568 




End 


O J 4 








Name 


OJ990428 02.9A29.C41.ol. 


gs 


Method 












568 




End 


DO 4 








P T 
bl 


none 




Score 


/I 9 








Exons 


568. .634 














Seq. No. 


35549 




Seq. ID 


OJ990428^ 


_02. 


9A2 9 


.C43 


Gene No. 


73402 




. Strand 










Start 


1 




End 


923 








Name 


OJ990428 02. 9A29.C43.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


923 








GI 


1402883 




Score 


334 









35389 




Exons 1..40, 131.. 923 

GI Descrip. (X98130) unknown [Arabidopsis thaliana] gi | 14 95263 I emb | CAA66119 | 
(X97487) orf09 [Arabidopsis thaliana] 



Seq. No. 


35549 




Seq. ID 


OJ9904 28 02 9A2 9 P4 3 


Cprip Mo 


73402 




Strand 




Start 


1 




End 


923 


Naiue 


OJ990428 02 9A29.C43 ol 


. tc 


Method 


TBLASTX • Cress 


Start 


154 _ 




End 


7 SO 


GI 


none 




Score 


56 


Exons 


154. .255, 179. .241, 274 


. .462, 


275. .514 


, 391. .654, 392. .610, 




478 . . 600, 478 . . 750, 565 


. .747 






Qprr Mo 


35549 




Seq. ID 


OJ99047R 09 9A?9 P4? 


fipnp Wo 

\_J Liv • 


73402 




St rand 




Start 


1 




End 


923 


Name 


OJ990428 02 9A29 C43 ol 




Mpt" hod 




O Lai L 


X \J \J 




End 


7 64 


GI 


none 




Score 


.76 


Exons 


166. .764 








.*■? .P. VI- * ™ - -* -V •- - - 


^ S4 9 ■ 




Qpn TP) 






7 34 02 _ ... 




O L. -L O l i. v-1 




Start' 


1 




End 




Name 


OJ990428 02 9A29 C43 ol 


tw 


LiC Li 1UU 


TRLA^TX • Whpfl t 

x lj uriu j. /\ . v v i ieo l. 


Start 


169 ~ 




End 


741 


GI 


none 




Score 


. 119 


Exons 


169. .255, 244. .462, 275 


.463, 


472. . 621 


, 473. .610, 556. .714, 




631 . .741 








Sea No 


35549 




Qpn T D 




fipnp No 


73402 




Qf rand 




Start 


1 




End 


923 


Name 


OJ990428 0? 9A?9 C4^ ol 


tm 


l ie U 1 l<iJ \JL 


i. JD Xj^VO J. /\ • 1 let _L C 


Start 


178./ 




End 


738 


GI 


none 




Score 


63 




178 264 274 462 460 


.645, 


4 61. . 604 


47R 7^fi S?1 69fi 


Qpn* Mo 


35549 






O.TQQ049R 0? QA9Q 


CpriP No 


73402 




Cf rand 




Start 


1 




End 


923 


Name 


■ OJ990 4PR 0? 9A?Q P4^ ol 




Mo f hnH 


TRT.A9TY • ^nvhp^n 
1 DLtnO 1 A . o^jyi_Jt:ctii 


Start 


256 ... ~ - 




FnH 

CjI XLi - ■ 


U U ~J - ■ 


GI- 


none 




Score 


^o. . • 


Exons 


256. .462," 275. ,4"90, '^469. 


.603 






t-> ~ ^ • LN . 


35550 




Qpn t n 


0,TQQri4?ft (19 QA9Q T4 4 


Gene No. 


73403 




Strand 


+ ~ 


Start 


124 




End 


4904 


Name 


OJ990428 02.9A29.C44.ol. 


gs 


Method 


GENSCAN 


Start 


124 




End 


4807 


GI 


none 




Score 


.54 


Exons 


124. .403, 2413. .2525, 2740. .28 


84, 2913 


. .3212, 3347. .3453, 




4056. .4469, 4552. .4728, 


4782. . 


4807 




Seq. No. 


35550 




Seq. ID 


OJ990428_02.9A29.C44 


Gene No. 


73403 




Strand 


+ 



35390 




Start . 124 End 4904 

Name OJ990428_02. 9A29.C44 .ol . np Method AAT/NAP 

Start 2440 End 4904 

GI 3600039 Score 1789 

Exons 2440.. 2567, 2752.. 3212, 3356.. 3453, 3900.. 4469, 4552.. 4807, 

4882. .4904 

GI Descrip. (AF080119) similar to Schizosaccharomyces pombe isp4 protein 
(GB:D14061) [Arabidopsis thaliana] 



Seq. No. 


35550 








Seq. ID 


OJ99042E 


_02.9A29.C44 


bene ino . 


/ O ft u o 








Strand 


+ 




b tar z 


1 Z 4 








End 


4904 




Name 


u o y y u 4 z o u^. 


Q Zi 0 Q 

yAZ y . 


U4 4 . Ol 


4- — 

. tic 


Method 


TBLASTX: 


Cress 


O 4 1 -~4- 

btart: 


z / y o 








End 


3113 




bl 


none 








Score 


235 




Exons 


z / y b . . ouuo , 


o n i /i 
JU 1 4 . 


"5 1 1 o 
. J 1 1Z , 


JUZ / . 


.3113 






Seq. No. 


35550 








Seq. ID 


OJ990428 


_02.9A29.C44 


Gene No . 










Strand 


+ 




btart 


1 O A 

1 Z 4 








End 


4904 




Name 


uj yyu4Zo. uz. 


Q7\ O Q 

yAZ y . 


^ /I /l ^ o 
b4 4 . O J 




Method 


TBLASTX: 


Maize . . 


O 4 , v4- 

.bt a rj: ... . 


,z ./ y.p ~. 


* - 






.End.;,,.. 


, 30 8.6,. 




.b.l...-_, ...... , 


. - ...... none,, ... . , 4 . ... . jr _ 








...Score ... 


..171,. 




Exons 


Z / y b . . J U Z U , 


o o c c 
ZoO D . 


o ri ri a 
. JUU4 , 


OAT (T 


.3083, 3038. .3085, 




Seq. No. 


35550 








Seq. ID 


OJ990428 


_02.9A29.C44 


Gene No. 


73403 








Strand 


+ 




b uar l 


1 O /l 
1Z 4 








End 


4904 




Name 


O TQ Q n A o q no 

uj y y u 4 z a uz. 


Q n O Q 

yAZ y . 


A A ^ O 

b4 4 . OZ 


. ts 


Method 


"TBLASTX: 


Soybean 


O 4 , v- 4- 

btart 


O 7 Q c 

z / y b 








End 


3023 




bl 


none 








Score 


303 




Exons 


z/yo..ouzo, 


0 Q c: c 
Z O 0 O . 


. jUUI 










beq. no. 


OjOOU 








Seq. ID 


OJ990428 


UZ . yAz y . C4 4 


Gene No. 


73403 








Strand 


+ 




Start 


124 








End 


4904 




Name 


A TQQflyl OQ HO 

u j yyu4Zo uz. 


Q 7\ O Q 

yAZ y . 


b4 4 . Ol 


ts 


Method 


TBLASTX: 


Soybean 


btart 


JOJ Z 








End 


4467 


C T 

bl 


none 








Score 


65 




Exons 


jjDz . . j4oo, 


OO04 . 


. o4 Z 3 , 




.3451, 3874. .4467, 


Joy/. .40/6/ 


















Seq.' No. 


,35550 








Seq. . ID 


OJ990428 


_02.9A2 9.C4 4 


Gene No,.- 


73403 • 








Strand 


+ 




Start 


■ 124. ■ - ■ - 








End 


•4 904" 




Name 


OJ990428 02. 


9A2 9. 


C44 .ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


3364 








End 


4292 




GI 


none 








Score 


155 




Exons 


3364. .3453, 


3365. 


.3454, 


3874 . 


.4290, 38 


8,2. .4076, 


3901. .4287, 




4074 . .4292 














Seq. No. 


35550 








Seq. ID 


OJ990428 


_02.9A29.C44 


Gene No. 


73403 








Strand 


+ 




Start 


124, 








End 


4904 : 




Name 


OJ990428 02. 


9A2 9. 


C44.o2. 


tm 


Method 


TBLASTX : 


Maize 


Start 


4324 








End 


4705 




GI 


none 








Score 


196 





35391 



Exons 



4324. .4467, 4324. .4464, 4326. .4469, 4549. .4704, 4550. .4705 



Seq. No. 35550 

Gene No. 73403 

Start 124 

Name OJ990428_02 . 9A29 . C4 4 . o2 . tc 

Start 4348 

GI none 

Exons 4348.. 4470, 4549.. 4650, 4553, 



Seq. ID OJ990428_02.9A29.C44 

Strand + 

End 4904 

Method TBLASTX : Cress 

End 4828 

Score 92 
.4828, 4708. .4815 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35550 Seq. ID 

73403 Strand 

124 End 
OJ9904 28JD2. 9A29.C44 .o3.ts Method 

4549 End 

none Score 

4S49..4674, 4553. .4828, 4711. .4800 



OJ990428__02.9A29.C44 
+ 

4904 

TBLASTX: Soybean 

4828 

264 



02. 9A29.C44 



Seq. No. 35550 Seq. ID 

Gene No. 73403 Strand 

Start 124 - ' .. . . . . End 

„Name,_; .,. , .... . OJ9.9 C Q42.8_\.0 2„..,.9A2 9_., C4.1.,p 1... gp. ^.....Method 

. Star.t. . _ , ... 4551 ..".„ . ..... .J . End,..'. 

GI 428937 Score 

Exons 4551.. 4807, 4882.. 4904 

GI Descrip. 44 69024 /emb | CAB38285 | 3.0e-30 (AL035602) putative protein 
[Arabidopsis thaliana] 



OJ990428_ 
+ 

4904 

AAT/GAE _ ■; 

.4 9.04... 

52 9 



Seq. No. 35551 Seq. ID 

Gene No. 73404 Strand 

Start 259 End 

Name OJ990728_05 . 9A27 . C4 . ol . gs Method 

Start 259 End 

GI none Score 

Exons 259. .376, 751. .866 



OJ990728_05.9A27.C4 
866 

GENSCAN 
866 
. 69 



Seq. No. 


35552 






Seq. ID 


OJ990728_05.9A27 


.C6 


Gene No. 


73405 






Strand 


+ 




Start 


1 






End 


600 




Name 


OJ990728 


_05.9A27. 


C6 . ol . np 


Method 


AAT/NAP 




Start 


1 






End 


579 




GI 


535454 






Score 


• 68-9 




Exons - 


1. .579 












GI Descrip. 


. (U13940) 


cysteine 


. proteinase 


[Alnus glutinosa] 




Seq. No. 


35552 






Seq. ID 


OJ990728_05.9A27 


.C6 


Gene . No . 


73405 






Strand 


" + 




Start 


1 






End 


600 




Name 


OJ990728 


_05.9A27. 


C6.ol.ts .j 


Method 


TBLASTX : Soybean 




Start 


1 






End 


578 




GI 


none 






Score 


108 




Exons 


1..96, 100. .360, 


144. .344, 379. .573, 


390. .578 




Seq. No. ' 


35552 






Seq. ID 


OJ990728_05.9A27 


,C6 


Gene No. 


73405 






Strand 


+ 




Start 


1 






End 


600 




Name 


OJ990728 


05.9A27. 


C6.ol.tc 


Method 


TBLASTX: Cress 





35392 











Start 


1 


End 


576 


GI 


none 


Score 


127 


Exons 


1..105, 3. .35, 97. .360, 144, 


..341, 352. 


..576, 354. .575 


Seq. No. 


35552 


Seq. ID 


OJ990728_05.9A27.C6 


Gene No. 


73405 


Strand 


+ 


Start 


1 


End 


600 


Name 


OJ990728 05. 9A27 . C6 . ol . tw 


Method 


TBLASTX : Wheat 


Start 


1 


End 


513 


GI 


none 


Score 


95 ^ 


Exons • 


1. .99, 1. .75, 97. .342, 168. , 


.350, 346.. 


,432, 436-. .513, 444... 




448. .513 






Seq. No. 


35552 


Seq. ID 


OJ990728_05.9A27.C6 


Gene No. 


73405 


Strand 


+ 


Start 


1 


End 


600 


Name 


OJ990728 05. 9A27 . C6 . ol . tm 


Method 


TBLASTX : Maize 


Start 


1 


End 


600 


GI 


none 


Score 


123 


Exons 


1. .111, 112. .345, 144. .344,. 


325. .432, 


369. .437,. 442. . 573, 




442..600 






S.e.q... No. .... 


i.'35.55z^ z.z~ .v. - '. r zi7 .** *" 


... ..Seq.. ID 


Zo J9 ioimj) 5 3~A2i ZoE 


Gene No. 


73405 


Strand 


■ + ... 


Start 


1 


End 


600 


Name 


OJ990728 05.9A27.C6.ol.gs 


Method 


GENSCAN 


Start 


28 


End 


538 


GI 


none 


Score 


.91 


Exons 


28. .538 






Seq. No. 


35553 


Seq. ID 


OJ990728_05.9A27.C7 


Gene No. 


73406 


Strand 


_ 


Start 


1 


End 


174 


Name 


OJ990728 05.9A27.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


174 


GI 


6907087 


Score 


87 


Exons 


1. .174 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond t< 



Seq: No. 
Gene No. 
.Start ■ • 
Name 
Start 
GI 

Exons 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



35554 
7 34 07- 

4 ' - 

OJ990728_05 . 9A27 . C8 . ol '. gs' 
4 

none 

4. .101, 268. .709 



Seq. ID OJ990728_05. 9A27.C8, 
Strand 

End 709 

Method • GENSCAN 

End 709 

Score .8 



Seq. No. 35555 

Gene No. 73408 

Start 1 

Name OJ990728_05 . 9A27 . C10 . ol . np 

Start 1 

GI 6714341 

Exons 1 . .216 

GI Descrip. (AC016162) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 



Seq. ID OJ990728_05. 9A27.C10 
Strand + 

216 

AAT/NAP 
216 
237 



End 

Method 

End 

Score 



35393 



thaliana] 



Seq. No. 35555 Seq. ID 

Gene No. 73408 Strand 

Start 1 End 

Name OJ990728_05 . 9A27 ..CIO . ol . tc Method 

Start 9 End 

GI none Score 

Exons 9. .119, 10. .135 



OJ990728_05.9A27.C10 
+ 

216 

TBLASTX: Cress 

135 

200 



Seq. No. 35555 Seq. ID 

Gene No. 73408 Strand 

Start 1 End 

Name OJ990728_05 . 9A27 . C10 . ol . ts Method 

Start 9 End 

GI none Score 

Exons 9.. 119, 10.. 129 



OJ990728_05.9A27.C10 
+ 

216 

TBLASTX : Soybean 

129 

202 



Seq. No. 35555 

Gene No. 73408 

Start .1 ... 

.Name. ..OJ9,90728_Q.5. ..9A27... Clfl.o.l.tm 

.Start _ .9...... , 

GI none 

Exons 9. .128, 9. .119, 10. .135, 40. 



Seq. ID OJ990728_05.9A27.C10 

Strand + 

.End 216 . . _ 

^Methpd, TBLASTX.^Mai ze 

...End. 135.. ... 

Score 104 

120 



Seq. No. 35555 Seq. ID 

Gene No. 73408 Strand 

Start 1 End 

Name OJ990728JD5 . 9A27 .C10 . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58. .216 



OJ990728__05.9A27.C10 
+ 

216 

GENSCAN 

216 

.81 



Seq. No. 35556 Seq. ID 

Gene No. 73409 Strand 

Start 452 End 

Name OJ990728JD5 . 9A27 . Cll . ol . gs Method 

Start 452 End 

GI none Score 

Exons 452 . .485 



OJ990728_05.9A27.C11 
485 

GENSCAN 

485 

.44 



Seq. No. - 35557 - . " . Seq. ID 

Gene No. . '* 73410. . Strand 

■Start 905 - ....... £nd 

Name OJ990728_05 . 9A27 . C12 . ol . gs Method 

Start 905 End 

GI none ' Score 

Exons 905. .,1670, 1709.. 1737, 1963.. 3898 

Seq. No. 35557 Seq. ID 

Gene No. 73410 Strand 

Start 905 End 

Name OJ990728_05 . 9A27 . C12 . ol . gp . Method 

Start 1180 ' End 

GI 95437_1.R1084 Score 

Exons 1180.. 1634 



OJ990728_05.9A27-.C12". 
+ ■ . 

3991 • • \ 

GENSCAN 

3898 

.64 



OJ990728_05.9A27.C12 
+ 

•3991 
AAT/GAP 
1634 
766 



35394 



GI Descrip. ■ 4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complet 
sequence 1 



Seq. No. 


o c c c 1 








Seq. ID 


OJ990728_05.9A27.C12 


Gene No . 


*7 O A 1 a 

/ o4 1U 








Strand 


+- 


Start 


n a c 

yuo 








End 


3991 


Name 


uj y yu /zo \jd 


.9A27 


.C12.ol 


.np 


Method 


AAT/NAP 


Start 


i n c a 

k ±y bU 








End 


3991 


GI 


4680179 








Score 


1792 


Exons 


1960. .3030, 


3064 


. .3991 








kd± uescrip . 


/ n tpi 1 1 7 A Q \ 
111 f KJy } 


polyprotein 


I uryzd 


sativa subsp. indica] 


Seq. No. 


"3 c c C T 








Seq. ID 


OJ990728_05.9A27.C12 


Gene No . 


/ J4 1U 








Strand 


4- 


Start 


yuo 








End 


3991 


Name 




.9A27 


.C12.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


2185 








End 


2385 


GI 


none 








Score 


211 


Exons 


zlob. . z 3oz , 


2187 


. .2384, 


zz yj . 


.2385 




- 

.S.e-q._ u Np m ,__. 


"3 c C C 








^e.q. w J.Q,.. 




.Gene ,No...._. , ,. 


.7,34,1,0..., ^. - 








..Strand _ 




Start 


a a c 

yu5 








End ■ • 


3991 ~" ' ^' ™ ^ 


Name 


ojyyo/zo 05 


.9A27 


.C12.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2418 








End 


2769 


GI 


none 








Score 


293 


Exons 


Z4 lo . . ZolZ , 


2419 


. .2769 








Seq. No. 


"D C C C H 

3555 / 








Seq. ID 


OJ990728_05.9A27.C12 


Gene No . 


*7 O /I "I A 

/ J4 10 








■ Strand 


+ 


Start 


yuo 








End 


3991 


Name 


/^TAAATOO AC 

ojyyo /zo 05 


. 9A27 


.C12 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2419 








End 


2724 


GI 


none 








Score 


233 


Exons 


Z4 1 y . . Z /Z4 , 


2433 


.2549 








Seq. No. 


o c c c n 

3555 / 








Seq. ID 


OJ990728_05.9A27.C12 


Gene No . 


"7 O / 1 A 

/3410 








Strand 


+ 


btart 


QAC 

yuo 








End 


3991 


Name 


/^TAAATOO AC 

ojyyo /zo 05 


. 9A27 


C12 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3055 








End 


3410 .~ - 


GI ■ 


none 








Score- - 


. 189 •• , . . ■ - '• 


Exons 


3U55 . . 34 Do , 


314 7 


.3224, 


331o . 


.3410 




Seq. No. 


O C C C T ' 

35557 








Seq. ID 


OJ990728_05.9A27.C12 


Gene No. 


73410 








Strand 


+ 


Start 


905 








End 


3991 


Name - } 


OJ990728 05 


. 9A27 


C12.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


3091 








End 


3513 


GI 


none 








Score 


166 


Exons 


3091. .3300, 


3147 


.3299, 


3345. 


.3458, 3346. .3513 


Seq. No. 


35557 








Seq. ID 


OJ990728_05 . 9A27 . C12 


Gene No. 


73410 








Strand 


4- 


Start 


905 








End 


3991 


Name 


OJ990728 05 


. 9A27 . 


C12.ol 


. tw 


Method 


TBLASTX: Wheat 



35395 



Start 
GI 

Exons 

Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 



3628 End 
none Score 

3628.. 3678, 3636.. 3989, 3733.. 3990 

35557 Seq. ID 

73410 Strand 
905 End 
OJ990728_05 . 9A27 . C12 . ol . tm Method 
3639 End 
none Score 

3639..3929, 3640.. 3927 



3990 
43 



OJ990728_05.9A27.C12 
+ 

3991 

TBLASTX: Maize 

3929 

276 



Seq. No. 


35558 


Seq. ID 




Gene No . 


73411 


Strand 


+ 


Start 


1 


End 


o n Pi ^ 
z u U J 


Name 


OJ990728 05.9A27.C13.ol.np 


Method 


7\ 7\ T / MA D 


Start 


1 


End 


zUUU 


GI 


4680179 


Score 


,2838 


Exons 


1..2000 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


subsp . . indica] 




„™J3 ; 5£58__; ^ 






Jajeneu .No..*-™ 


......734.1.1... , . 


_,S£xand_ 




Start 


•' -1 ■ " " 


End - 


ZUU j 


Name 


OJ990728 05.9A27.C13.o3.tw 


Method 


i BLAb i a : wnea l 


otart 


2 


End 


/on 

fi Z U 


GI 


none 


Score 


117 


Exons 


2. .130, 31. .129, 111. .419, 


112. .420, 


129. .380, 130. .420 


Seq. No. 


35558 


Seq7 ID 


OJ990728_05.9A27.C13 


Gene No. 


73411 


Strand 


+ 


Start 


1 


End 


2003 


Name 


OJ990728 05.9A27.C13.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


2003 


GI 


none 


Score 


.51 


Exons 


48. .1463, 1601. .2003 






Seq. No. 


35558 


Seq. ID 


OJ990728_05.9A27.C13 


Gene No. ' 


. 73411 


Strand 


+. 


Start 


1 


End 


2003 


Name 


OJ990728 05. 9A27 .C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


70 - 


■ ■ End 


423 


GI ' 


none - . 


- - Score- 


61 - 


Exons 


.70 . .129, 71. .130, 130. .381, 


.132. .419, 


133'. . 423 '-' ' 



Seq. No. 35558 Seq. ID OJ990728_05.9A27.C13 

Gene No. 73411 Strand + 

Start .1 End 2003 

Name OJ990728_05 . 9A27 . C13 . o2 . tw Method TBLASTX : Wheat 

Start 423 End 990 

GI none Score 64 9 

Exons 423. .986, 454. .990, 526. .990 



Seq. No. 35558 Seq. ID OJ990728_05 . 9A27 . C13 ^ . 

Gene No. 73411 Strand + 

Start 1 End 2003 

Name OJ990728_05 . 9A27 . C13 . ol . tc Method TBLASTX : Cress 



35396 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

...S.t..ar.t_._ 
Name- 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



697 End 1014 

none Score 90 

697. .870, 871. .1014, 873. .1013 



35558 
73411 
1 

OJ990728_05. 9A27 .C13.ol.ts 

778 

none 



Seq. ID OJ990728_05.9A27.C13 

Strand + 

End 2003 

Method TBLASTX : Soybean 

End' 1039 

Score 297 ^. ' 



778. .1038, 783. .1037, 908. .1039 



35558 
73411 
1 

OJ990728_05. 9A27 . C13 . o3 . tm 

836 

none 



Seq. ID OJ990728_05.9A27.C13 

Strand + 

End 2003 

Method TBLASTX : Maize 

End 1128 

Score 101 



836. .1024, 837. .1124, 838. .1128 



. 35558 . ... . . . 

OJ990728_05 . 9A27 . CI 3 . ol . tw 

997 

none 



. Seq.. ID OJ990728_05.9A27_.C13. 

..S.t.r and...:., + _. 

.End. ..... 200. 3--. . , 

Method TBLASTX: Wheat ■ ■■ - 

End " 1622 

Score 533 



997. .1458, 1053. .1463, 1466. .1510, 1467. .1622, 1470. .1619 



Seq. ID OJ990728_05.9A27.C13 

Strand + 

End 2003 

Method TBLASTX : Maize 

End 1775 

Score 231 

1177. .1338, 1185. .1331, 1335. .1460,' 1336. . 1464, 1463. .1759, 
1464. .1775 



35558 
73411 
1 

OJ990728_05. 9A27 .C13.ol.tm 
1177 
none . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



35558 
73411 
1 

OJ990728_05 . 9A27 .CI 3 . o4 . tw 
1622 

none . .- •' - - • 



35559 
73412 
1 

OJ990728_05. 9A27 .C14 .ol.gs 
1 

none 

1..103, 238. .374, 592. .651 

35560 
73413 
549 

OJ990728 05. 9A27.C16. ol.gs 



Seq. ID OJ990728_05.9A27.C13 

Strand + 

End 2003 

Method TBLASTX : Wheat 

End . 1955 • ■■ / 

Score 327 - - . 



1622. .1891, . 1623. .1955, 1626. .193.4 



Seq. ID OJ990728_05.9A27.C14 

Strand + 

End 651 

Method GENSCAN 

End 651 

Score . 7 



Seq. ID OJ990728_05.9A27.C16 

Strand + 

End 1063 - 

Method GENSCAN 



35397 



start 


C A Q 

o4 y 


hna 


lUoo 






bl 


none 


Score 


. oy 






Exons 


D4y..ooU/ o4o..lUoo 










Seq. No. 


35561 


Seq. ID 


OJ990728JD5. 


9A27 


C17 


Gene No. 


73414 


Strand 








otart 


1 / 0 f 


hna 


Zooo 






Name 


ujyyu/zo uo . yAz / . bi / . oi . gs 


Metnoa 


bhlNbbAN 






Start 


1 / O / 


hna 


OQQQ 

Zooo 






bl 


none 


Score 


. yi 






Exons 


1 T C 7 1 Q Q "3 O QO A OQQQ 
1 /O / , . lOOJ, Z0ZQ..ZOOO 










C XT _ 

Seq. No. 


ooobl 


beq. id 


uj y y u i zo uo . 


G 7\ O *7 


bl / 


Gene No . 


/ j4 10 


Strand 








Start 


3990 


End 


4063 






Name 


OJ990728_05. 9A27 . C17 . ol . gp 


Method 


AAT/GAP 






Start 


jy yu 


End 


4063 






GI 


o o r\ i o i ti *i n o / 
38U12 l.RlUo4 


Score 


88 






Exons 


jy yu , . 4 u o j 










GI Descrip. 


4 uy / y4 / / go i u / zzdd \ uou / zzdd z 


. Oe-23 Oryza sativa 








bet a- 1 , 3— glucanase precursor 


(Gns9) gene, complete 


cds 1 




. Se.q.." Ho.. „ 


, ~355.62~\*. ... V Jf -. T'"77-.*\ '.^™r 


Seq. ,ID 


".QJ990 72*8705. 


9A27,.xa.8. 


Gene No.. 


73416 


Strand 


+ 






Start 


TOO 

IZo 


End 


307 






Name 


OJyyu IZo (Jo . yAZ I . bio . ol . gs 


Method 


GENSCAN 






Start 


TOO 


End 


307 






GI 


none 


Score 


.93 






Exons 


1 O Q "3 m 

Izo . . oil / 










Seq. No. 


35563 


Seq. ID 


OJ990728_05. 


9A27. 


C19 


Gene No. 


73417 


Strand 


+ 






ot art 


Dj 


End 


188 






Name 


cjjyyu/Zo uo . yAz / . bi y . oi . gs 


Method 


GENSCAN 






Start 


a o. 
Dj 


End 


188 






bl 


none 


Score 


1 






Exons 


ao i q q 
Do . . loo 










Seq. No. 




Seq. ID 


OJ990728_05. 


9A27. 


C21 


Gene No. 


73418 


Strand 








Start 


1 


End 


479 






Name 


OJ990728 05. 9A27 . C21 . ol . np ; 


Method 


AAT/NAP 






Start 


1 ..' ' " - . 


End 


479 '" 






GI 


6721517 • 


Score ; 


706 • 






Exons 


1. .479 










GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


35564 


Seq. ID 


OJ990728_05. 


9A27. 


C21 


Gene No. 


73418 


Strand 








Start 


1 


End 


479 






Name 


OJ990728 05.9A27.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


21 


End 


374 






GI 


none 


Score 


158 






Exons 


2i:.374, 24. .371, 73. .372 










Seq. No. 


35564 


Seq. ID 


OJ990728_05. 


9A27. 


C21 


Gene No. 


73418 


Strand 









35398 



Start 
Name 
Start 
GI 

Exons 



OJ990728_05 . 9A27 . C2 1 . ol . tw 
21 

hone 

21. .446, 36. .383, 58. .447 



Seq. No. 35564- 

Gene No. 73418 

Start 1 

Name ' OJ990728_05 . 9A27 . C2 1 . ol . gs 

Start 59 

GI none 

Exons S9..382 



End 

Method 

End 

Score 



479 

TBLASTX: Wheat 

447 

216 



Seq. ID OJ990728_05.9A27.C21 
Strand 

End 479 

Method GENSCAN 

End 382 

Score .47 



Seq. No. 35564 

Gene No. 73418 

Start 1 

Name OJ990728_05 . 9A27 . C21 . ol . ts 

Start 195 

GI none 

Exons 195. .440 



Seq. ID OJ990728_05.9A27.C21 

Strand 

End 479 

Method TBLASTX : Soybean 

End 4 40 

Score 201 



t Seq.. ..No.. .... 3556.5 . ... 

Gene No. 73419 

Start 1 

Name OJ990728_05 . 9A27 . C22 . ol . np 

Start 1 

GI 4680179 

Exons 1..685, 788.. 1847 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 35565 

Gene No. 73419 

Start 1 

Name OJ990728_05 . 9A27 . C22 . ol . tw 

Start 252 

GI. none 

Exons 252.. 416, 265.. 420, 429.. 650, 

Seq. No. 35565 

Gene No. 73419 

Start. * 1 

Name. OJ990728_05 . 9A27 . C22 . ol . tm . 
Start ' 331 _ : v 

GX ' - none ' 

Exons 331.. 414, 333.-656, 516.. 650, 

Seq. No. 35565 

Gene No. 73419 

Start 1 

Name OJ990728_05 . 9A27 . C22 . ol . gs 

Start 1278 

GI none 

Exons 1278.. 2018 



. Seq.. _,I.Q , ..OJ 9. 9 07.2 8.^0 5...9A27... JC2 2. 
Strand 

End 2018 

Method AAT/NAP 

End 1847 

Score 820 

sativa subsp. indica] 

Seq. ID OJ990728_05.9A27.C22 
Strand 

End 2018 

Method TBLASTX : Wheat 

End-'. 651 

Score 82 

496. .651 

Seq. ID OJ990728_05.9A27.C22 
Strand 

End 2018 - 

Method TBLASTX : Maize . . 

End ' 657 

Score 44 

544 . . 657 

Seq. ID OJ990728_05.9A27.C22 
Strand 

End 2018 

Method GENSCAN 

End 2018 

Score .91 



Seq. No, 
Gene No. 



35565 
73419 



Seq. ID OJ990728_05.9A27.C22 
Strand 



35399 



Start 

Name 

Start 

GI . . 
Exons 



OJ990728_05 . 9A27 . C22 . o2 . tw 

1284 

none 

1284.. 1628, 1510.. 1581 



End 

Method 

End 

Score 



2018 

TBLASTX: Wheat 

1628 

53 



beg . no . 


jjjod oeq. iu 


n TQQ07 9fi 


u o 


Q A 9 7 




Gene No . 


/j4izu btrana 


T 








btart 


id// bna 


Z / JO 








Name 


PiTQQm9fi OR Q&97 P9^ r>>9 nn Mol-hnrl 


Z\Z\T /MA P 








b Lai L 


1 £79 TTnH 


2758 








GI 


6907088 Score 


619 








Exons 


1672. .1809, 1985. .2222, 2716. .2758 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








beq. No. 


35566 Seq. ID 


OJ990728_ 


05 


. 9A27 


.C23 


Gene No . 


73420 Strand 


+ 








Start 


1672 End 


2758 








Name 


OJ990728 05.9A27.C23.ol.gp Method 


AAT/GAP 








Start 


2483 End 


2674 








GI 


5667165 Score 


364. 








Exons.. w ; r 


...,24 83.....2^7^._ ^._„_.. , 










GI . Descrip,.'.. 


.3.67 0.1 5 5 / gh.( AF 1 61.2 6 St. ,1.|,AFL6.126„9 . .4 . 0e-8 6. 


0 r y z.a , , sat.i y a. * s ub s p,. , JF 




japonica BAC clone 34K24, complete sequence 








Seq. No. 


35566 Seq. ID 


OJ990728_ 


05 


9A27 


.C23 


Gene No . 


73421 Strand 










Start 


1 End 


537 








Name 


OJ990728 05. 9A27 . C23 . ol . np Method 


AAT/NAP 








Start 


1 End 


537 








GI 


6002794 Score 


826 








Exons 


1. .537 










GI Descrip. 


(AF149813) unknown [Oryza sativa] 










Seq. No. 


35566 Seq. ID 


OJ990728_ 


05 


9A27 


.C23 


Gene No. 


73422 Strand 










Start 


1118 End 


1608 








Name 


OJ990728 05. 9A27 . C23 . o2 . gs Method 


GENSCAN 








Start 


1118 End 


1608 








GI 


none Score 


. 91 








Exons 


1118. .1191, 1599. . 1608 











Seq. No., 35567 ;' - " Seq. ID OJ9'90728_05 . 9A27 .-C24 

Gene .No. 73423 Strand "-■ 

Start 600 End- . ' 1970 

Name OJ990728_05 . 9A27 . C24 . ol . np Method AAT/NAP 

Start 600 End 1970 

GI 4680179 Score 17.41 

Exons 600.. 1970 " 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 35567 Seq. ID OJ990728__05.9A27.C24 

Gene No. 73423 Strand 

Start 600 End 1970 

Name OJ990728JD5 . 9A27 . C24 . ol . gs Method GENSCAN 

Start 629 End 1891 

GI none Score .87 



35400 




Exons 629.. 1891 



C a rr Mn 

064. NO. 


jjjO / 




Seq. ID 


OJ990728_05.9A27. 


CO A 


bene no. 


7-3/19*3 
/ J 4 Z J 




Strand 








£nn 

DUU 




End 


1970 




Name 


ujyyu / zo u 3 . :?riz / . bz 4 . 0,3 . 


f t A r 
L W 


Method 


TBLASTX: Wheat 




Of 3 r-4- 

otaru 


04 4 




End 


976 




bl 


none 




Score 


94 




Exons 


644. .976, 665. .802, 696. 


.881, 


869. .937, 871. .969 




beq. wo. 


jjjO / 




Seq. ID 




CO A 


Gene No . 


7 O /I 9 O 
1 J 4 Z O 




Strand 






btart 


DUU 




End 


1970 




Name 


ujyyu/zo uj . y/\z 1 . bz 4 . 0 3 . 


f 

LIU 


Method 


TBLASTX: Maize 




0 tar t 






End 


817 




C T 

bl 


none 




Score 


59 




Exons 


coy. .01 // /U0../0D 










Seq. No. 


35567 




Seq. ID 


Uu _/ _?U / £ O U O • ^?r\£. / • 


C24 


bene no . 


■7-3/100 




Strand 






btart 


DUU 




End 


1970 




.Name ^ 


^ . u.j y yjj / z 0 ... T U p. i? _y az / . . z.4 . 0. i._. 


tm , .. 


...Method 


. TBLASTX: Maize, 




.b.tar/c ^ ^ 


Q 9 7 




...End....,., 


14.2.0. .. . .. _ w ; 




p t 

bl 


none 




Score 


65 




Exons 


Q97 Q99 Q97 1 0 £ A Q.07 
OZ/..yZZ/ OZ/..1ZD4, oj / 


..1046, 1028.. 


1144, 1083.. 1265, 






1122. .1265, 1262. .1420, 


iz oy . 


1 A 1 R 
. 1 4 1 D 






064 . INO . 


^ ^ £7 

jjjD / 




Seq. ID 


OJ990728_05.9A27. 


V^Z 4 


Gene No . 


7 0/100 




Strand 


- 




Of -5 >-f 

ot art 


DUU 




End 


1970 




Name 


uuyyu/zo u o . :?hz / . bz 4 . o i . 


tw 


Method 


TBLASTX: Wheat 






Q7 7 




End 


1603 




bl 


none 




Score 


250 




Exons 


977. .1603, 1101. .1508 










beq. no. 


O C C £7 

jjjD / 




Seq. ID 


OJ990728_05.9A27. 


CO A 

V^Z 4 


Gene No . 


7 0/100 
/ j 4 Z O 




Strand, 


- 




bt art 


DUU 




End " * 


1970 




Name 


ujyyu/zo uo. y/\z / .bZ4 .oz. 


tm 


Method . 


TBLASTX: Maize 




Of arf 

0 1 ar t 


1 4 / Z 




End 


1762 




bl 


none 




Score 


53 




Exons 


1472. .1762, 1476. .1520, 


1572. 


.1751 






O a n ■ K1a 

beq . NO ; 


jjDD/ _ • • - 




Seq-. ID 


OJ9907 2 8_05. 9A27 . 


CO A 
bZ 4 


Gene No . 


7 O A 9 0 * 
/ O 4 Z J 




Strand , 






Of vf 

btart 


£ n n 

DUU 




End 


1970 




Name 


PiTQQPl79Q Q7\97 CO A ^1 

ujyyu/zcs uo . yAZ / . bZ4 . oi . 


ts 


Method 


TBLASTX: Soybean 




Of 3 

oLait 


1 ceo ~~ 
± D D Z 




End 


1817 




bl 


none 




Score 


74 




Exons 


1562. .1690, 1562. .1810, 


1572. 


.1817 






Seq. No. 


35567 




Seq. ID 


OJ990728_05.9A27. 


C24 


Gene No. 


73423 




Strand 






Start 


600 




End 


1970 




Name 


OJ990728 05.9A27.C24.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1586 




End 


1903 




GI 


none 




Score 


101 





35401 




Exons 1586. .1729, 1602. .1727, 1730. .1903, 1784. .1882 



beq. NO. 


jjOO / 


beq. ID 


uj y y u / z o 


nc Q7\ 9 *7 

uo . yAz / 


no a 
. bz 4 


Gene No. 


"7 "3 A 9 "3 
/ .34 Z J 


Strand 








btart 


bUU 


bna 


i y / u 






Name 


ujyyu/zo uo . yAz / . bz4 . oz . tw 


Metnoa 


1 bLAb IX : 


wneat 




Start 


1 OlU 


hna 


i y by 






bl 


none 


Score 


ZOO 






Exons 


ibiu . . i y o y , ± o 1 4 . . iyoi 










Seq. No. 


35568 


Seq. ID 


OJ990728 


_05. 9A27 


.C25 


Gene No . 


73424 


Strand 


~r 






C -1 ivf 

btart 


1 


End 


O ± 4 






Name 


OJ990728 05.9A27.C25.ol.np 


Method 


Z\ a T / M ft P 
r\r\ 1 / IN ri tr 






G -1- >~4- 

btart 


1 


End 


O Q Q 

z o y 






C T 


4680186 


Score 


1 Q9 

i y Z 






Exons 


1. .289 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






beq. no. 


.35568 


Seq. ID 


uj y y u / zo 


nc Q 7\ 9 *7 

u o. . y az / 


. bZ 0 


Gene No . 


73424 . 


Strand 


+ 








.... 


_.End.._ ...... 


...pi 4 „ , 


■ " — 


-- ~«^~ 


..Name , _ _ . . 


., OJ.9.907,28 .05..„9.A27..C25.. < ol..gs_. 


... ..Method.. .. 


bbNbbA.N., 






Start 


178 


End 


O 1 4 






C T 
bl 


none 


Score 


£9 
. OZ 






Exons 


178. .314 










Seq. No. 


35568 


Seq. ID 


OJ990728 


J35.9A27 


.C25 


Gene No. 


73425 


Strand 








btart 


1 


End 


Z 1 o 






Name 


OJ990728 05. 9A27 . C25 . ol . gp 


Method 


AA1 / bAr 






Start 


1 


End 


z lo 






bl 


uC-osflcyp033a04bl 


Score 


JO 1 






Exons 


1. .218 










bl uescrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


oy Oryza 


sativa genom: 




DNA, chromosome 1, clone : P0711E10 1 








beq. no. 


35569 


Seq. ID 


uj y yu / zo 


_05.9A27 


.C26 


Gene No . 


73426 


Strand 








btart 


246 


End 


conn 
OZUU 






Name 


OJ990728 05.9A27.C26.o3.ts 


Method 


1 DLftO 1 A . 


Soybean 




btart 


240 


End 


4 o 0 






bl 


' none 


Score 


• 4 / 






Exons* 


■240. .485, 244 . . 27 9> 355 . ■ . 4 41 










Seq. No. 


35569 ' 


Seq. ID 


OJ990728 


_05. 9A27 


!C26 


Gene No . 


73426 


Strand ■ 








Start 


246 


End 


conn 
ozUU 






Name 


OJ990728 05.9A27.C26.ol.np 


Method 


AAT/NAP 






Start 


246 


End 


5200 






GI 


4206306 


Score 


1300 






Exons 


246. .1599, 1792. .3674, 5171. 


.5200 








GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


35569 


Seq. ID 


OJ990728 


_05.9A27 


.C26 


Gene No. 


73426 


Strand 








Start 


246 


End 


5200 







35402 



Name 

Start 

GI 

Exons 



OJ990728_05 . 9A27 . C2 6 . o2 . tw Method 

261 End 

none Score 
261. .677, 2148. .2240 



TBLASTX: Wheat 

2240 

53 



Seq. No. " 35569 

Gene No. 73426 

Start 246 

Name OJ990728JD5 . 9A27 . C26 . ol . gs 

Start 383 

GI none 

Exons 383.. 1194, 1368.. 1563, 1584, 
3531.. 3812, 4265.. 5067 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_05.9A27.C26 

5200 
GENSCAN 
5067 
. 61 



1699, 2461. .2728, 2768. .3034, 



Seq. No. 35569 Seq. ID 

Gene No. 73426 Strand 

Start 246 End 

Name OJ990728_05 . 9A27 . C26 . o4 . tw Method 

Start 708 End 

GI none Score. 

Exons 708. . 1067 . 



OJ990728_05.9A27.C26 
5200 

TBLASTX: Wheat 

1067 

172 



_Seq.._Np. . ,.35569__.^,,.. ... .... Seq, ID. 

Gene. No. 73426 Strand 

Start 246 . End 

Name OJ990728_05 . 9A27 . C26 . o5 . ts Method 

Start 828 End 

GI none Score 

Exons 828.. 1223, 946.. 1122, 1008.. 1196 

Seq. No. 35569 Seq. ID 

Gene No. 73426 Strand 

Start 24 6 End 

Name OJ990728_05 . 9A27 . C26 . o3 . tm Method 

Start 1059 End 

GI none Score 

Exons 1059.. 1382 



-OJS.9J3Z2.8_Q5 . 3A2X.,C.2A. 
5200 

TBLASTX: Soybean 

1223 

86 



OJ990728_05.9A27.C26 
5200 

TBLASTX: Maize 

1382 

182 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 
..Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq-. ID 

Strand 

End 

Method 
End 

Score • 



35569 
73426 
246 

OJ990728_05.9A27.C26.ol.ts 

1933' - 

none ' - 

1933. .2181, 1943. .2056.,^ 209.6. 

35569 
73426 

246 -j 
OJ990728_05 . 9A27 . C26 . o2 . ts 
2508 
none 

2508.. 2693, 2536.. 2655, 2683.. 2940, 2694.. 2975 



OJ990728_05.9A27.C26 
5200 

•TBLASTX: Soybean 
235$ 
81 ' .* 

.2182, . 2212. .2355, 2222. v 2356 

Seq. ID OJ990728_05.9A27.C26 
Strand 

End 5200 

Method TBLASTX: Soybean 

End 2975 

Score 60 



35569 
73426 
246 



Seq. ID OJ990728_05.9A27.C26 
Strand 

End 5200 



35403 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.S.eq. f ..,N.o. 
.Gene .No,. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990728_05. 9A27 . C26 . o3 . tw Method 

2604 End 

none Score 
2604.. 2693, 2670.. 2972 



TBLASTX: Wheat 

2972 

190 



Seq. No. 35569 

Gene No. 73426' 

Start 246 

Name OJ990728_05 . 9A27 . C26 . ol . tm 

Start 2661 

GI none 

Exons 2661.. 3119, 2662.. 3003, 3058. 



35569 
73426 
246 

OJ990728_05.9A27.C26.ol.tw 

2990 

none 

. .2990. .3094, 2991. .3119, 3058. 

.35569 . 

..234 2 6... 

24 6 ' 

OJ990728_05. 9A27 . C26 . o2 . tm 

3121 ■ 

none 

3121. .3270, 3121. .3339, 3122, 

35569 
73426 
246 

OJ990728_05. 9A27.C26.o4 . ts 

3193 

none 

.3193. .3327, 3343. .3561 



Seq. ID OJ990728_05.9A27.C26 
Strand 

End 5200 

Method TBLASTX : Mai ze 

End 3119 

Score 342 
.3117 

Seq. ID OJ990728__05.9A27.C26 
Strand 

End 5200 

Method TBLASTX : Wheat 

End 3399 

Score 7 6 

.3117, 3118.. 3399, 3119.. 3382 . 

jS.e.q . ID. ,,OJ99.072&_05. 9A2J,.,G2.£ . 

..Strand" . _ ^J, 

5200 

TBLASTX: Maize 
3339 
95 



End 

Method 
End 
Score 
.3337 



Seq. No. 35570 

Gene No. 73427 

Start 577 

Name OJ990728_05 . 9A27 . C27 . ol . gs 

Start 577 

Gi ■ none- ■ - ' 

Exons -577. .64 9 : 



Seq. ID OJ990728_05.9A27.C26 
Strand 

End 5200 

Method TBLASTX : Soybean 

End 3561 

Score 14 9 



Seq. ID OJ990728_05.9A27.C27 
Strand 

End 64 9 

Method GENSCAN 

End 64 9 

Score .68 ' 



Seq. No. 35571 

Gene No. 73428- 

Start 346 

Name OJ990728_.05 . 9A27 .C29 . ol . gs 

Start 346 ^ 

GI none 

Exons 346.. 437, 999.. 1118 

Seq. No. 35571 " 

Gene No. 73429 

Start 1520 

Name OJ990728_05 . 9A27 . C29 . ol . gp 



Seq. ID OJ990728_05.9A27.C29 

Strand + 

End 1118 

Method GENSCAN 

End 1118 

Score . 65 



Seq. ID OJ990728_05.9A27.C29 

Strand + 

End 1887 

Method AAT/GAP 



35404 



Start 1520 End 1887 

GI uC-osflcyp033a04bl Score 565 . 

Exons 1520.. 1887 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 1 1E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,Exo.ns. r 

,GI- .Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35571 Seq. ID 

73430 ■ „- Strand 

248 End 
OJ990728_05 . 9A27 . C2 9 . ol . np Method 
24 8 End 
5852180 Score 
248. .595, 647. .763, 1753. .1823 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990728_05 . 9A27 . C29 

1823 
AAT/NAP 
1823 
494 



35572 

73431 Strand 
1 End 
OJ990728_05 . 9A27 . C30 . ol . np Method 
1 End 
5852180 ' Score 

. 1. ..41, , 1237.. .J2.95,_227^.„^239J., ,2446., ..28.13. 

. (.ALai7.265),..zhb0.a0ia.a. : 'LOr.yz^s.atiya.], \ 



Seq. ID OJ990728_05.9A27.C30 



+ 

2813 
AAT/NAP 
2813 
499 



35572 Seq. ID OJ990728_05.9A27.C30 

73432 Strand 

1144 End 1525 

OJ990728_05 . 9A27 . C30 . ol . gp Method AAT/GAP 

1144 End 1525 

uC-osflcyp033a04bl Score 683 

1144 . . 1525 

1 60 168 4 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. , 
Gene No.. 
Start . 
Name 
Start 
GI 

Exons -j 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_05 . 9A27 . C30 

2532 
GENSCAN 
2532 
.77 



35572 
73433 
1955 

OJ990728_05 . 9A27 . C30 . o2 . gs 
1955 
none 

1955.. 2040, 2439.. 2532 

35573 , ' - " . ' - 

73434 

1 . • • • • 

OJ990728_05.9A27.C31.ol.np 
1 

4680183 

1..35, 4614. .5162, 6559. .7098 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID. 6J990728_b5.9A27.C31 



Strand " 
End 

Method 

End 

Score 



■+ 

11255 
AAT/NAP 
7098 
409 



35573 Seq. ID 

73434 Strand 

1 End 

OJ990728_05 . 9A27 . C31 . ol . gs Method 

1140 End 

none Score 



OJ990728_05.9A27.C31 
+ 

11255 
GENSCAN 
1366 
. 92 



35405 



Exons 


1 14 U . . 1JDD 








- 


Seq. No. 


O C C "7 O 




Seq. ID 


OJ990728_ 


ud . yAz / . Col 


Gene No. 


H O A *3 A 

/34 34 




Strand 


+ 




Start 


1 




End 


11255 




Name 


OJ990728_05 


.9A27.C31.o3.gs 


Method 


GENSCAN 




Start 


A 1 A 1 
41 1 4 1 




End 


11255 




GI 


none 




Score 


.62 




Exons 


4141. . 4zo(J, 


4300. .4721, 4809 


..5116, 5282. .5438, 


boob. . o 1 o4 , 




bUU4 . . b(J4 o , 


6522. .6682, 6688 


..7059, 7284. .7476, 


8 4 ol . . oD4 y , 




noen noon 

yz y / . . y oo u, 


10360. .10748, 10838.. 11255 






Seq. No. 


35573 




Seq. ID 


OJ990728_ 


u j . y/\z / . coi 


Gene No. 


73434 




Strand 


+ 




Start 


1 




End 


11255 




Name 


OJ990728 05 


. 9A27.C31.o2.np 


Method 


AAT/NAP 




Start 


10528 




End 


11197 




GI 


1628482 




Score 


202 




Exons 


10528. .1078 6, 10816. .11197 








GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 


S % eq,._!sIo.., 


3-5.5 




Seq... ID;. 


OJ 9,9.072.8^ 


0.5 ..9A2J ,£3.1. 


Gene No. _ 


. 7.34 35 . .„ 




..^Strand. , .. 


.+ ..... . 




Start 


14312 




End 


14390 




Name 


OJ990728 05 


.9A27.C31.o3.np . 


Method 


AAT/NAP 




Start 


14312 




End 


14390 




GI 


5852084 




Score 


74 




Exons 


14312. . 14390 








GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza 


sativa] 






Seq. No. 


35573 




Seq. ID 


OJ990728_ 


05. 9A27 .C31 


Gene No. 


73436 




Strand 


+ 




Start 


27498 




End 


29797 




Name 


OJ990728 05 


.9A27.C31.o6.gs 


Method 


GENSCAN 




Start 


27498 




End 


29797 




GI 


none 




Score 


.44 




Exons 


27498. .27512, 29074 .. 29294, 


29341. .29797 




- 

Seq. No. 


35573 




Seq. ID 


OJ990728_ 


_05.9A27.C31 


Gene No. 


73437 




Strand 


+ 




Start 


33439 




End 


36111 




Name 


OJ990728 05 


. 9A27.C31.o8.gs 


- Method 


GENSCAN 




Start 


33439 




End 


36111 . 




GI 


none 




Score' 


. 8 9 




Exons 


33439. .3348 


1, 33490. .33670,. 


33987. .34.193, 34233. 


-.34584, 




34616. .34830, 35406. .36111 








Seq. No. 


35573 




Seq. ID 


OJ990728_ 


_05.9A27.C31 


Gene No. 


73438 




Strand 






Start 


2637 




End 


3137 




Name 


OJ990728 05 


. 9A27.C31.o2.gs 


Method 


GENSCAN 




Start 


2637 




End 


3137 




GI 


none 




Score 


.77 




Exons 


2637. .2821, 


2933. .3137 - 









Seq. No. 
Gene No. 



35573 
73439 



Seq. ID 
Strand 



OJ990728 05.9A27.C31 



35406 



Start 
Name 
Start 
GI 

Exons 



14116 

OJ990728_05.9A27.C31.o4.gs 
14116 



none 
14116. 
16926. 
19849. 



End 

Method 

End 

Score 



22707 
GENSCAN 
22707 
.64 



,14214, 15385. .15436, 15997 16088 , 167 00 .. 16771 , 
,17004, 17500. .17681, 18711 18855 , 19399 .. 19512 , 
,19950, 19994 . .20212, 22385.. 22707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

.StarX.-. 

.GI ... 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990728 05.9A27.C31 



35573 Seq. ID 

73440 Strand 

30233 End 31556 

OJ990728_05 . 9A27 . C31 . o4 . np Method AAT/NAP 

30233 End 31556 

4680179 Score 2025 
30233.. 31556 

(AF111709) polyprotein [Oryza sativa subsp. indica] 

35573 Seq. ID OJ990728_05.9A27.C31 

73441 ■ Strand 

32263 End 32647 

OJ990728_05.9A27.C31.ol.gp. . Method AAT/GAP . . 

32263... ■„.„.. . . v .._ . - End..„..__ _ 3.2 $4 7 _ _ _ 

uC-osflcyp.033a.04bl_ . ... Score'.' 61.6., . . , .„ 

32263.. 32647 

1 6016845/dbj | AP00057 0 . 1 1 AP000570 3 . Oe-59" Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



35573 
73442 
33108 

OJ990728_05. 9A27 .C31.o5.np 
33108 
6907087 
33108. . 
36176. . 
(AP0011 
■region 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_05.9A27.C31 

36441 
AAT/NAP 
36256 
1063 



33209, 33761. .34075, 34120 .. 344 41, 34 64 5 34 94 6, 
36256 

29) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
of the .predicted gene.; hypothetical protein [Oryza 



Seq. No. 


35573 


Seq. ID 


OJ990728 


_05.9A27 


Gene No. 


73442 


Strand 






Start 


. 33108 • . • 


End 


36441 ■ 




Name 


OJ990728 05.-9A27.C31.-o6.np'- 


Method ■ 


AAT/NAP 




Start 


33201 


End 


36441 




GI 


5852180- • . 


Score . 


603 




Exons 


33201. .33291, 34871 .. 34987,^, 


35688. .357 


42, 35907 


. .36264, 




36317. .36441 








GI Descrip . 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


35573 


Seq. ID 


OJ990728 


__05. 9A27 


Gene No. 


73442 


Strand 






Start 


33108 


End 


36441 




Name 


OJ990728 05.9A27.C31.o7.np 


Method 


AAT/NAP 




Start 


35638 


End 


36238 




GI 


4680185 


Score 


321 




Exons 


35638. .35826, 35991.. 36238 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 





35407 



Seq. No. 


35573 








Seq. ID 


OJ990728_05.9A27.C31 




7^44 ? 








Strand 






o / ± & *» 








End 


37346 




O.TQQD7?fi OS 
u y j \j ( £. o UJ < 


QA97 






Method 


TBLASTX: Maize 




964 ^ ~ 








End 


3017 












Score 


67 




964^ 9796 


9799 


, , JO ^ 




.2837, 2926. .3015, 2934. .3017 


Seq. No. 


35573 








Seq. ID 


OJ990728_05.9A27.C31 


Gene No. 


73443 








Strand 




Start 


37124 








End 


37346 


Name 


OJ990728 05. 


9 All 


C31.o4 


tw 


Method 


TBLASTX: Wheat 


Start 


6721 








End 


7095 


GI 


none 








Score 


198 


Exons 


6721. .7095 













Seq. No. 


35573 




Gene No. 


73443 




Start 


37124 




Name . 


OJ990728 05.9A27.C31 


.06. tw 


.Stari.,, 


_ .1056.1, _ 




GI _ 


, .....none. , _ . ...„.._-. 




Exons 


10561. .1074'9> 10623. 


10682, 


Seq. No. 


35573 




Gene No. 


73443 




Start 


37124 




Name 


OJ990728 05.9A27.C31 


o3 . tm 


Start 


10564 




GI 


none 




Exons 


10564. .10695, 10581. 


10682, 



Seq. ID OJ990728__05.9A27.C31 
Strand 

End 37346 
Method . TBLASTX: Wheat 

«J&"J ^JjiSLlQ v . . . 

,.,Scor.e . 1.41,. ..... ,_, s ^- i „ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_05.9A27.C31 
37346 

TBLASTX: Maize 

10991 

122 



Seq. No. 35573 Seq. ID 

Gene No. 73443 Strand 

Start 37124 End 

Name OJ990728_05 . 9A27 . C31 . o5 . tw Method 

Start 16387 End 

GI none Score 

Exons 16387. .16740 



OJ990728_05.9A27.C31 
37346 

TBLASTX: Wheat 

16740 

193 



Seq. No. . 35573 ••■ ■■ - ■ 7 Seq. ID 

Gene No. . - . * 73443 * - . - -.Strand 

Start 37124 ■ - \* : - End . 

Name ■ • ■ ; OJ990728_05 . 9A27 . C31. o3 . tw ..-.Method 

Start 30278 End 

GI none " Score 

Exons 30278. .30610, 30330.. 30611 



OJ990728_05.9A27.C31 
3734 6 

TBLASTX: Wheat 

30611 

118 



Seq. No. 35573 

Gene No. 73443 

Start 37124 

Name OJ990728_05 . 9A27 . C31 . ol . tm 

Start 30473 

GI none 
Exons 



Seq. ID OJ990728_05.9A27.C31 
Strand 
End 

Method 
End 
Score 



37346 

TBLASTX :Maize 

31058 

104 



30473. .30898, 30474 .. 30671, 30494 .. 30739, 30735 .. 30899, 
30894. .31043, 30896 .. 31057, 30903. .31058 



35408 



Seq. No. 


35573 




Seq. ID 


OJ990728_05. 9A27 


.C31 




71441 




Str.and 








17194 

O / 1 4 




■ End 


37346 ' 




Name 


P).TQQn79ft QA97 P11 


ol . tw 


Method 


TBLASTX: Wheat 




o rare 


"3fi£1 1 "~ 

jUDll 




End 


31237 




ol 






Score 


44 




Exons 


IDfil 1 11 917 IHfil 9 


in ^7 1 


30732. .31178, 30890.. 31234 




Seq. No. 


35573 




Seq. ID 


OJ990728J35. 9A27 


.C31 


P_ t\ o M r\ 


71441 
/ j *i *i j 




Strand 






Cf 3 v-f- 
OtdlL 


17194 




End 


37346 




Name 


P).TQQn79ft 0^ QA97 P11 


r\9 fm 
KJC. . LIU 


Method 


TBLASTX : Maize 




o car l. 


-3i i na ~ 

JllUD 




End 


31398 




GI 


none 




Score 


306 




Exons 


n i 06 n iQfi n 1 1 n 


11 1Q7 
o i o y i f 


31111. .31398, 31297. .31398 




Seq. No. 


35573 




Seq. ID 


OJ990728_05.9A27 


.C31 




714 4 1 




Strand 








17194 
O / 1 c. 4 




End 


37346 




Name . . . 


DTQQn79ff QZ\97 P11 


r\1 -he 
Ol.CS. 


Method 


TBLASTX : Soybean 






11 1 Q£ ~~ 




„End_. ...... 


..3J. 4 .5.6^. 


«— 


.......... . , 


, jnone. . „ — 




..Score 


18.6... .*.,_,. ... 




Exons 


oiiQC 11dR£ 11 1 Q7 


1 1 A A R 








Seq. No. 


35573 




Seq. ID 


OJ990728_05. 9A27 


.C31 


bene no • 


7^441 




Strand 






Otail. 


171 9 4 

J / 1Z4 




End 


37346 




Name 


PTQQH79P QZ197 Pll 




Method 


TBLASTX: Wheat 






1194 4 _ 
.31^44 




End 


31573 




PT 


none 




Score 


253 






11 944 11R71 1194P 

.31^44. . jIj / J; J1Z40 . ■ 


114 QQ 

J14 j J 








Seq. No. 


35573 




Seq. ID 


OJ990728_05. 9A27 


.C31 


Gene No. 


73443 




Strand 








37124 




End 


37346 




Name 


OJ990728 05.9£27.C31. 


08 . np 


Method 


AAT/NAP 






37124 




End 


37346 




P T 


4680186 




Score 


146 




HiXons 


37124. .37346 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




Otrq.. 1NO . • 


'• 35574. • ' - 




Seq. ID 


OJ990728_05. 9A27 


.C32 


Gene No. ' 


734 4*4 ■ . • - 




Strand - ;' 


+ • • •• " ' . . " 




Start 


. 350 . 




End 


11581.. .. 




Name 


OJ990728 05.9A27.C32. 


o2 .np 


■ Method 


AAT/NAP 




OldlL 


350 




End 


11581 




P T 


5852180 




Score 


623 




Exons 


350. .372, 5834. .5887, 


6882. . 


6999, 7051. 


.7355, 7520. .7625, 




8329.. 8369, 11548 . .. 11581 








GI Descrip. 


(AL117265) zhbOOOlO.l 


[Oryza 


sativa] 






Seq. No. 


35574 




Seq. ID 


OJ990728J35. 9A27 


.C32 


Gene No. 


73445 




Strand - 






Start 


2820 




End 


11581 




Name 


OJ990728 05.9A27.C32. 


ol . gs 


Method 


GENSCAN 




Start 


2820 




End 


11069 





35409 



GI 

Exons 



none Score . 63 

2820. .2975, 3084. .4487, 4781. .4912, 6904. .7075, 7206. .7908, 
10976. .11069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

:J^xons..„ v 

..GX.D.escrip.. 



35574 
73445 
2820 

OJ990728 J35 . 9A27 . C32 . ol . np 

3118 

161752 



Seq. ID OJ990728_05.9A27.C32 
Strand 

End 11581 

Method AAT/NAP 

End 11581 

Score 126 



3118. .3239, 3507. .3585, 3725. .3806, 3840. .3923, 4140. .4198, 
9875.. 9918, 11560.. 11581 

(L03710) cnjB [Tetrahymena thermophila] gi | 7374 94 | pr.f | | 192237 1A 
cnjB gene [Tetrahymena thermophila] 



35574 
73445 
2820 

OJ990728_05. 9A27 .C32 .o2.gp 

6524 

2428924 



Seq. ID OJ990728_05.9A27.C32 
Strand 

End 11581 

Method AAT/GAP 

End 7634 

Score . 525 



.^524... ,.&§&L-.J12&&,^ .131 9 ^ZSijU , 3&3±^ 

.5 8 521 1.0 / emb I AL 1.1 72 6.5 . 1 ! OST 17.8 0.4 .1, . X)e - 5 0 . jjry za..,s.a.tl va. . .. 
indica (*GLA4) genomic DNA, chromosome 4 , BAC clone : tl780'4 



Seq. No. 35574 

Gene No. 73445 

Start 2820 

Name OJ990728_05 . 9A27 . C32 . o3 . gp 

Start 10641 

GI uC-osflcyp033a04bl 

Exons 10641. .11025 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990728_05.9A27.C32 
Strand 

End 11581 

Method AAT/GAP 

End 11025 

Score 608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35575 
73446 
252 

OJ990728_05. 9A27 .C33.ol.gs 

252 

none 

252.. 1073 



Seq. ID OJ990728_05.9A27.C33 

Strand + 

End 1073 

Method GENSCAN 

End 1073 

Score .81 



Seq-. ; No." .-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990728_05.9A27.C33 

Strand + ; 

End 1073 

Method AAT/NAP 

End 1052 

Score 382 



35575 . • . • ■ - • • ■ • 
73446 . •• . - • 
252 

OJ990728_05. 9A27 .C33.ol.np 
262 

4544372 
262. .1052 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 35575 

Gene No. 73447 

Start 1358 

Name OJ990728 05 . 9A27 . C33 . ol . tw 



Seq. ID OJ990728_05.9A27.C33 
Strand 

End 2706 

Method TBLASTX: Wheat 



35410 



ot art 


DjU 




Htna 


i n^7 

1 U j / 




bl 


none 




Score 


ZZ j 




Exons 


(Ton -i 
DjU. . IUj / / 


OjU . . IUUj 








Seq. No. 


35575 




Seq. ID 


OJ990728_05.9A27 


.C33 


Gene No. 


73447 




Strand 






otart 


1 jD o 




End 


Z f U D 




Name 


uj yyu / zcs u j 


.9A27.C33.ol.ts 


Method 


1 t5ij/\o 1 a . ooyoean 




btart 


Q1 O 




End 


i n£*} 

1 U D J 




C T 

bl 


none 




Score 


9^7 

Z J / 




Exons 




815. .952, 1022. .1063 






Seq. No. 


35575 




Seq. ID 


OJ990728_05.9A27 


.C33 


Gene No. 


73447 




Strand 






Of-, vf 

btarc 


1 JJ 0 




End 


9 7 n £ 
z / u 0 




Name 


UU .7 Z> \J I O UJ 


. 9A27 .C33.o2.gs 


Method 


\J Uj LN O 






IjOO 




End 


97D£ 






none 




Score 






Exons 


1 jDO . . Z U JO , 


2117. .2200, 2433. 


.2706 






beq. no .. 


ore-]/; 




Seq. ID 


OJ990728_05.9A27 


. b j 4 


Gene.. No 


... - .7.3ii.8_ 




„Strand 






Start," ......... 


. . ..1454 . 




End . 


,1939., ^~iZ^^ * *™ 




Name 




.9A27.C34.o2.tm 


Method ' 


TBLASTX: Maize ' 




b tart 


1 j 




End 


393 




bl 


none 




Score 


35 




Exons 


TO AC. 1 C 

1 J . . 4 j , 10. 


.56, 105. .194, 114 


..209, 116. .208, 198. .281, 






1 QQ 0 £A 9 

i y y . . z o4 , z 


89. .354, 322. .393, 


350. .385 






Seq. No. 


JJJ / D 




Seq. ID 


OJ990728_05.9A27 


. b J4 


Gene No. 


73448 




Strand 






Start 


1454 




End 


1939 




Name 


OJ990728 05 


.9A27.C34.ol.np 


Method 


AAT/NAP 




Start 


1454 




End 


1939 




GI 


6503305 




Score 


430 




Exons 


1454. .1939 











GI Descrip. (AC011713) Contains similarity to gb|U19615 LET 858 gene from 



Caenorhabditis elegans. ESTs gb|AI995150, gb|H76674 and 
gb|R84035 come from this gene. [Arabidopsis thaliana] 



Seq. No. 


35576 








Seq. ID 


OJ990728_05.9A27 


.C34 


Gene No . - 


73448 








Strand 






Start 


1454 . 








■ End- • - 


1939 




Name - 


OJ990728 05 


9A27. 


.C34.ol 


;ts • 


. Method 


'TBLASTX : Soybean ' 




Start 


1562 








End 


1939- 




GI 


none 








Score 


40 




Exons 


1562. .1582, 


1619 


. .1939, 


1620. 


. 1937 






Seq. No. 


35576 








Seq. ID 


OJ990728^05.9A27 


.C34 


Gene No. 


73448 








Strand 






Start 


1454 








End 


1939 




Name 


OJ990728 05 


9A27 


C34.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1647 








End 


1939 




GI 


none 








Score 


--257 




Exons 


1647. .1922, 


1662 


.1937, 


1667. 


. 1939 






Seq. No. 


35576 








Seq. ID 


OJ990728_05. 9A27 


.C34 



35411 



Gene No. 


73448 




Strand 




n4._v.1- 
btart 


X 4 0 4 




tilLCX 


± y 0 y 


Name 


ojyyu /zo uo . yAz / . uo4 . 01 . 


tc 


Method 


TOT 7\ O T V . f~*-m 0 a 


Start 


lODl 




hnd 


iyuu 


GI 


none 




Score 


4 O 


Exons 


lobl..iyUU, Iddz . . 1 / lo, 




1 0 y 0 




Seq. No. 


ODD / / 




beq. id 


ujyyu/zo uo.y/\^/ 




/ j *_ 1 _? 




Strand 


-}. 


Start 


350 




End 


4564 


Name 


OJ990728 05. 9A27.C36.ol. 


np 


Method 


AAT/NAP 


Start 


350 




End 


1138 


GI 


4512231 




Score 


1253 


Exons 


350. .1138 








GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 





Seq. No. 
Gene No. 
Start 
Name 
Start 

GI;._ .„ 
Exons, . _ .,. 
GI Descrip. 



35577 
73449 
350 

OJ990728 
820 

J.6.80179_ 



05. 9A27 .C36.o2.np 



Seq. ID OJ990728_05.9A27.C36 

Strand + 

End 4564 

Method AAT/NAP 

End 4564 . . 



.820.. 8,65,, 14.0.9.. .2 3 98,. 2.4 2 6.. ....4 5.64 ._:„.:_ 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. ■ 35577 Seq. ID 

Gene No. 73449 Strand 

Start 350 . End 

Name OJ990728_05 . 9A27 . C36 . 06 . tw Method 

Start 1570 End 

GI none Score 

Exons 1570.. 1767, 1571.. 1768 



OJ990728_05.9A27.C3( 
+ 

4564 

TBLASTX: Wheat 

1768 

215 



Seq. No. 35577 

Gene No. 73449 

Start 350 

Name OJ990728_05 . 9A27 . C36 . o4 . tw 

Start 1819 * 

GI none 

Exons 1819.. 1992, 1820.. 2170, 1968. 



Seq. ID OJ990728_05.9A27.C36 
Strand 
End 

Method 
End 
Score 
.2036 



+ 

4564 

TBLASTX: Wheat 

2170 

312 



Seq. No. 35577 
Gene No. . -'734 4 9 

Start "3 50" • .*■■ ' • ' : 

Name OJ990728__05 . 9A27 . C36 . o4 . tm 

Start 1820 

GI none 

Exons 1820.. 2125, 1846.. 1926, 1899, 

Seq. No. 35577 

Gene No. 73449 

Start 350 

Name OJ990728_05 . 9A27 . C36 . o5 . tw 

Start 2504 

GI none 

Exons 2504.. 2857 



Seq.. ID OJ990728 05.9A27.C36 



■Strand 
End '. 
Method' 
End 
Score 
.1976 



Seq 
Strand 
End 

Method 

End 

Score 



ID 



+ 

4564 • 

TBLASTX: Maize 

2125 

246 



OJ990728_05.9A27.C3( 
+ 

4564 

TBLASTX: Wheat 

2857 

253 



35412 



Seq. No. 35577 Seq. ID 

Gene No. 73449 Strand 

Start 350 End 

Name OJ990728JD5 . 9A27 . C36 . o5 . tm Method 

Start 2861 End 

GI none Score 

Exons 2861.. 3052, 2899.. 3054 



OJ990728_05.9A27.C36 
+ 

4564 

TBLASTX: Maize 

3054 

188 



Seq. No. 35577 Seq. ID OJ990728_05.9A27.C36 

Gene No. 73449 ' Strand + 

Start 350 End 4564 

Name OJ990728_05 . 9A27 . C36 . o2 . tw Method TBLASTX : Wheat 

Start 2989 End 3472 

GI none Score 522 

Exons 2989.. 3429, 2990.. 3472, 2993.. 3469 

Seq. No. 35577 Seq. ID OJ990728_05.9A27.C36 

Gene No. 73449 Strand + 

Start 350 End 4564 

Name OJ990728_05 . 9A27 . C36 . o3 . ts Method TBLASTX : Soybean 

Start 3026' ' End 3331 

J3 £__..., npne _ -^_^„^,_ a _£core.. _ „1 9Q „ _ 

Expris ...... .302.6.. .J 331 „ ^ „. " 

Seq. No. , 35577 Seq. ID' OJ990728_05.9A27.C36 

I:!; Gene No. 73449 Strand + 

\v Start 350 End 4564 

Q Name OJ990728_05 . 9A27 . C36 . o2 . tm Method TBLASTX : Maize 

l { \ Start 3055 End 3502 

GI none Score 358 

I;;; Exons 3055.. 3297, 3059.. 3502 



Seq. No. 35577 Seq. ID 

Gene No. 73449 Strand 

Start 350 End 

Name OJ990728_05 . 9A27 . C36 . ol . ts Method 

Start 3413 End •■ 

GI none Score 

Exons 3413.. 3445, 3413.. 3445, 3449.. 3502, 
3565. .3798 



OJ990728_05.9A27.C36 
+ 

4564 

TBLASTX: Soybean 
3808 
57 

3451. .3492, 3557. .3808, 



Seq. No. . 35577 . Seq. ID 

Gene No. 73449 Strand 

Start ■ 350. ' End • 

Name . OJ990728_05 . 9A27 . C36 . o3 . tm .Method 

Start 3557 " End 

GI none Score 

Exons 3557.. 3889., 3610.. 3888 



OJ990728_05. 9A27 .C36 

+ - 

4 564 , . • " • 

"TBLASTX: Maize 
388 9 
306 



Seq. No. 35577 

Gene No. 73449 

Start 350 

Name OJ990728_05 . 9A27 . C36 . o3 . tw 

Start 3560 

GI none 

Exons 3560.. 3823, 3562.. 3822 



Seq. ID OJ990728_05.9A27.C36 

Strand + 

End 4564 

Method TBLASTX : Wheat 

End '3823 

Score 373 



35413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
,GI_. _ 
Exons 

'Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35577 
73449 
350 

OJ990728_05 . 9A27 . C36 . ol . tw 

3824 

none 

3824. .4249, 3826. .4242, 3899. 

35577 
73449 
350 

OJ990728_05. 9A27 .C36.o2.ts 

3833 

none 

3833. .4078 

35577 
73449 
350 

OJ9907 28_05. 9A27 .C36.ol. tm 
3896 

^none„ .... ^ 

.3896.... .4219.,.. 3901 4.24.2 „. 

35577 
73449 
350 

OJ990728_05. 9A27 .C36.o7.tw 

4277 

none 

4277. .4507 



Seq. ID OJ990728_05.9A27.C36 

Strand + 

End 4564 

Method TBLASTX : Wheat 

End 4249 

Score 603 
.4249 

Seq. ID OJ990728_05.9A27.C36 

Strand + 

End 4564 

Method TBLASTX : Soybean 

End 4078 

Score 204 



Seq. ID OJ990728_05.9A27.C36 

Strand + 

End 4564 

Method TBLASTX : Mai ze 

End 4249 

J3.cjor.e__ _ 4,6.3. 



Seq. ID OJ990728_05.9A27.C36 

Strand + 

End 4 5 64 

Method TBLASTX : Wheat 

End 4507 

Score 192 



Seq. No. 35578 Seq. ID 

Gene No. 73450 Strand 

Start 419 End 

Name OJ990728_05 . 9A27 . C37 . ol . gs Method 

Start 419 End 

GI none Score 

Exons 419. .452 



OJ990728_05 . 9A27 . C37 
+ 

452 

GENSCAN 

452 

.4 



Seq. No. 35579 Seq. ID 

Gene. No. 7 3451 - - Strand-. 

Start '374 End 

Name OJ990728_05-.9A27.C38.ol.gs- .. . -Method • 

Start • 374 End 

GI none Score 

Exons 374.. 532 



OJ990728_05.9A27.C38 

532 - '■' - - - 

GENSCAN 

53-2 

.47 



Seq. No. 35580 ., Seq. ID 

Gene No. 73452 Strand 

Start 108 End 

Name OJ990728_05 . 9A27 . C39 . ol . gs Method 

Start 108 End 

GI none - Score 

Exons 108 . .280 



OJ990728_05 . 9A27 . C39 
280 

GENSCAN 

280 

.77 



Seq. No. 



35581 



Seq. ID OJ990728_05.9A27.C40 



35414 



Gene No. 73453 Strand 

Start 255 End 321 

Name OJ990728_05 . 9A27 . C40 . ol . gs Method GENSCAN 

Start 255 End 321 

GI none Score .57 

Exons 255.. 321 



Seq. No. 35582 

Gene No. 73454 

Start 1 

Name OJ990728_05 . 9A27.C42 . ol . np 

Start 1 

GI 6682611 

Exons 1. .30, 309. .610, 939. .1016 

GI Descrip. (AC016163) putative GDSL-motif lipase/hydrolase [Arabidopsis 
thaliana] 



Seq. ID OJ990728_05.9A27.C42 
Strand 

1016 
AAT/NAP 
1016 
241 



End . 
Method 
End 
Score 



Seq. No. 


35582 






Seq. ID 


OJ990728 


_05.9A27 


.C42 


bene lno * 


f J H D *i 






C +■ v a r*» ri 

our ana 








OLdit 


1 






Lna 


i n i £ 
i u i o 






Name 


r\ to Q n *7 O Q 

uo yyu / z o 


Q7\0"7 C A 0 ^1 
UD . z)RZ I . U4 Z . Ol 




Method 


.bbNbbAN . 




- 


Cf n v-f" 

.ot.a.rx.-^-, 


JX.L—^^^^ 


— — 


- — — 


„£>X}Q.~*~. - 


C, G. Q 





— 


C T 


npne. , ^ . 


> ^ ... . , ^ ... 




.Score, . - „ 


n a 

.../.o _,..„... 




-~ — - 


Exons 


J 1 / . t DjO 














Seq. No. 


35582 






Seq. ID 


OJ990728 


_05.9A27 


.C42 


Gene No . 








o Tirana 








CM 1 v--f- 

o tar u 


1 






Lna 


1U1 b 






Name 


Pi TQ QmOQ 

uj y y u / z o 


nt; Q7ioo p/i o — i 
U D . y/\z / . ^ 4 Z . 0 1 


. cm 


Method 


rnnj 7\ C T 1 V . 

1 rsliAb 1 a : 


Mai ze 




JLaiL 


on ~ 
ji / 






CjUU 


OU 4 






C T 


none 






Score 


"7 o 

/ Z 






Exons 


oi -7 /lie; 


j z / . . 4 y / , 4 o l 


. . 4 y d , 


DUU . . bU 4 








Sea No - 


35582 






Seq. ID 


0.19907 ?fl 

\JIJ -J \J 1 \J 


OS 9AP7 


. C42 


Gene No. 


73454 






Strand 








Start 


1 






End 


1016 






Name 


OJ990728 


05.9A27.C42.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


317 






End 


604 






GI 


none 






Score 


67 






Exons 


317. .415, 


327. .416, 410 


. .490, 


497. .604 








Seq. No. 


35582 . 






Seq. ID 


OJ990728 


_05. 9A27 


.C42 


Gene No. ■ 


73454 . ■ 






-Strand • 








Start 


1 






End. 


1016 






"Name 


GJ990728. 


05.9A27.C42.ol 


• tc 


Method . . 


TBLASTX: 


Cress 




Start 


317' 






End 


604 






GI' 


none 






Score 


151 






Exons 


317. .415, 


410. .496, 500 


. .604 










Seq. No. 


35583 






Seq. ID 


OJ990728 


_05.9A27 


.C43 


Gene No. 


73455 






Strand 








Start 


1 






End 


243 






Name 


OJ990728 


05.9A27.C43.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


243 






GI 


6498436 






Score 


160 






Exons 


1. .243 














GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 







35415 



Seq. No. 35584 Seq. ID 

Gene No. 73456 Strand 

Start 1 End 

Name OJ990728_05 . 9A27 . C4 5 . ol . gs' Method 

Start 1 End 

GI none Score 

Exons 1..183 



OJ990728_05.9A27.C45 
+ 

183 

GENSCAN 

183 

.91 



Seq. No. 


35585 








Seq. ID 


Gene No. 


1 *Z A c.*7 








o trana 


Start 


c q 

JO 








17 y-J 

_na 


Name 


UJ y y U / Zo 


uo . yA_ / . O 


. Ol 


.gs 


Method 


Start 


c. q 

JO 








bna 


C T 


none 








Score 


Exons 


JO. . ji.D/ 


4 JU . . ojy 








Seq. No. 


35586 








Seq. ID 


Gene No. 


73458 








Strand 


Start 


308 








End . 


Name 


. OJ990728 


_05.9A27.C47 


.Ol 


.gs 


. .Method 


Start 


,.308,_. 








,...End ._, . . 


. GL._ , ,. 


...none ..... _ 








.Score, 


Exons 


308. .378 










Seq. No. 


35587 








Seq. ID 


Gene No. 


73459- 








Strand 


Start 


33 








End 


Name 


OJ990728 


_05.9A27.C51 


.ol 


.gs 


Method 


Start 


33 








End 


GI 


none 








Score 


Exons 


33. .183 











OJ990728_05.9A27.C46 
639 

GENSCAN 

639 

.84 



OJ990728_05.9A27.C47 
+ 

378 

GENSCAN . .. .. . 

.37,8.. 



OJ990728_05.9A27.C51 

183 . 
GENSCAN 
183 
.94 



Seq. No. 


35588 




Seq. ID 


OJ990728_05. 


. 9A27. 


C52 


Gene No. 


73460 




Strand 








Start 


340 




End 


414 






Name 


OJ990728 05 


.9A27.C52.ol.gs 


Method 


GENSCAN 






Start 


340 




End 


414 






GI 


none 




Score 


.95 






Exons 


340. .414 












Seq. No. 


35589 




Seq. ID 


OJ990728_05. 


. 9A27. 


C53 


Gene No. 


73461 - 




Strand 


+• 






Start 


1'. • ; • ' - 




- End - - •' 


■809 






Name 


OJ990728 05 


■9A27.C53.ol.np . 


Method 


' AAT/NAP 






Start ' 


1 




End 


809 






GI 


4539400 




Score 


556 






Exons 


1..131, 250 


..373, 458. .571, 


688. .809 








GI Qescrip. 


(AL035526) j 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


35589 




Seq. ID 


OJ990728_05. 


.9A27. 


C53 


Gene No. 


73461 




Strand 


+ 






Start • 


1 




End 


809 






Name 


OJ990728 05 


. 9A27 ..C53.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


534 






GI 


none 




Score 


179 






Exons 


1..150, 15. 


.137, 208. .306, 


209. .304, i 


286.. 330, 287. 


, .331, 





35416 



323. .373,. 455. -532, 456. .533, 457. .534, 457. .534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35589 
73461 
1 

OJ990728_05 . 9A27 . C53 . ol . tm 
94 

none 



Seq. ID OJ990728_05.9A27.C53 

Strand + 

End 809 

Method TBLASTX : Maize 

End 776 

Score 77 



94. .165, 102. .137, 244. .372, 248. .373, 303. .377, 452. .571, 
455. .571, 456. .572, 457. .585, 686. .748, 687. .776, 688. .774. 



Seq. No. 35589 

Gene No. 73461 

Start 1 

Name 0 J990728_05 . 9A27 . C53 . ol . gs 

Start 250 

GI none 

Exons 250. .373, 458. .571, 688.-768 



Seq. ID OJ990728_05.9A27.C53 

Strand + 

End 809 

Method GENSCAN 

End 768 

Score . 9 



Seq. No. 35590 

Gene No. 73462. . 

Starts, _1JQ5_ .. . _ \, 

Name_ .. OJ99Q728_Q5...9.A27 .,C5A.,pL, gs.. 

Start 105 

GI none 

Exons 105.. 140 



Seq. ID OJ990728_05.9A27.C54 

Strand.. + 

..End. ; ..14 0_ 

.Method , . .GENSCAN,.. , ... 

End 140 

Score .78 



Seq. No. 35591 

Gene No. 73463 

Start 119 

Name OJ990728_05 . 9A27 . C59 . ol . gs 

Start 119 

GI none 

Exons 119.. 194 



Seq. ID OJ990728_05.9A27.C59 

Strand + 

End 194 

Method GENSCAN 

End 194 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq; No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



35592 
73464 
1 

OJ990728_05 . 9A27 . C60 . ol . np 
1 

4539400 
1. .102, 240. .401, 497...538 

-(AL035526) putative -protein [Arabidopsis thaliana] 



Seq. ID OJ990728_05.9A27.C60 
Strand 

End 538 

Method AAT/NAP 

End 538 

Score 207 



35592 . . . 

73464 

1 

OJ990728_05 . 9A27 . C60 . ol . tm 
47 

none 



Seq.'- ID' OJ990728_05.9A27.C60. 
Strand 

End ■ 538 

Method TBLASTX : Mai ze 

End 538 

Score 62 



47. .103, 49. .114, 57. .113, 60. .119, 234. .401, 238. .417, 
240. .407, 494. .538, 498. .536 



Seq. No. - 35592 

Gene No. 734 64 

Start 1 

Name OJ990728_05 . 9A27 . C60 . ol . gp 



Seq. ID ' OJ990728_05.9A27.C60 
Strand 

End 538 

Method AAT/GAP 



35417 




otart 


A Q 
4 O 




End 


393 








GI 


LIB34 / 4-001-Pl-Kl-Gl^ 




Score 


362 








Exons 


ao i a o o /i n o n o 

48 . . 10Z, z4U . . Jy J 














GI Descrip. 


i a c o a a a a y n <v.w i p^no") a c. c i 

4539400/ emJo I CAB o / 4 b b . 1 


1 z . ue 


-35 (AL035526) putative protei] 




[Arabidopsis thaliana) 1 














Seq. No. 


35592 




Seq. ID 


0 J9 90728 


A C 

_05 , 


A 7\ O *7 

, 9A2 / 


. CoO 


Gene No. 


.73464 




Strand 










Start 


i 




End 


coo 
5 Jo 








Name 


ATrtnmoo a c Anon cc\ 

OJyyo i Zo Do . yAz / . Cbu . oi 


. gs 


Method 










Start 


c o 




17 T> 

Lna 


4 Ul 








GI 


none 




Score 


. 91 








Exons 


co i a o o / n yini 
0Z..1UZ, Z4U..4U1 














Seq. No. 


j d o y o 




Seq. ID 


OJ99U 1 Zo 


A C 

05 . 


A 7\ O *7 

, 9Az / 


. C64 


Gene No. 


73465 




Strand 










Start 


1 




End 


ilU 








Name 


OJ990728 05.9A27.C64.ol, 


.np 


Method 


AAT/NAP 








Start 


1 




End 


O 1 A 

310 








GI 


6539570 




Score 


95 








Exons 


. L. .310 














.,.QI_..Pe-S.c.r.i.p..._, .. 


,.-.(ARpm 


.,$a.tivaJ:„ 




~- — ~ 




Seq. No. 


35594 




Seq. ID 


/*\ to n ATI n 

OJ990728 


A C 

05 , 


—>•■•• 

, 9A27 


. C68 


Gene No. 


73466 




Strand 










Start 


35 




End 


410 








Name 


OJ990728 05. 9A27.C68.ol, 


.gs 


Method 


GENSCAN 








Start 


35 




End 


410 








GI 


none 




Score 


.77 








Exons 


35. .102, 317. .410 














Seq. No. 


35595 




Seq. ID 


/^i T A A A T A O 

OJ990728 


A C 

05 , 


A 7\ O "7 

, 9A2 / 


. C / 1 


Gene No. 


73467 




Strand 


+ 








Start 


1 




End 


531 








Name 


OJ990728 05.9A27.C71.ol, 


.np 


Method 


TV 7\ m / XT 7V T""4 

AAT/NAP 








Start 


1 




End 


531 








GI 


5091513 




Score 


840 








Exons 


1. .531 














GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


35596 




Seq. ID 


/-\ in a An oo 

OJ990728 


A C 

05 . 


A 7\ O T 

, 9A27 


. C72 


Gene No. 


73468 - - 




Strand 


+ 








Start . • 


45" 




.End 


c c c 

555, 








Name 


OJ990728 05.9A2.7.C72..O1, 


.gs- - ■ 


Method 


■GENSCAN 








Start 


45 




End 


555. . 








GI 


none 




Score 


. 91 








Exons 


45. .254, 256. .384, 449., 


.555 












Seq. No. 


35597 




Seq. ID 


OJ990728 


_05, 


, 9A27 


.C73 


Gene No. 


73469 




Strand 










Start 


116 




End 


430 








Name 


OJ990728 05. 9A27.C73.ol, 


■ gp 


Method 


" AAT/GAP 








Start 


116 




End 


430 








GI 


72524 1.R1084 




Score 


406 








Exons 


116. .430 















GI Descrip. 1 50914 96/dbj I AB0234 82 . 2 | AB0234 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



35418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35597 
73470 
449 

OJ990728 

449 

none 

449. .548 



05.9A27.C73.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_05.9A27.C73 
548 

GENSCAN 

548 

.48 



Seq. No. 35598 Seq. ID 

Gene No. 73471 Strand 

Start 374 End 

Name OJ990728_05 . 9A27 . C74 . ol . gs Method 

Start 374 End 

GI none Score 

Exons 374.. 406, 1801.. 1843 



OJ990728_05.9A27.C74 

+ <•> , 

1928 

GENSCAN 

1843 

.69 



Seq. No. 
Gene No. 
Start 
Name 

__Sfc.arJt. 

-GI... ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI ■ 
Exons 



35598 
73471 
374 

OJ990728_05 . 9A27 . C74 . ol . np 

"a 5 1 



Seq. ID OJ990728_05.9A27.C74 
Strand + 
End 1928 
Method AAT/NAP 

EncL_ JL32g_ , „; 

Score. ...5.1.,.. . - ^ „- 



1204. .1253, 1683.. 1719, 1777. .1928 , - 

(AC006931) 60S ribosomal protein L11B [Arabidopsis thaliana] 



35599 
73472 
1 

OJ990728_05 . 9A27 . C75 . ol . np 
1 

1172817 

1..282, 539. .583 
60S RIBOSOMAL PROTEIN L11B 
(X81800). ribosomal protein 
gi|4 539392|emb|CAB37458.1| 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990728_ 
+ 

583 

AAT/NAP 

583 

291 



05.9A27.C75 



(L16B) gi| 550547 |emb|CAA57396| 
L16 [Arabidopsis thaliana] 
(AL035526) ribosomal protein Lll, 



cytosolic [Arabidopsis thaliana] 

35599 Seq. ID 

73472 Strand 

1 End 

OJ990728_05.9A27.C75.ol.tc Method 

71 • -.End 

' none ' - ,* Score" 

71. '.283, -73. .288, 86. .289 . ... . 



Seq. No. 35599. Seq. ID 

Gene No. 73472 Strand 

Start 1 End 

Name OJ990728_05 . 9A27 . C75 . ol . tw Method 

Start 74 End 

GI none Score 

Exons 74. .283, 82. .288, 86. .289 



OJ990728_05.9A27.C75 
+ 

583 

TBLASTX: Cress 
289 ' 
338 ' 



OJ990728_05.9A27.C75 
+ 

583 

TBLASTX: Wheat 

289 

334 



Seq. No. 
Gene No. 
Start 



35599 
73472 
1 



Seq. ID OJ990728_05.9A27.C75 
Strand + 
End 583 



35419 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990728_05 . 9A27 . C75 . ol . tm Method TBLASTX : Maize 
76 End 300 

none Score 7 3 

76. .282, 77. .289, 79. .138, 86. .280, 220. .300 



35599 
73472 
1 

OJ990728_05 . 9A27 . C75 . ol . ts 
82 

none 

82. .282, 86. .283 

35599 
73472 
1 

OJ990728_05. 9A27 . C75 . ol . gs 
84 

none 

84. .283 . . 



Seq. ID OJ990728_05.9A27.C75 

Strand + 

End 58.3 

Method TBLASTX : Soybean 

End 283 

Score 335 



Seq. ID OJ990728_05.9A27.C75 

Strand + 

End 583 

Method GENSCAN 

End 283 

Score .84 



,.S_eq..„ Nc> 

Gene No. . . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No', 

Start 

Name 

Start 

GI 

Exons 



J356_CLQ_ „ . ...\. 

..73.4.7.3-. ..... . 

■ 1 

OJ990728_05. 9A27 . C7 6 . ol . np 
1 

4538896 
1. .272 

(AL049482) putative protein [Arabidopsis thaliana] 



Sag I„D, . 0J9 .9 QJZ&J)3^M2J„.£;i§^ 

.Strand. «, .. _ . 

272 

AAT/NAP 
272 
224 



End 

Method 

End 

Score 



Seq. ID OJ990728_05.9A27.C78 

Strand + 

End 107 

Method AAT/GAP 

End 107 

Score 145 



35601 
73474 
1 

OJ990728_05 . 9A27 . C78 . ol . gp 
1 

23880_5.R1084 
1. .107 

, 4680189/gb|AF111710.1|AF111710 1.0e-25 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 



35602 ' ' 
73475 .■ 

95 • : 

OJ990318_05. 9A03.C1 .ol.gs 
95 

none 
95. .298 



Seq. ID OJ990318_05.9A03.C1 

Strand - • • 

End 2 98 

Method GENSCAN 

End 298 

Score . 8 



Seq. No. 35603 

Gene No. 73476 

Start 36 

Name OJ990318_05 . 9A03 . C2 . ol . gs 

Start 36 

GI none 

Exons 36. . 140 



Seq. ID OJ990318_05. 9A03.C2 
Strand 

End 140 

Method GENSCAN 

End 140 

Score .75 



35420 




Seq. No. 


35604 








Seq. ID 


OJ990318 


_05 


. 9A03 


.C3 


Gene No . 


/ J 4 / / 








Strand. 


1 








Start 


± iz y 








tjnci 


1 z 1 0 








Name 




q a n 7 


. . Oi . 


gp 


Method 


7\ 7\ rp / /-» tl 0 

AA1 / bAr 








Start 


i iz y 








ii.na 


1 Z X 0 








bl 


none 








Score 


191 
X Z 1 








Exons - 


1 1 z y . . izio 


















Seq. No. 


35604 








Seq. ID 


OJ990318 


_05 


.9 AO 3 


.C3 


Gene No . 


70/70 








otranu 










Start 


1 1 DO 








Hjna 


IjIo 








Name 


ujyyuoio uo 


. yAU o 


. Lj . Ol . 


gs 


Method 


C T? NT C H Z\ M 








Start 


1 1 DO 










1010 
IJio 










none 








Score 


. 89 








Exons 




















Seq. No. 


35604 








Seq. ID 


OJ990318 


_05 


. 9A03 


.C3 


Gene No . 


/ 0 h 1 y 








0 l r ana 


_L 
T 








Start 


Z (JO 0 








i^na 


0 Z z 0 








Name 


ojyyujio (Jo 


. yAU 3 


. L 0 . oz . 


gs 


Method 










.Start 


_..4.V.5 P 






— 




IOOQ 








GI_ M L- fc .„,.,. BW . 


■ ...none. _ ,. 








..Score, T 


..... ,/.y , , . ,. 








Exons 


2056...2115, 


3139 


3228 














Seq. No. 


35604 








Seq. ID 


OJ990318 


_05 


.9 AO 3 


.C3 


Gene No. 


73480 








Strand 


+ 








Start 


3980 








.Lna 


6543 








Name 


OJ990318 05 


. 9 AO 3 


.C3.o2. 


gp 


Method 


AAT/GAP 








Start 


3922 








T7< — . J 


4446 








GI 


uC-osflcyp!4 4f08bl 




Score 


706 








Exons 


3922. .4155, 


4239 


. .4446 














GI Descrip. 


f 2213629 5. 


Oe-37 


{AC000103) 


TO T TCI O 1 


[Arabidopsis 


thaliana 


Seq. No. 


35604 








Seq. ID 


OJ990318 


_05 


. 9A03 


.C3 


Gene No. 


73480 








Strand 


+ 








btart 


3980 








End 


6543 








XT _ _ 

Name 


OJ990318 05 


.9A03 


.C3.ol. 


np 


Method 


AAT/NAP 








Start 


3974 








End 


6532 








bl 


2213629 








Score 


1585 








Exons 


3974. .4155, 


4239 


. .5143, 


6021 


. .6112, 6239. .6322, 


6446. .6532 


GI ■ Descrip . 


(AC000103) 


F21J? 


.21 [Arabidopsis thaliana] 








Seq i-- "No. 


•35604 








" Seq. ID 


OJ990318 


_05 


. 9A03 


.C3 


Gene No . 


.73480 .. 








Strand 


+ 








Start 


* 3980 








r End 


6543' * : 








Name 


OJ990318 05 


. 9A03 


,C3.o3. 


gs 


Method 


GENSCAN 








Start 


3980 








End 


. 6543 








bl 


none 








Score 


■'. 92 








Exons 


3980. .4155, 


4239 


. .5143, 


6239 


. .6307, 6437. .6543 








Seq. No. 


35604 . 








Seq. ID 


OJ990318 


_05 


.9 AO 3 


.C3 


Gene No. 


73481 








Strand 


. + 








Start 


7030 








End : " 


1 7452 








Name 


OJ990318 05 


. 9 AO 3 


.C3.o3. 


gp 


Method 


AAT/GAP 








Start 


7030 








End 


7452 








GI 


none 








Score 


797 









35421 






7030. 


.7452 














Seq. No. 


35604 










Seq. ID 


OJ990318 


_05. 9A03.C3 


Gene No. 


73482 










Strand 








7374 










End 


10973 




NaiTl6 


OJ990318 05 




P^ r»9 


cm 


Method 


TBLASTX : 


Mai ze 




3914 










End 


4367 




P T 


none 










Score 


243 




TP v /-v r"\ 


3914. 


.4153, 


^QR7 

O .7 J f 


A 07 Q 


a n n q 

4UU J . 


.4155, 4230. .4367, 


AO A d ^ "3 £ R 
4 Z 4 U . . *i JDj 


Seq. No. 


35604 










Seq. ID 


OJ990318 


_05. 9A03.C3 


Gene No. 


73482 










Strand 






uLdlL 


7374 










End 


10973 




Name 


OJ990318 05 


. Z>r\\J O 


P^ r\0 

. KsZ) . OZ. . 




Method 


TBLASTX: 


ooyoean 


Q 4~ -3 ^-f- 

DLalL 


3985 










End 


4251 






none 










Score 


247 




Hi Xvji lO 


3985. 


4152, 


3986 


A 1 R 


4 c. O J. . 


. 4251 






o e q . in o . 


35604 










Seq. ID 


OJ990318 


_05. 9A03.C3 


bene no . 


73482 










Strand 






Start 


7374 










End 


10973 




,Name_. 


.J.™QJ99Q318 05,.,?A03. 


.C3..01. 


fee , 


...Method _ 


. T B L AS V T X .: <Z re ss, 


Of 3 

.OLal. L. 


. 4012... 










.End 


..65.41 ... 




P T 


none 










Score 


234 




T* 1 /"v T""\ <T? 


4012. 


4152, 


4 U 1 J 


. . ft 1 3 0 , 


■ A 9 1 0 
4 Z O, :? . 


.4385, 4240. .4533, 


4ouo. .4 o yz 




4507. 


4593, 


4593 


d 6 R R 


4 3 .7 ft . 


.4653, 4738. .5142, 


4740. .5141 




6029. 


6112, 


6239 


. • DjIU, 


0 4 4 U . 


. 6541 






o e q . no. 


35604 










Seq. ID 


OJ990318 


Uo . 9A0o . Co 


Gene No. 


73482 










Strand 






Start 


7374 










End 


10973 




Name 


OJ990318 05 


.9A03 


p'} 1 
. Oj . 0± . 


L S 


Method 


TBLASTX: 


Soybean 


jCait 


4264 










End 


4953 




o± 


none 










Score 


179 






4264. . 


4392, 


4266 


. .40/0, 


/I /I "3 R 
4 ft JJ . 


.4488, 4449. .4487, 


4498. .4653 




4524. . 


4655, 


4696 


d 7 Q 9 


4 7 4 n 


.4952, 4747. .4953 




oeq. ln o • 


35604 










Seq. ID 


OJ990318 


_05. 9A03.C3 


Gene No. 


73482 










Strand 






Start 


7374 










End 


10973 




Name 


OJ990318 05 


. 9A03 


P^ r\ 1 


cm 


Method 


TBLASTX: 


Maize 


o t air u 


4582 










End 


6535 




PT 


none 










Score . 


75 




U 1 \r s-\ TT\ O 


.-■ 4582. . 


4656/ 


4602 


/I £ R R - 


/I £ Q R 


.5141, .4696. .5142-, 


6239. . 6322 




6245. . 


6319, 


■■64 22 


. DJ JJ 










o e q . ln o . 


35604 










Seq. ID 


OJ990318 


_05. 9A03.C3 


Gene No. 


73482 










Strand 






Start 


7374 










End 


10-973 




Name 


OJ990318 05 


. 9 AO 3 


P*3 ^ "3 
1^0 . O J . 


■f- 0 


Method 


TBLASTX: 


Soybean 


otart 


4954 










End 


6544 




GI 


none 










Score 


232 




Exons 


4954.. 


5142, 


4959 


.5141, 


6239. 


.6322, 6241. .6318, 


6439. . 6540 




6440. . 


6544 














Seq. No. 


35604 










Seq. ID 


OJ990318 


_05. 9A03.C3 


Gene No. 


73482 










Strand 







35422 



Start 


7374 


End 


10973 




Name 


riTQQH'?! fl fl ^ Qnn^ Ck i-m 


Method 


TBLASTX: Maize 






/ J4 o 


End 


9727 






none 


Score 


39' 




Exons 


T "5 y| Q mi T^/lQ *7 ^ "7 0 T /I /I fl 

/ J4o . . / j / / / f JQy • . l J f £ , / 4 fl U . 


.7559, 7450. .7557, 7647. .7787, 






.9727 






Seq. No, 




Seq. ID 


OJ990318_05.9A03 




Gene No. 


73482 


Strand 






Start 


7374 


End 


10973 




Name 


OJ990318 05.9A03.C3.o2.np 


Method 


AAT/NAP 




otart 


7374 


End 


10642 






4220484 


Score 


222 




Exons 


7374. .7563, 7648. .7784, 9671. 


.9720, 10564. .10642 




GI Descrip. 


(AC006069) hypothetical protein [Arabidopsis thaliana] 




beq. wo. 


35604 


Seq. ID 


OJ990318_05. 9A03 


.C3 


Gene No . 


73482 


Strand 






Start 


7374 


End 


10973 




Name 


OJ990318 05. 9A03.C3.o4 . gp 


Method 


AAT/GAP 






7476 


End 


10973 






-75,9/77. .1....R1084.." \ ..... , 


. Scor.e.. ... 


..Z85._ _ „ 




Exons . „ 


. .7.47.6. . 756.3., . , 764.8.. .77.8.4, 9671,. 


. 9 7 2.0,, ^ .1.0 5 6 4. ... .1 0 6.8 9 , 1.0 8 8.0. 




GI* Descrip. 


' 585217 0/embl AL117 265. 1 I0ST17 


804 3.0e- 


94 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ? 


oeq. no. 


35605 


Seq. ID 


OJ990318_05.9A03 


.C4 


Gene No. 


73483 


Strand 


+ 




Start 


59 


End 


2023 




Name 


OJ990318 05.9A03.C4.ol.np 


Method 


AAT/NAP 




otart 


59 


End 


2023 






5042463 


Score 


186 




Exons 


59. .254, 671. .893, 1563. .1724 


, 1776. .2023 




tax uescrxp. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


35605 


Seq. ID 


OJ990318_05.9A03 


.C4 


Gene No. 


73484 


Strand 








1631 


End 


1761 




Name 


OJ990318 05.9A03.C4.ol.gs 


Method 


GENSCAN 




btart 


1631 


End 


1761 






none 


Score 


.63 






1631. .1761 








Seq; .No. 


35606/ ' 


Seq. ID- 


OJ990318_05. 9A03 


.C5 • - 


Gene No. . 


73485 


Strand 


+ 




otaiL 


'621 


End 


692 




Name 


OJ990318 05. 9A03.C5.ol . gs 


Method 


GENSCAN 






621 


End 


692 






none 


■£core 


.48 




Exons 


621. . 692 








Seq. No. 


35607 


Seq. ID 


OJ990318_05.9A03 


.C6 


Gene No. 


73486 


Strand 






Start 


644 


End 


1125 




Name 


OJ990318 05.9A03.C6.ol.gs 


Method 


GENSCAN 




Start 


644 


End 


985 




GI 


none 


Score 


.57 





35423 



Exons 



644. .985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35607 
73486 
644 

OJ990318_05. 9A03.C6.ol.np 
647 

4234854 
647. .1125 

(AF082134) pol polyprotein [Zea mays] 



Seq. ID OJ990318_05.9A03.C6 
Strand 

End 1125 

Method AAT/NAP 

End 1125 

Score 571 



35607 
73486 
644 

OJ990318_05 . 9A03 . C6 . ol . tw 

698 

none 

698. .1093, 864. .1097 



Seq. ID OJ990318JD5.9A03.C6 
Strand 

End 1125 

Method TBLASTX : Wheat 

End 1097 

Score 110 



Seq. No. 35607 

Gene No. 73486 

.Start,... .64.4 _ „. . ... - _ 

. Name , „ ..OJ9.90318_.05...9A03.. C6^ol ..ts 

Start 701 

GI none 

Exons 701.. 892, 881.. 1072 



Seq. ID OJ990318_05. 9A03.C6 
Strand 

..End... 1125 ^ 

„ Method . 4 . TBLASTX.: Soybean. 

End 1072 

Score 116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

■ GI ■ Descrip. 

Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 



35608 
73487 
1 

OJ990318_05. 9A03.C7 .ol.np 
1 

4234854 
1..890, 2383. .2413 

(AF082134) pol polyprotein [Zea mays 



Seq. ID OJ990318__05. 9A03.C7 
Strand 

End 2413 

Method AAT/NAP 

End 2413 

Score 695 



35608 
73487 
1 

OJ990318_05 . 9A03 . C7 . o2 . np 
1 

4234846 

1. .33/ 844. .1530, 1564. .1740 

(AF082130) gag-pol. polyprotein [Zea mays] 



Seq. . ID. OJ990318__05. 9A03.C7 
Strand 

End 2413 

Method AAT/NAP 

End 1740 

Score 352 



35608 
73487 
1 

OJ990318_05. 9A03.C7 i .ol ,tc 
2 

none 

2. .247, 9. .245 



Seq. ID OJ990318_05. 9A03.C7 
Strand 

End 2413 

Method TBLASTX : Cress 

End 247 

Score 114 



Seq. No. 35608 

Gene No. 73487 

Start 1 

Name OJ990318 05 . 9A03 . C7 . ol . ts 



Seq. ID OJ990318_05.9A03.C7 
Strand 

End 2413 

Method TBLASTX : Soybean 



35424 



Start 2 End 334 

GI 5509260 Score 78 

Exons 2.. 238, 2.. 334/ 21.. 245 
GI Descrip. 



oeq . ino . 


jjOUO 






Qorr T H 
ocCj . 1U 


UJ^jUjIO Uj. jHUO.t / 




/ O fi 0 / 






C -f- ran H 
0 L rallQ 






X 






Cjnci 


9 d 1 "3. 


Name 


OJ990318 


_05. 


9A03.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


26 






End 


334 


(ZT 


none 








1 1 u 


Exons 




97 


9fi A 






Corf 

O e C] . In O . 


JjDUO 






ocC]. J. IJ 


nTQQfl^lfi OR Qnm f7 


(~1 o o TvT /^i 


7^4 R7 






U Li dl 1U 




OLaiL 


1 

X 






CjilU 


9 4 1'} 


Mom o 


O.TQQfm ft 


OS 


QAfH P7 n1 1"w 


Mot" h nH 


TRT.ASTX • Whpat 

J. OJjAO 1 /\ . VV11CCI L. 


Start 


35 






End 


403 


GI 


none 






Score 


74 


Exons 


. 35. ,193, 


36. 


.188, 2.18.. 403,. 






JSeiq,... No,._. 


_ ,35.608. 






S.eq...„.,,Ii? 


„0 J 9 9.0 .3.1$ J)& 9 A.03. ? ,C2_ 


Gene. No.. . 


. 734 87... 






Strand _ 




Start 


1 






End 


2413 


Name 


OJ990318 


_05. 


9A03.C7.ol.gs 


Method 


GENSCAN 


Start 


50 






End 


1746 


GI 


none 






Score 


. 61 


Exons 


50. .519, 


896 


..1063, 1125. .17' 


16 





Seq. No. 


35608 








Seq. ID 


OJ990318 


_05.9A03.C7 


Gene No. 


73487 








Strand 






Start 


1 








End 


2413 




Name 


OJ990318 05 


.9 AO 3 


.C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1096 








End 


1644 




GI 


none 








Score 


136 




Exons 


1096. . 1323, 


1099 


. . 1644, 


1100. 


.1642 






Seq. No. 


35609 








Seq. ID 


OJ990318 


_05.9A03.C9 


Gene No. 


73488 








Strand 


+ 




Start 


212 








End 


1307 




Name 


OJ990318 05 


9 AO 3 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


212 








. End 


1307 




GI 


none 








- Score 


. 4 7 . - 




Exons 


.212. .340, 1224.-. 


1307 










Seq. No. 


35609 








Seq. ID 


OJ990318 


_05. 9A03.C9 


Gene No. 


73489 








Strand 


+ 




Start 


2566 








End 


5508 




Name 


OJ99031§ 05 


9 AO 3 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


2566 








End 


5508 




GI 


none 








Score 


.79 




Exons 


2566. .2753, 


2902 


. .3018, 


3124. 


.3160, 3450.. 3633, 


4397. .5508 


Seq. No. . 


35610 








Seq. ID 


OJ990318 


_05.9A03.C10 


Gene No. 


73490 








Strand 


+ 




Start 


1420 








End 


2860 




Name 


OJ990318 05. 


9 AO 3 


.ClO.ol 


.gs 


Method 


GENSCAN 





35425 



Start 
GI 

Exons 



1420 End 2860 

none Score .58 

1420. .1554, 2077. .2216, 2746. .2860 



Seq. No. 35610 Seq. ID 

Gene No. . 73491 Strand 

Start 4115 End 

Name OJ990318_05 . 9A03 . C10 . o2 . gs Method 

Start 4115 End 

GI " none Score 

Exons 4115. .4233, 4638. .4758 



OJ990318_05. 9A03.C10 

4758 
GENSCAN 
4758 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq... No.. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35611 Seq. ID 

73492 Strand 
58 End 
OJ990318_05 . 9A03 . Cll . o2 . np Method 
58 End 
6587849 Score 
58. .92/ 3011. .3421, 4753. .4789 

(AC006551) Very similar to retrotransposon reverse transcriptase 
[Arabidopsis thaliana] 



OJ990318_05. 9A03.C11 
+ 

4789 
AAT/NAP 
4789 
219 



.35611 , S.eq... ; ID......O.J.99031.8 t _0.5,,9A03..Cll- 

73493 Strand 

3623 End 4247 

OJ990318_05 . 9A03 . Cll . ol . gp Method AAT/GAP 
3623 End 4247 

3761363 Score 1142 

3623. .4247 

5852170/emb|AL117265. 1 IOST17804 1.0e-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 

35611 Seq. ID OJ990318_05 . 9A03 . Cll 

73494 Strand 

4206 End 4378 

OJ990318_05. 9A03.Cll.o3.np Method AAT/NAP 
4206 End 4378 

6063554 Score • 121 

4206. .4378 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



35611 
73495 
4446 

OJ99O318_05. 9A03.Cll.ol. ts 

2100 • 

none 

2100.. 2303, 2352.. 2531 

35611 
73495 
4446 

OJ990318_05. 9A03.Cll.ol.tm 

2120 

none 



Seq. ID 

Strand 

End' 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_05.9A03.C11 
4789 

TBLASTX: Soybean 

2531 

122 



OJ990318_05. 9A03.C11 
4 7 89 

TBLASTX: Maize 

2531 

114 



35426 



Exons 




2163. .2321, 2352. .2531, 2390. .2515 








Seq. No. 


•■ 35.611 


Seq. ID 


OJ990318 


_05. 


9A03. 


Cll 


Gene No. 


7 3295 


Strand 


- 










4 4 4 £ 
4 *i f* D 


End 


4789 








Name 




9A03.. Cll . ol . tw Method 


TBLASTX: 


Wheat 




Start 




End 


3337 










none 


Score 


288 








Exons 


OAOI "3 *3 £ 

JU J 1 . . j J JO , 


3035. .3337 










beq. no. 




Seq. ID 


OJ990318 


_05. 


9A03. 


k> X X 


Gene No . 


73495 


.Strand 










Start 


4446 


End 


4789 








Name 


OJ990318 05. 


9A0 3 . CI 1 . o2 . gp Method 


AAT/GAP 








b tart 


4446 


End 


4789 










2427387 


Score 


655 








Exons 


4446. .4789 












GI Descrip. 


5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 






indica (GLA4 ) 


genomic DNA, chromosome 4 


, BAC clone :tl7804 




Seq. No. 


35612 


Seq. ID 


OJ990318 


_05. 


9A03. 


C12 


. Gene Mo _.__,„. 


_7 3.4.9.6 


... ,,,^„_^.jStrand.._. 








— .™. 


,btart.. .... £ 


...1.48. . ...... 


- __End 








* — . — • 


Name 


OJ990318 05. 


9A03 . Cl-2 . ol : gs Method 


GENSCAN 








Start 


148 


End 


751 










none 


Score 


.87 








Exons 


148. .161, 673. .751 










Seq. No. 


35612 


Seq. ID 


OJ990318 


n q 
Uo . 


9 AO 3. 


C12 


Gene No . 


73497 


Strand 


+ 








C4- -i „ 4- 

btart 


1072 


End 


5210 








Name 


OJ990318 05. 


9A03 . C12 . o2 . gs Method 


GENSCAN 








Start 


1072 


End 


5210 










none 


Score 


.77 








Exons 


1072. .1886, 


2022. .2099, 3560. .3726, 5173. .5210 








beq. no. 


35612 


Seq. ID 


OJ990318 


_05. 


9A03. 


PI 9 


Gene No. 


73497 


Strand 


+ 








Start 


1072 


End 


5210 








Name 


OJ990318 05. 


9A0 3 . C 1 2 . o 1 . np Met hod 


AAT/NAP 








bt art 


1501 


End 


2926 










5852084 


Score 


90 ■ 








Exons 


. 1501. .1536, 


2843: .2926 










GI Descrip. 


■ (AL117264) 2wh0007.1 [Oryza- sativa] - 










beq. jno . 


35612 


Seq. 'ID ' 


OJ990318 


_05. 


9A03. 


PI 0 


oene no . 


73497 


Strand 


+ 








Start 


1072 


End 


5210 








Name 


OJ990318 05. 


9A03 . C12 . o2 . gp Method 


AAT/GAP 








btart 


3179 


End 


3239 








/~> ~r 


688 1.R1084 


Score 


77 








Exons 


3179. .3239 












GI Descrip. 


•226661/prf | 


I1603356CM 6.0e-54 trnA intron ORF 


109 


[Oryza 




sativa] ? 












Seq. No. 


35612 


Seq. ID 


OJ990318 


_05. 


9A03. 


C12 


Gene No. 


73498 


Strand 











35427 




Start 


133 




End 


510 


Name 


OJ990318 05. 9A03.C12.ol 


• gp 


Method 


AAT/GAP 


Of vf 

btart 


133 




End 


510 




2427387 




Score 


723 


Exons 


133. .510 








GI Descrip. 


5852170/emb|AL117265. 1 | 


0ST17 


304 3.0e-94 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, bAb clone :ti/o(J4 


beq. no. 


35612 




Seq. ID 


ujyyuoio uo.yAuo.bi^ 


Gene No. 


73499 




Strand 




Start 


2026 




End 


Oil Q 


Name 


OJ990318 05.9A03.C12.o2 


.np 


Method 


AAT/NAP 


Start 


2026 




End 


3719 


GI 


82517 




Score 


57 


Exons 


2026. .2049, 3176. .3241, 


3609 


. .3719 






hypothetical 12K protein (trnA intron) 


- rice chloroplast 


beq. No. 


35612 




Seq. ID 


OJ990318_05.9A03.C12 


Gene No. 


*7 o c r\ r\ 

73500 




Strand 




Start 


6572 




End 


9874 


Name 


OJ990318 05. 9A03.C12.o3 


.gs 


. Method 


GENSCAN . ' 


Start.. 


«-6$72___ 




_EncL, ■ 


.987J_ ... 


GJ:. — 


_none_ ; ~_ ...^.i^.,..-..'., 




. ,,S,cpra..._ 




Exons • 


6572. .6646,, 7022. .7304/ 


7385 


.-.7 555, 7 633. .8477, 8725. .9069, 




9146. . 9365, 9621. . 9874 








Seq. No. 


35613 




Seq. ID 


OJ990318 05.9A03.C14 


Gene No. 


/ ooul 




Strand 




btart 


128 




End 


145 


Name 


OJ990318 05. 9A03.C14 .ol 


. gs 


Method 


GENSCAN 


Start 


128 




End 


145 


C T 

bi 


none 




Score 


.74 


Exons 


128. .145 








Seq. No-. 


35614 




Seq. ID 


OJ990318_05 . 9A03 . C15 


Gene No. 


73502 




Strand 




bt art 


27 




End 


52 


Name 


OJ990318 05. 9A03.C15.ol 


. gs 


Method 


GENSCAN 


C -1- — , -v- -1- 

bt art 


27 




End 


52 


r* t 
bl 


none 




Score 


.7 


Exons 


27. .52 








beq. no. 


35615 • • 




Seq^ ID 


OJ990318_05.9A03.C17 


Gene "No. . 


73503' < • 




Strand" 


+ 


Start 


216 . 




. End 


.524 


Name 


OJ990318 05.'9A03.C17.ol 


.np 


Method 


AAT/NAP 


Start 


216 




End 


524 


bl 


6907089 




Score 


152 • ' 


Exons 


216. .524 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


35615 




Seq. ID 


OJ990318_05.9A03.C17 


Gene No. 


73504 




Strand 




Start 


199 




End 


456 


Name 


OJ990318 05. 9A03.C17.ol 


.gs 


Method 


GENSCAN 


Start 


199 




End 


456 


GI 


none 




Score 


.49 



35428 



Exons 



199. .456 



Seq. No. 35616 Seq. ID OJ990318_05.9A03.C18 

Gene No. * 73505 Strand + 

Start 1 End 152 

Name OJ990318_05 . 9A03 . C18 . ol . np Method AAT/NAP 

Start 1 End 152 

GI 6721561 * Score 166 

Exons 1 . . 152 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 35616 

Gene No. 73506 

Start 393 

Name OJ990318_05 . 9A03 . C18 . ol . gs 

Start 393 

GI none 

_Exp.ns SIX ™ ~: ^ 



Seq. ID OJ990318_05.9A03.C18 

Strand + 

End 411 

Method GENSCAN 

End 411 

Score .69 



Seq. No. 35'617 - ■-'■■■-■Seq. ID OJ990318_05 . 9A03 . CI 9 

Gene No. 73507. Strand 

Start 1 End 385 

Name OJ990318JD5 . 9A03 . C19 . ol . np Method AAT/NAP 

Start 1 End 385 

GI 2130082 Score 260 

Exons 1..385 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 | prf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 35617 

Gene No. 73507 

Start 1 

Name OJ990318_05 . 9A03 . CI 9 . ol . gs 

Start 67 

GI none- 

■ Exons ' .67. .317, 338. .346,' - 

Seq. No. 35618- 

Gene No. 73508 

Start 245 

Name OJ990318_05 . 9A03 . C20 . ol . gs 

Start 245 

GI none 

Exons 245.. 406 



Seq. ID OJ990318_05.9A03.C19 
Strand 

End 385 

Method GENSCAN 

End 34 6 

Score . 47 . 



Seq. ID OJ990318_05.9A03.C20 

Strand + 

End 406 

Method GENSCAN 

End 406 

Score .89 



Seq. No. 35619 Seq. ID 

Gene No. 73509 Strand 

Start 1 End 

Name OJ990318__05 . 9A03 . C21 . ol . gp Method 

Start 1 End 



OJ990318_05.9A03.C21 
316 

AAT/GAP 
316 



35429 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



342_1.R1084 Score 624 

1. .316 

1 4 57 4 4 06/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' ' 



35620 
73510 
3885 

OJ990318JD5.9A03.C22.o2.gs 

3885 

none 

3885. .4031 



Seq. ID OJ990318_05.9A03.C22 
Strand 

End 4130 

Method GENSCAN 

End 4031 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

„Seq.'.. Na.:;. 1. 
Gene No. 
Start : 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35620 
73510 
3885 

OJ990318_05.9A03.C22.ol.np 

3888 
6539586 
3888. .4130 . 

(AP000837) hypothetical protein . [Oryza sativa] 



Seq. ID OJ990318_05.9A03.C22 
Strand 

End 4130 

Method AAT/NAP 

End 4130 

Score 417 



3562.1 ,V .J ...Seq.,. ID... Qja9,0318_05 . 9AQ3.„,C2.3 

73511 ■ * ■' . Strand + 

1 . End 4160 

OJ990318_05 . 9A03 . C23 . ol . np Method AAT/NAP 
1 End 1781 

4544372 Score 586 

1..210, 270. .426, 747. .1781 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



35621 
73511 
1 

OJ990318_05 . 9A03 . C23 . ol . gs 
12 

none 



Seq. ID OJ990318_05.9A03.C23 

Strand + 

End 4160 

Method GENSCAN 

End 1546 

Score . 65 



12. .221, 252. .426, 699. .839, 978. .1546 



Seq. ID OJ990318_05.9A03.C23 

Strand + 

End ■ 4160 

Method AAT/NAP • " - 

End 4160 . 

Score 542 



35621 
•73511 

1 - • - • - • 

OJ990318_05 . 9A03 . C23 . o2 . np 
1143 
'629693 

1143. .1215, 2132. .3172, 4116.. 4160 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



35621 
73511 
1 

OJ990318_05.9A03.C23.o2.gs 

2274 

none 



Seq. ID OJ990318_05.9A03.C23 

Strand + 

End 4160 

Method GENSCAN 

End 3'355 * 

Score .66 



2274. .2556, 2691. .3143, 3291. .3355 



35430 



Seq. No. 


35621 








Seq. ID 


OJ990318 


_05.9A03 


.C23 


Gene No. 


73512 








Strand 








Start 










. End 


7746 






Name. 


to on "3 1 q n c; 


Q z\ n *3 

. yAu j 


poo - -3 


. gs 


Method 


GENSCAN 






Start 


z> i y o 








End 


7746 






GI 


none 








Score 


.67 






Exons 


o 1 y b . . 4 14 o, 


4 0 bU 


a a an 
. . 4 bb / , 


A Q A R 
4 0 4 O 


..5267, 5347. .5372, 


5685. .5987, 




aa~i a 
dUdj. . do /o, 


b y i o 


. . / uo b, 


/ jl J 


. .7470, 7664 . .7746 






Seq. No. 


35621 








Seq. ID 


OJ990318 


_05. 9A03 


.C23 


Gene No. 










Strand 


- 






Start 


OJjl 








End 


9102 






Name 


n TQQmi q nc; 

ujyyuoio uo 


q 7\ r> t 
. yAu j 


. 0 . 04 


. L S 


Method 


TBLASTX: 


Soybean 




o car u 


144 








End 


482 






C T 


none 








Score 


195 






Exons 


144 . . 482 
















Seq. No. 


35621 








Seq. ID 


OJ990318 


_05.9A03 


.C23 


Gene No. 


73513 








Strand 








Start 


8531 








End 


9102 






Namg. r _ 




I^e..th.ocl_ 




J>.Q-ybean, 





Start, .. / , 


_ .,9ii . . 










. . 12.7.6. 


■ ; - — - 




GI 


none 








Score 


134 






Exons 


911 . . 1135, 


922 . . 


1101, ' 1136. . 


1276 








Seq. No. 


35621 








Seq. ID 


OJ990318 


_05. 9A03 


.C23 


Gene No. 


73513 








Strand 








Start 


8531 








End 


9102 






Name 


OJ990318 05 


. 9 AO 3 


.C23.ol 


.tw 


Method 


TBLASTX: 


wnea l 




Start 


1073 








End 


1477 






GI 


none 








Score 


72 






Exons 


1073. . 1129, 


1124 


. . 1477, 


1131 


. .1463, 1133. .1477 






Seq. No. 


35621 








Seq. ID 


OJ990318 


_05. 9A03 


.C23 


Gene No. 


73513. 








Strand 








Start 


8531 




.C23.o2 




End 


9102 






Name 


OJ990318 05 


. 9 AO 3 


tm 


Method 


TBLASTX: 


Mai ze 




btart 


1127 








End 


1345 








none 








Score 


287 






Exons 


1127. .1345, 


1136 


. . 1327, 


1147 


. .1344 








Seq. No. ' 


35621 ■ - 








' ■ Seq. . ID 


OJ990318 


f) C Q7\ n ^ 




Gene - . No . 


• 73513' - 








• t Strand 








Start 


8531 








- . End 


9102 ' 






Name 


OJ990318 05 


. 9 AO 3 


.C23.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


1346 








End 


1809 






GI 


none: 








Score 


244 






Exons 


1346. .1534, 


1346 


. . 1522, 


1534 


. . 1806, 1536. . 1805, 


1549. .1 


80$ 


Seq. No. 


35621 








Seq. ID 


OJ990318 


_05. 9A03 


.C23 


Gene No. 


73513 








Strand 








Start 


8531 








End 


9102 






Name 


OJ990318 05 


. 9A03 


.C23.o5 


ts 


Method 


TBLASTX: 


Soybean 




Start* 


1421 








End 


1653 






GI 


none 








Score 


102 






Exons 


1421. . 1534, 


1533 


. . 1652, 


1534 


. .1653 









35431 



Seq. No. 


35621 








Seq. ID 


OJ99031 


3_05.9A03 


.C23 


Gene No . 


*"7 O C 1 A 








Of v , ^ 

btrana 








Start 


O C A 1 

8531 










y ±uz 






Name 


OJ9903io 05 


9 AO 3 


. CZ j.Oj 


. tm 


Method 


i nLiAb 1 A 


: Mai ze 




Start 


A 1 O A 

2 18 4 










Z O t>4 






GI 


none 








Score 


/ O 






Exons 


A 1 O ^ A A /I A 

2184 . . 2342, 


A A A A 

2 34 0 


. . 25b4 












Seq. No. 


35621 








Seq. ID 


OJ99031 


3_05.9A03 


■ C23 


Gene No . 


IOC 1 o 

/ JJiJ 








Q 4- v n n 








Start 


A C 










y i uz 






Name 


ojyyuoio 05 


A 7\ A. O 

9AUo 


. OZ j.Ol 


ts 


Method 


rpQ t 7\ C TV 


; Soybean 




Start 


2187 








hna 


OCQC 

ZDOO 






C T 


none 








O W -L C 


235 






Exons 


A 1 Q O OCQC 


OOQ1 

zz y i 


. . z ft u / 












Seq. No. 


35621 








Seq. ID 


OJ99031 


3_05.9A03 


.C23 


Gene No. 


T A C 1 A 

7 35 1 3 








btrana 








Start 


O C A 1 








hna 


y i uz 






Name 


OJ990318 05 


A 7\ ' A A 

9A03 


/-i A A — A 

. C2 3 . 03 


tw 


Method 


mnT 7\ C TV 

I hJLAb 1 A 


: wneat .._ 


_. . .. 


S.t,ar_t_ _ 


_ 234.3 ..... 










■ on n 




- — 


GI.*.^.- . - . . 


. ,_none , . , 








Sc.or,e 


lo../.„ 






Exons 


O O /I 1 a /~ i a 

2343 . . 2612, 


A /" /"* A 

2 oo9 


O A 1 A 
. . 2 7 1 U 












Seq. No. 


35621 








Seq. ID 


OJ99031 


3_05.9A03 


.C23 


Gene No . 


*7 A C 1 A 

73513 








btrana 








Start 


O C A 1 

8531 








tr 1 « s4 

End 


en no 

y±uz 






Name 


/ATAAA'310 n c 

OJ990318 05 


A 7\ A A 

9A0o 


^ A A ~ A 
. CZ J . OZ 


tw 


Metnoa 


I bLAb 1 A 


: wneat 




Start 


A *7 A H 
2 1 4 / 








hna 


JlJfi 






GI 


none 








Score 


01 c 
Zl J 






Exons 


2747 . . 3154, 


A A C C 

2 /55 


A 1 A A 

. .3120 












Seq. No. 


35621 








Seq. ID 


OJ99031 


3_05.9A03 


.C23 


Gene No . 


"7 A C 1 A 

/ o5 13 








btirana 








Start 


O C A 1 

8531 








T? -r*. s-l 

hna 


qi no 
y i uz 






Name 


n mnnoi o n c 

ojyy03io 05 


9 AO 3 


poo rt a 
. C23 . 02 


ts 


Method 


mnT 7\ A TV 

1 hJliAb 1 A 


■ 

: Soybean 




Start 


2 930 








hna 


ji by 






GI 


none 








Score 


o o. c 
zoo 






Exons 


A A A A O 1 /*" A 

2930 . . 3169, 


A A A A 

2 932 


A A C A 

. . 30o9 












Seq. No. 


- 35621 ; 








Seq. ID 


OJ99031 


3_05.9A03 


.C23 


Gene No . 


i a c t a 

- /3513 - 








Strand 








Start _ 


■8531 ■ 








End 


A ") A A 

y i uz 






Name 


/A T A A A O n O AC 

OJ990318 05 


A 7\ A O 

9A03 


/-> A A _ /] 

. C2 3 . o4 


gs 


■Metnoa 


/"* TT 1 'NT O z^" 1 "A Tvl 






Start 


o c a ~\ 

8531 








T7 t-, 

hna 


ni no 
y 1 UZ 






GI 


none 








Score 


. / 1 






Exons 


o c a i o r a f~ 

8531 . .8636, 


A A "1 / 

9014 


A 1 A A 

. . 9102 












Seq. No. 


35622 








Seq. ID 


OJ9903l' 


3__05.9A03 


.C24 


Gene No. 


73514 








Strand 


+ 






Start 


6679 








End . 


7572 






Name 


OJ990318 05 


9 AO 3 


.C24 .01 


np 


Method 


AAT/NAP 






Start 


6679 








End 


7572 






GI 


5902448 








Score 


1483 







Exons 6679. .7572 

GI Descrip. (AB030283) orf3 [Oryza sativa] 



35432 



Seq. No. 35622 Seq. ID 

Gene No. 73515 Strand 

Start 7662 End 

Name OJ990318_05 . 9A03 . C24 . ol . tw Method 

Start 6799 End 

GI none Score 

Exons 6799.. 7089 



OJ990318_05.9A03.C24 
+ 

8127 

TBLASTX: Wheat 

7089 

210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

iiajme. 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35622 Seq. ID 

73515 Strand 

7662 End 
OJ990318_05 . 9A03 . C24 . o2 . np Method 

7662 End 

5902447 Score 
7662. .8127 

(AB030283) orf4 [Oryza sativa] 



OJ990318__05.9A03.C24 
+ 

8127 
AAT/NAP 
8127 
403 



35623 

73516 . . 

1 . 

. 3X8.^0,5 . 3^03^0.25^1 ,.np_ 

...1... ... ...J. ... 

6691716 • 

1..22, 174. .351, 428.-528, 
1379.. 1492, 1566.. 2014 

(AP000492) hypothetical protein [Oryza sativa] 
gi| 6691717 |dbj IBAA89397.1 | (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID 
Strand 
End 

J4ethp,oL- 
.....En.d - 
. Score 
607. .786, 



OJ990318_ 
+ 

2017 
_AAT/NAP_. 
. ,2014, ., 

1142 
864. .1051, 



05. 9A03.C25 



1127. . 1229, 



35623 
73516 
1 

OJ990318_05. 9A03.C25.ol.gs 
71 

none 



Seq. ID OJ990318_05.9A03.C25 



Strand 
End 

Method 

End 

Score 



+ 

2017 
GENSCAN 
2017 
. 94 



71. .351, 428. .786, 906 .. 1051, 1127 .. 1316, 1566. ,2017 



Seq. No. 35623 Seq. ID 

Gene No. 73517 Strand 

Start 8166 End 

Name OJ990318_05 . 9A03 . C25 . ol . gp . Method 

Start 8166 """ End 

GI 5816562- - Score 

Exons . .816*6. .8183, .8512. .8928 ... . . 

GI Descrip. 601 68 45/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 

• DNA, chromosome 1, clone : P0711E10 



OJ990318_05.9A03.C25 
+ 

8928 
AAT/GAP 
8928 
■629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35623 
73518 
2347 

OJ990318_05. 9A03.C25.o2.gs 

2347 

none 



Seq. .,ID OJ990318_05.9A03.C25 
Strand 

End 8465 

Method GENSCAN 

End 8465 

Score .47 



2347. .3311, 3330. .5428, 5525. .7180, 7207. .7594, 7799. .8465 



Seq. No. 



35623 



Seq. ID OJ990318_05.9A03.C25 



35433 



0 




Gene No. 


73518 




Strand 




btart 


ZJ4 f 




End 


8465 


Name 


ojyyuoio ud 


. yAU o . LZD . O J . tw 


Method 


TBLASTX: Wheat 


Start 


z Jo y 




End 


2973 


GI 


none 




Score 


95 


Exons 


zjoy . . z4 yu, 


OAQO 1QT3 OCQyl 

z4oZ..zy/J, Zoo4 . 


.2812, 2794. .2823, 2864.. 2953 


Seq. No. 


35623 




Seq. ID 


OJ990318_05.9A03.C25 


Gene No. 


73518 




Strand 




otart 


ZJ4 / 




End - 


8465 


Name 


OJ990318 05 


. 9A03.C25.o2.np 


Method 


AAT/NAP 


Start 


2383 




End 


8465 


GI 


5922631 




Score 


6745 


Exons 


2383. .4910, 


5517. .6443, 6570. 


.6720, 6763. .7334, 7380. .7579, 




7838. .8082, 


8341. .8465 






GI Descrip. 


(AP000492) 


ESTs C26347 (C12145) , AU078074 (C12145) correspond 




region of the predicted gene. 


; similar 


to prpol; Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 | dbj | BAA85207. 1 | (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
_^;._j:An^ul-L^^(AEa451iaL [Qxx&^Mt.iy^..^ ™ « _ 



Seq. No; 


*35623 








Seq. ID 


OJ990318_05 . 9A03 . C25 


Gene No. 


73518 








Strand 




Start 


2347 








End 


84 65 


Name 


OJ99Q318 05 


. yAOo 


Czo . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2398 








End 


2661 


GI 


none 








Score 


93 


Exons 


2398. .2499, 


2399 


.2500, 


2479. 


.2661, 2480. .2539 


Seq. No. 


35623 








Seq. ID 


OJ990318_05.9A03.C25 


Gene No. 


73518 








Strand 




Start 


2347 








End 


8465 


Name 


OJ990318 05 


9A03 


C25.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2743 








End 


.3016 


GI 


none 








Score 


58 


Exons 


2743. .2829, 


2839 


.2922, 


2852. 


.2926, 2917.. 3015, 2918.. 3016 


Seq. No. 


35623 








Seq. ID 


OJ990318_05.9A03.C25 


Gene No. 


73518 








Strand 




Start 


2347 








End 


8465 


Name 


OJ990318 05 


9 AO 3 


C25.o5 


. tw 


Method 


TBLASTX : Wheat ■ 


Start 


3086 ■ 








End 


3477 


GI . 


none 








•Score 


54. 


Exons 


3086. .3133, 


3088 


.3279, 


3088. 


.3474, 3164. .3475, 3343. .3477 


Seq. No. 


35623 








Seq. ID 


OJ990318_05 . 9A03 . C25 


Gene No. 


73518 








Strand 




Start 


2347 








End 


8465 


Name 


OJ990318 05 


9A03 


C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3169 








End 


3483 


GI 


none 








Score 


234 


Exons 


3169. .3480, 


3170 


.3481, 


3175. 


.3483 




Seq. No. 


35623 








Seq. ID 


OJ990318_05.9A03.C25 


Gene No. 


73518 








Strand 





35434 




otart 


9 *5 A n 
Z j4 1 








hiiiu 


O 4 0 J 




Name 


uj yyujio uj . 


yAU j 


. J.oy 


. LW 


ixie cnoa 


TUT aOTY* TaTVi q a t- 

1 oijAo 1 a . wneat 




Start 


j4 /p. 








£.nQ 


9"7 *7 "7 

Oil! 




GI 


none 








Score 


'IOC 

1 J J 




Exons 


j4 / 0 . . JJ / D; 


j b4 j 


9*7 7 *7 
. . j / / / 










Seq. No. 


35623 








Seq. ID 


OJ990318_05.9A03 


.C25 


Gene No. 


73518 








Strand 






btart 


/ 










0 4 0 J 




Name 


ujyyujio uo. 


q n n 9 


. Li J . OD 


+■ t.t 
. L.W 


Method 


1 dLiAo 1 a : wneat 




Start 


o i y j 










4 Z 1 J 




GI 


none 








Score 


9 n q 
z u y 




Exons 


J / yj . . 4 Z 1 3 , 


jo d y 


4 910 
. . 4 Z ± U 










Seq. No. 


35623 








Seq. ID 


OJ990318_05. 9A03 


.C25 


Gene No. 


73518 








Strand 








z 0 4 / 








End 


8465 




Name 


UJ yyuoio Uj . 


a t\ n 9 


pot; 
. UZ j . O j 


. zs 


Method 


TBLASTX: Soybean 




Start 


JOJD 








End 


4222 




GI 


none 








Score 


107 




Exons 


*5 Q "5 £ /I fi Q / 
JO JO . . 4 Uo 4 , 


9Q 9 Q 

JO JO 


a n p n 

. . 4 U O U / 


4 1 Z U 


. .4218, 4130. .4222 . .. 




.S,eq.-.. JSI.a...,„ 


_ 35.6.2.3 . - 








_.Seq ... jD. 


" 0J9 90 31^05... 9Aaa....G2:5. 


Gene No. 


73518 - * 








Strand- 






btart 


Zj4 / 








End 


8465 




Name 


ojyyuoio uo. 


Q 7\ C\ 9 

yAU j 


OOP /-v A 

. UZ j . 04 


tw 


Metnoa 


TBLASTX : Wneat 




Start 










End 


4 681 




GI 


none 








Score 


100 




Exons 


/I 0 c O A con 
4 Z jZ . . 4 bo U , 


4 4 / Z 


A £Q 1 
. . 4 DO 1 










Seq. No. 


35623 








Seq. ID 


OJ990318_05. 9A03 


.C25 


Gene No. 


73518 








Strand 






btart 


9 9 / "7 
Zj4 / 








End 


8465 




Name 


uj yyuoio Uj . 


Q 7\ fl "3 

yAU j 


PTC _ T 

. UZ j . 01 


L S 


Method 


TBLASTX: Soybean 




Start 


4 4 0U v - 








End 


4851 




GI 


none 








Score 


46 




Exons 


4 4 OU . . 4 0 j 1 , 


4 4 0 4 


A a C, A 

. . 4 b 04 , 


4 by 1 


. .4834 






Seq. No. 


35623 








Seq. ID 


OJ990318_05.9A03 


.C25 


Gene No. 


73518 








Strand 






otart 


9 9 / "7 
ZJ4 / 








End 


8465 




Name 


UJ yyUolo Uj . 


Q7\ n 9 
yAU j 


. UZ j . OZ 


tm 


- Method 


TBLASTX : Maize. 




btart 


4 OUJ 








End 


4986 




GI 


■ - none 








■ Score 


158 - .. 




Exons 


4 bU . 4 yo b, 


4 bU4 


A Q A Q 

. . 4 y 4 0 










Seq. No. 


35623 








Seq. ID 


OJ990318_05. 9A03 


,C25 


Gene No. 


73518 








Strand 






otart 


Zj4 / i 








End 


8465 




Name 


UJ y yUo lo Uj . 


yAU j 


. UZ j . Ol 


tw 


Method 


TBLASTX: Wheat 




Start 


A 1 O C 

4 /zo 








End 


5145 




GI 


none 








Score 


237 




Exons 


4726. .5145, 


4727 


..5143 " 










Seq. No. ' 


35623 








Seq. ID 


OJ990318_05. 9A03 


.C25 


Gene No. 


73518 








Strand 






Start 


2347 








End 


8465 





35435 




Name 






poc r^ri 


LIU 




1 EHjH.0 1 A . LYIal Ze 


Of vf 


DUl 4 










R "3 "7 fl 

jj / u 


C T 


none 








Score 


1 QQ 

i o y 


Exons 


cm /i ^^"7n 


R fl 9 A 










Seq. No. 


35623 








Seq. ID 


OJ990318_05.9A03.C25 


Gene No. 


73518 








Strand 




OLal L 


Z O 4 / 








Htna 


0 4 DO 


Name 


uj y yu jio uj . 


ynu j 


r"? R v^9 


lS 


Method 


i tsiiH.o i a . ooyDean 


btart 


ou y o 












C T 


none 








Score 


1 JJ 


Exons 


ouyj • ■ o z z f 




• . JlOU 








Seq. No. 


35623 








Seq. ID 


OJ990318_05.9A03.C25 


Gene No. 


73518 








Strand 




uLdl L 


^ O 4 1 








End 


8465 


Name 






f oc 


L W 


Method 


TBLASTX: Wheat 


o tart 


R 1 A 
D 1 43 








End 


5379 




none 








Score 


141 


Exons 


o 1 4 o . . j puy / 


0 1 ft D 


. . d o / y f 


cin 
j14 / . 


.5359 




S^q^J&a. 


...35£2X,, 










Gene .No 


..73518. , _ 








.Strand.- 




Of -,vf 


9 ^ /I 1 
ZJ4 / 








End 


8465 


Name 


uj yyuoio uo. 


q 7\ n 
yAu o 


. bZ O . Oz. . 


tw 


Method 


TBLASTX: Wheat 


btart 


jjoU 








End 


6177 


C T 

bl 


none 








Score 


116 


Exons 


R^Qfl c; £7 ^ 
JJOU . . jD/j, 




CCyl c 


0 / z u . 


.5956, 5722. .5952, 6001. .6177 


Seq. No. 


35 623 








Seq. ID 


OJ990318_05.9A03.C25 


Gene No. 


73518 








Strand 




DldlL 


9^4 7 








End 


8465 


Name 


uj yyuoio ud. 




POC r\7 

. bZ 0 . O / . 


f 

tw 


Method 


TBLASTX: Wheat 


o tar u 


0 / 0 / 








End 


7159 


bl 


none 








Score 


109 


T7 1 /~\ 

Lxons 


&i n cp 


DO Jl 


n cq 
. * / 1 d y 








Seq. No. 


35624 








Seq. ID 


OJ990318_05.9A03.C26 


Gene No. 


73519 








Strand 


+ 


otaiL 


733 








End 


1539 


Name 


OJ990318 05. 


9 AO 3 


♦ bZ o . oi . 


gs 


Method 


GENSCAN 




733 








End • 


1539 ■ 


bl 


none 








■ Score 


.49" 


Exons 


733..790> 1496.. 


1 CQQ 

i o jy 








oeq . no . 


35625 








Seq. ID 


OJ990318_05 . 9A03 . C27 




73520 








Strand 


+ 


Start 


5663 








End 


11313 


Name 


•PJ990318 05. 


9 AO 3 


.C27.ol. 


np 


Method 


AAT/NAP 


Start 


5663 








End 


11310 


GI 


6498441 








Score 


6940 


Exons 


5663. .6726, 


7058 


. .7521, 


7585. 


.7958, 8142. .8276, 8451. .8877, 




9070. . 9366, 


9538 


. .10935, 


11029. .11310 





GIDescrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



35436 



Seq. No. 


35625 








Seq. ID 


OJ990318 


_05. 9A03 


C27 


Gene No. 


73520 








Strand 


+ 






otan 


JDDj 










1111^ 
1 1 j i j 






Name 




jPlKJ j 


, UZ / . OZ 


. gs 


i v iet no a 


kjUjINoUHlN 






o car t 


/OHO 








ona 


1 1 J 1 J 






bl 


none 








Score 


1 
1 






Exons 


7£4 P. 11111 
















Seq. No.. 


35625 








Seq. ID 


OJ990318 


_05. 9A03 


C27 


Gene No. 


73521 








Strand 








ot air t 


1 1 QA 1 

X J. Z7 H ± 








End 


12186 






Name 


O TQQ011 P, OR 


qz\ n i 

y/iU J 


UZ / .00 




Method 


TBLASTX : 


Wheat 




Cf y-f 


CO I 1 
JOli 








End 


6203 








none 








Score 


58 








JOli • . JO JO; 


jodj 


• J .7 U J / 


^87 D 
JO / u • 


.5962, 5930.. 6169, 


5946. . 6203 


Seq. No. 


35625 








Seq. ID 


OJ990318 


_05. 9A03 


C27 


Gene No. 


73521 








Strand 








o tart 


I 1 QA 1 

I I y 1 








End 


12186 






Name 


n TQQn^i q n r 
Udyyu jio up . 


on n i 


UZ / . Oh 


f m 


Method 


TBLASTX : 


Maize, 




O \ , vf 

b tart: 


JO 1 D 








End 


6101 






.iiJL- ^ .... 


.™*n.Qjxe_ 
















.Exon.s,....^ ^ 


j. 0 1 Jo* . q 1. U, ■ *- 


R Q C/1 ' 

D..D.JD. J. 


£im 












beq . no . 


jjOZj 








Seq. ID 


OJ990318 


_05. 9A03 


C27 


Gene No. 


73521 








Strand 








Start 


. 11941 








End 


12186 






Name 


UJ jIO Uj. 


Qan 1 


UZ / . O J 


. tw 


Method 


TBLASTX : 


Wheat 




btart 


£9 11 
OZ ± 1 








End 


9672 








none 








Score 


227 






Exons 


DZ 11.. DZ D4 , 


QOI /I 

y z i ft 


. y fi do , 


yz jo . 


.9489, 92S8..9488, 


9511. .9672, 




y j j z . . y ooy 
















Seq. No. 


35625 








Seq. ID 


OJ990318 


_05. 9A03 


C27 


Gene No. 


73521 








Strand 








bt art 


I 1 CM 1 

I I y 4 1 








End 


12186 






Name 


uj yyujio u j . 


q n n i 
y/\u j 


UZ / . O j 


f T.I 

tw 


Method 


TBLASTX: 


Wheat 




b tar t 


oy 4 Z 








End 


'7428 






r* t 
(ji 


none 








Score 


408 








CQyl O 7 D7 Q 


O _7 ft J « 


7 A 9P 
. / ft Z o , 


7 1 "37 
/ 1 j f . 


.7397 








Seq. No. 


35625 






T ■ 


Seq. ID 


OJ990318 


_05. 9 AO 3, 


C27- 


Gene No. 


73521 








Strand 








Cf 3 v*f 


11 y fi 1 








End- ■ 


12186 






Name 


UUy.yUjlo Uj. 


Q7\ pi 1 


LZ / ..Ol 


f T V 

tw ■ 


Method 


TBLASTX: 


Wneat • 




Cf -i yf 

ot art 


/ J zfZ 








End 


8055 






bl 


none 








Score 


223 ' 






Exons 


7CQO q n i c. 
/ j yz . . oUjj, 


/ j y j . 


. o Uft o , 


1 C. Q /I 

/ j y ft . 


.8055, 7594.. 8049 






Con KTr^ 


J J OZ, J 








Seq. ID 


OJ990318 


_05. 9A03. 


C27 


Gene No. 


73521 








Strand 








Start 


11941 








End 


12186 






Name 


OJ990318 05. 


9A03. 


C27.o3 


ts 


Method 


TBLASTX: 


Soybean 




Start 


7633. 








End 


7998 






GI 


none 








Score 


118 






Exons 


7633. .7857, 


7864. 


.7998 













35437 



Seq. No. 35625 

Gene No. 73521 

Start 11941 

Name OJ990318_05 . 9A03 . C27 . ol . tm 

Start 7723 

GI none 

Exons 7723.. 8079, 



7758. .8069, 7774. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8079 



OJ990318_05.9A03.C27 
12186 

TBLASTX: Maize 

8079 

394 



Seq. No. 35625 Seq. ID 

Gene No. 73521 Strand 

Start 11941 End 

Name OJ990318_05 . 9A03 . C27 . o2*. tm Method 

Start 8106 End 

GI none Score 

Exons 8106.. 8471, 8107.. 8490 



OJ990318_05.9A03.C27 
12186 

TBLASTX: Maize 

8490 

360 



Seq. No. 35625 Seq. ID 

Gene No. 73521 Strand 

Start 11941 End 

Name OJ990318 J)5 . 9A03 . C27 . o2 . tw Method 

Start 8163 . . . End . 

.Exons..;.. . . ; 8.1.63...^.:8'57,6. / .. , .8,154.,. ...8.5.8.3 r... 

Seq. No. ' 35625 Seq. ID 

Gene No. 73521 Strand 

Start . 11941 End 

Name OJ990318_05 . 9A03 . C27 . ol . ts Method 

Start 8242 End 

GI none Score 

Exons 8242.. 8613, 8259.. 8402 



OJ990318_05.9A03.C27 
12186 

TBLASTX: Wheat 

8583 . ' 



OJ990318_05.9A03.C27 
12186 

TBLASTX : Soybean 

8613 

279 



Seq. No. 35625 
Gene No. . 73521 

Start 11941 

Name OJ990318_05 . 9A03 . C27 . o2 

Sta^r-t 9361 

GI'' 5666795 

Exons 9361.. 9459, 9535.. 9672, 
GI Descrip. 4206306 2.0e-10 (AF0491 

Seq. No. . . 35625 
Gene No! ■ ' 73521 " 
Start • 11941 ■ 

Name ' OJ990318_05 . £A03 . 027 . 08 

Start 9675 

GI ■ none 

Exons. 9675.. 9851, 9727.. 9987 

Seq. No. 35625 

Gene No. 73521 

Start 11941 

Name OJ990318_05 . 9A03 . C27 . o3 

Start 10180 

GI none 

Exons 10180. . 10503, 10209.. 10 



Seq. ID OJ990318_05.9A03.C27 
Strand 

End 12186 

. ts Method TBLASTX : Soybean 

End 9927 

Score 68 
9727. .9927 

10) prpol [Zea mays] 

'Seq. ID OJ990318_05.9A03.C27. 

', Strand.' - - 

* ■ -End .12186 - 

.tw Method TBLASTX : Wheat' 

End 9987 

Score' 192 



Seq. ID OJ990318_05.9A03.C27 
Strand 

End 12186 

. tm Method TBLASTX : Maize 

End 10542 

Score 342 
490, 10495. .10542 



35438 



Seq. No. 


35625 


Seq. ID 


OJ990318 


_05.9A03 


.C27 


Gene No. 


73521 


Strand 








otait 


1 1 Q/1 
1 1 y ft 1 


End 


12186 






Name 


ujyyujio uo . yHuo . b^ / . of* . tw 


Method 


TBLASTX : 


wneat 




G+- -a v~+- 

braru 


i n *5 1 *7 


End 


10698 






bl 


none 


- Score 


358 






Exons 


i n *5 1 n i in^iQ ih^qq 


10419. . 10667 






Seq. No. 


35625 


Seq. ID 


OJ990318 


_05.9A03 


.C27 


Gene No. 


73521 


Strand 








o tart 


I 1 QA 1 

I I y 4 1 


End 


12186 






Name 


ujyyujio u j . z7Auo . bz / .0 / . lw 


Method 


TBLASTX: 


TaTVi oaf 
Wflca t 




bt art 




End 


11301 






bl 


none 


Score 


262 






Exons 




11175. . 11297, 11176 


1 1 




Seq. No. 


35625 


Seq. ID 


OJ990318 


_05. 9A03 


C27 


Gene No. 


73521 


Strand 








otart 


I 1 QA 1 

I I y 4 1 


End * 


1 91 Rfi 






Name 


ujyyujio u j . y/iUo . lz / . oo . tm 


Method 


TBLASTX: 


Mai z e 




btart 


111 / U 


. End . 


11316 






b j. ■ . ■ 












J3x.on.s .. . w- 


'11 1 in 1 1 0 1 r '1117c II^OQ' 

„ . 1.1 i_y„u ,.,,1.1,0.1-0. ,.. „.l i K i / .0. .i.i,o,u x... 




~T — «— "» 

** * 




Seq. No. 


35625 


Seq. ID 


OJ990318 


JD5.9A03 


C27 


Gene No. 


73521 


Strand 








Of -5 V~ f- 

o tar t 


1 1 QA 1 
1 1 y ft 1 


End 


12186 






Name 


ujyyuoio uo . yAu 0 . bz / . 00 . gs 


Method 


GENSCAN 






otart 


I 1 Q A 1 

I I y 4 1 


End 


12087 






C T 
bl 


none 


Score 


. 69 






Exons 


1 1 y 4 1 . . izuo / 










C £i /-r M/~v 

oeq. ln o . 


jjDZ J 


Seq. ID 


OJ990318 




/ 


Gene No. 


73521 


Strand 








Start 


11941 


End 


12186 






Name 


OJ990318 05. 9A03.C27.o2.np 


Method 


AAT/NAP 






otart 


11944 


End 


12186 






bl 


6539586 


Score 


386 






Exons 


11944 . .12186 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






oeq . ino . 


35626 


Seq. ID 


OJ990318 


u d . y/\u o 


bZ o 


Gene No. 


73522 • 


. Strand 


+ ' 






Start 


1 


- End 


4194 






Name 


OJ990318 05^ 9A03.C28.o2. rip 


Method 


AAT/NAP 






otart 


1 


• ' End 


4194 






t 

bl 


5042454 


Score 


277 






Exons 


1..73, 1055.. 1266, 2972.. 3039, 3723.. 3906, 4141 


A "\ QA 

. . h i y 4 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






o e q . in u . 


35626 


Seq. ID 


OJ990318 






Gene No. 


73523 


Strand 








Start 


1 


End 


2696 






Name 


OJ990318 05.9A03.C28.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2696 






GI 


6907089 


Score 


3918 






Exons 


1..1335, 1430. .2696 











35439 






(AP001129) hypothetical protein [Oryza 


^ 7\ t" "! \TZ* 1 

o a. i — l vaj 








Seq. No. 


35626 


Seq. ID 


OJ990318_ 




9 AO 3 


.C28 


Gene No. 


73524 


Strand 










O L. O.J. L 


12537 


End 


1 Ju JO 








Name 


OJ990318 05. 9A03.C28.o2.gs 


Method 












12537 


End 


X J \J J o 










none 


Score 










Exons 


12537. .12667, 12957. .13038 












Seq. No. 


35627 


Seq. ID 


OJ990318_ 


05 


9 AO 3 


.C29 


Gene No. 


73525 


Strand 


+ 








OLaX L 


279 


End 


1842 








Name 


OJ990318 05. 9A03.C29.ol.gs 


Method 


VJ Ej LN O \_^,tt.LN 










279 


End 


1842 








GI 


none 


Score 


.89 










279. .382, 997. .1142, 1628.. 


1842 










Seq. No. 


35627' 


Seq.' ID 


OJ990318_ 


05 


9 AO 3 


.C29 


Gene No. 


73526 


Strand 


+ 








Of a rt- 


5100 ' .. . . " 


End 


UO^J _ 












__ m M.e.thp,.d^, iJ . 












,._5 ioil _ . _ ; : ...... , ...... 


_ End 










PT 

ui 


none 


Score 


• o 










5100. .5165, 5356. .5485, 6795. .6895 










o e q . in o . 


35627 


Seq. ID 


OJ990318_ 


05 


9A03 


CO Q 


Gene No. 


73527 


Strand 


+ 








Start 


9882 


End 


13354 








Name 


OJ990318 05. 9A03.C29.o4.gs 


Method 


GENSCAN 








o Loll 


9882 


End 


13354 










none 


Score 


.76 








Exons 


9882. .10228, 10339 .. 10490, 


10996. . 11041, 12400.. 


12522, 






12737. .12900, 13338. .13354 












Oqh Ma 

o e q . ln o . 


35627 


Seq. ID 


OJ990318_ 


05 


9A03 


CO Q 


\J3 "11" LN • 


73528 


Strand 


+ 








Start 


14779 


End 


14924 








Name 


OJ990318 05. 9A03.C29.o3.gp 


Method 


AAT/GAP 








Of- a -rf- 
O Lai L 


14779 


End 


14924 








OX 


21474 1.R1084 


Score 


227 










14779. .14924 












C2. T Ho c a >™ i 
OX UcoLI 1|J . 


■ ' 3894159 2.0e-1.0 (AC005312) 


hypothetical -protein 


[Arabidops 




thaliana] 1 












Seq. No. 


35627 


Seq. ID 


OJ990318_ 


05 


9A03 


C29 


Gene No. 


7352 9 


Strand 










C!-|- a y-+- 


2614 


End 


3304 








Name 


OJ990318 05. 9A03.C29.ol.gp 


Method 


AAT/GAP 








OLait 


2614 


End 


3304 








GI 


3762863 


Score 


1207 








Exons 


2614 . .3304 












Seq. No. 


35627 ' 


Seq'. .'ID 


OJ990318_ 


05. 


9A03 


C29 


Gene No. 


73530 


Strand 










Start 


4820 


End 


5224 








Name 


OJ990318 05. 9A03.C29.o2.gp 


Method 


AAT/GAP 









35440 








Lna 


c; 9 0 a 
OZ Z 4 




ct 


J / OZO OZ 


Score 


/ DO 




Exons 


*iOZU..0ZZfl 








Seq. No. 


35627 


Seq* ID 


OJ990318JD5. 9A03 


.C29 


Gene No. 


73531 


Strand 






OLdll 


7 9 £ 1 




Q 1 0 7 




Name 


O TQQmi Q H C: Q7\fiO POO a'J ^to 

uj yyu Jib uo . ywu 0 , . 00 . ys 


L v ie t no a 






Q J , v- 4- 

btarc 


10 c\ 
/ z 0 1 


Hina 


Q 1 9 7 
O 1Z / 




tal 


none 


Score 


. 0 D 




Exons 


loci 7979 l*\t\A l^&Ci 7Q79 


ft 1 97 






064 . NO. 


j j OZ / 


oeq . 1 u 


HTQQmi Q Qnri^ 


. l,z y 


Gene No. 


73532 


Strand 






Start 


15335 


End 


19050 




Name 




Method 


GENSCAN 






1 c 0 0 c — 
IJJJJ 


End 


19035 






none 


Score 


. 63 




Exons 


IOOOO. . 1 0 OZ O , IjdUj . . 10 / U 1 , 


15796. . 15E 


168, 15953. .16063, 






IDIOU. . 1 OOOO , 1 o4{ 4 0 . . 1 / 0 1 O , 


17 614. . 182 96, 18375. . 19035 




O ft j-r M r-v 

.jbeq... ..Np . 


35627" 


.„ ~?j=Lq . „ J D„. 


. S> JJSA3a.a.^05„..9A,0^.„Q21 


G e ne N.o .... . w , 




......Strand, 




— ™ 


Start ■ 


■ 15335 - 


End 


19050 




Name 


OJ990318 05. 9A03.C29.ol.np 


Method 


AAT/NAP 




0 tart 


15356 


End 


19050 




C T 


4680204 


Score 


984 




Exons 


15356. .154 93, 1584 4. .16063, 


16160. . 16326, 16422. . 17518, 






17614. .19050 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




oeq. IN 0 . 


35627 


Seq. ID 


OJ990318_05.9A03 


.C29 


Gene No. 


73532 


Strand 






Start 


15335 


End 


19050 




Name 


OJ990318 05. 9A03.C29.o3.np 


Method 


AAT/NAP 




0 1 art 


16714 


End 


19050 




C T 


4680204 


Score 


900 




Exons 


16714. .168 69, 17004. .17518, 


17614. .19050 






(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


35627 


Seq. ID 


OJ990318_05. 9A03 


.C29 


Gene; No . ■ 


73533 


Strand 






0 tart 


20098 . .. 


End 


20334 . 




Name 


.OJ990318 05.9A03.C29.o6.gs • 


. Method. 


GENSCAN 




ot art 


20098 


. End 


20334 






none 


Score 


.56 




Exons 


20098. .20334 ' " 








Con Mr* 


35627 


Seq. ID 


OJ990318_05. 9A03 


.C29 


Gene No. 


73534 


Strand 






Start 


21434 


End 


25644 




Name 


OJ990318 05. 9A03.C29.o4 ,tw 


Method 


TBLASTX: Wheat 




Start 


18004 


End 


18407 




GI 


none 


Score 


74 




Exons 


18004. . 18174, 18137. . 18304, 


18169. . 184 05, 18256. . 184 05, 





18267. .184 07, 18291. .184 07 



35441 




beq. JNO. 


9 R £ 9*7 




Seq. ID 


OJ990318 


UO . jnUj 


L,Z J 


Gene No. 


73534 




Strand 








Start 


21434 




End 


25644 






Name 


ujyyu jIo uo.y/\uj.uzy 


. o4 . np 


Method 


AAT/NAP 






b tart 


9 1 yl "5 yl 
z 1 4 .34 




End 


25644 








4 bo Uz Uj 




Score 


2902 






Exons 


01/1*5/ OOT/IO 
Z 14 j4 . . ZZ D J J / ZZ/4Z. 


.24430, 


25594 . .25644 






GI Descrip. 


(Ar±141/±; IINirZ llKe 


protein [Sorghum bicolor] 






Seq. No. 


ODOZ 1 


- 


Seq. ID 


OJ990318 


Uj . y/iUJ 


P9Q 

uz y 


Gene No . 


/ JO J4 




Strand 








Start 


z 14 o4 




End 


25644 






Name 


OJ990318 05.9A03.C29 


. ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


21494 




End 


22760 








none 




Score 


51 






TP v /**\ t^i c 

HjXonb 




.21554, 


21569. .21649, 21597 


9 1 fit: 0 






91££9 91RP)9 91fifi r: l 


.21803, 


21747. .21845, 21782 


9 1 ft 4 1 






9 1 Q /I Q 01 QQQ 9TQ/IQ 

z lo 4 o . . z lo o y / Zio4o. 


.21892, 


21887. .22756, 21903 


9 97 £C\ 
. . Z Z / OU , 






9 9^91 OOTCIQ 
ZZO J 1 . . ZZ / 0 0 












Seq . No . 


ODbZ / 




Seq. ID 


OJ990318 




P9Q 

lz y 


:,Q.e„ae_.Np .„ 


Z3J5.3A^™-™ 




-„,Str^nd_ 








.Start. 


.21.43.4.^ 




_EncL_ „„ 




- — 




Name 




. ol . tc 


• Methods- 


TBLASTX: 


Cress 




Start 


zzu by 




End 


22521 






GI 


none 




Score 


182 






Exons 


oohcq ooTon oomn 
ZzU by . . Zz JZ U , ZzU/U. 


.22507, 


22070. .22513, 22074 


0 9 R 1 n 
. . Z Z D 1 / , 








.22521 










Seq. No. 


35627 




Seq. ID 


OJ990318 


_05.9A03 


C29 


Gene No. 


73534 




Strand 








0 4--, -v- 4- 

b tart 


9 1 /I 9 A 
Z 14 o4 




End 


25644 






Name 


niQQmi Q n Ci Qnn9 poq 

ujyyuoits uo.yAUj.czy 


. o2 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


9 9 /I /I Q 

z z 4 4 o 




End 


22756 








none 




Score 


68 






Exons 


9 9 yl A Q OO^TQ 9 9 /I /l Q 
Z Z 4 4 o . . Z Z O / 0 , Z Z 4 4 0 . 


.22756, 


22476. .22751 






Seq. No. 


35627 




Seq. ID 


OJ990318 


_05.9A03 


C29 


Gene No. 


73534 




Strand 










9 1 /l "5 /l 

z 1 4 J 4 




End 


25644 






Name 


ATQQmi Q AC G7\rt9 POQ 

ujyyujio uo.yAuo.uzy 


.o2 .ts 


Method 


TBLASTX: 


Soybean 




btart 


9-9 Q"3 c: 




End 


23177 








none 




Score 


216 *' 






Exons • ; 


OOQOC 9 9 1 "7 "7 












Seq. No. 


35627 




Seq. ID 


OJ990318 


_05. 9A03. 


C29 


Gene No. 


73534 




Strand 








0 4- -v 4- 

btart 


9 1 A 9. yl 
Z 1 4 O 4 




End 


25644 






Name 


ujyyu jio uo.yAUJ.Lzy 


. ol . tm 


Method 


TBLASTX : 


Mai;Ze 




Start 


o o n m 
z JUU / 




End 


23452 






GI 


none 




Score 


92 






Exons 


23007. .23201, 23211. 


.23336, 


23330. .23452 






Seq. No. 


35627 




Seq. ID 


OJ990318 


_05.9A03. 


C29 


Gene No. 


73534 




Strand 








Start 


21434 




End 


25644 






Name 


OJ990318 05.9A03.C29 


.o2. tw 


Method 


TBLASTX: 


Wheat 





35442 





9 90/11 
Z jU3 1 


End 


23509 






none 


Score 


173 




Exons 


99P1/11 999^9 99n/ii oQocin 

Z JUfi 1 . . Z jZ4 / , Z jU41 1 . , <i OU, 


23046. .23270, 23250 .. 23330 , 






OOOtn ooi-dc 999c;i 99999 


23351. .23455, 23355 .. 234 4 4 , 






oo/mc 99cinQ 994^7 99R01 








Seq. No. 


35627 


Seq. ID 


OJ990318JD5.9A03 


.C29 


Gene No. 


73534 


Strand 








9 1 A 9 
Z 1 4 jfi 


End 


25644 




Name 


ujyyujio Uj. yAUj.tzy .oz. ic 


Method 


TBLASTX : -Cress. 




Of T vf 

btart 




End 


23645 




C T 
LjI 


none 


Score 


63 




Exons 


9999H 0 999£1 99,4 c.9 
ZjjjU. . iOOJO; ^JJDl. .Zj4jj, 


23493. .23645 




beq. wo. 


JJOZ I 


Seq. ID 


OJ990318_05.9A03 


. lz y 


Gene No. 


73534 


Strand 






Start 


21434 


End 


25644 




Name 


UjyyU jIo Uj. yAUj.tzy.oi. tS 


Method 


TBLASTX: Soybean 




btart 


Z JJ / o 


End 


23807 




bl 


none 


Score . 


85 




Exons 


o*3C7/l 999Q1 9 9^9/1 


23669. .23731, 23724 23807 , 






9 "5 "7 "5 9 OTQn^ 






— , — 


beq . no . 


JJ DZ / ... 


• - Seq.- ID ■ 


- OJ996318_6jT9A03 


. tzy 


Gene No. 


73534 


Strand 






Start 


21434 


End 


25644 




Name 


ujyyu jIo uo . yAUJ .tzy . oj . tw 


Method 


TBLASTX: Wheat 




b tart 


00-700 

Zj / Zo 


End 


24084 




C T 


none 


Score 


178 




Exons 


OOQ7Q 0 o 7 O Q 9 9 0,00 

zj/zo. . z 0 ;? / :? , Zj / jo. , Zjyou, 


23739. .23981, 23972 .. 2407 9, 






ZjyoD. . Z4Uo4 








beq . no . 


J jdZo 


Seq. ID 


OJ990318_05. 9A03 


c 9 n 
. bjU 




7 9S9S 
/ j j j j 


Strand 


+ 




Start 


1311 


End 


1369 




Name 


OJ990318_05 . 9A03 . C30 . ol . gp 


Method 


AAT/GAP 




Of „+- 

btart 


1911 
1 j 1 1 


■ End 


1369 






9 91 9 P. 90. 
Z j 1Z 0 JO 


Score 


63 




Exons 


1911 1 9 £ Q 

loii. . 1 j oy 








GI Descrip. 


1 A 9 H Q 99 /rrK I n£ 1 9Q 9 1 C\DT'\£ 1 9 Q 9 *7 
l^ZUy jZ/ y D 1 UOijO j | UKUOi JO J / 


,0e-21 Oryza rufipogon 






4 — coumar at e — CoA liqase qene/ 


intron 1, 


partial sequence 




Seq. No. 


35628 


- Seq. ID 


OJ990318_05. 9A03 


.C30 


Gene No. 


73536 ■ 


Strand 


+ 




b t art 


" 1 A 9 9 • • ' 
1 fi Z f 


End 


2940. 




Name 


ujyyu jio u j . ynu j . b ju • 01 . qs 


Method 


GENSCAN 




C -i v- 4- 

btart 


1 A 9 9 
1 4 Z / 


End 


2940 




H T 


none 


Score 


.69 




Exons 


1/199 1 cq/I 9 ft 9 9 9919 99/19 
14Z/..10O4/ ZUZ/..ZZ1Z, Z j 4 / 


..2458, 267,9.. 2832, 2837.. 2940 


o q . in u . 




Seq. ID 


OJ990318_05.9A03 


.C31 


Gene No. 


73537 


Strand 


+ 




Start 


404 


End 


2185 




Name 


OJ990318 05. 9A03.C31.ol.np 


Method 


AAT/NAP 




Start 


404 


End 


2185 




GI 


4680203 


Score 


1002 




Exons 


404.. 2009, 2167.. 2185 









35443 




GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



beq. iNo . 


35629 








Cart T H 

beq. iu 




bene No . 


73537 . 








Strand 


+ 


btart 


404 








hjna 


ZloD 


Name 


OJ990318 05 


. 9A03 


.C31.ol. 


gs 


Method 


brjNbLAN 


o 4 — , v- 4- 

otart 


637 










o n n r 


GI 


none 








Score 




Exons 


637.. 855, 1014.. 


1359, 1500.. 


1601, 1860 


. .2005 


O A /-r KT 

beq . NO . 


35629 








beq . i u 




Gene No . '■ 


73537 








otrana 


+ 


O 4 1 v +- 

otart 


404 










Z ±OD 


Name 


OJ990318 05 


. 9A03 


.C31.ol. 


tc 


Mat - H /H 


1 Di-ir\0 1A . -L c; o o 


OLdX I, 


1139 










14 OD 


bl 


none 








Score 


jZU 


Exons 


1139. .1291, 


1143 


. .1466, 


1331 


. . 1387 




beq . no . 


35629 








beq . i u 




Gene No . 


73537 








Of 

otrana 


+ 


Start 


404 








bna 


zloD 


„ N.am e . , . v _ _ „, 


£J„9_9,Q. 3.1 8 0 $..M03 r 


.C3X.„o2, ? 


ts : 


, ,j^e.£.ho.cU „ 


Xo l Ab ( l aj Jap,yp^.a n„^ . 


„o.t ax,i: 


1.143- ,.- * "..-.^ 


•„ .... , 


..... 




C 1 t-i /-i 




bl 


none 








Score 


zzU 


Exons 


1143. .1403, 


1148 


. .1384, 


1170 


. .1394 




Seq. No. 


35629 








Seq. ID 


OJ990318_05.9A03.C31 


Gene No. 


73537 








Strand 


+ 


btart 


4 04 

*i VJ *i 








End 


2185 


Name 


OJ990318 05 


9 AO 3 


.C31.ol. 


tw 


Method 


TBLASTX: Wheat 


O 4 , -v-4- 

btart 


1272 








End 


1737 


bl 


none 








Score 


60 


Exons 


1272. .1328, 


1280 


. .1336, 


1316 


..1423, 1326. .1430, 1437. .1478, 




1439. .1465, 


1445 


. . 1531, 


1468 


..1533, 1474. .1533, 1577. .1732, 




1580. .1732, 


1630 


. . 1737 








Seq. No. 


35629 








Seq. ID 


OJ990318_05.9A03.C31 


Gene No . 


' ' 73537 








Strand 


+ 


otart 


404 








End 


2185 


Name 


OJ990318 05 


9A03 


.C31.ol. 


tm 


Method 


TBLASTX: Maize 


otart 


1323 








End 


1771 


bl 


none 








Score 


145 


Exons 


1323. .1460, 


1328 


. . 1465, 


1329 


..1472, 1445. .1570', 1477. .1569, 




• 1579.. 1770, 


.1580 


... 1771 








beq. no. 


35629 








' Seq. ID 


OJ990318_05.9A03.C31 


Gene No . 


73537 








Strand 


+ 


O 4 1 v- 4- 

b tar t 


404 








End 


2185 " . 


Name 


OJ990318 05. 


9A03 


,C31.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1606 








End 


1840 


GI 


none 








Score 


222 


Exons 


1606. . 1761, 


1607 


. .1840, 


1634 


. .1831 




Seq. No. 


35630 








Seq. ID 


OJ990318_05.9A03.C32 


Gene No. 


73538 








Strand 


+ 


Start 


1 








End 


272 


Name 


OJ990318 05. 


9A03 


.C32.ol. 


np 


Method 


AAT/NAP 



35444 



Start 1 End 272 

GI 5922623 Score 48 

Exons i. .29, 197. .272 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] " 

gi| 60168561 dbj | BAA85199 . 1 | (AP000570) hypothetical protein 
[Oryza sativa] 



Cart VT r\ 

oeq . jno . 


j jDjI 


q pn t n 
o tit-J . ILf 








bene jno . 




c f- -ran H 


_(. 






Start 


447 


End 


684 






Name 


OJ990318 05. 9A03.C33.ol.gs 


Method 


GENSCAN 






Start 


447 


End 


DID 






GI 


none 


Score 


C 1 






Exons 


447. . 616 










Seq. No. 


35631 


Seq. ID 


uj y y u j i c 


3 nc; q 7\ n "5 
3 U j . y/iU 3 




Gene No . 


73539 


Strand 








Start 


447 


End 


DO 4 






Name 


OJ990318 05.9A03.C33.ol.np 


Method 


AAT/NAP 






Start 


486 


End 


684 






GI 


5902448 . 


Score 


o ^ n 






.Exons. ... ... 


„4,8.6,..;. 6£4 _ _ ir 




„ . 


~- — 


™ 


GI. Descrip ... 


_ (ABO JQ 28.3, L. or.f 3....[Qj^yz.a „s.ativa.L — 




■ •- 


* 


Seq.- No. 


35632 


Seq. ID 


uj y y u j i c 






Gene No. 


73540 


Strand 


+ 






Start 


1 


End 


705 






Name 


OJ990318 05. 9A03.C35.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


the; 






GI 


4234854 


Score 


yu / 






Exons 


1. .705 










GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 








Seq. No. 


35632 


Seq. ID 


OJ99031* 


3_05.9A03 


. Loo 


Gene No . 


73540 


Strand 


+ 






Start 


1 


End 


705 






Name 


OJ990318 05.9A0'3.C35.ol.trn 


Method 


TBLASTX 


Maize 




Start 


19 


End 


327 






GI 


none 


Score 


255 






Exons 


19. .327,' 69. .326 










beq. No. 


■35632 


Seq. ID 


OJ99031* 


5_05. 9A03 




Gene No. 


'73540 


Strand - - 


+ . 






Start. 


1 - ..• 


■ End. - • 


705 






Name . 


OJ990318. 05. 9A03.C35..ol .ts 


Method 


TBLASTX: Soybean 




Start 


19 


End 


456 






GI 


5509260 


Score 


'321 






Exons 


19. .456, 108. .377 










GI Descrip. 












Seq. No. 


35632 


Seq. ID 


OJ99031S 


MD5.9A03 


.C35 


Gene No. 


73540 


Strand 


+ 






Start 


1 


End 


705 






Name 


OJ990318 0S.9A03.C35.ol.gs 


Method 


■GENSCAN 






Start 


31 


End 


303 






GI 


none 


Score 


.42 






Exons 


31. .303 












35445 



Seq. No. 35632 

Gene No. 73540 

Start 1 

Name OJ990318_05 . 9A03 . C35 . ol . tc 

Start 106 

GI none 

Exons 106.. 357, 108.. 344 

Seq. No. 35632 

Gene No. 73540 

Start 1 

Name OJ990318_05 . 9A03 . C35 . ol . tw 

Start 147 

GI none 

Exons 147 . . 494, 148. .492, 148. .501, 
640. .705 



Seq. ID OJ990318_05.9A03.C35 

Strand + 

End 705 

Method TBLASTX : Cress 

End 357 

Score 230 



Seq. ID OJ990318_05.9A03.C35 

Strand + 

End 705 

Method TBLASTX : Wheat 

End 705 

Score 326 

477. .614, 478. .564, 591. .704, 



Seq. No. 35633 

Gene No. 73541 

Start 1 

Jiams " .... _ ,OJS9Q.3Jk 8 _.Q 3. : Q^ f .QXr.m>:-^ 

Start ., . ... . _ „ .: ; : 

GI 4680203 

Exons 1. .92, 481. .1246 

GI Descrip. (AF114171) TNP2-like protein 

Seq. No. 35633 

Gene No. 73541 

Start 1 

Name OJ990318_05 . 9A03 . C39 . ol . gs 

Start 335 

GI none 

Exons 335.. 1306 



Seq. ID OJ990318__05.9A03.C39 
Strand 

.End 1385 

^..Me.t hpd... ... .. AA.T./.N&..,l m _.. ;„ 

..End,. 124.6....' .; 

Score ' 536 - 

[Sorghum bicolor] 

Seq. ID OJ990318__05.9A03.C39 
Strand 

End 1385 

Method GENSCAN 

End 1306 

Score .82 



Seq. No. 35633 
Gene No. 73541 
Start 1 

Name OJ990318_05 . 9A03 . C39 . ol . tw 

Start 389 
GI none 

Exons . 389. .508, 509 . . 613, 522 . . 614 , 

688.. 729, 722.. 886, 753.. 893, 
1347. .1385 - • " . 



Seq. ID OJ990318__05.9A03.C39 
Strand 

End 1385 

Method TBLASTX: Wheat 

End 1385 

Score 75 

632. .685, -64 8. .680, 68 6. .736, 

917. .1099, 1014. .1058, 1094. .1333-, 



Seq. No. 35633 

Gene No. 73541 

Start 1 

Name OJ99p318__05 . 9A03 . C39 . ol . ts 

Start 452 

GI none 

Exons 452.. 700, 519.. 698 

Seq. No. 35633 

Gene No. 73541 

Start 1 

Name OJ990318 05 . 9A03 . C39 . ol . tc 



Seq. ID OJ990318__05.9A03.C39 

Strand - " 

End 1385 

Method TBLASTX : Soybean 

End 700 

Score - 83 



Seq. ID OJ990318__05.9A03.C39 
Strand 

End 1385 

Method TBLASTX : Cress 



35446 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



926 
none 

926. .1099, 1094. .1333 



End 
Score 



1333 
207 



OJ990318_05.9A03.C40 
+ 

588 

AAT/GAP 

588 

150 



35634 Seq. ID 

73542 Strand 
468 End 
OJ990318_05. 9A03.C40.ol.gp Method 
4 68 End 
5867_1.R1084 Score 
468. .588 

'464986/ sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



beq. no. 


JJOJJ 












Seq. ID 


OJ990318_ 


n a 


Q7\AQ 


r* 1 
. L- X . 


Gene No . 


TOCO 












Strand 










.3:tar:t;___„ „ 


1 






















. Name 


r\TQomi q 


n a 


Q a n Q 


lei] 


~oT. 


np_,. 


, Met hod .. 


...AAT./N&R-, 








C A . v- 4- 

bt art 


i 












End 


483 










1 1 Q A n 1 1 
1 X o 4 U / / 












Score 


328 








Exons 


1. .483 






















GI Descrip. 


(U42445) 


Cf- 


-2.2 


[Lycopersicon 


pimpinelli folium] 








beq. No. 


JJOJJ 












Seq. ID 


OJ990318_ 


n a 


, yAUo 


. LI 


Gene No . 


"7 O C /I "O ■ 
/ J J 4 J 












Strand 










otart 


1 












End 


483 








Name 


ojyyuoio 


04 


. yAOts 


.CI 


.ol. 


gs 


Method 


GENSCAN 








Start 


72 












End 


410 








GI 


none 












Score 


.61 








Exons 


72. .410 






















Seq. No. 


35636 












Seq. ID 


OJ990318_ 


04. 


. 9A08 


.C2 


Gene No. 


73544 












Strand 


+ 








Start 


176 












End 


418 








Name 


OJ990318 


_04 


. 9 AO 8 


.C2 


.ol. 


gs 


Method 


GENSCAN 








Start 


176 












End 


418 








GI 


none . 












Score 


.49 • 








Exons 


176.' ,*418 






















Seq. No.. "' 


35637. ■ 












"Seq. ID 


OJ990318_ 


04; 


. 9 AO 8 


.C6 


Gene No. 


73545 












Strand 


+ 








Start 


168 












End 


283 








Name rJ -._ 


OJ990318 


_04, 


. 9A08 


.C6 


.ol. 


gs 


Method 


GENSCAN 








Start-, ; r 


168 












End 


283 








GI 


none 












Score 


.98 








Exons 


168. .283 






















Seq. No. 


35638 












Seq. ID 


OJ990318_ 


04. 


,9 AO 8 


.C7 


Gene No. 


73546' 












Strand 










Start 


229 












EriSr- 


1121 








Name 


OJ990318 


_04, 


.9A08 


■ C7, 


.ol. 


np 


Method 


AAT/NAP 








Start 


223 












End 


1121 









35447 



GI 6522590 Score 565 

Exons 223.. 377, 423.. 1121 

GI Descrip. (AL133292) receptor kinase-like protein [Arabidopsis thaliana] 



Seq. No. 35638 Seq. ID 

Gene No. 73546 Strand 

Start 229 End 

Name OJ990318_04 . 9A08 . C7 . ol . gs Method 

Start .229 End 

GI none Score 

Exons 229.. 1080 



OJ990318_04 .9A08.C7 

1121 
GEN SCAN 
1080 
.67 



Seq. No. 


35638 






Seq. ID 


OJ990318 


_04.9A08 


.C7 


Gene No. 


73546 






Strand 








Start 


229 






End 


1121 






Name 


OJ990318 


04.9A08.C7 


.o2. tm 


Method 


TBLASTX : 


Maize 




Start 


247 






End 


631 






GI 


none 






Score 


82 






Exons 


247. .369, 


442. .630, 


479. . 631 










Seq. No. 


35638 






Seq. ID 


OJ990318 


JD4 .9A08 


-C7. ". 


Gjsa4,Np»..'.™,, 
















,Start..,„. 


..... 229.. 






. End , 








Name 


OJ990318 


_04.9A08.C7 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


442 






End 


1120 






GI 


none 






Score 


88 






Exons 


442. . 669, 


548. .652, 


643. .885, 


719. .805, 


907. .1119, 944. 


. 1120 



Seq. No. 


35638 






Seq. ID 


OJ990318_04 .9A08 


.C7 


Gene No. 


73546 






Strand 






Start 


229 






End 


1121 




Name 


OJ990318 


04.9A08.C7, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


517 






End 


1083 




GI 


none 






Score 


59 




Exons 


517. .672, 


545. .673, 


715. .882, 


716. .814, 


927. .977, 1003. 


.1083 


Seq. No. 


35638 






Seq. ID 


OJ990318_04 .9A08 


.C7 


Gene No. 


73546 






Strand 






Start 


229 






End 


1121 




Name 


OJ990318 


04 . 9A08.C7, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


538 






End 


951 




GI 


none 






■ Score 


81 




Exons 


. • 538... 678, 


548. .667, 


694. .867, 


710. .823, 


931. .951 . 




Seq. No. 


35638 






Seq. ID . 


OJ990318_04.9A08 


.C7 . 


Gene No. 


73546 






Strand 






Start 


229 






End ' 


1121 




Name 


OJ990318 


04 . 9A08.C7, 


,ol. tm 


Method 


TBLASTX: Maize 




Start 


634 






End 


1104 




GI 


none 






Score 


115 




Exons 


634. .678, 


697. .882, 


698. .808, 


925. .1104 


: , 926. .1099 




Seq. No. 


35639 






Seq. ID 


OJ990318_04 . 9A08 


.C8 


Gene No. 


73547 






Strand 


.+ • 




Start 


169 






End 


280 




Name 


OJ990318 


04 . 9A08.C8, 


. ol . gs 


Method 


GENSCAN 




Start 


169 






End 


280 





35448 



GI 

Exons 



none 

169. .280 



Score 



Seq. No. 35640 Seq. ID 

Gene No. 73548 Strand 

Start' 68 End 

Name OJ990318_04 . 9A08 . C9 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68 . . 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
. SJt.arl:.,^...; 
. Name, ..... . „ 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



62 



OJ990318_04.9A08.C9 
238 

GENSCAN 

238 

.42 



OJ990318JD4 . 9A08 . CIO 
371 

GENSCAN 
371 
. 95 



. OJ990318_04 . 9A08 . C12 

..5,67_.._ 
AAT/NAP. _ 
567 
935 



36) Similar to Oryza australiensis retrotransposon RIRE1 
) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
sativa] 



35641 Seq. ID 
73549 Strand 
35 End 
OJ990318_04 . 9A08 . CIO . ol . gs Method 
35 End 
none Score 
35. .316, 350. .371 

35642 . Seq. ID 
73550. ' Strand 

X.™ ™. .End . .... ' 
.OJ9$0318.J)L 9A08,.£l-2...61..np .Method ... 

1 . End 

6539553 Score 

1..567 

(AP0008 

(D85597 

Similar 

[Oryza 



35642 
73550 
1 

OJ990318_04 .9A08.C12.ol.tw 

25 

none 



Seq. ID OJ990318_04.9A08.C12 



Strand 
End 

Method 
End ■ 
Score 



567 

TBLASTX: Wheat 

501 

355 



■25. .411, 63. .410, 426. .500, 428. .499, 430. .501 



35642 Seq. ID 

73550 Strand 

1 ■ - ■■ - • .End 
OJ990318_04.9A08.C12.ol.gs Method 

99 ........ .. End 

none . Score. ' 
99. .227 



OJ990318_04 . 9A08 . C12 
567, 

GENSCAN 
227- 
.4 9 



Seq. No. 35642 

Gene No. 73550 

Start 1 

Name OJ990318_04 . 9A08 . C12 . ol . ts 

Start 138 

GI none 

Exons 138.. 362, 381.. 512 

Seq. No. 35642 

Gene No. 73550 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_04 . 9A08 . C12 
567 

TBLASTX: Soybean 

512 

114 



Seq. ID OJ990318_04.9A08.C12 
Strand 



35449 




Start 


X 




DilU 


R £7 




Name 


ojyyuoio U4 . yAUo .tiz.oi, 


cm 


Method 


rpoT 7A C TV • -i T£i 

1 Dijfio i a . ixiai ze 




Start 


*D C Ci 

Joy 




Hjna 


^ £ c 

ODD 




GI 


none 




Score 


ice; 
X DO 




Exons 


OO!? . .ODD, J / U . . 0 DZ , O / Z . 


£ £ 

.ODD 








Seq. No. 






Con t n 
oeq. id 


HTQQmi Q DA Q7AflP 

ujyyu jio u4.yAuo 


pi 7 

. Ll / 


Gene No. 


73551 




Strand 






Start 


273 




End 


547 




Name 


vjjyyuoio U4 . yAUo . ti / .01. 




fi/T /-\ 4— V~i /~\^ 

L v iei,nou 


TRT 7AQTY • Ma -i 




Start 


O "7 *3 

Z / 0 




C 1 r-, H 


c, A 1 
0 4/ 




GI 


none 




Score 


1 1 1 
111 




Exons 


T7 0 oq'J OQO "3Q/1 OOP. 

Z /o . . obo, Zoo. . oo4, zyo . 


"5 Q A 
. OO 4 , 


Z :? :? . i jOJ/ 


Al A c;ym 47c; 
f± / 4 . . O 4 3 , 4/0.. 


R A £> 

D 4 D , 




4 / O . . D 4 / 










Seq. No. 


35643 




Seq. ID 


OJ990318_04.9A08 


.C17 


Gene No. 


73551 




Strand 






Start 


Z / J 






C, vl 7 

0 4/ 




Name 


uj yyuoio U4. yAUo . 11 / . 01 . 


zs 


|V jT /-n l^i j^v 


1 dLiAo i a . ooyoean 




Start 


Z / J .... 




Hina 


a a 

0 4 D 




GI 


. . none 




Score 


Q7 

y / 




Exons, . 


,.Z J_o. . o,P- vLf. :^ 4JJ3^-. *~4-Q z\,-^Z_y JyL« 




O Q Q TOO 


Al A 47c 


R A 6 


Seq. No. 


3564 4 




Seq. ID 


OJ990318_04 . 9A08 


.C19 


Gene No. 


73552 




Strand 






Start 


/ y 




Hjna. 


^ £7 




Name 


uj yyuoio U4. yAUo .tiy.oi. 




Method 


f TT NT C r 1 7A NT 




Start 


/ y 






JU / 




GI 


none 




Score 






Exons 


*7 Q OOQ Odd O^l 
/ y . . Z Z O , ZOD. . JD/ 










Seq. No. 


35645 




Seq. ID 


OJ990318_04.9A08 


.C20 


Gene No. 


73553 




Strand 






Start 


OZ J 






1 1 CQ 

1 1 0 y 




Name 


ujyyuoio u4.yAUo.Lzu.oi. 


gs 


Method 


C IT NT C P 7A NT 




Start 


o o o 
OZO 






I 1 CQ 

II oy 




GI 


none 




Score 


. 0 4 




Exons 


yzo. .yjy, yoi. . 1 10 y 










Seq. No. 


35646 




Seq. ID 


OJ990318_04 . 9A08 


.C21 


Gene No. 


73554 




Strand 


+ 




Start 


■ - 250. . . - • 




End 


8814 ■ 




Name 


OJ990318 04 . 9A08.C2l.ol. 


gs 


Method. ■ 


GENSCAN - - - 




Start 


250. •-. • - 




End " 


8814 • • 




GI 


none' 




Score 


-.'49 




Exons 


250. .348, 1065. .1095, 1646. .1717, 2061. 


.2456, 2863. .2920, 




3115. .3214, 3303. .3350, 


3528. 


.7448, 8250. .8384, 8541. .8 


715, 




8767. .8814 










beq . no . 


35646 




Seq. ID 


OJ990318_04 . 9A08 


.C21 


Gene No. 


73554 




Strand 


+ 




Start 


250 




End 


8814 




Name 


OJ990318 04.9A08.C21.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3538 




End 


3924 




GI 


none 




Score 


347 




Exons 


3538.. 3924, 3549.. 3923 











35450 



Seq. No. 35646 Seq. ID OJ990318_04.9A08.C21 

Gene No. 73554 Strand + 

Start 250 . End 8814 

Name OJ990318_04 . 9A08 . C21 . ol . np Method AAT/NAP 

Start 3544 End ' 7449 

GI 6539553 Score 6720 

Exons 3544.. 7449 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | . (AP000837 ) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

Seq. No. 35646 Seq. ID OJ990318_04.9A08.C21 

Gene No. 73554 Strand + 

Start 250 End 8814 

Name OJ990318_04 . 9A08 . C21 . o2 . tm Method TBLASTX : Maize 

Start 3673 End 3986 

GI none Score 366 

Exons 3673.. 3984, 3681.. 3986 

Seq. No. ' . 35646 Seq. ID OJ990318_04 . 9A0.8 C21 

, .Gene. .Nq. w ", 7 3554_. .S.txaocL +, P ^„, ._„,_._^_ 

Start ... ...... 2.5.0 ...... ,1. . End, .. _ ..8814 ... _w. - 

Name - OJ99031-8_04 . 9AQ8 . C2 1 . ol . tm Method TBLASTX : Maize ■' 

Start 4485 End 4807 

GI none Score 262 

Exons 4485. .4739, 4492. .4806, 4512. .4805, 4640. .4807 

Seq. No. 35646 Seq. ID OJ990318_04.9A08.C21 

Gene No. 73554 Strand + 

Start 250 End 8814 

Name OJ990318_04 . 9A08 . C21 . o5 . ts Method TBLASTX: Soybean 

Start 4834 End 5220 

GI none Score 84 

Exons 4834.. 4989, 4972.. 5220 

Seq. No. . 35646 Seq. ID OJ990318_04.9A08.C21 . 

Gene No. - 73554 Strand + 

Start 250 End 8814 

Name OJ990318_04 . 9A08 . C21 . o5 . tm Method TBLASTX : Maize 

Start 5008 End 5442 

GI' none - Score 303 

Exons \ 5008. .5442.,- 5217. .5417 - .. . . 

..Seq*. No. . 35646 Seq. ID. OJ990318_04.9A08.C21 

Gene No." 73554 Strand + 

Start 250 " # End 8814 

Name OJ990318_04 . 9A08 . C21 . o5 . tw Method TBLASTX :-Wheat 

Start 5085 End 5277 

GI none Score 131 

Exons 5085.. 5276, 5086.. 5277, 5086.. 5277 

Seq. No. 35646 Seq. ID OJ990318_04.9A08.C21 

Gene No. 73554 Strand + 

Start 250 End 8814 

Name OJ990318_04 . 9A08 . C21 . o2 . ts Method TBLASTX : Soybean 

Start 5230 ; End 5628 



35451 



GI none 

Exons 5230.. 5454, 5238.. 5408, 5455. 

Seq. No. 35646 

Gene No. 73554 

Start 250 

Name OJ990318_04 . 9A08 . C21 . o2 . tc 

Start 5263 

GI none 

Exons 5263.. 5445, 5458.. 5652 

Seq. No. 35646 

Gene No. 73554 

Start 250 

Name OJ990318_04 . 9A08 . C21 . ol . tw 

Start 5278 

GI none 

Exons 5278.. 5742, 5286.. 5765, 5786. 
5844. .6032 



Score 197 
.5628, 5463.. 5501 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_04 . 9A08 . C21 
+ 

8814 

TBLASTX: Cress 

5652 

112 



OJ990318_04.9A08.C21 
+ 

8814 

TBLASTX: Wheat 

6033 

634 



,6016, 5794.. 6033, 5816.. 6013, 



Seq. No. 

Start... ..^ 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI - 
-Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name 



3564 6 

250. ... . „• ; .... , ; 

OJ990318_04. 9A08.C21.ol.ts 

5953 ; 

5509260 

5953. .6417, 6054. .6122, 6171. 



35646 
73554 
250 

OJ990318_04 . 9A08 . C21 . ol . tc 

6046 

none 

6046. .6306, 6048. .6125 

35646 
73554 
250 

OJ990318_04 . 9A08.C21.o3.'tm 

6087 • 

none- 

.6087 ,". 6269, -6088.. 6552, 6103. 

35646 
73554 
250 

OJ990318JD4 . 9A08 . C21 . o3 . tw 

6088 

none 

6088. .6432, 6235. .6408, 6427. 

35646 
73554 
250 

OJ990318 04.9A08.C21.o3.ts 



Seq. ID OJ990318_04.9A08.C21 

_S.txa.ad. _jr m ; 

. End. _8814 

Method TBLASTX : Soybean 

End 6417 

Score 383 
.6266, 6339.. 6398 



Seq. ID OJ990318_04.9A08.C21 

Strand + 

End 8814 

Method TBLASTX : Cress 

End 6306 

Score 286 



Seq. ID OJ990318_04.9A08.C21 

Strand + 

End 8814 

Method TBLASTX: Maize 

End 6552 

Score 362 
.6405, 6339. .6449 

Seq. ID OJ990318_04.9A08.C21 

Strand '+ 

End 8814 

Method' TBLASTX: Wheat - t 

End 6633 

Score 319 
.6633, 6501. .6623 

Seq. ID OJ990318_04.9A08.C21 

Strand + 

End 8814 

Method TBLASTX : Soybean 



35452 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

„5 e n,e^. . r . . 
.Starts. -. . 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI ' 

■ Exons 

-Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



6486 
none 

6486. .6686, 6487. .6831 

35646 
73554 
250 

OJ990318_04 . 9A08 . C21 . o4 . tm 

6642 

none 

6642. . 6980, 6643. . 6981 

35646 
73554 
250 

OJ990318_04 . 9A08 . C21 . o2 . tw 
6837 
none 



End 
Score 



6831 
306 



Seq. ID OJ990318_04.9A08.C21 

Strand + 

End 8814 

Method TBLASTX: Maize 

End 6981 

Score 310 



Seq. ID OJ990318_04.9A08.C21 

Strand + 

End 8814 

Method TBLASTX : Wheat 

End 7313 

Score 101 

6837. .6908, 6838. .6912, 6926. .7234, 6927. .7313, 6928.-7275 

3564 6 Seq. ID OJ990318_04.9A08.C21 

.■J7.3J5M.— — — — - __Strand _ t,.,__.^„.__„...^._.____„ 

... .2 5£> fc , „. . . L . . . „ . .... . End.' ..88 1.4..1 

OJ990318 04.9A08.C21.o4.ts - Method TBLASTX : Soybean 



6844 
none 



End 
Score 



7185 
91 



6844..6957, 6870. .6950, 6976. .7185, 6981. .7106 



35647 
73555 
1 

OJ990318_04. 9A08 .C22.o2.np 
1 

6606266 

1..27, 516. .2620, 2832. .2937, 3061. .3272 
(AF158634) Vrgal [Triticum ventricosum] 



Seq. ID OJ990318_04.9A08.C22 

Strand + 

End 3272 

Method AAT/NAP 

End 3272 

Score 393 



35647 
73555 
1 

OJ990318_04 . 9A08.C22 . ol . tc 

359. - ' - 

none 



Seq. ID OJ990318_04.9A08.C22 

Strand + 

End 3272 

Method TBLASTX : Cress 

End 1029 : 

Score - 126 



359.-496, 360. .521, 501. .-557, 684.. 731, 766.-885, 901. .1029 



35647 
73555 
1 

OJ990318_04 . 9A08 . C22 . o2 . ts 

389 

none 



Seq. ID OJ990318_04.9A08.C22 

Strand + 

End 3272 

Method TBLASTX : Soybean 

End • 740 

Score 63 



389. .439, 390. .449, 459. .503, 461. .502, 504. .593, 612. .740 



35647 
73555 
1 

OJ990318_04.9A08.C22.ol.np 



Seq. ID OJ990318_04.9A08.C22 

Strand + 

End 3272 

Method AAT/NAP 



35453 




O Lai. L 


o _/ o 


End 


1098 


riT 

O X 




Score 


602 


TT vAn g 








r^T q ^ t~ i o 

OX L/CoOXX^J. 


\ r\C \J O U j O / 


NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


35647 


Seq. ID 


OJ990318_04.9A08.C22 


Gene No. 


73555 


Strand 


+ 




1 


End 


3272 


Name 


OJ990318 04 


. 9A08 . C22 . ol . tm Method 


TBLASTX: Maize 


Q-t- a r-4- 
O CdlL 


615 


End 


1155 


r: T 

O X 


none 


Score 


49 


Exons 


615. .662, 763. .1155, 768. .995, 862. .1041 


Seq. No. 


35647 


Seq. ID 


OJ990318_04.9A08.C22 


Gene No. 


73555 


' Strand 


+ 


Start 


1 


End 


3272 


lvalue 


OJ990318 04 


. 9A08 . C22 . ol . ts Method 


TBLASTX: Soybean 


O Lax L, 


783 


End 


1818 




none 


Score 


241 


XT' vTM^ Q 


783. .995, 784. .1041, 1150. .1269, 1717. 


.1818 


Sejq Np_....,_ , 


. .3,5 6,4 8. 


...,.„..^.S^q ,JP ^ 


- ,.Q J9 9 Q3 1 8_Q .1, 


.Gene. ..No.. 


. .735,5 6 _ , 


. , a ..... , St rand,. 




o u dx u 


1590 


. End 


2061*"".'" * ~ ~ 


Name 


OJ990318 04 


. 9A08 . C23 . ol . gs Method 


GENSCAN 




1590 


End 


1889 


O X 


none 


Score 


.76 


Exons 


1590. .1889 






O c LJ . IN vj . 


35648 


Seq. ID 


OJ990318_04.9A08.C23 


Gene No. 


73556 


Strand 




Start 


1590 


End 


2061 


LMaillC 


OJ990318 04 


. 9A08 . C23 . ol . np Method 


AAT/NAP 


DLalt 


1593 


End 


2061 


o X 


3645899 


Score 


521' 


JjAUlliD 


1593. .2061 






ox ucsuiip • 


(U68408) 5.' 


end not determined experimentally '[ Zea mays] 


Seq. No. 


35648 


Seq. ID 


OJ990318_04.9A08.C23' 


Gene No. 


73556 


Strand 




Start 


1590 


End 


2061 


NT a mo 


OJ990318 04 


.9A08.C23.pl.tc . Method 


TBLASTX: Cress 


Cf a -r'i- 
O L d X u , 


16.11- 


- End 


197 6 - ■ ' ,'- 


ox 


none 


' — ■ • - Score 


-74\ 




-1611.. .1856, 


1708-. .1824, 1845. .1976- 




Seq. No:" 


35648 


Seq. ID 


OJ990318_04.9A08.C23 


Gene No. 


73556 


Strand 




O Lai L 


1590 


End 


2061 


Name 


OJ990318 04 


. 9A08 . C23 . ol . tm Method 


TBLASTX: Maize 




1611 


End 


2061 


GI 


none 


Score 


306 


Exons 


1611. .2060, 


1621. .2061 




Seq. No. 


35648 


Seq. ID 


OJ990318_04.9A08.C23 


Gene No. 


73556 


Strand 




Start 


1590 


End 


2061 



35454 



Name 

Start 

GI 

Exons 



OJ990318_04 . 9A08.C23.ol.ts Method TBLASTX : Soybean 
1617 End 2061 

none ^ Score 62 

1617. .1841, 1657. .1827, 1860. .2060, 1918. .2061 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35648 
73556 
1590 

OJ990318_04 . 9A08.C23.ol.tw 

1656 

none 



Seq. ID OJ990318_04.9A08.C23 
Strand 

End 2061 

Method TBLASTX : Wheat 

End 2060 

Score 7 6 



1656. .1832, 1656. .1832, 1851. .2060 



Seq. No. 35649 

Gene No. 73557 

Start 1 

Name OJ990318_04 . 9A08 . C26 . ol . np 

Start 1 

GI 629800 

Exons . . 1. .23, 315. .595 

GI Descrip. pir7b protein - rice gi | 4 98747 | emb | CAA84024 | (Z34270) Pir7b 
,.".JQr.yza; sativa] _ 



Seq. ID OJ990318_04.9A08.C26 

Strand + 

End 595 

Method AAT/NAP 

End 595 

Score 177 



Seq. No. 35649 

Gene No. 73557 

Start 1 

Name OJ990318_04 . 9A08 . C26 . ol . gs 

Start 285 

GI none 

Exons 285.. 503 



Seq. ID OJ990318_04.9A08.C26 

Strand + 

End 595 

Method GENSCAN 

End 503 

Score .72 



Seq. No. 35650 

Gene No. 73558 

Start 2915 

Name OJ990318_04 . 9A08 . C28 . o2 . ts 

Start 2909 

GI none 
Exons 



Seq. ID OJ990318_04.9A08.C28 
Strand 

End 3816 

Method TBLASTX : Soybean 

End 3176 

Score 39 



2909. .2986, 2910. .2969, 3020. .3175, 3036. .3176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990318_04.9A08.C28 
Strand 

End. 3816 

Method ' AAT/NAP- 

End 3800 . 

Score , 634 . - • : * 



35650 
73558 
2915 

OJ990318_04-. 9A08 . C28-. ol . np 

2-915 - - - • 

2642431 . .- •• *. --. - 
• 2915. .3800 

(AC002391) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



35650 
73558 
2915 

OJ990318_04 . 9A08.C28..ol.tw 
3134 
none 

3134. .3241, 3243. .3341, 3333. .3677 



Seq. ID OJ990318_04.9A08.C28 
Strand 

End 3816 

Method TBLASTX : Wheat 

End 3677 

Score 245 



35455 




Seq. No. 


35650 








Seq. ID 


OJ990318 


_04 . 9A08 


C28 


Gene No. 


73558 








Strand 








Of a y-f 


9Q1 S 










^P T fi 
J 0 X 0 






Name 


Pi TQQO 11 P 04 


QQOP 


POO n 1 


f m 
. till 




TDT a CTY • 
1 DLAO 1 A . 






o t ar u 


79 4 £ 
jZ 4 D 










J DO U 






pt 


none 








Score 


£7 






Exons 


j^ fl O . .Jo / / / 


J J JO 


. • J jl J/ 


1 RPP 
J J O O * 


• jDOU 








oeq. in o . 


jjDju 










Pi TQQO^I P 


04 QaOP 


P9 P 


Gene No. 


73558 








Strand 








Start 


2915 








End 


3816 






Name 






P9P o1 


f c 




TRT Zi QTY • 
1 OXjIAO 1 A . 


ooyucdn 




Cf a r*+- 


"3 "3 £ £ 
J ODD 








Lna 


"}P 1 £ 
JO 1 D 






P T 










Score 


1 £9 
1 oZ 






tjXons 


jj DO . . jD / / , 


n^7 
J JO / 


. .0010 












("2 T qpri n 


















Seq. No. 


35650 








Seq. ID 


OJ990318 


_04.9A08. 


C28 


Gene No. 


73558 








Strand 








C f -a yf 










End. 


3816 






Name 


Pi tqqo n P 0 4 




poo 0 1 




Method 


TBLASTX: 


Ores s 




Of >- f 


.-j.^,p_y._. _ ... _ 




" " 




End 


...3.7.17__ 






P T 

.tax. «. .. 


-, w ..none.„. — A .. 








JS.c.Qrje 


.102 






XT 1 V7 /"\ r^i 


j j :? . . jdoD/ 


£P 


. . J O -7 J , 




,3714, 3673. .3717 






Seq. No. 


35651 








Seq. ID 


OJ990318 


_04.9A08. 


C29 


Gene No. 


73559 








Strand 


+ 








i m 7 
i jj / 








End 


2084 






Name 


Pi TQQO lift O/l 




P9 Q 


. gs 


Method 


GEN SCAN 






Of 3 >-f 


t m7 

1 JJ / 








End 


2084 






P T 


none 








Score 


.44 






TP \r /*\ -r-\ 


i 0C.7 1 con 


1 £17 
1 D J / 


1 £7 £ 


1 P 0 j4 
X 0 U 41 . 


.1845, 1917. .2084 






Seq. No. 


35652 








Seq. ID 


OJ990318 


_04.9A08. 


C30 


Gene No. 


73560 








Strand 


+ 






Of a >-f- 

o cart 


582 








End 


3027 " 






Name 


OJ990318 04 


9 AO 8 


.C30.ol 


gs 


Method 


GENSCAN 






Of 2 vf 


582 








End 


3027 






(IT 


none 








Score 


.63 






EjXOflb 


582. .938, 1646.. 


2008, 2141. .2531, 2836 


. .3027 






o e q . no. 


35652 








Seq. ID 


OJ990318 


_04.9A08. 


C30 


Gene No.- 


. 73560 








Strand 


+ 






Start 


582 








End- 


3027 






Name 


OJ990318 04. 


9 AO 8 


.C30.ol 


tc 


Method 


TBLASTX : 


Gress 




Of 3 r-f 


1931 








End 


2518 








none 








Score 


125 






U 1 v /^i r% t** 

HjXons 


1931. .2098, 


1936 


. .2115, 


2135. 


.2206, 2219. .2296, 


2321. .2377, 




2417. .252,8 
















o c: vj^ . ln <J . 


35652 








Seq. ID 


OJ990318 


_04 . 9A08. 


C30 


Gene No. 


73560 








Strand 


+ 






Start 


582 








End 


3027 






Name 


OJ990318 04. 


9 AO 8 


.C30.ol. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


1951 








End 


2485 






GI 


none 








Score 


84 






Exons 


1951. .2007, 


1952 


. .2020, 


1994. 


.2017, 2021.. 2116, 


2037. .2075, 



35456 



2135. .2242, 2243. .2485 

Seq. No. 35652 

Gene No. 73560 

Start 582 

Name OJ990318_04 . 9A08.C30.ol, 

Start 1958 

GI 2792240 

Exons 1958.. 2746 

GI Descrip. (AF032698) NBS-LRR type 

Seq. No. 35652 

Gene No. 73560 

Start 582 

Name OJ990318_04 . 9A08.C30.ol. 

Start 2267 

GI none 

Exons 2267.. 2716, 2413.. 2688 

Seq. No. 35652 

Gene No. 73560 

J&tatk. _ J5&2 „ 

„N.ame...,....^ 1...0 J 93 Q3l1&J)A.. 9AQA,.CiQ,. o2.. 

Start 24 8 6 - 

GI none 

Exons 2486.. 2728, 2714.. 2773, 



np 



Seq. ID OJ990318_04.9A08.C30 

Strand + 

End 3027 

Method AAT/NAP 

End 2746 

Score 718 



resistance protein [Oryza sativa] 

Seq. ID OJ990318_04.9A08.C30 

Strand + 

End 3027 

tm Method TBLASTX : Maize 

End 2716 

Score 247 



Seq. ID OJ990318_04.9A08.C30 
Strand + 

„^ End :.3£>2i 

:Xs^ .MethQd„._..T,BLAS,JX.;aoyb.ean,^^^ „ 
End 2903 
Score 155 
2796. .2903 



Seq. No. ■ 35653 Seq. ID 

Gene No. 73561 Strand 

Start 1 End 

Name OJ990318_04 . 9A08 . C31 . ol . np Method 

Start 1 End 

GI 4689223 Score 

Exons 1..347, 408. .829, 1146. .1166 

GI Descrip. (AF118127) disease resistance protein 12 [Lycopersicon 
esculentum] 



OJ990318_04 . 9A08 . C31 
+ 

1166 
AAT/NAP 
1166 
166 



Seq. No. 35653 Seq. ID 

Gene No. 73561 Strand 

Start 1 End 

Name OJ990318JD4 . 9A08 . C31 . ol . gs Method 

Start 2 End 

GI none . Score . 

Exons 2. .7 61 



OJ990318_04.9A08.C31 
+ 

1166 
GENSCAN 
761 
.97 



Seq. No. 35654 Seq. ID 

Gene No. 73562 Strand 

Start . 533 End 

Name OJ990318_04 . 9A08 . C36 . ol . gs Method 

Start 533 End 

GI none Score 

Exons 533.. 730 



OJ990318_0'4. 9A08.C36 
730 

GENSCAN 

730 

.44 



Seq. No. 35655 Seq. ID- 

Gene No. 73563 Strand 

Start 428 End 

Name OJ990318_04 . 9A08 . C37 . ol . gs Method 



OJ990318_04.9A08.C37 
+ 

2236 
GENSCAN 



35457 






A 9fi 




1 100 
1 1 ZZ 




r _ none 


Score 


Q7 


Exons 








oeq. NO. 


-5 c /r c c 
JJ DO D 


oeq . J. u 




f^pnp Kin 


73563 


Strand 




Start 


428 


End 


2236 


Name 


OJ990318 04.9A08.C37.ol 


. np Method 


AAT/NAP 


Start 


1180 


End 


1973 


GI 


2792240 


Score 


845 


Exons 


1180. . 1973 






GI Descrip. 


(AF032698) NBS-LRR type 


resistance protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



35655 
73563 
428 

OJ990318_04 . 9A08.C37 .ol.gp 

1865 

97536_1.R1084 
1865. .2236 

' 58521 82 /emb | CAB55420 . 1 1 9. 
,.s^..tiya].' , . -. , .... 

35655' ~ " • 

73564 

5682 

OJ990318_04.9A08.C37.ol.tc 

1152 

none 



Seq. ID OJ990318_04.9A08.C37 

Strand + 

End 2236 

Method AAT/GAP 

End 2236 

Score 680 

Oe-13 (AL117265) zhb0012.1 [Oryza 



Seq. ID OJ990318_04.9A08.C37 



Strand 
End 

Method 

End 

Score 



+ 

10772 

TBLASTX: Cress 

7263 

141 



1152. .1307, 1153. .1311, 1357. .1428, 1432. .1605, 1805. .1879, 
7000. .7107, 7144. .7263 



Seq. No. 35655 

Gene No. 73564 

Start 5682 

Name OJ990318_04 . 9A08 . C37 . o2 . ts 

Start 1173 

GI none 

Exons 1173.. 1226, 
7078 . .7212 



Seq. ID OJ990318_04.9A08.C37 

Strand + 

End 10772 

Method TBLASTX : Soybean 

End 7212 

Score 67 

1174. .1233, 1243. .1338, 1345. .1677, 1360. .1446, 



Seq. No. 35655 ' • Seq. ID 

Gene No. -.73564 - - . Strand 

Start. : . . 5682 • End, ■■ • 

■Name : ' OJ990318JD4,. 9A08 . C37 . o3 . tm - Method 

Start I486' / End 

GI none Score 
Exons 



OJ990318_04 . 9A08 . C37. 
+ 

10772 

TBLASTX : Maize." 
7377 

52 * 



1486. .1533, 1546. .1677, 1703. .1876, 7048. .7377, 7140. .7295 



Seq. No. 35655 Seq. ID 

Gene No. 73564 Strand 

Start 5682 End 

Name OJ990318_04 . 9A08 . C37 . ol . tm Method 

Start 3611 End 

GI none Score 
Exons 



OJ990318_04 . 9A08.C37 
+ 

10772 

TBLASTX: Maize 

10760 

69 



3611. .3922, 3914. .3982, 10665. .10760 



35458 




Seq. No. 


35655 


Seq. ID 


OJ990318 


_04.9A08 


.C37 


Gene No. 


73564 


Strand 


+ 






btart 


5682 


End 


1 H77 9 






Name 


OJ990318 04.9A08.C37.o2.tw 


Method 


rpDT 7\ CTY • 


wnea u 




Start 


3674 


End 


1 fl 7 7 0 
± U / / Z 






GI 


none 


Score 








Exons 


3674. .3754, 10437 .. 10655, 10591. .10656 


, 1 U O OZ . . 


1 u / / z 




Seq. No. 


35655 . 


Seq. ID 


Pi TQ Qfl "3 1 fi 


n a QariR 
U ft . y/\u 0 


r*^7 

m \jO f 


Gene No. 


73564 . 


Strand 


+ 






Start 


5682 


End 


10772 






Name 


OJ990318. 04.9A08.C37.o3.np 


Method 


AAT/NAP 






Start 


5682 


End 


7474 






GI 


2792240 


Score 


385 






Exons 


5682. .5723, 7001. .7474 










0± L/C O OI -L^ " 


(AF032698) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


35655 


Seq. ID 


OJ990318 


0 4 . 9AUo 


. C 3 1 


Gene No. 


73565 


Strand 








Start 


11050 


End 


11573 






Name 


OJ990318 04.9A08.C37.o2.tm . 


Method 


TBLASTX: 


Maize 




.Star^t ...... 


_i i as a. ....... . .„ _ ™ „ 


. . _ End. ....... , 


_114 6 v 5._ 






GI ... 


_ .none ....... ..... 


^,....Scor.fi.....^ 


-8x.. 






Exons 


11050. .11238, 11191. .11409, 


.11224. .11421, 11436 


114 65. 


- 


Seq. No. 


35655 


Seq. ID 


OJ990318 




. C3 i 


Gene No. 


73565 


Strand 








Start 


11050 


End 


11573 






Name 


OJ990318 04.9A08.C37.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


11062 


End 


11573 






GI 


none 


Score 


57 






Exons 


11062. .11160, 11239. .11406, 


11251. .114 


00, 11412 


. .11573 




Seq. No. 


• 35655 


Seq. ID 


OJ990318 


J34.9A08 


.C37 


Gene No. 


73565 


Strand 








btart 


11050 


End 


11573 






Name 


OJ990318 04.9A08.C37.ol,ts 


Method 


TBLASTX: 


Soybean 




Start 


11236 


End 


11573 






Gl 


none 


Score 


128. 






Exons 


11236. .11406, 114 09.,. 11573 










Seq, No.. 


. 35656 


' Seq.. .ID 


OJ990318 


_04 . 9A08 


.C38 


Gene No. 


73566 - - 


. Strand 










.19 ; '• . • 


' End 


259 






Name 


. OJ990318 .04. 9*A08 .C38 ,ol\gs 


v Method 


- GEN SCAN 






Start 


19 " 


End 


259 






GI 


none 


Score 


.99 






Exons 


19. .259 










beq . no . 


35657 


Seq. ID 


OJ990318 


_04.9A08 


.C39 


Gene No. 


73567 


Strand 


+ 






Start 


990 


End 


1950 






Name 


OJ990318 04.9A08.C39.ol.gs 


Method 


GENSCAN 






Start 


990 


End 


1950 






GI 


none 


Score 


.46 






Exons 


990. .1054, 1275. .1437, 1876 


. .1950 









35459 




Seq. No. 


35657 




Seq. ID 


OJ990318_04.9A08 


.C39 


Gene No. 


73568 




Strand 


+ 




OLail 


/ZOO 






o x y 4 




Name 


\jo i?3U o io u fi ■ yHuo . \^ o :? . of* 


. gs 








otart 


toco 
/ Z 00 






Ql OA 

o i y 4 




bJ. 


none 




Score 


QP 




Exons 


TO^O TQni Q1 "3Q QIQyl 










o e q . in o . 


jjDj / 




Con T n 


UU 3 JlO U4 . jHUO 




Gene No. 


1 *5 c; c q 




Strand 






Start 


1 




End 


5810 




Name 


OJ990318_04 . 9A08.C39.ol 


.np 


Method 


AAT/NAP 




Of -1 yf 


i 
i 




End 


5482 






zOo OX JU 




Score 


462 




Exons 


~\ 01 9^^n '3RQQ ^AAl 


. .5482 








ui ueocxxp. 


(AC002387) putative non- 


-LTR retroelement reverse transcriptase 




[Arabidopsis thaliana] 










oeq . no . 


35657 




Seq. ID 


OJ990'318_04.9A08 


.C39 


Gene No. 


73569 . 




Strand 






Start 


1 . . 




End 


. 5810 




.J^ame. 


_QJ,9 9jp,31S 0 4 ..9^a8.. v C3a,.AUtm. _ „. 


,Me£hpd._ 


.^TBLASJXLMal^ , 




C-f- a v+- 

o.t.arx . 


. ..2171..,...,.; 




..End _ ... 


..2.968 . 






none 




Score 


74 




Exons 


Zl/l..ZZ/0, ziy/..ZOD3, 


OTTO 

zz Jo . 


.2352, 2342. .2968, 2346. .2720, 




OO/IO OOfiA 0*7/10 O 

zo4o..zoyU, z/4z..zyoo 










Seq. No.' 


OJDD / 




Seq. ID 


OJ990318_04.9A08 


.C39 


Gene No. 


73569 




■Strand 






btan 


1 




End 


5810 




Name 


OJ990318 04.9A08.C39.o2 


. tw 


Method 


TBLASTX: Wheat 




btdlL 


2342 




End 


2668 






none 




Score 


69 




XT' v /*n r"\ 


2342. .2482, 2343. .2465, 


2504. 


.2668 






Seq. No. 


35657 




-Seq. ID 


OJ990318_04.9A08 


,C39 


Gene No. 


73569 




Strand 






OtaiL 


1 




End 


5810 




Name 


OJ990318 04.9A08.C39.o3 


. tw 


Method 


TBLASTX: Wheat 




Of 3 v-4- 


2687 




End 


2914 






none 




Score 


109 




Exons 


2687. .2914, 2742. .2882 










Seq. -No. 


35657 ' - 




Seq. ID 


OJ990318_04. 9A08 


.C39 


Gene No. 


. 73569 ' . *\ 




Strand ' 






otart 


1 




End- 


5810 




Name 


OJ990318 0'4.9A08.C39.o2 


tin' 


Method 


TBLASTX: Maize' 




Cf yf 

o tare 


3116 




End 


3713 






none 




Score 


199 




Exons 


3116. .3175, 3291. .3341, 


3348. 


.3713 






Seq. No. 


35657 




Seq. ID 


OJ990318_04.9A08 


.C39 


Gene No. 


73569 




Strand 






Start 


1 




End 


5810 




Name 


OJ990318 04 . 9A08.C39.o2 


gs 


Method 


GENSCAN 




Start 


3128 




End 


3650 




GI 


none 




Score 


. 69 





35460 




Exons 


o-i op ooop 
J I c O . . ,5Z 0 0/ 


^4 7 
004 / 


• . JDJU 










Seq. No. 


35657 








Seq. ID 


OJ990318_04 . 9A08 


.C39 


Gene No. 


73569 








Strand 








i 








Fnrl 


>J O X w 




Name 




Q7\ nfl 






J\A r\ -4- V~i 

rJcLflOU 


TRT 7\ QTY • Whoa +- 

i DJ-1M.0 1 a . wneat 




OCdlt 


OA 










JO OO 






none 








Score 


Z D O 






,3Z :?4 . .J 0 JO 














Seq. No. 


35657 








Seq. ID 


OJ990318_04.9A08 


.C39 


Gene No. 


73569 








Strand 






Chart- 


i 

X 








Fnr? 


1 n 
0 0 1. \j 




Name 






pOQ ^O 


gs 




\j Ej LN O k^rilN 




OLdil 


4 0 1 J 








r nr ] 


1 n 

JOIU 




o-L 


none 








JLUI c 


7R 




Ej AUl 13 


4 SI ? 4 S4fi 

4 JlJ. • 4 J40/ 


S?47 


S4 4 1 


54 47. 


. 5810 






Seq. No. 


35657 








Seq. ID 


OJ990318_04 . 9A08 


.C39 


Gene No. 


73570. 








Strand 






OLdll 


/ JDO 








JjilU 


/ OUj . . . 








Cm H Q 






g .t h P^d^^ 


^ J.. Pj^^pjL^US99JL.J5jS- ^™ 




OH 1 -w- 4- 

4 o.uarx . v ._^,_ . 


T 'J £ Q 


' — 


~- " '--».v**: 






7QAC 


*•= — — 




none 








Score 






Exons 


/JDO. . / 3 / / , 


TCOO 

/ 0 / Z 


. . / /DO, 


7 Ci fi 4 
/ D 0 3 . 


Ipnc, 






oeq . no . 


^ c c; q 








oeq . ±u 




n AC\ 


Gene No. 


73571 








Strand 


+ _ 




Start 


2475 








End 


4101 




Name 


UJjjU JlO U4 


. 9 AO 8 


.C40.ol. 


np 


Method 








Z 4 / D 








End 


4 1 n 1 






dj o y o o o 








Score 


Ol Q 

z 1 y 




lj * TJT /"\ y*\ 


one 97 (Ti 

Z 4 / 3 . . Z / Dl; 


4037 


. .4101 










ui uescnp. 




hypothetical 


protein [Oryza 


s at 1 va J 




oeq . ino . 


35658 








Seq. ID 


uj jio U4 . ynuo 


. U4 U 


Gene No . 


73572 








Strand 








255 








End 


8222 




Name 


OJ990318 04 


. 9 AO 8 


,C40.ol. 


gs 


Method 


GENSCAN 




Start 


255 








End 


8066 




C T 


none 








Score 


.73 






255.. 286, 472. .552, 1414 


. 1513, 2733. . 


2924, 3490.. 3668, 






4113. .4254, 


4 34 0 


.'4660, 


5084", 


'.•5301, 5365. .5653, 5880 .. 5981,- - 




■6028. .6135, 


6228 


. 6489, 


-6594 . 


.6892, 6973.. 7053, 7228.. 7386, 




. 7473. .7839, 


-7915 


.8066 V 




* 








35658" 








Seq. ID 


OJ990318_04 . 9A08 


.C40 


Gene No. 


73572 








Strand 






Start 


255 








End 


8222 




Name 


OJ990318 04 


.9A08 


C40.o2. 


np 


Method 


AAT/NAP 




Start 


3033 








End 


7704 




GI 


6069646 . 








Score 


235 




Exons 


3033. .3250, 


7643 


.7704 











GI Descrip. .(AP00061*6) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907 1 12 | dbj | BAA90639 . 1 i (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 



35461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI„ ,pe,spr.ip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq,. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Oryza sativa] 

35658 
73572 
255 

OJ990318_04. 9A08.C40.o3.np 

5351 

5441880 



Seq. ID OJ990318_04.9A08.C40 
Strand 

End 8222 

Method AAT/NAP 

End 8222 

Score 1038 



5351. .5804, 6224.-6489, 6594. .6892, 7473. .7806, 7915. .8054, 
8151.. "8222 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the • 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



35659 
73573 
1 

OJ990318_04 . 9A08.C41.ol.np 
1 

5441880. 



Seq. ID OJ990318_04.9A08.C41 
Strand 

End 27 62 

Method AAT/NAP 
End 2651 
Score 1595 

. 1..24, 535. .904, 1164. .1195, 1640. .2651 . 
. (AR0 0 03,67 L JESXX^A521£..6J2.9A5 L .cor r^e s.ppn,ds _tp_a „ ..r.eqlpa. jqt£Jth.e„ ,„ 
, ^...p.r e die t e d^gen e .... i-„ ,§j.m i 1 a r. _„ jb.o*. ,ma i z.e, ..tr.ansp p s on.^MuDJR.^niu drA w pxp t e,i n_ t . 
(AC003981) [Oryza sativa] - - ■. - - 



35659 
73573 
1 

OJ990318_04. 9A08.C41.ol.gs 

38 9 

none 



Seq. ID OJ990318_04.9A08.C41 
Strand 

End 27 62 

Method GENSCAN 

End 2762 

Score .74 



389. .810, 983. .2357, 2406. .2762 



35659 
73573 
1 

OJ990318_04 . 9A08.C41.ol.tw 

1413 

none ' 



Seq. ID OJ990318_04.9A08.C41 
Strand 

End 2762 

Method TBLASTX : Wheat 

End 1788 

Score 67 



1413. .1586, 1424. .1579, 1519. .1587, 1611. .1787, 1636. .1788 



35659 - 
73573 ••• ' 

1 

OJ99031'8_04 . 9 AO 8 .C41 .olVtrn- 
1488 
none 



Seq. ID OJ990318_04.9A08.C41 

Strand 1 . . ' ' 

End - 27 62 

Method TBLASTX: Maize • " , 

End 2084 

Score 228 



1488. .1559, 1606. .2079, 1617. .2084 



35660 
73574 
968 

OJ990318_04 . 9A08.C42.ol.tm 

965 

none 



Seq. ID OJ990318_04.9A08.C42 

Strand + 

End 1785 

Method TBLASTX : Maize 

End 1324 

Score 140 



965. .1117, 966. .1088, 968. .1279, 1150. .1275, 1277. .1324, 
1277. .1324 



35462 




Seq. No. 


35660 




Seq. ID 


OJ990318 


_04. 


9A08 


.C42 


Con d M r\ 


7 4 




Of vanH 










OtdlL. 


Qfift 

"DO 






1 7 ft R 

I / O J 








Name 


Pj.TQQO^I ft 04 


QAOft P49 nl rrc: 


Mo f ft /H 


O Hi Ln O l^-ttlN 








Of a r-+- 


Qfift ~~ 

"DO 




Hi I 1U 


1 7 ft S 
1 / Oj 








(IT 

ox 






OLUJ.C 


4 7 








Exons 


Qfift 1 9ft 4 


1 ?7 ^ 1R14 164 9 

lJ / J. . X OX 4 , XDfl^. 


1 7 ft S 

. . I /O J 










Seq. No. 


35660 




Seq. ID 


OJ990318 


JD4. 


9A08 


.C42 


P» a n o K7 n 


7 ^S74 






+ 








Cf a -v-f- 


Q6R 
y xjo 




J_j1 1V_1 


1 7ft R 








Name 




QAOft P49 nl 1~n 


Mo f h nH 


TRT.A^TY * 

1 OlinO 1 A • 


Cress 




Of a y- f 


QfiR ~ 

-7 u 0 






1 97 Q 








GI 


none 




Score 


159 










968 1132 


973 1092 1174 


1266 1178 


. 127 9 








Seq. No. 


35660 ■ 




Seq. ID 


OJ990318 


_04. 


QAOft 
yr\U O 


.C42 


Pono NT n 


7 ^ S7 4 




Of r anH 
on aiiu 










Cf a rf 


Q6ft 
,? 0 0 




Hi 1 1CX 


1 7 ft R 

X / O J 








Name 


O TQQO ^1 ft (14 


QAOft P4 9 o1 1~ q 

. _7riu O .^^iZ. . Ul . Lo 


Mo f fi <^\/H 


1 DXiriO 1 A . 


Soyb 


>ean 




Q f a -r f - - 


Q6ft ~ 






1 9 7 Q 








p t 


^.^.^iXQn.e^T . 






1 R6 










Qfift *1 1 *3 9 


Q 6 ft 1-117 -1 1 7 T • 

"OO i .XXX/, xx/x. 


■ i oaa 1179 


1 97 Q 
> i iz. ' -/ 




* 




Seq. No. 


35660 




Seq. ID 


OJ990318 


_04. 


QAOft 


.C42 


Gene No. 


73574 




Strand 


+ ■ 








Cf a -rf- 






End 


-1785 








Name 


O.TQQO^I ft 04 


QAOft P49 nl nn 


Method 


AAT/NAP 








Of -a r-+- 

d u dx u 


Qfift — 
y 0 0 




End 


1377 ■ 










^1 9ft 1 77 




Score 


200 








Exons 


QCQ 1 

3O0 . . 10 / f 














ox uebcrip . 


( arnn 4 r 9 1 ^ 


uiikxiu wn piotcin 


[Arabidopsis thaliana] 






Seq. No. 


35661 ■ 




Seq. ID 


OJ990318 


J)4. 


QflPlQ 

jAU 0 


.C43 


Gene No. 


73575 




Strand 


+ 








Of a -rf 
O Lai L 


i 

X 




End ' 


3286 








Nl a m 0 


O.TQQO^I ft 0 4 

UO JlO U4 


.9A08.C43.ol.np 


Method 


AAT/NAP 








Cf 2 r-f 


1 — 

X 




End 


3286 










64 QR 4 "34 




Score 


141 








tr v An 0 

£j AUIlO 


1 ft 

x. . y v , o o y * 


.911, 963. .1140, 


3242. .3286 










p t c* 0 v~ i t~\ 

0 1 UcbOI Ip ■ 


( APOOOft 1 R ^ 


hypothetical protein [Oryza 


sativa] . 








Seq. No.. ' 


■ 35661 • ■ 




Seq,. ID 


OJ990318 


_04. 


9A08' 


.C4 3 ; 




..;7.3575- 




: . Strand " : ' . 










'Of art- 
OLdi L 


■ 1 




End 


3286 








Name 


OJ990318 04 


.9A08.C43.ol.gs 


Method 


GENS CAN' 








Of a y-f 


140 




End 


1419 








P T 


none 




Score 


.98 








T7 1 w» v-N r~. 


140. .207, 426. .517/ 758. .1419 










Seq. No. 


35661 




Seq. ID 


OJ990318 


_04. 


9A08 


.C43 


Gene No. 


73576 




Strand 










Start 


1 




End . 


13420 








Name 


OJ990318 04 


.9A08.C43.o2.np 


Method 


AAT/NAP 








Start 


1 




End 


4836 








GI 


5295968 




Score 


108 









35463' 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..125, 2311. .2411, 2680. .2707, 2845. .2972, 3075. .3128, 
4103. .4221, 4555. .4836 

(AB026295) ESTs C194 4 1 ( E10423 ) , C99201 (E10423 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



35661 
73576 
1 

OJ990318_04. 9A08.C43.o3.np 
25 

6907090 

25. .178, 4648. .4795, 10256 



OJ990318 04.9A08.C43 



Seq. ID 
Strand 

End 13420 
Method AAT/NAP 
End 10514 
Score 83 
10514 

(AP001129) Similar to Oryza sativa root-specific RCc3 mRNA. 
(L27208) 





Seq. No. 


35661 


Seq. ID 


OJ990318 


_04. 


9A08.C43 




Gene No. 


73576 


Strand 










Start 


1 


End 


13420 








Name 


OJ990318 04.9A08.C43.o2.gs 


Method 


GENSCAN 








Start 


3115 


End 


13420 








.,„„ G.L,,_._ 


_ none, . . .. 


_.3,core..._. 










_ .Exons 


.3115., . 315.5,. .4 4,4 5.. . 4.4.61 .......4 60.5. 


...J387.,.. 5.401. , 54.4.9,, 




8 . ,."1.0.0.38;, 






1018 0. .10299,- 10362. .10518, 


11728. .12211, 13274 


. .13 


420 


. I 


Seq. No. 


35661 


Seq. ID 


OJ990318 


_04. 


9A08.C43 




Gene No. 


73576 


Strand 










Start 


1 


End 


13420 








Name 


OJ990318 04.9A08.C43.ol.gp 


Method 


AAT/GAP 








Start 


11318 


End 


11406 








GI 


LIB3477-003-P1-K1-E9 


Score 


101 







Exons 11318. .11406 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


35662 




Seq. ID 


OJ990318_ 


04.9A08.C45 


Gene No. 


73577 




Strand 






Start 


450 




End 


934 




Name 


OJ990318 04 


.9A08.C45.ol.gs 


Method 


GENSCAN 




Start 


450 




End 


934 




GI- . . 


none . 




Score 


,53 




Exons 


450. . 670,. 7 


87. . 934 








Seq. No* \ 


"35662 .: 




./ Seq.. ID" 


OJ99031.8_ 


04 . 9A08.C4 5 - 


Gene No. 


. 73578 




Strand 






Start 


963 




End 


1108 




Name 


OJ990318 04 


.9A08.C45.ol.gp 


Method 


AAT/GAP 




Start 


963 




End -j 


1108 




GI 


21474 1.R10 


84 


Score 


242 




Exons 


963. .1108 










GI Descrip. 


'3894159 2. 


0e-10 (AC005312) 


hypothetical protein 


[Arabidopsis 




thaliana] ' 










Seq. No. 


35663 




Seq. ID 


OJ990318_ 


04 . 9A08.C46 


Gene No. 


73579 




Strand 


+ 




Start 


242 




End 


384 





35464 



Name OJ990318_04 . 9A08 . C4 6 . ol . gp Method AAT/GAP 

Start 242 End 384 

GI 21474JL.R1084 Score 244 
Exons 242.. 384 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35663 
73580 
848 

OJ990318_04. 9A08.C4 6.ol.np 
800 

4680204 



Seq. ID OJ990318_04.9A08.C46 
Strand 

End 4 4 92 

Method AAT/NAP 

End 4 4 92 

Score 1023 



800. .934, 1285. .1504, 1601. .1774, 1884. .2982, 3057. .4492 
(AF114171) hypothetical protein [Sorghum bicolor] 



C rr Ma 

oeq . LNO . 


J 3 D D J 


Seq. ID 


OJ990318_04 . 9A08 . C4 6 


Gene No . 


TOCQfl 
/ JJOU 


Strand 






848 


End 


4492 


Name 


OJ990318 04.9A08.C46.ol.gs 


Method 


GENS CAN . 


Start 


848 


End 


4411 . . .. , 


SI 




„„jScore_ 




Exons . -,„.,., 




1.309.,. 139.4.. 


1504..,.., 1.601 .... 1.77A^-^^. 




1884. .2715, 2841. .2982, 3057 


. .3216, 3222. .4411 


oeq . no . 


35663 


Seq. ID 


OJ990318_04.9A08.C46 


laene no . 


73580 


Strand 




btart 


848 


End 


4492 


Name 


OJ990318 04 . 9A08 ,C46.o2 . tw 


Method 


TBLASTX: Wheat 


Start 


1435 


End 


1957 


GI 


none 


Score 


60 




1435. .1506, 1606. .1788, 1877 


. .1957 




oeq . no . 


35663 


Seq. ID 


OJ990318_04 . 9A08 . C4 6 


Gene No . 


73580 


Strand 




Start 


848 


End ; .- 


4492 


Name 


OJ990318 04.9A08.C46.o2.gp 


Method 


AAT/GAP 


Start 


1984 


End 


2465 


GI 


uC-osflcypl7 6fl0bl • 


Score 


844 


Exons . 


1984. .2465 






GI Descrip. 


'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence' 






■Seq-'.- Nov 


. '35663 - . \ '** •' 


Seq.' ID--' 


OJ990318_04 . 9A08 . C4 6 : * 


Gene No. 


73580 


Strand 




Start 


"848 


End 


4492 


Name 


OJ990318 04.9A08.C46.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3446 .j 


End 


3849 


GI 


none 


Score 


74 


Exons 


3446. .3616, 3447. .3521, 3579 


..3746, 3603. .3671, 3611. .3847, 




3698. .3847, 3709. .3849, 3739 


. .3849 




Seq. No. 


35664 


Seq. ID 


OJ990318_04.9A08.C47 


Gene No. 


73581 


Strand 


+ 


Start 


53 


End 


217 


Name 


OJ990318 04.9A08.C47.ol.gs 


Method 


GENSCAN 



35465 



Start 
GI 

Exons 



53 

none 
53. .217 



End 
Score 



217 
.66 



Seq. No. 35664 Seq. ID OJ990318_04 . 9A08 . C4 7 

Gene No. 73582 Strand 

Start 148 End 2323 

Name OJ990318_04 . 9A08 . C4 7 . ol . gp Method AAT/GAP 

Start 148 End 2323 

GI 342JL.R1084 Score . 3211 

Exons 148. .193, 257. .710, 820. .917, 1000. .1019, 1055. .2323 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI_ JD.e,s c rJL p 



35664 
73582 
148 

OJ990318JD4 . 9A08 . C47 . o2 . gp 
373 

342 1.R1084 



OJ990318 04.9A08.C47 



Seq. ID 
Strand 

End^ 2323 
Method AAT/GAP 
End ' 2323 

_ Score 3001 
373. .710, 820.. 917, 1000. .1019, 1055. .2323 
^5JAAP6Jgbim02LQ&Z,X\ ^Q.- O.e+jO.a JAF12.U35) . fUM2„\ pcg.t.ein^LOxy 
^satiya]/ .... . .... _ ^ .. L; .... ... \ •.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No'. 
Start 
Name ' . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35664 Seq. ID 

73582 Strand 

148 End 

OJ990318_04 . 9A08.C47 .o2.gs Method 

1127 End 

none Score 
1127. . 1649, 1701. .2185 

35664 Seq. ID 

73582 Strand 

14 8 End 

OJ990318_04 . 9A08.C47 .ol.np Method 

1148 End 

4680203 Score 
1148.. 2130, 2294.. 2323 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990318_04 . 9A08.C47 

2323 
GENSCAN 
2185 
.62 



OJ990318_04.9A08.C47 

2323 
AAT/NAP 
2323 
968 



35664 
73582- ■ 
148 

OJ99031>8_04, 

1202 

none 

1202. . 1294, 
1377... 1517, 
1601. .2320, 



9 AO 8. C 4 -7 .ol.tw. 



1203.. 1268, 1283. 
1,464.. 1559, 1496. 
1617.. 2312, 2053.. 2316 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1363, 
.1555, 



OJ990318 04.9A08.C4 7 



2323 

TBLASTX.: Wheat 
2320 

52 • - 

1368. .1448, 1376. 
1562.. 1606, 1567. 



,1516, 
,1602, 



35664 Seq. ID 

73582 Strand 

148 ■ End 

OJ990318_04 . 9A08 . C4 7 . ol . tc Method \ ' 

1784 End 

none Score 



OJ990318_04.9A08.C47 
2323 

TBLASTX: Cress 

2235 

177 



35466 



Exons 1784.. 2221, 1784.. 2227, 1788.. 2231, 1794.. 2231, 2053.. 2235 



Seq,' No. 35664 Seq. ID OJ990318_04.9A08.C47 

Gene No. 73582 Strand 

Start 148 End 2323 

Name OJ990318_04 . 9A08 . C4 7 . o2 . np Method AAT/NAP 

Start 2168 End 2323 

GI 4558686 Score 140 

Exons 2168.. 2323 

GI Descrip. (AC006586) putative TNP2-like transposon protein [Arabidopsis 
thaliana] 



Seq. No. 


35665 








Seq. ID 


OJ990318 


_04. 


9 AO 8 


.C48 


Gene No. 


73583 








Strand 










Start 


18 








End 


386 








Name 


OJ990318 


04.9A08.C48 


ol 


gs 


Method 


GENSCAN 








Start 


18 








End 


386 








GI 


none 








Score 


.98 








Exons 


18. .386 


















Seq. No. 


35666 








Seq., ID 


OJ990318 


J)4 . 


9A08 


.C50 


Gepe, .Mo,.. 


. „,J..3*5JB.4 W . „ 








Strand _ 










Start ...... . 


.., 131 . 








End ..." 


."5Q6, 7777 








Name. 


OJ990318 


04.9A08.C50 


ol 


gs 


Method 


GENSCAN 








Start 


131 








End 


506 








GI 


none 








Score 


.59 








Exons 


131. .229, 


473. .506 

















Seq. No. 35667 

Gene No. 73585 

Start 4485 

Name OJ990318_04 . 9A08 . C51 . ol . np 

Start 4485 

GI 629800 

Exons 4485. .4919 

GI Descrip. pir7b protein 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_ 
+ 

4919 
AAT/NAP 
4919 
363 



04.9A08.C51 



rice gi|498747|emb|CAA84024| (Z34270) Pir7b 



Seq. No. 


35667 








Seq. ID 


OJ990318_04.9A08 


.C51 


Gene No. 


73586 








Strand 






Start 


4315 








End 


4847 




Name 


OJ990318 04 


9 AO 8. 


C51.o2 


gs 


Method 


GENSCAN 




Start 


4.315 








End 


4847 




GI 


none 








Score 


■ .79 •• 




Exons .' 


; .4315... 4429,. 


4435.. 


. 4847 






■ 




Seq. No. 


35667 








Seq. ID 


OJ990318_04.9A08 


C51 


Gene No. 


73586 








Strand 






Start 


4315 








End 


4847 




Name 


OJ990318 04 


9 AO 8. 


C51.ol 


tc 


Method 


TBLASTX: Cress 




Start 


4425 








End 


4834 




GI 


none 








Score 


179 




Exons 


4425. .4607, 


4496. 


.4606, 


4629. 


.4829, 4718. .4834 




Seq. No. 


35667 








Seq. ID 


OJ990318_04 . 9A08 


C51 


Gene No. 


73586 








Strand 






Start 


4315 








End 


4847 





35467 



LNCLULG 


O.TQQO^I ft 04 


9A08 








TRT.A9TX * ^ovbpan 


o Lai u 


4 4 Rfi _ 

*i *i O O 








End 


4841 




n on 








Score 


327 


DAUllO 


4 4 RR 4 ft 4 1 


4 SO? 

*3 .J \J C. t 


4 660 


4718 . 


.4810 




Seq. No. 


35667 








Seq. ID 


OJ990318_04 . 9A08 


Gene No. 


73586 








Strand 




OLai L 


4 ^1 S 

*i ,J J_ ,J 










4847 


Name 


O.TQQO^T ft 04 






• l.lu 


Mot hnH 


TRT.A^TX • Ma i -7& 
x oxj/t.o i /\ • Lid l lc 


ij Lai L 


4 4 96 _ 

1 *3 _7 VJ 








End 


4 676 


PT 


n on o 










<!. \J \J 




4 4 96 4 660 


44 97 


. 4 676 








Seq. No. 


35667 








Seq. ID 


OJ990318_04.9A08 


Gene No. 


73586 








Strand 




Start 


4315 








End 


4847 


Name 


OJ990318 04 


9A08 . 


C51 . ol 


. tw 


Method 


TBLASTX: Wheat 


Oual L 


4 Jt J 








End 


4844 




none 








Score 


126 




4S9^ 46^0 


4 4 


4 6^1 


4 S74 


.4837, 4617. .4844 












.Aaq,._iP^ 




Gene^No, 


_ .73 5.8 7, 








.Strands- 




Start . 


1 








End • 


~400 ^"""^ * 


LN all It: 


OJ990318 04. 


9A08. 


C52.ol 


.np 


Method 


AAT/NAP 


Cf- a r +- 
CLdl L 


1 








End 


400 




6006359 








Score 


64 


Exons 


1..70, 278.. 


400 










(~1 T Pl o o r* t n 
o ± UcoLlip • 


(AP000559) hypothetical 


protein [Oryza 


sativa] 




35668 








Seq. ID 


OJ990318_04 .9A08 


rZpnp No 


73588 








Strand 


+ 


Start 


1177 








End 


1810 


Name 


OJ990318 04. 


9 AO 8. 


C52.o2 


.np 


Method 


AAT/NAP 


q+- a >-+- 


1177 








End 


1810 




629800 








Score 


201 


F 1 von c 


1177. .1214, 


1529. 


.1810 








T DpQpr i n 

\J ±. UCOOJ L LJ . 


pir7b protein - rice gi | 4 98747 | emb | CAA84024 | (Z34270) P 




[Oryza sativa] 










Seq. No. 


35669 








Seq. ID 


OJ990318_04 . 9A08 


Gene No. 


73589 








.Strand -. 


+ 


Start 


8908 








End 


15203 - 


LNdlltc; 


OJ990318 04. 


9A08. 


C53..o2 


.gs;.-. 


Method 


GENSCAN • 


OLal L 


890'8 








.End 


13693 .... , ■ '-. 


CT 


none 








Score 


.5 


EjAUIio 


8908. .9133, 


9175. 


.9371, 


10941 


. .11303, 


11663. .13693 ■ 


Sea No 


35669 








Seq. ID 


OJ990318_04 .9A08 


Gene No. 


73589 








Strand 


+ 


Start 


8908 








End 


15203 


Name 


OJ990318 04. 


9A08. 


C53.o3 


.np 


Method 


AAT/NAP 


Start 


11117 








End 


15203 


GI 


2258315 








Score 


'579 


Exons 


11117. .13340 


, 13584. .13677, 15176.. 15203 



GI Descrip. (AF004878) resistance complex protein I2C-1 [Lycopersicon 
esculentum] 



35468 



Seq. No. 


35669 






Seq. ID 


OJ990318_04.9A08.C53 


Gene No. 


73589 






Strand 


+ 




8908 






End 


15203 


Name 


OJ990318 04.9A08 


.C53.o2 


.np 


Method 


AAT/NAP 


O Lam. 


11253 






End 


12040 




2792240 






Score 


692 


Exons 


11253. .12040 










GI Descrip. 


(AF032698) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


35669 






Seq. ID 


OJ990318__04.9A08.C53 


Gene No. 


73590 






Strand 






833 






End 


7401 


Name 


OJ990318 04.9A08 


.C53.ol 


.gs 


Method 


GENSCAN 




833 






End 


7401 


pr 


none 






Score 


.67 


HiXons 


833.. 1053, 1261. 


.1381, 


3572. 


3642, 4062. .4209, 4431. .5136, 




5428.. 5628, 5954 


. . 6243, 


6967 


.7401 




Seq. No. 


35669 






Seq. ID 


OJ990318_04.9A08.C53 


Gene No. 


'73590 






Strand 




.-.- 7 


„a33„ 






_End_.; _ 


IASQl^ — - - -„ _ 


.Name. 


. ,.QJ.9903.18 ,0A. 9AQ8 


.'c5.3.,.ol 


..np._. 


, .. Methods... 


AAT7NAE _ ^. _.. v ._. t .,^_ . 




54.0.5 






End 


5924. 


P T 


2792242 






Score 


851 


Exons 


5405. .5924 










tji uescrip . 


(AF032699) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


35669 






Seq. ID 


OJ990318_04.9A08.C53 


Gene No. 


73591 






Strand 






15465 






End 


18596 


Name 


OJ990318 04.9A08 


C53.o2 


. ts 


Method 


TBLASTX : Soybean 


Of a Y-+- 


4995 






End 


12214 




none 






Score 


110 


Exons 


4995.. 5060, 5088 


.5123, 


5183. 


.5431, 5217. .5429, 11774 .. 1204 9, 




12107. .12214 










Seq. No. 


35669 






Seq. ID 


OJ990318_04.9A08.C53 


Gene No. 


73591 






Strand 






15465 






End 


18596 


Name 


OJ990318 04.9A08 


C53.ol 


. tm 


Method 


TBLASTX: Maize 




5037 






End. 


12130- 


P T 


none 






Score 


94 - 


Exons 


5037'. .5123, ■ 5156 


-.5431, 


■ 5184. 


.5432, 11559. .11606, 11612 .. 12 130, 




11707-. .12033' '■ 










Seq. No. 


35669 






Seq. ID 


OJ990318_04.9A08.C53 


Gene No. 


73591 






Strand 




Start 


15465 






End 


18596 


Name 


OJ990318 04.9A08. 


C53.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5640 






End 


11773 


GI 


none 






Score 


84 


Exons 


5640.. 5735, 5802. 


.5861, 


5862. 


.5930, 11246. .11299, 11247 .. 11315 , 



.11316. .11411, 11333. .11410, 114 30. .11573, 11471. .11533, 
11594. .11773, 11710.. 11772 



Seq. No. 



35669 



Seq. ID OJ990318_04.9A08.C53 



35469 




Gene No. 


73591 








Strand 






btarc 


15465 








End 


18596 




Name 


OJ990318 04 


. 9A08.C53. 


.o3, 


.gs 


Method 


GEN SCAN 




Start 


15465 








End 


18596 




GI 


none 








Score 


.47 




Exons 


15465. . 15517, 16117., 


.16143, 


16427. .16577, 18468 


. . i o o y D 


beq. no. 


35670 








Seq. ID 


OJ990318 


HA QflflD r*d A 


Gene No. 


73592 








Strand 


+ 




Start 


1 








End 


1755 




Name 


OJ990318 04 


. 9A08.C54 , 


.ol. 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1755 




bl 


4680203 








Score 


1353 




Exons 


1..41, 628. 


.1755 












GI Descrip. 


(AF114171) 


TNP2-like 


protein 


[Sorghum 


bicolor ] 




beq. NO. 


35670 








Seq. ID 


OJ990318 




Gene No . 


73592 








Strand 


+ 




Start 


1 








End 


1755 




Name 


OJ990318 04 


.9A08.C54. 


.ol. 


■ gp 


Method 


AAT/GAP 




OA . -v 4- 

b tart 


159 








End 


746 




.GI ,_. .„ r /„, : ... 


..,.23.10235.,. 








_ Scpr,e..„ 


_252;:_.^ 




.Exons, . ... . . 


. .159. .1.9.6, .608. .746. 












GI Descrip. 


do olio 2. / emo 


ICAB55420. 


>1| 


9.0e 


-13 (AL117265) zhb0012. 1 [Oryza 




sativa] 














Seq. No. 


o c a n a 
ODD /0 








Seq. ID 


OJ990318 


04 . 9A0b . C54 


Gene No. 


i o c n o 

73592 








Strand 


+ 




O 4- -i -v-+- 

otart 


1 








End 


1755 




Name 


OJ990318 04 


. 9A08.C54 . 


.ol. 


.gs 


Method 


GENSCAN 




b tart 


608 








End 


1728 




bl 


none 








Score 


.89 




Exons 


608. .1728 














Seq. No. 


35670 








Seq. ID 


OJ990318 


__04.9A08.C54 


Gene No. 


73592 








Strand 


+ 




Start 


1 








End 


1755 




Name 


OJ990318 04 


. 9A08.C54. 


.ol. 


. tw 


Method 


TBLASTX : 


Wheat 


otart 


1010 








End 


1645 




C T 
bl 


none 








Score 


203 




Exons 


1010. . 1318, 


1183. .1314, 


1304 


. .1375, 1327. .1374, 


1396. . 1458, 




1400. .1519, 


1517. .1645 










Seq. No./ 


35670 








Seq. ID 


- OJ990318 


__04.9A08.C54 


Gene ■ Jfo . 


\7.359.2.. • . . 








.. Strand- 


■" t- : .: >. 




otart 


- 1 ■ 








End 


1755 




Name 


OJ990318 04 


. 9A08.C54, 


.ol. 


; ts 


Method 


" TBLASTX: 


Soybean 


Start 


1231 








End 


1660 




bl 


none 








Score 


102 




Exons 


1231. . 1314, 


1232. .1306, 


1307 


. .1369, 1364. . 1660, 


1418. .1642 


Seq. No. 


35670 








Seq. ID 


OJ990318 


_04.9A08.C54 


Gene No. 


73592 








Strand 


+ 




Start 


1 








End 


1755 




Name 


OJ990318 04 


. 9A08.C54 . 


ol. 


, tc 


Method 


TBLASTX: 


Cress 


Start 


1393 








End 


1741 




GI 


none 








Score 


319 





35470 



Exons 



1393. .1545, 1400. .1741, 1585. .1737 



Seq. No. 35670 

Gene No. 73592 

Start 1 

Name OJ990318 J)4 . 9A08 . C54 .ol , 

Start 1400 

GI none 

Exons 1400.. 1489, 1505.. 1753, 

Seq. No. 35671 

Gene No. 73593 

Start 1 

Name OJ990318JD4 . 9A08.C55.ol, 

Start 1 

GI 6742729 

Exons 1..422 

GI Descrip. (AF121139) RIM2 protein 

Seq. No. 35671 

Gene No 73593 . ...... 

.Star.t.,;,:._ ... . H;,.,„/ '. _ „ ;...\ 

,Name. .' ... ... t O J.9 9 0.3 1 8_,0 4 .9A0 8..£ 5 .5 ,..o L, 

Start 85 

GI none 

Exons 85.. 403 



tm 



np 



Seq. ID OJ990318_04.9A08.C54 

Strand + 

End 1755 

Method TBLASTX : Mai ze 

End 1753 

Score 67 



1528. . 1740, 1529. . 1741 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_04.9A08.C55 
+ 

422 

AAT/NAP 

422 

674 



[Oryza sativa] 



Seq. ID OJ990318_04.9A08.C55 

Strand . + 
. ' . _ ...„,_End...^ ... J,22:.„_^^„. „ 
,gs .....Method. . .,GENSCAN_ .... , 

End 403 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35671 
73593 
1 

OJ990318 

151 

none 



04.9A08.C55.ol.tw 



Seq. ID OJ990318_04.9A08.C55 

Strand + 

End 422 

Method TBLASTX: Wheat 

End 422 

Score 97 



151. .273, 153. .296, 270. .422, 271. .420 



OJ990318 04.9A08.C56 



35672 Seq. ID 

73594 Strand 
1 End 
OJ990318_04 . 9A08 .C56.ol.np Method 
1 End 
2126090 Score 
1. .430 

transposase (insertion sequence IS10) 
gi | 455676 fbbs 1.14.037-9- (S67119) transposase [Escherichia coli, 
.LBB8..4., plasmid. pXT107.v, ISlOL/R-1 Peptide- . . .. ' - ' ' ' 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi | 6634 720 | gb | AAF19728 . 1 | AC0124 63_2 (AC0124 63) T2E6. 2 
[Arabidopsis thaliana] 



430 

AAT/NAP 

430 

690 

- Escherichia col-i 



35672 Seq. ID 

73594 Strand 

1 End 
OJ990318_04 . 9A08 .C56.ol .gs Method 

124 End 

none Score 
124. .375 



OJ990318_04 . 9A08 . C56 
430 

GEN SCAN 

375 

.55 



35471 




Seq. No. 


35673 




Seq. ID 


OJ990318 


_04.9A08.C57 


Gene No. 


73595 




Strand 


+ 


- 


Start 


275 




End 


646 




Name 


0.7990^1 ft 04 9A0R PS7 ol 


• qs 




\J 1—1 <J vfil< 






?7S ~~ 




End 


64 6 

\J *i \J 




fir 

KJ X 


n on o 
nunc 






. 47 






275 339 577 646 










Seq. No. 


35674 




Seq. ID 


OJ990318 


_04.9A08.C60 


Gene No. 


73596 




Strand 






Cfa y-f- 
O Lol L 


4 40 
*± *± \j 




End 


581 




in diut; 


OJ990318 04 9A08 C60 ol 


. yb 




c;rnscan 




Cf a v-f 
OLal L 


4 4 0 ~ 




End 


581 






none 




Score 


. 4 6 




Evons 


440 . .581 










Seq. No. 


35675 




Seq. ID 


OJ990318 


_04.9A08.C61 


Gene No. 


73597 




Strand 


+ 




O L- a. -L 1— 


97 




End 


4 67 




Name 


f>,T990?1fi 04 9A0R P61 nl 


• qs 


M*^ +■ hoH 






O Lai L. . 


Q7 ~ 

Zf f 




End 


4 67 




Jjy. 


none 


...... ..^W-L- 




., 42 




P 1 v one 


97 161 ^9ft ' 4 67 ' 


.... . , W 




,,...„■ . , 






^S67 6 




Seq. ID 


0.7990^1 ft 


04 9A0ft P6? 


UC11C . 


73598 




Strand 






O L. d X U 


1 




End 


769 




Name 


OJ990318 04. 9A08.C62.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


769 




GI 


6539553 




Score 


1117 






1. .769 












(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] 


gi| 6539590 |dbj IBAA88206 


.11 (AP000837) 




Similar to Oryza australiensis .retrotransposon 


RIRE1 (D85597) 




[Oryza sativa] 










Seq. No. 


35676 




Seq. ID . 


OJ990318 


_04.9A08.C62 


Gene No. 


73598 




Strand 






Start 


1 




End 


769 




Name 


OJ990318 04.9A08.C62.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Of a v*f 


58 




End 


382 




GI 


none 




Score • 


124 




Rxon 

J-J ,tV Vt> HO 


58. .381, 182." .382 • ■ 
. *■ - - 










Se.ql ■ No.. -.. . 


: 35676' - . • 




Seq. ID . 


OJ990318 


_04.9A08.C62 :' 


Gene No. . 


73598 




'Strand 






Start 


1 




End 


769 






OJ990318 04.9A08.C62.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Cf 3 y-f 

OLaL L 


235 




End 


762 






none 




Score 


48 




Exons 


235. .420, 245. .367, 436 


. .621, 


691. .762 






Seq. No. 


35676 




Seq. ID 


OJ990318 


_04.9A08.C62 


Gene No. 


73598 




Strand 






Start 


1 * * 




End 


769 




Name 


OJ990318 04.9A08.C62.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


316 




End 


768 





35472 






none 


Score 


77 






316.. 648, 463.. .639, 691.. 768 






Seq. No. 


35676 


Seq. ID 


OJ990318 


_04.9A08.C62 


Gene No. 


73598 


Strand 






JLai L 


1 


End 


769 




Name 


OJ990318 04. 9A08.C62.ol.gs 


Method 








390 


End 


UJ1 




\3 X 


none 


Score 


. 42 






390. .651 










35676 


Seq. ID 


OJ990318 


04 9A08 062 


Gene No. 


73598' 


Strand 






Start 


1 


End 


769 




Name 


OJ990318 04.9A08.C62.o2.ts 


Method 


TRT.ASTX • 




Start 


451 


End 


768 




GI 


5509260 


Score 


93 






451. .645, 691. .768 










- 








o tr *^ * ln • 


35677 


. Seq. ID 


\J^J Z? Zf \J X \J 


04 9A08 C64 












Start 




. ..End ^ ... 






Name 


OJ990318 04.9A08.C64.ol.np 


- Method 


AAT/NAP 




Start 


1 


End 


548 




GI 


6539553 


Score 


716 






1. .548 










(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 


.11 (AP000837) 




Similar to Oryza australiensis retrotransposon 


RIRE1 (D85597) 




[Oryza sativa] 








OC^f IN \J . 


35677 


Seq. ID 


OJ990318 


_04.9A08.C64 


Gene No. 


73599 


Strand 


+ 




Start 


1 • 


End 


548 




Name 


OJ990318 04 . 9A08.C64 .ol. tw 


Method 


TBLASTX: 


Wheat 


Qf art 


80 . 


End 


461 




GI 


none 


Score 


120 




F.ynn^ 

i—i a \j no - 


80. .196, 81. .173,. 217. .375, 


225. .383, 


247. .375, 


275. .382, 




284. .400, 377. .460, 399. .461 








Seq. No. 


■ 35677 


Seq. - ID 


OJ990318 


_04, 9A08.C64 


Gene No . 


7 3599 - 


. Strand. 


.' + - 




Start 


1. . • -. 


End ■ 


.348- 




Name. 1 


. OJ99.0318-M..2A08 .C64 . ol.gs. 


.•Method . 


".-GENS CAN 




O Lai L 


■ -90 " 


• End 


389 




rir 

\J X 


none 


Score 


.78 




Hj A Ul 1 o 


90... 389 








Spa No 


35678 . 


Seq. ID 


OJ990318 


J34 . 9A08.C66 


Gene No. 


73600 


Strand 


+ 




Start 


1 


End 


632 




Name 


OJ990318 04 . 9A08.C66.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


632 




GI 


"2258315 


Score 


207 




Exons 


1. .80, 131. . 632 









GI Descrip. (AF004878) resistance complex protein I2C-1 [Lycopersicon 



35473 




esculentum] 



beq . NO . 






oeq . ± u 




• u \j 


P ano NT /~\ 

cciie LNO . 


7^?;ni 












Oil 






^87 

JO/ 




Nam© 


PiTQQn^lR Cld QAOft Pfifi ol 
VJu U*±. Z?M.U O . bOD. Ul 


gs 


Mot* h 

lit: l_ 1 1UU 






oLari 


^1 1 _ 
0 X X 




Fnrl 


^87 

JO ( 




P T 
bl 


none 




OLUIC 






Exons 


Jll • .JO 1 










Seq. No. 


35679 




Seq. ID 


OJ990318JD4 . 9A08 


.C68 


bene no . 


73602 




Strand 






Of- a -r f- 
D Lai l 


1 




End 


4 96 




Name 


OJ990318 04.9A08.C68.ol 


np 


Method 


AAT /NAP 




q-l- -a v-f 
OldX L 


1 




End 


4 96 






4416302 




Score 


4 84 




Exons 


1. .496 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




0 e q • n 0 . 


35679 




Seq. ID. 


OJ990318_04 . 9A08 


. C68 


bene NO . 


73602 




Strand . 






Of TVf 








,™ 




Name-^ . „ 


. ' OI9 9 031 8 "ok 3 AO 8.'. C 6 £."o 1 * 




_ Method . 


.TBLASTX.: Mai ze .... 


iwi - "~ 


OLdl L 


2 




End 


483 




P T 
bl 


none 




Score 


160 




Exons 


2. .181, 18. .335, 210. .335, 350. .475, 352. .483, 373. .477 




OcCJ. NO. 


35679 




Seq. ID 


OJ990318_04 . 9A08 




bene no . 


73602 




Strand 






0 carr. 


1 




End 


496 ■ 




Name 


OJ990318 04 . 9A08.C68.ol 


tw 


Method 


TBLASTX: Wheat 




Of a y-+- 

OLaiL 


50 




End 


483 




P T 
bl 


none 




Score 


86 




Exons 


50.. 199, 231.. 308, 355. 


483 








Q a Ma 
OcCj. IN O . 


35679 




Seq. ID 


OJ990318_04 . 9A08 




bene no . 


73602 




Strand 






OLaiL 


1 




End 


4 96 ■ 




Nam© 


OJ990318 04.9A08.C68.ol 


ts 


Method 


TBLASTX : Soybean 




Of- -a r f- 


110 




End 


492 




PT 


none 




Score 


48 




Exons 


110. . 190, 120. . 191, 213 


.356, 


244 . .297 


, 355. .492, . 359. . 


475 


OcCj. IN O . ■ 


35679 . ' ■ - 




Seq.. ID 


OJ990318_04 . 9A08 




bene lno 


. 73602..,: : • 




.Strand. ■ 






O T_a r T_ 


' "1 




End' 


496* - 




Name 


OJ990318 04.9A08.C68.ol 


gs 


Method 


GEN SCAN 




0 u.ar l 


234 




End 


495 




P T 


none 




Score 


.-78 




Exons 


234. .343, 489. .495 










Seq. No. 


35680 




Seq. ID 


OJ990318_04 . 9A08 


.C69 


Gene No. 


73603 




Strand 


+ 




Start 


10.9 




End 


427 




Name 


OJ990318 04.9A08.C69.ol 


np 


Method 


AAT /NAP 




Start 


109 




End 


427 




GI 


6539588 




Score 


114 





35474 




Exons ' 109. .427 



Q T Dp qrri n 


( AP000837 ) 


hypothetical protein [Oryza 


C 3 t* 1 73 1 

o o i l v a j 








Seq. No. 


35680 




Seq. ID 


OJ990318_ 


04 


. 9A08 


.C69 




73603 




Strand 


+ 








Start 


109 




End 


4 91 








Name 


OJ990318 04 


. 9A08.C69.ol.gs 


Method 


\J J_j LN O ^/"Vt\ 








Start 


225 ~ 




End 


J J u 








GI 


none 




Score 


. 43 








F 1 von q 


225 336 














Seq. No. 


35681 




Seq. ID 


OJ990308_ 


03 


.9 AO 5 


,C2 


Gene No . 


73604 




Strand 










Start 


1335 




End 


2109 








Name 


OJ990308 03 


. 9A05.C2.ol .gs 


Method 


GENSCAN 








Start 


1335 ~~ 




End 


2109 








GI 


none 




Score 


. 64 










1 33S 1 4 1 

1 J J J l . 1 T 1 U/ 


2045. .2109 












Seq. No. 


.35682 . 




Seq. ID 


OJ990308_ 


03 


. 9A05 


C3 


Gene No. 


73605 . ' 




Strand 


+ 








.at;ar.t 


_4.13_., 




End..... .... _ 


.2.52.5 „ 








.Name. 


.OJ99030.8 .03 


. 9A05 .C3,..ol..gs*\*> 


.„ .Method 


GENSCAN^ 








Start 


443 




End 


2525 








GI 


none 




Score 


.49 









Exons 443.. 500, 686.. 901, 2440.. 2525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No: 

Gene,*No . ..• •. 

Start . 

Name 

Start 

GI 

Exons 

GI Descrip. 



35682 Seq. ID 

73606 Strand 

3135 End 

OJ990308_03 . 9A05 . C3 . ol . gp Method 

3135 End 

none Score 

3135. .3294, 4754. .4977, 5057. .5087 

35682 Seq. ID 

73606 Strand 

3135 End 

OJ990308_03. 9A05 . C3 . o2 . gs Method 

3509 End 

none Score 

3509. .3730, .4754. .4977, 5057. .5165 



OJ990308_03. 9A05.C3 
+ 

5165 
AAT/GAP 
5087 
759 



OJ990308_03.9A05.C3 
+ 

5165 
GENSCAN 
5165 
1 



35682, ■• - Seq. ID 0 J990.308._03 . 9A05'. C3 

73507..-.' . • Strand.'-. .+ ... - . . _ ; 

5156 End 5358' 

OJ990308_03. 9A05 . C3 . o2 . gp Method AAT/GAP 

5156 End 5358 

LIB3433-054-P1-K1-C3 . } Score 338 

5156. .5358 

, 2062705/gb|U90552|HSU90552 2.0e-ll Human butyrophilin (BTF5) 
mRNA, complete cds ' 



Seq. No. 
Gene No. 
Start 
Name 



35682 Seq. ID 

73608 Strand 

9561 End 

OJ990308_03. 9A05 . C3 . o2 . np Method 



OJ990308_03.9A05.C3 
+ 

9903 
AAT/NAP 



35475 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9561 End 9903 

4115534 Score 107 

9561.. 9903 

(AB012114) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 
mungo] 



35682 Seq. ID 

73609 Strand 

416 End 

OJ990308JD3 . 9A05 . C3 . ol . np Method 

416 End 

5091500 Score 
416. .540, 626. .896 

(AB023482) Hypothetical protein [Oryza sativa] 



OJ990308_03.9A05.C3 
896 

AAT/NAP 
896 
85 



35682 . 
73610 
6318 

OJ990308_03. 9A05.C3.ol. tm 

6318. 
none 

,.6.31 8.,.. <5j51.4_ ;. 

35683 • 
73611 
344 

OJ990308_03 . 9A05 . C4 . ol . gs 
344 
none 

344. .524, 1503. .1539, 1709. .1763 



Seq. ID 
Strand 
End 

Method 
End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990308_03. 9A05.C3 
6614 

TBLASTX: Maize 

6614 

187 



OJ990308_03. 9A05.C4 

1763 
GENSCAN 
1763 
. 64 



35684 Seq. ID 

73612 Strand 
1 End 
OJ990308_03 . 9A05 .C6 . ol . np Method 
1 End 
6729024 Score 
1..20, 193. .279, 317. .379, 466. .510 

(AC009177) putative serine/threonine protein kinase [Arabidopsis 
thaliana] 



OJ990308_03. 9A05.C6 
+ 

'510 

AAT/NAP 
510 
46 . 



Seq. No. 
Gene No. 
Start \ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35684 
73612 
1 

OJ9 9 0.3 0 8._0 3.. 9A05-. C6 . ol . gs 
60 • 
none 

60. .145, 346. .379 

35684 
73613 
187 

OJ990308_03. 9A05 . C6 . ol . gp 
187 

21408_1.R1084 
187. .280, 318. .377 

M512705/gb|AAD21758.1| 1.0e-36 (AC006569) putative 



Seq. ID 

Strand 

End 

Method 
End " 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990308J33. 9A05.C6 

+ . 

510 

. GENSCAN.- V_. 
379 ' 
. 64 



OJ990308 03.9A05.C6 



377 

AAT/GAP 

377 

218 



35476 



# • 

serine/threonine protein kinase [Arabidopsis thaliana] ' 



Seq. No. 


35685 


Seq. ID 


OJ990308 03. 9A05.C10 


Gene No. 


73614 


Strand 


+ ~ 


Start 


241 


End 


842 


Name 


OJ990308 03. 9A05 . CIO . ol . gs 


Method 


GENSCAN 


Start 


241 


End 


842 


GI 


none 


Score 


. 4 


Exons 


241. .357, 463. .842 






Seq. No. 


35685 


Seq. ID 


OJ990308 03.9A05.C10 


Gene No. 


73615 


Strand 




Start 


178 


End 


893 


Name 


OJ990308 03.9A05.C10.ol.np 


Method 


AAT/NAP 


Start 


178 


End 


893 


GI 


6069646 


Score 


777 


Exons 


178. .893 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj 


BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAG 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 




~ [ Qxyz.a ... s a t.i va L_ „, __■ 






Seq. No. 


35685 


Seq. ID 


'OJ990308_03.-9A05.-C10 


Gene No. 


73615 


Strand 




Start 


178 


End 


893 


Name 


OJ990308 03. 9A05 . CIO . ol . tm 


Method 


TBLASTX: Maize 


Start 


208 


End 


749 


GI 


none 


Score 


101 


Exons 


208. .402, 435. .671, 448. .645, 


663. .749 





Seq. No. 35685 Seq. ID 

Gene No. 73615 Strand 

Start 178 End 
Name ■ OJ990308_03 . 9A05 . C10 . ol . tw Method 

Start 304 End 

GI none Score 

Exons ■ 304. .339, 459 . . 638 , ' 472 . . 627 



OJ990308_03. 9A05.C10 
893 

TBLASTX: Wheat 

638 

65 



Seq. No. 35686 Seq. ID 

Gene No. 73616 Strand 

Start . 22 6 End 

Name ' . OJ990308_03 . 9A05 . Cll . ol . gs Method 

Start - 226 .... - End 

GI ... - . none - ' - - Score 

Exons 226. .290, 484.. 619. 



OJ990308_03. 9A05.C11 
+ 

619 

GENSCAN 
619 

.76 • .:. ... . ' " 



Seq. No. 35687 Seq. ID 

Gene No. 73617 Strand 

Start 172 End 

Name OJ990308_03 . 9A05 . C12 . ol . gs Method 

Start 172 End 

GI none Score 
Exons 



OJ990308_03.9A05.C12 
+ 

1614 
GENSCAN 
1614 
.51 



172. .236, 430. .538, 627. .980, 1498. .1614 



Seq. No. 35687 Seq. ID OJ990308_03.9A05.C12 

Gene No. 73618 Strand + 

35477 



Start 


2745 




End 


7023 




Name 


OJ990308 03 9A05 C12 o2 




Method 


GENSCAN 




Start 


2745 ~~ 




End 


5954 




GI 


none 




Score 


. .58 




Exons 


2745 3306 3383 3619 


3726 . 


.4232, 4445. .4588, 


4699 5954 


Sea No 


35687 




Seq. ID 


OJ990308 


03 9A0S P12 


Gene No. 


73618 




Strand 


+ 




Start 


2745 




End 


7023 




Name 


OJ990308 03.9A05.C12.ol 


.np 


Method 


AAT/NAP 




Start 


4171 




End 


7023 




GI 


6665543 




Score 


878 




Exons 


4171. .4232, 4445. .4534, 


4699. 


.5782, 6866. .7023 






(AC013289) putative protein kinase [Arabidopsis 


L.11CLJ LClllCl J 


Sea No 


35687 




Seq. ID 


OJ990308_ 


03 9A05 C12 


Gene No. 


73619 




Strand 


+ 




Start 


7977 




End 


10980 




Name 


OJ990308 03.9A05.C12.o2 


.np 


Method 


AAT/NAP 




Start 


7832 




End 


8252 




GI 


3063699 




Score 


119 




Exons 


,783.2^.8252. . _ _ . ..... 










GI De serin 


(AL0,225.37 ) . puta.tiye „protein [Arabidopsis thaliana], 


Seq. No. 


35687 




Seq. ID 


OJ990308_ 


_03.9A05.C12 


Gene No. 


73619 




Strand 


+ 




Start 


7977 




End 


10980 




Name 


OJ990308 03. 9A05.C12.o3 


gs 


Method 


GENSCAN 




Start 


7977 




End 


10980 




GI 


none 




Score 


.96 




Ex on s 

J—J _T_ 1 1 


7977. .8196, 9728. .9873, 


10852 


. .10980 






Seq. No. 


35687 




Seq. ID 


OJ990308_ 


_03.9A05.C12 


Gene No.- 


73619 




Strand 


+ 




Start 


7977 




End 


10980 




Name 


OJ990308 03. 9A05.C12.o2 


gp 


Method 


AAT/GAP 




Start 


10792 




End 


10965 




GI 


2797562 




Score 


313 




P v n n s 

J—J 44, \^ X X O 


10792. .10965' 










Sea No 


35687 




Seq. ID 


OJ990308_ 


_03.9A05.C12 


Gene No . 


73620 




Strand 






Start 


5636- . - 




End" 


6050 




Name 


OJ990308 03. 9A05.C12.ol. 


-gp 


Method 


•AAT/GAP 




Start 


' 5636 . • . .. •. ; 




■End . ■ 


6.050, 




GI 


uC-osflM202086f04al 




Score'- 


830 . . 




Ex on s 


5636. . 6050 










rzj Dp^criD 

\J _L X-/ • n— * J- -L. K*/ « 


1 380584 5/emb | CAA2 14 65 . 1 


2.0e 


-83 (AL031986). putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


35687 




Seq. ID 


OJ990308_ 


_03.9A05.C12 


Gene No. 


73621 




Strand 






Start 


11603 




End 


11663 




Name 


OJ990308 03. 9A05.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2823 




End 


5726 




GI 


none 




Score 


87 




Exons 


2823. .2900, 3752. .3814, 


4166. 


.4228, 4707.. 5207, 


4769. .5155, 



35478 






5208 5726 


5257 


5334 5282 


5509 




Seq. No. 


35687 






Seq. ID 


OJ990308_03 . 9A05 . C12 


Gene No. 


73621 






Strand 




Start 


11603 






End 


11663 


Name 


OJ990308 03 


9A05 


CI 2 nl f 


Method 


TBLASTX: Soybean 


Start 


4776 _ 






End 


5594 


GI 


none 






Score 


191 


Rxon ^ 

A—/ W 1 1 


4776 5021 


4811 


5017 5004 


..5186, 5039. .5152, 5208. .5594, 




5260 5331 


5297 


. 5530 






Sea No 


35687 






" Seq. ID 


OJ990308_03 . 9A05 . C12 


Gene No. 


73621 






Strand 




Start 


11603 






End 


11663 


Name 


OJ990308 03 


9A05 . 


PI 2 nl tm 


Method 


TBLASTX: Maize 


Start 


4 778 ~~ 






End 


5731 


GI 


none 






Score 


91 


Rxon s 


4778 5020 


4 7 94. 


5201 4808 


..5149, 4896. .5177, 5211. .5726, 




5281 5730 


5282 . 


5527 S283 


..5636, 5672.. 5731 


Seq. No. 


35687 






Seq. ID 


OJ990308_03 . 9A05 . C12 




. 7362.1 _ 




..... . 


Strand 




Start 


11603 






. End, . 


.11663. 


Name 




9A0S 


pi 0 n 1 4- w 
^ J. ^ . U -L . L W 


Method 


TBLASTX: Wheat 


Start 


4853 ~~ 






End 


5264 


GI 


none 






Score 


383 


P, von ^ 


4853 5155 


4 884. 


. .J -L O J , 1 G J J 


..5189, 5008. .5184, 5208. .5264 


Seq. No. 


35687 






Seq. ID 


OJ990308_03 . 9A05 . C12 


Gene No. 


73621 






Strand 




Start 


11603 






End 


11663 


Name 


OJ990308 03 


9A05 . 


PI 2 o2 


Method 


TBLASTX: Wheat 


Start 


5265 _ 






End 


5533 


GI 


none 






Score 


122 


T7 1 von <5 


5265 5^93 


597 


53fifl S3Q6 


..5533, 5397.. 5531 


Qprf Mo 


35687 






Seq.' ID 


OJ990308_03.9A05.C12 


Gene No. 


73621 






Strand 




Start 


11603 






End 


11663 


Name 


OJ990308 03. 


9 AO 5. 


C12 .o3.gp 


Method 


AAT/GAP 


Start 


11603 






End 


11663 


GI 


2312838 






Score 


74 


Rynnq 

DA Vllu 


- 11603. .11663 








V_J _1» l*r\^ O \w> X. -L. k-/ ■ 


1420932/gb|U61383 


IORU61383 7- 


. Oe-21 Oryza -rufipogon 


..- 


4-coumarate- 


CoA ligase gene/ 


-intron 1,- 


partial • sequence*"' ^ 


Seq. No. 


35688 






Seq. ID 


OJ990308_03 . 9A05 . C13 


flpnp No 


73622 






Strand 


+ 


Start 


1 






End 


4601 


Name 


OJ990308 03. 


9A05. 


C13.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


4601 


GI 


3805845 






Score 


1789 


Exons 


1..253, 391. 


.530, 


852. . 1056, 


1252. .1512 


, 1597. .1665, 1752. .1 




2229. .2378, 


2634 . 


.2804, 2937- 


.3125, 3552. .3844, 4547. .4601 


GI Descrip. 


(AL031986) putative protein 


Arabidopsis thaliana] 


Seq. No. 


35688 






Seq. ID 


OJ990308_03.9A05.C13 



35479 






73622 


Strand 


+ 


Start 


1 


End 


4601 


Name 


OJ990308 03.9A05.C13.ol.gp 


Method 


AAT/GAP 


Start 


23 


End 


1345 


GI 




Score 


1116 




9^ S07 10S6 

^0..^00, 0_7.L..0\Jf, U \J *L • » -L \J -J \J / 


1252. .1345 




^fiOSR4 S /pmh 1 PAA21 4 6S 11 2 Op- 


83 (AL031986) putative protein 




r A r*a }~\ i HoriQi q 1~ h a 1 i ana 1 






O C ^ • LN\_7 • 


35688 


Seq. ID 


Q£990308_03.9A05.C13 


Gene No. 


73622 


Strand 


+ 


Start 


1 


End 


4601 


Name 


OJ990308 03.9A05.C13.ol.gs 


Method 


GENSCAN 


O Lai L 


400 


End 


3868 


o J. 


none 


Score 


.57 




400. .507, 862. .1056, 1252. .1512, 1752.. 


1899, 2148. .2424, 




?fi04 312S 3143 


.3233, 3293..3364, 3552. .3868 


Seq. No. 


00000 


Seq. ID 


OJ990308_03.9A05.C13 


Gene No. 


/ 0 0^1 0 


Strand 




OLdi L 




End 


3865 


Name v .„ . tJ „ , 


„y 5 J ^ ? y JUQ. .y^Jj C7f>U O J. O,,. .VJ U W „ 


. Mejttio.d 


TBLASTX,: Wheats ^ „. 


C+- -a r +- 


2 - ~ ■ - , . ' 


..End... 


.220, . >, ... . 


CI 


none 


Score 


141 


F von q 


2. .139, 2. .139, 149. .220, 155 


. .220 




Con Mn 
oc4. in u • 


35688 


Seq. ID 


OJ990308_03.9A05.C13 


i?orio NT r\ 


73623 


Strand 




O L a I. L 


2990 


End 


3865 


Name 


OJ990308 03.9A05.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


7 


End 


3851 


GI 


none 


Score 


134 


F vnn q 
LiAUUij 


7. .111, 8. .115, 143. .187, 394 


..504, 861 


. . 1046, 865. . 1053, 




883. .1065, 1261. .1350, 1263.. 


1358, 1264 


. .1365, 1462. .1515, 




1603. .1665, 1749. .1901, 1751. 


.1900, 218 


9. .2341, 2227. .2343, 




2331.. 2378, 27.06.. 2759, 2919. 


.3092, 2927. .3088, 3028. .3093, 




3462. ;3503, 3560.. 3808, 3561. 


.3851 




JC^i IN KJ • 


35688 


Seq. ID 


OJ990308_03.9A05.C13 


Gene No. 


73623 


Strand 




Start 


2990 


End 


3865 


Lv aluc 


OJ99030-8 03. 9A05 . C13 . o2 . tm • 


Method 


TBLASTX: Maize 


<j Lai L 


8 .... 


End 


1356 ■ - . 


yj ± 


none 


Score 


136 ■'■ 




■ 8. .139, '.8. .130 v -152; .-2'29,.. 169 


..228, 388 


..471, 8.65. .909, . 




931. .1053, 933. .1046/ 1263. .1355, 1264. 


. 1356 


O fc; ^ . In (J . 


35688 


Seq. ID.. 


OJ990308_03.9A05.C13 




73623 


Strand 






2990 


End 


3865 


Name 


OJ990308 03. 9A05 . C13 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


152 


End 


2723 


GI 


none 


Score 


134 


Exons 


152. .253, 169. .252, 356. .481, 


372. .509, 


390. .476, 394. .510, 




400. .537, 859. .1071, 861. .1052, 1237. .1371-, 1266. .1373, 




1271. .1378, 1354. .1452, 1444. 


.1515, 1603. .1665, 1605. .1661, 




1731. .1898, 1742. .1915, 1743. 


.1901, 2169. .2339, 2177. .2338, 



35480 



2195.. 2350, 2227.. 2379, 2331.. 2378, 2356.. 2412, 2631.. 2723 



Seq. No. 35688 

Gene No. 73623 

Start 2990 

Name OJ990308_03 . 9A05 . C13 . ol . tm 

Start 1769 

GI none 
Exons 



Seq. ID OJ990308_03.9A05.C13 
Strand 

End 38 65 

Method TBLASTX : Mai ze 

End 3845 

Score 159 



1769. .1870, 1782. .1895, 2216. .2341, 2227. .2343, 2331. .2381, 
2625. .2693, 2631. .2717, 2702. .2746, 2703. .2747, 2924. .3088, 
2925. .3092, 2937. .3107, 3549. .3845, 3551. .3841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..Start. _ 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ■ 
Exons • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 
Gene No. 
Start 



35688 
73623 
2990 

OJ990308_03.9A05.C13.o3.ts 

2925 

none 



Seq. ID OJ990308_03.9A05.C13 
Strand 

End 3865 

Method TBLASTX : Soybean 

End 3095 

Score 251 



2925. .3095, .2 928. .308 9, 2939. .3094 



35688 

.-.13 6Z1_ . _ _ ' 

. 2 9.9.0....; ... , _ .... . ... 

OJ990308_03.9A05.C13.o3.tw - 

2926 

none 

2926. .3060, 2927. .3061, 2928. 



Seq. ID OJ990308_03.9A05.C13 

„Str,and,, \ 

End.. . . 38 65 . 

Method TBLASTX : Wheat 
3062 
181 



End 
Score 
.3062 



35688 
73623 
2990 

OJ990308_03 . 9A05 . C13 . o2 . gp 
2990 

uC-osflcyp07 8c03al 
2990.. 3127 

1 5002520/emb | CAB4 4323 . 1 | 3.0e-39 (AL078606) putative 
phospholipase D-gamma [Arabidopsis thaliana] ' 



Seq. ID. OJ990308_03.9A05.C13 
Strand 

End 3865 

Method AAT/GAP 

End 3127 

Score 224 



35688 
73623 
2990 

OJ990308_03. 9A05 . C13, ol . tw 
3063 
•none- 



Seq. ID OJ990308_03.9A05.C13 
Strand 

End 3865 

Method TBLASTX : Wheat 

End 3841 

Score 54 > - 



3063. .3104,. 3549... 3839,'. 3551. .3841 



35688 ' ■ 

73623 

2990 

OJ990308_03. 9A05 . C13 . o2 . ts 

3546 

none 

3546. .3845, 3548. .3865 

35689 
73624 
35 



Seq.- ID' OJ990308_03.9A05.C13 
Strand 

End 3865 

Method TBLASTX : Soybean 

End 38 65 

Score 336 



Seq. ID OJ990308_03.9A05.C14 
Strand + 
End 1498 



35481 



Name 

Start 

GI 

Exons 



OJ990308_03 . 9A05 . C14 . ol . tc Method TBLASTX: Cress 

5 End 1489 

none Score 75 

5. .109, 5.:-157, 137. .451, .182. .244, 182. .418, 338. .532, 

470. .586, 551. .712, 557. .718, 574. .669, 761. .1090, 785. .1090, 

986. .1396, 1112. .1393, 1268. .1462, 1430. .1489 



Seq. No. 35689 

Gene No. 73624 

Start 35 

Name OJ990308_03 . 9A05 . C14 . ol . tm 

Start 5 

GI none 
Exons 



Seq. ID OJ990308_03.9A05.C14 

Strand + 

End 1498 

Method TBLASTX: Maize 

End 1489 

Score 126 



5. .196, 5. .175, 77. .442, 169. .330, 182. .490, 191. .679, 205. .330, 
548. .763, 548. .709, 549. .692, 551. .733, 551. .733, 556. .732, 
557. .730, 800. .1150, 1019. .1447, 1112. .1417, 1121. .1489, 
1195.. 1476 



Seq. No. 35689 
Gene No. 73624 
Start 35 

. Name., . QJ9.9Q3.0a^fl3. P ^Q5:.C14^pJ :.tw._ 

.Start . 5... . , 

GI none 

Exons 



Seq. ID OJ990308_03.9A05.C14 

Strand + 

End 1498 
.Method.. . .TBL£STX..:,Wkeat 
/End ... . 1333 ... '.. 

Score 84 



5. .100, 17. .397, 320. .556, 339. .485, 548. .709, 551. .709, 
626. .733, 761. .1030, 947. .1186, 1232. .1333 



Seq. No. 35689 

Gene No. 73624 

Start 35 

Name OJ990308_03 . 9A05 . C14 . ol . ts 

Start 23 

GI none 
Exons 



Seq. ID OJ990308_03.9A05.C14 

Strand + 

End 1498 

Method TBLASTX : Soybean 

End 1462 

Score 113 



23. .151, 182. .406, 326. .535, 524. .712, 632. .733, 758. .1033, 
965.. 1336, 1262.. 1462 



Seq. No. 35689 

Gene No. 73624 

Start 35 

Name OJ990308_03 . 9A05 . C14 . ol . gs 

Start 35 

GI none 

Exons 35.. 213, 238.. 346, 515.. 1498 



Seq. ID OJ990308_03.9A05.C14 

Strand + 

End 1498 

Method GENSCAN 

End 1498 

Score . 6 



Seq. ID OJ990308_03.9A05.C15.. 



Seq. No. . . 35690 " y . . 

Gene No.' 73625 Strand + " ' ' 

Start ' - , ' 1 - " " "End 394 0 

Name OJ990308_03 . 9A05 . C15 . ol . np Method AAT/NAP 

Start 1 End 704 

GI 4582435 Score 339 
Exons 1..704 

GI Descrip. (AC007196) putative selenium-binding protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



35690 
73625 
1 



Seq. ID OJ990308_03.9A05.C15 
Strand + 
End 3940 



35482 



Name 

Start 

GI 

Exons 



OJ990308JD3. 9A05 . C15 . ol . gs 
87 



none 
87. .621, 



2126. 



Method GENSCAN 
End 3940 
Score .81 
2519, 3532.. 3634, 3923.. 3940 



Seq. No. 35690 Seq. ID 

Gene No. 73625 Strand 

Start 1 End 

Name OJ990308_03 . 9A05 . C15 . ol . tm Method 

Start 107 End 

GI none Score 

Exons 107.. 148, 135.. 362, 164.. 361 



OJ990308_03.9A05.C15 
+ 

3940 

TBLASTX: Maize 

362 

52 



Seq. No. 35690 Seq. ID 

Gene No. 73625 Strand 

Start 1 End 

Name OJ990308_03 . 9A05 .C15.ol.tc Method 

Start 180 End 

GI none Score 

Exons : 180.. 362, 480.. 713, 503.. 706 



OJ990308_03.9A05.C15 
+ 

3940 

TBLASTX: Cress 

713 

117 



Se.q.,,, No.;. . ; 3,56.90.._. ; _.....„_ _ . .„.,Se,q... .ID. 

.Gene'No.. . ..73625 . , J. . ..Strand,. 

Start 1 End 

Name OJ990308_03 . 9A05 . C15 . ol . ts Method 

Start 480 End 

GI none Score 

Exons 480. . 704 



.0.^9 9.0 W3^QZ-.mQ5^Q15.. 

+ _ s _ ^ 

3940' 

TBLASTX: Soybean 

704 

190 



Seq. No. 35690 Seq. ID 

Gene No. 73625 Strand 

Start 1 End 

Name OJ990308_03 . 9A05 . C15 . o2 . tm Method 

Start 4 80 End 

GI none Score 

Exons 480.. 707, 503.. 709 



OJ990308_03.9A05.C15 
+ 

3940 

TBLASTX: Maize 

709 

213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ; 

Exons- 



35691 
73626 
421 

OJ990308_03. 9A05 . C16 . ol . gs 
421 . 

none - 



Seq. ID OJ990308_03.9A05.C16 

Strand + 

End 3076 

Method GENSCAN 

End . 3076 

Score ■ . 94 



421.. .14 91, 1586. .167 6,- 1952. .-2151/ 2271. .277 5, 3042 , .307 6 



Seq. No. 


. 35691 






Gene No. 


■ 73627 






Start 


3898 






Name 


OJ990308 03 


9 AO 5 


C16.o2 


Start 


3898 






GI 


none 






Exons 


3898. .3962, 


4541 


.4712, 


Seq. No. 


35691 






Gene No. 


73628 






Start 


6595 






Name 


OJ990308 03. 


9 AO 5 


C16.ol 



Seq. ID OJ990308_03.9A05.C16 

Strand " + 

End 5432 

.gs Method GENSCAN 

. End 5432 
Score .86 
4845. .4989, 5078. .5193, 5274. .5432 

Seq. ID OJ990308_03.9A05.C16- 

Strand + 

End 7014 

.gp Method AAT/GAP 



35483 




Start 


6595 


End 


7014 


GI 


uC-osflcypl28b07al 


Score 


' 840 


Pvnnc 

i—i 1IJ 


6595. .7014 






G T Dp qrri n 

\J J- L> kj> ^ X. _l_ k-/ ■ 


'5263319/gb|AAD41421.1|AC007727 10 4. 


Oe-19 (AC007727) ESTs 




gb N96028, gb F14286, gb T20680, gb F14443, gb AA657300 and 




y l^J LN UJ t. t "J >w X J. Will U HI o y cue 


. [Arabidopsis thaliana] ' 


Seq. No. 


35691 


Seq. ID 


OJ990308_03.9A05.C16 


Gene No. 


73629 


Strand 


- 


Start 


6785 


End 


8883 


Name 


OJ990308 03. 9A05 . C16 . o3 . gs 


Method 


GENSCAN 


Start 


6785 ~~ 


End 


8850 


GI 


none 


Score 


. 61 


F. xnn ^ 

LpJ *\ \_y 11^ 


6785.. 8290, 8305.. 8850 






Seq. No. 


35691 


Seq. ID 


OJ990308_03.9A05.C16 


Gpnp No 


73629 


Strand 




Start 


6785 


End 


8883 


Name 


OJ990308 03.9A05.C16.ol.np 


Method 


AAT/NAP 


Start 


6800 


End 


8862 


GI 


5263319 


Score 


1828 




„ 6,80Q....8,8fi2__ 








( AGO 0.7 7 27). ..ESTs. gb I-N96Q2.8.,. ...gb 


LF142867 


...gb | T206.80., .gb | F14A-4.3., 




gb|AA657300 and gb|N6524 4 come from this gene. [Arabidopsis 




thaliana] 






Seq. No. 


35691 


Seq. ID 


OJ990308_03.9A05.C16 


Gene No . ^ 


73629 


Strand 




Start 


6785 


End 


8883 


Name 


OJ990308 03.9A05.C16.o2.gp 


Method 


AAT/GAP 


Start 


7984 


End 


8449 


GI 


2428048 


Score 


785 


1—1 *\ \J 11J 


7984 . .8449 






k_J V3 V_J . I^IU ■ 


35691 


Seq. ID 


OJ990308_03.9A05.C16 


Gene No 


73629 


Strand 




Start 


6785 


End 


8883 


Name 


OJ990308 03.9A05.C16.o4.gp 


Method 


AAT/GAP 


Start 


8425 


End . 


8883 


GI 


uC-osflM202068g01bl 


Score 


842 


O -A. 1 i O 


8425. .8883 






O -L 1-/ ~ O V-< J L £j • 


' 4 558556/gb|AAD22 64 9. 1 [AC007138 13 . 4 . 


0e-13 . (AC007138). predicted 




protein of unknown function [Arabidopsis thaliana] 1 




35691 ' . ;. . ... 


Seq. .ID 


OJ990308_03 9A05 .€16 


Gene No. 


73630 


Strand 




Start 


9624 " ' ■ 


End 


10996' 


Name 


OJ990308 03. 9A05.C16.o6. tm 


Method 


TBLASTX: Maize 




919 


End 


1365 


GI 


none 


Score 


38 


Exons 


919. .966, 947. .1117, 949. .1149, 949.. 


1146, 1136. .1291, 




1141. .1365, 1145. .1258, 1147.. 


1365 




Seq. No. 


35691 


Seq. ID 


OJ990308_03 . 9A05 . C16 


Gene No. 


73630 


Strand 




Start 


9624 


End 


10996 


Name 


OJ990308 03.9A05.C16.o4.tm 


Method 


TBLASTX: Maize 



35484 



Start 2361 End 3086 

GI none Score 178 

Exons 2361. .2573, 2362. .2574, 2365. .2574, 2632. .2760, 2644. .2742, 

2681. .2770, 2691. .2765, 2853.-2954, 2854. .2952, 2857. .2955, 

3045.. 3086, 3050. .3070 



Seq. No. 35691 

Gene No. 73630 

Start 9624 

Name OJ990308_03 . 9A05 . C16 . o3 

Start 6832 

GI none 

Exons 6832.. 6897, 6833.. 6967, 

Seq. No. 35691 

Gene No. 73630 

Start 9624 

Name OJ990308_03 . 9A05 . C16 . ol 

Start 6923 

GI none 

Exons 6923. .7117,. 7118. .7186, 

.„ . . . . 73 32^.. 7.4 09.,. . .7,4.5 A. . . 7 .6 3 3 , 

. 7977- ..801.8.,. 8.057.. .81.43.,, 

Seq. No. ' 35691 

Gene No. 73630 

Start 9624 

Name OJ990308_03 . 9A05 . C16 . ol 

Start 7130 

GI none 

Exons 7130.. 7453, 7131.. 7274, 
7443. .7520 



Seq. ID OJ990308_03.9A05.C16 
Strand 

End 10996 

.tm Method TBLASTX : Maize 

End 7091 

Score 190 
6834.. 6980, 6968.. 7090, 6969.. 7091 

Seq. ID OJ990308_03.9A05.C16 
Strand 

End 10996 
.tc Method TBLASTX : Cress 

End 8143 

Score 60 
7199. .7312, 7205. .7288, 72 95. .74 08, 
.7. 7.7 5.., ...7 8 6 4 ., . . 7 8 8 9. , . 7 9„5.4 7 9„3 4. .8 01 7 , . 
....8058.... .8138 .... „ 

Seq. ID OJ990308_03.9A05.C16 
Strand 

End 10996 

. tm Method TBLASTX : Maize 

End 7522 

Score 201 
7160. .7348, 7332. .7454, 7442. .7522, 



Seq. No. 35691 

Gene No. 73630 

Start 9624 

Name OJ990308_03 . 9A05 . C16 . o2 

Start 7149 

GI none 

Exons 7149.. 7274, 7151.. 7312, 
7332. .7433, 7349. .7435 

Seq. " No. 35691 . 

Gene No. ■ ' 7-3630 

. Start 9624 '. 

Name . OJ990308_03. 9A05.C16.ol 

Start " 7517 

GI none 

Exons 7517.. 7540, 7553.. 7594, 
7776. .7868, 7886. .8038, 



Seq. ID OJ990308_03.9A05.C16 
Strand 

End 10996 

.ts Method TBLASTX : Soybean 

End 7438 

Score 156 
7160. .7282, 7208. .7327, 7316. .74 38, 



Seq. ID OJ990308_03.9A05.C16 
Strand - 
End 10996. 
.ts Method' TBLASTX : Soybean 
" End 8198 
Score 75 
7592. .7708, 7 605. .7 694, 7757. .7 903, 
7890. .8057, 8063. .8197, 8064. .8198 



Seq. No. 35691 Seq. ID OJ990308_03.9A05.C16 

Gene No. 73630 Strand . 

Start 9624 End . 10996 

Name OJ990308_03 . 9A05 . C16 . o2 . tm Method TBLASTX : Maize 

Start 7554 End 7814 

GI none Score 244 



35485 




LAUl 1 o 


7 S S4 77 M 


7^4 7 7 1 R 


7 ^ S 


.7723, 7727. .7813, 7728. .7 


01 /t 
0 x *± 


Seq. No. 


35691 






Seq. ID 


OJ990308_03.9A05 


.C16 


Gene No. 


73630 






Strand 


- 




Start 


Zf \J C. *a 






End 


10996 




Name 




iJnU D . L-l D . O J 


• L 0 


Method 


TBLASTX: Soybean 




u Lai L 


R9R 1 ~~ 






End 


8457 




\J X 


none 






Score 


190 






QOQ1 R 4 ^7 




















Seq. ID 


OJ9.90308_03.9A05 


.LID 


Gene No. 


73630 






Strand 






Start 


9624 






End 


10996 




Name 


\JUZ/Z/\J~J\J\J \J ~J * 




L.1LL 


Method 


TBLASTX: Maize 




o Lai L 


R ^ ~~ 

o o y j 






End 


8770 




GI 


none 






Score 


94 




Ej lo 


R ^ ft 4 R 9 


fl^QS ft 4 ft 4 

O J^J . • 0401 ^ 


ft S4 ft 

0 J 1 0 . 


.8607, 8611. .8682, 8612. .8 


DO J , 




RfiQR R76Q 


R6QQ R77D 










Seq. No. 


35691 






Seq. ID 


OJ990308_03. 9A05 


-C16 


Gene No. 


73630 ' 






Strand 






Ai-vSJ-.-U,. - 


Q69 4 






. end 


1 DQQfi 

. . 4-. y...r?.-2L,V- .r.-—. ,..,<-.»; 




Name . _ 


,.UJ " " U J U O. ,U.J . 


9 AO b['(zT6 , o4'. 


gs .... 


Method.,.. 




• 


OLdlL 


J? D Z 4 






End- 


1 Pi Q Q £ 
X U z> zJ D 






none 






Score 








Z? \J £ *i . . JVJ / 


10148. .10249, 10831. .10996 






Seq. No. 


35692 






Seq. ID 


UU^yU jUO Uj. yrtUO 


.C17 


Gene No. 


73631 






Strand 


+ ' ~~ 




O L. a. X L. 








End 


859 




Name 




9A05.C17.ol. 


gs 


Method 


GENSCAN 




OLdlL 


DUO 






End 


859 




CT 
O X 


i i\jL it; 






Score 


.77 




Exons 














Corf M/^, 








Seq. ID 


OJ990308_03.9A05 


.Li/ 


Gene No. 


73631 






Strand 


+ 




Start 


506 






End 


859 




Name 


OJ990308 03. 


9A05.C17.ol. 


np 


Method 


AAT/NAP 




u Lai L 


656 






End 


784 




(IT 


6721543 






Score 


116 




T7" von c? 


656. .784 












OX- LytroL-XXLJ. 


(AP001073)' hypothetical 


protein [Oryza 


sat*iva] 






35692 






Seq. ID 


OJ99Q308_03. 9A05 


.Li / ' 




73632 






Strand 






Start 


1296 






End 


3498 




Name 


OJ990308 03. 


9A05.C17.ol. 


gp 


Method 


AAT/GAP 




OLqi l 


1018 






End * 


1471 




CT 


LIB3431-045- 


P1-N1-A10 




Score 


876 




L ' /~\ -r~\ o 

tiXOilS 


1018. .1471 












GI Descrip. 


, 5441876/dbj 


IAP000367. 1| 


AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone 


: P0437H03 (contig b) ' 




Seq. No. - 


35692 






Seq. ID 


OJ990308_03.9A05 


C17 


Gene No. 


73632 






Strand 






Start 


1296 






End 


3498 





35486 




Name OJ990308_03 . 9A05 . C17 . o2 . gs Method GENSCAN 

Start 1296 End 2888 

GI none Score .58 

Exons 1296. .1456, 1607. .1809, 1814. .1861, 1925 .. 2056,. 2147 .. 2184 , 

2250. .2888 



Seq. No. 35692 Seq. ID OJ990308_03.9A05.C17 

Gene' No. 73632 Strand 

Start 1296 .End 3498 

Name OJ990308_03 . 9A05 . C17 . o2 . np Method AAT/NAP 

Start 1575 'End 2280 

GI 5441880 Score 630 

Exons 1575.. 1809, 1925.. 2056, 2147.. 2170, 2207.. 2280 

GI Descrip. (AP000367) EST C28952 {C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Seq. No. 35692 Seq. ID 

Gene No. 73632 Strand 

Start 1296 End 
Name . OJ990308_03 . 9A05 . C17 . o3 . np ' Method 

....:S.t&x£~ -...__i.57.5.; „ ... . ; : .„ ^. JEndL. ™. 

. GI_ .. .54 41.88.0 ...... .... . .......Score - 

Exons 1575.. 1809, 

GI Descrip. 



OJ990308_03.9A05.C17 

3498 
AAT/NAP 

;.227 4 -,. :-,;„ : ■ \, 

.635. ... , L . 



1925.. .2056, 2147.. 2170, 2207.. 2274 
(AP000367) EST C28952 (C62 945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


35692 


Seq. ID 


OJ990308 


_03 


. 9A05.C17 


Gene No. 


73632 


Strand 








Start 


1296 


End 


3498 






Name 


OJ990308 03.9A05.C17.o4. 


np Method 


AAT/NAP 






Start 


2448 


End 


3498 






GI 


6721543 


Score 


199 






Exons 


2448..2564, 3370. .3498 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


35692 


Seq. ID 


OJ990308 


_03 


9A05.C17 


Gene No. 


73632 


Strand 








Start 


1296 


End 


3498 






Name 


OJ990308 03.9A05.C17.o2. 


gp Method 


AAT/GAP 






Start . 


3319 


End 


3484 






GI - 


7406 1.R1084 . 


Score 


223 






Exons - 


3319. .3484' 










GI - Descrip . . 


, 1122315/embJCAA6390H 7 


..Oe-l.O "(5(94191) 


. heat' shock 


protein. .17 




[Pennisetum glaucum] ' 










Seq. No. 


35693 


Seq. ID 


OJ990308 


_03. 


9A05.C18 


Gene No. 


73633 


Strand 


+ 






Start 


250 


End 


1570 






Name 


OJ990308 03.9A05.C18.ol. 


gs Method 


GENSCAN 






Start 


250 


End 


1570 






GI 


none 


Score 


.71 






Exons 


250. .360, 1458. .1570 










Seq. No. 


35694 


Seq. ID 


OJ990308 


_03. 


9A05.C19 


Gene No. 


73634 


Strand 









35487. 



Start 


746 




End 


1227 




Name 


OJ990308 03.9A05. 


C19.ol.gs 




GENSTANf 




Start 


746 




End 


1227 




GI 


none 




Score 


. 7 




Exons 


746. .871, 1216. .1227 








Seq. No 


35695 




Seq. ID 


OJ990308_ 


_03.9A05.C20 


Gene No. 


73635 




Strand 


+ 




Start 


269 




End 


858 




Name 


OJ990308 03.9A05. 


C20.ol.gs 


L JC LUUU 






Start 


269 




End 


858 




GI 


none 




Score 


. 5 




Exons 

J—J *V \J 1 I t_J 


269. .320, 803. .858 








Seq. No. 


35696 




Seq. ID 


OJ990308_ 


03 9A0 c i P21 


Gene No . 


73636 




Strand 


+ 




Start 


1209 




End 


5262 




Name 


OJ990308 03.9A05. 


C21 .ol.np 


Method 


AAT/NAP 




Start 


1209 




End 


5259 




GI 


.3540207 




Score 


1028 




Exon^ 

J— J -^x x_/ I 1 


1209. .1541, 1943. 


.2064, 2177 


..2607, 3031. .3285, 


J J _/ J. • . JIUZ,^ 


----- - mi 1.,. 


^ .3 5.4 7* *3&L$^3£LL 


,_4.2.5.6L.. . 4.33.5.,-. J.4.2 1. „£$ : 1Z,„ 


471 fi ■ 4 Q4 0 




....5.02,6 525.9... 










GI Descr ip . 


(AC004260) Putative protein 


kinase [Arabidopsis 




Sea No 


35696 




Seq. ID 


OJ990308_ 


n^ qads r?i 


Gene No. 


73636 




Strand 


+ 




Start 


1209 




End 


5262 




Name 


OJ990308 03.9A05. 


C21.ol.gs 


Method 


GENSCAN 




Start 


1215 




End 


5262 




GI 


none 




Score 


.59 




Exons 


1215.. 1352, 1943. 


.2064, 2177 


..3795, 3893. .4059, 


*± _j u • . ^ ^) ~j f 




4421. .4568, 4793. 


.4942, 5026 


. .5262 






Seq. No. 


35696 




Seq. ID 


OJ990308_ 


0^ QAOS P?1 


Gene No . 


73636 




Strand 


+ 




Start 


1209 




End 


5262 




Name 


OJ990308 03.9A05. 


C21.ol.gp 


Method 


AAT/GAP 




Start 


1342 




End 


2319 




GI 


44674 1.R1084 




Score 


838 




Exons 


1342. .1541, 1943. 


.2064, 2177 


. .2319 






GI DesrriD 


'3540207 2.0e-30 


(AC004260) 


Putative protein kinase [Arabidopsis 




' thaliana] ' 










Sea. No 


35696 




' Seq] ID. 


OJ990308_ 


03..9A05.C21 ' 


Gene No . 


73636 




Strand 


+ 




Start 


1209 




End 


5262 




Name 


OJ990308 03.9A05. 


C21 .o2.gp 


Method 


AAT/GAP 




Start 


-,3193 




End 


3701 




GI 


LIB3434-045-P1-K1 


-C7 


Score 


762 




1-J A \y 1 1 O 


3193. .3462, 3547. 


.3701 








GI Descrip. 


'3540207 3.0e-16 


(AC004260) 


Putative protein kinase [Arabidopsis 




thaliana] 1 ■ 










Seq. No. 


35696 




Seq. ID 


OJ990308_ 


03.9A05.C21 


Gene No. 


73636 




Strand 


+ 




Start 


1209 




End 


5262 





35488 



Name OJ990308_03 . 9A05 . C21 . o3 . gp Method AAT/GAP 

Start 3723 End 4940 

GI 21408_1.R1084 Score 1133 

Exons 3723.. 3795, 3893.. 4059, 4256.. 4335, 4421.. 4568, 4793.. 4940 

GI Descrip. 1 4 512705/gb | AAD21758 . 1 1 1.0e-36 (AC006569) putative 

serine/threonine protein kinase [Arabidopsis thaliana] ' 



Seq. No. 35696 

Gene No. 73637 Strand 

Start 5974 End 

Name OJ990308_03 . 9A05 . C21 . o2 . np Method 

Start 5974 End 

GI 6069646 Score 

Exons 5974.. 6011, 9281.. 10075, 10358 .. 10778 , 
GI Descrip. 



Seq. ID OJ990308_03.9A05.C21 



+ 

12350 
AAT/NAP 
12350 
1375 

12268. .12350 



(AC005315) 
Similar to 



(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq.. No. 35696 . 

Gene„. No;.;. , 7,3637 , ., , ,;. • •; _ 

Staxt... ~. .5974._... _ I. _ 

Name OJ990308_03 . 9A05 . C21 . o2 . gs 

Start 7502 
GI none 
Exons 7502.. 7993 



Seq. ID OJ990308_03.9A05.C21 

,\.EncL 12350. _ 

Method ' GENSCAN 

End 7993 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35696 
73637 
5974 

OJ990308_03. 9A05 . C21 . o3 . gs 

8743 

none 



Seq. ID OJ990308_03.9A05.C21 

Strand + 

End 12350 

Method GENSCAN 

End 10728 

Score .49 



8743. .8789, 8938. .9706, 9739. .10011, 10150 .. 102 94 , 10439 .. 10528 , 
10595. .10728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35696 
73638 
12120 

OJ990308_03.9A05.C21.o4.tm 

2556 ' 

none 

2556, .27-08-,- 2-560.. 2673, 2562". 
2607. .2759, 2664. ;2882, 2705-. 
2834.. 2917, 2.873.. 2917, 3006. 



Seq. ID OJ990308_03.9A05.C21 
Strand 

End 12253 
Method TBLASTX: Maize 
End 314 9 . 

Score" 14 6 ■ 

;2699, 2573. .2707, 2573.. 2674, 
.2899, 2716.. 2901, 2718.. 290.0, 
.3149, 3008.. 3133, 3009.. 3137 



Seq. No. 35696 

Gene No. 73638 

Start 12120 

Name OJ99030'8_03 . 9A05 . C21 . ol . ts 

Start 3365 

GI none 

Exons 3365.. 3460, 3366.. 3473, 3544. 

3922.. 3981, 3942.. 3977, 3979. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990308 03.9A05.C21 



12253 

TBLASTX : Soybean 
4049 
134 

3810,. 3545.. 3799, 3552... 3818, 
4047, 3984. .4049 



Seq. No. 



35696 



Seq. ID OJ990308_03.9A05.C21 



35489 




Gene No 


73638 








Strand 






Start 


12120 








End 


12253 




Name 


OJ990308 03 


. 9 AO 5 


.C21.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3410 ~ 








End 


4023 




GI 


none 








Score 


79 




Exons 


3410. .3472, 


3411 


. .3473, 


3545 . 


.3796, 3546.. 3797, 


3892. .4023, 




3895 . .4023 












Seq. No. 


35696 








Seq. ID 


OJ990308 03.9A05.C21 


Gene No. 


73638 








Strand 






Start 


12120 








End 


12253 




Name 


OJ990308 03 


. 9A05 


. C21 . ol 


. tc 


Method 


TBLASTX: 


r e s s 


Start 


3552 ~~ 








End 


4571 




GI 


none 








Score 


152 




Exons 


3552 . . 3800, 


3907 


. . 3999, 


3997 . 


.4068, 4422. .4571 




Seq. No. 


35696 








Seq. ID 


OJ990308 


_03.9A05.C21 


Gene No. 


73638 








Strand 






Start 


12120 








End 


12253 




Name 


OJ990308 03 


. 9A05 


. C21 . o5 


tm 


Method 


TBLASTX: 


via. 1Z€ 


Start 


4252 _ 








End . 


4885 




h G.I_ 


none 










J,5._ 




Exons 


„ "...4 2.52 .,..43.3.8,," 


.4.2,53.' 


. 4 336,. 


^4.421/: 


,:4,5 67 ,.^4.4,2.2 ..,.4 57.4^ 


4 7Q'} 4 ft ft S 


Seq. No. 


35696 








Seq. ID 


OJ990308 




Gene No. 


73638 








Strand 






Start 


12120 








End 


12253 




Name 


OJ990308 03 


. 9A05 


C21 . o2 


. ts 


Method 


TBLASTX: 




Start 


4301 _ 








End 


5262 


GI 


none 








Score 


61 




Exons 


4301 4336 


4422 . 


. 4574 


4 424 . 


.4573, 4792. .4893, 






5025 . . 5207, 


5032 . 


. 5088, 


5119 . 


.5208, 5209.. 5262 




Seq. No. 


35696 








Seq. ID 


OJ990308 


_03.9A05.C21 


Gene No. 


73638 








Strand 






Start 


12120 








End 


12253 




Name 


OJ990308 03 


9A05 . 


C21 . 06 


. tm 


Method 


TBLASTX: 


L v ja i ze 


Start 


4886 " ~ 








End 


5262 




GI 


none 








Score 


48 




Exons 


4886. . 4945, 


5026 . 


. 5076, 


5083 . 


.5124, 5085. .5123, 


si si fin 




5104 . . 5181, 


5104 . 


. 5202, 


5176 . 


.5208, 5208.. 5261, 




Seq. No. 


. ■ 35696 








Seq. ID 


OJ990308 


_03.9A05.C21 


Gene No .■ 


73638 








Strand - \ 






Start 


* 12120 








♦End 


12253 - 




Name 


OJ990308 03 


9A05 . 


C21 . 08 , 




Method 


TBLASTX: 


Maize 


Start 


8668 ~" 








' End 


9133 




GI 


none 








Score 


82 




Exons 


8668 . . 8787, 


8779. 


. 8823, 


888 9. 


.8924, 891 


8. .9133 




Seq. No. 


35696 ' 








Seq. ID 


OJ990308 


_03.9A05.C21 


Gene No. 


73638 








Strand 






Start 


12120 








End 


12253 




Name 


OJ990308 03. 


9 AO 5. 


C21.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


9137 








End 


9634 




GI 


none 








Score 


126 




Exons 


9137. .9277, 


9292. 


.9531, 


9302. 


.9535, 955 


4. .9634, 


9556. .9618 



35490 



Seq. No. 35696 Seq. ID OJ990308_03.9A05.C21 

Gene No. 73638 Strand 

Start 12120 End 12253 

Name OJ990308_03 . 9A05 . C21 . o2 . tm Method TBLASTX : Maize 

Start 9635 End 10298 

GI none Score 70 

Exons 9635.. 9715, 9635.. 9703, 9726.. 9785, 9727.. 9834, 9832.. 10296, 
9835. .10290, 9846. .10298 

Seq. No. 35696 Seq. ID OJ990308_03.9A05.C21 

Gene No. 73638 Strand 

Start 12120 End 12253 

Name OJ990308_03. 9A05 . C21 . ol . tw Method TBLASTX : Wheat 

Start 9937 End 10377 

GI none Score 159 

Exons 9937.. 10152, 9942.. 10196, 10243.. 10377 

Seq. No. 35696 Seq. ID OJ990308_03.9A05.C21 

Gene No. 73638 Strand 

Start . 12120 End 12253 ... 

Nams„™_^ 

.Start. . 10.5.22; .......... . , .....End.. „,;,„. A 0.2 7Q... 

GI none" * Score 189 

Exons 10522.. 10770 

Seq. No. 35696 Seq. ID OJ990308_03.9A05.C21 

Gene No. 73638 Strand 

Start 12120 End 12253 

Name OJ990308_03.9A05.C21.o4.gs Method GENSCAN 

Start 12120 End 12253 

GI none Score .52 

Exons 12120. .12253 

Seq. No. 35697 Seq. ID OJ990308_03.9A05.C22 

G.ene No. 73639 Strand + 

Start 1 End 656 

Name OJ990308_03 . 9A05 . C22 . ol . np Method AAT/NAP 

Start 1 • End 656 

GI 3540207 Score 222 

Exons " 1..122, 228.. 299, 384.. 656 

GI Descrip. (AC004260) .Putative protein kinase [Arabidopsis. thaliana] 

Seq*. No.; 35697 - Seq. ID- OJ990308_03.9A05.C22 

Gene No. 73639 ■ . , . ' .. • Strand +' 

Start 1 End 656 ' 

Name OJ990308_03 . 9A05 . C22 .'ol . gp' Method • AAT/GAP ' 

Start 56 End 538 

GI LIB3434-045-P1-K1-C7 Score 748 

Exons 56.. 299, 384.. 538 

GI Descrip. 1 3540207 3.0e-16 (AC004260) Putative protein kinase [Arabidopsi 
thaliana] 1 

Seq.. No. . 35697 Seq. ID OJ990308_03.9A05.C22 

Gene No. 73639 Strand + 

Start 1 End 656 

Name OJ990308_03 . 9A05 . C22 . ol . gs Method GENSCAN 



35491 



Start 384 End 632 

GI none Score . 5 

Exons 384 . . 632 



Seq. No. 


35697 






Seq. ID 


OJ990308 03 9A05 


. C22 


Gene No . 


73640 






Strand 


+ 




Start 


560 






End 


769 




Name 


OJ990308 


03.9A05.C22.ol. 


ts 


Met* hod 


TBLASTX • ^ovhean 




Start 


202 






End 


655 




GI 


none 






Score 


134 




Exons 


202. .297, 


203.. 310, 381. 


.647, 


382. .636, 


389. .655, 488.. 


649 


Seq. No. 


35697 






Seq. ID 


OJ990308_03.9A05 


.C22 


Gene No. 


73640 






Strand 


+ 




Start 


560 






End 


769 




Name 


OJ990308 


03.9A05.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


247 






End 


634 




GI 


none 






Score 


79 




Exons 


247. .309, 


248. .310, 382. 


.633, 


383. .634 







Seq. No. 35697 . 

..Gem _.Na._ Z16jtQ_„-._ _™ 

.Starts . ..5.6.0. ., .L,, -.. ^ 

Name OJ990308_03 . 9A05 . C22 . o2 . gp 

Start l " 560 

GI 21408_1.R1084 

Exons 560.. 632, 730.. 769 

GI Descrip. ' 4512705/gb | AAD21758 . 1 1 1.0e-36 
serine/threonine protein kinase 



Seq. ID 

.S.tr.ainjpi.., 
End .' 
Method 
End 
Score 



OJ990308_ 
t + _ 

AAT/GAP 

769 

206 



03.9A05.C22. 



(AC006569) putative 
[Arabidopsis thaliana] 



Seq. No. 


35698 


Seq. ID 


OJ990308_03 


. 9A05 


.C23 


Gene No. 


73641 


Strand 








Start 


300 


End 


430 






Name 


OJ990308 03.9A05.C23.ol.gs 


Method 


GENSCAN 






Start 


300 


End 


430 






GI 


none 


Score 


.83 






Exons 


300. .430 










Seq. No. 


35699 


Seq. ID 


OJ990308_03 


9 AO 5 


.C27 


Gene No. 


73642 


Strand 








Start 


1 . 


End 


683 






Name ■- • ■ 


OJ990308 03. 9A05 ..C27 . ol . np 


Method 


AAT/NAP 






Start. 


1" 


End 


683 






GI' 


• 6706414 •• 


Score ■■ 


• 183 •• 






Exons' 


1. .106, 276. .683. • . 










GI Descrip. 


(AL133248) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


35699 


Seq. ID 


OJ990308_03. 


9A05 


C27 


Gene No. 


73642 


Strand 








Start 


1 


End 


683 






Name 


OJ990308 03.9A05.C27.ol.gs 


Method 


GENSCAN 






Start 


284 


End 


435 






•GI 


none 


Score 


..72 






Exons 


284 . .435 










Seq. No. 


35700 


Seq. ID 


OJ990308_03. 


9A05. 


C28 


Gene No. 


73643 


Strand 









35492 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

,..£xg,ns_,.._. 

Seq. No._ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990308_03 . 9A05 . C28 . ol . np 
1 

6665543 
1. .644 

(AC013289) putative protein kinase [Arabidopsis thaliana] 



End 

Method 
End • 
Score 



644 

AAT/NAP 
644 
572 



35700 
73643 
1 

OJ990308_03. 9A05.C28 .ol.tc 
58 

none 



Seq. ID OJ990308_03.9A05.C28 

Strand , - 

End ' 64 4 

Method TBLASTX : Cress 

End 630 

Score 84 



58. .213, 58. .216, 90. .224, 95. .220, 217. .630, 269. .487, 271. .519 



' 35700 
73643 
1 

OJ990308_03. 9A05.C28.ol. tm 
58 

none _ . .. 



Seq. ID OJ990308_03.9A05.C28 

Strand 

End 644 

Method TBLASTX: Maize 

End. 630 

Score .82 . . . . 



..5^,,..^13^.J5.9 ! ;.,3.42^,- 2 2 3... .^630, ,24JU V 528 ,„ .275... .,61,6 



35700 
73643 
1 

OJ990308_03.9A05.C28.ol.ts 

58 

none 



Seq. ID OJ990308_03.9A05.C28 

Strand 

End 64 4 

Method TBLASTX : Soybean 

End 642 

Score 59 



58. .216, 59. .127, 93. .164, 238. .420, 272. .385, 403. .642, 
407. .487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
-Name • 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35700 
73643 
1 

OJ990308_03 . 9A05 . C28 . ol . tw 

160 

none 



Seq. ID OJ990308_03.9A05.C28 

Strand 

End 64 4 

Method TBLASTX : Wheat 

End 540 

Score 105 



160. .216, 240. .416, 241. .540, 264. .416, 269. .481 



35701 

7 364 4 - " 

820 .. . 

OJ990318 J)3 ... 9A03 . CI . ol . ts - 

802 . . ' . 

none 



35701 
73644 
820 

OJ990318_03 . 9A03 . CI . ol . tm 

817 

none 

817. .1026, 818. .1027 



Seq. ID OJ990318_03. 9A03.C1 
Strand 

End 1027 

Method TBLASTX :-Soybean 

End . 1020 

Score 107 



802.. 1011, 838.. 1020/ 848.. 1015 



Seq. ID OJ990318_03. 9A03.C1 
Strand 

End 1027 

Method TBLASTX : Mai ze 

End 1027 

Score 244 



Seq. No. 



35701 



Seq. ID OJ990318 03.9A03.C1 



35493 



i.i i 



Gene No. 73644 Strand 

Start 820 End 1027 

Name OJ990318_03 . 9A03 . CI . ol . gs Method GENSCAN 

Start 820 End 981 

GI none Score . 62 

Exons 820.. 981 



Seq. No. 35702 Seq. ID 

Gene No. 73645 Strand 

Start 1 End ' 

Name OJ990318_03 . 9A03 . C2 . ol . np Method 

Start 1 End 

GI 1705765 Score 

Exons 1..48, 80. .410, 901. .1040, 1334. .1579 
GI Descrip. 



OJ990318_03.9A03.C2 

1634 
AAT/NAP 
1579 
223 



CFXQ PROTEIN HOMOLOG gi | 2 14754 9 | pir | | S7314 9 hypothetical protein 
301 - Porphyra purpurea chloroplast gi | 1276694 (U38804) ORF301 
[Porphyra purpurea] 



Seq. No. 35702 Seq. ID 

Gene No. . 73645 Strand 

Start 1 ' End 

. Name _ _ : , P.J9.9JD 3 13J)A-J$M3.,£2* o^, £m_; Method _ , 

JSJb art_._ _ 2. ,. _,.End ...... , 

GI none Score 

Exons 2.-388, 3.. 389, 3.. 389 

Seq. No. 35702 Seq. ID 

Gene No. 73645 Strand 

Start 1 End 

Name OJ990318_03 . 9A03 . C2 . ol . ts Method 

Start 40 End 

GI none Score 

Exons 40. .417, 40.. 306, 42.. 422 



OJ990318_03. 9A03.C2 

1634 . . . r 

. TBLAS„T K :,Ma i„z e. 

.3a9_._ „ 

472 



OJ990318_03. 9A03.C2 
1634 

TBLASTX: Soybean 

422 

295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI\ Descrip . 



Seq. No. 

' Gene No . 
Start 
Name 
Start 
GI 

Exons 



35702 Seq. ID 

73645 Strand v 

1 End 
OJ990318_03. 9A03.C2 .ol . gp Method 
290 End 
426496 Score 
290. .410, 901. .1040, 1334. .1428 

134777/sp| P27643 |.SP5K_BACSU 1 . 0e-22 . STAGE V SPORULATION . PROTEIN 

K. >gi_984 85_pir S16301 spoVJ. protein. -* Bacillus subtiiis - 

>gi^4 0197_emb_CAA4204 9_ (X59412) spoVJ- [Bacillus subtiiis] • 



OJ990318_03. 9A03.C2 

1634 
AAT/GAP 
1428 
656 



35702 
73645 
1 

OJ990318_03.9A03.C2.o2.ts 

898 

none 



Seq. ID OJ9903i8_03.9A03.C2 



Strand 
End 

Method 

End 

Score 



1634 

TBLASTX : Soybean 

1403 

209 



898. .1059, 902. .1042, 1302. .1403, 1327. .1395 



Seq. No. 35702 Seq. ID 

Gene No. 73645 Strand 

Start 1 End 

Name OJ990318 03 . 9A03 . C2 . o2 . tm Method 



OJ990318_03.9A03.C2 
1634 

TBLASTX: Maize 



35494 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Ql„ Pes.c : rip_; 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



920 End 1634 

none Score 4 9 

920.. 943, 920.. 943, 928.-/1059, 929.. 1042, 1302.. 1454, 

1327. .1452, 1337. .1453, 1337. .1516, 1451. .1630, 1458. .1634 



35703 
73646 
325 

OJ990318_03. 9A03.C3.ol.gs 

325 

none 



Seq. ID OJ990318JD3. 9A03.C3 

Strand + 

End 10757 

Method GENSCAN 

End 10757 

Score .48 



325..443, 1582. .1669, 2281. .2384, 6606. .6767, 6954. .7255, 
7334.-7546, 7762. .7846, 9300. .9441, 9802. .9907, 10648. .10757 



35703 
73647 
1 

OJ99031 8_03 . 9A03 . C3 . ol . np 
1 

1841966 



Seq. ID OJ990318_03. 9A03.C3 
Strand 

End 2327 

Method AAT/NAP 

End 2327 

Score 4 8 



1..23, 85. .231, 349. .407, 2258. .2327 

„ ...m.6.5A16J.. ^.oJs.y:?:i.n;:.[,Ba.tt us B . noryegi^usj. 



35703 
73647 
1 

OJ990318_03. 9A03.C3.ol.ts 

79 

none 



Seq. ID OJ990318_03. 9A03.C3 
Strand 

End 2327 

Method TBLASTX : Soybean 

End 1533 

Score 95 



79. .201, 98. .202, 307. .417, 308. .409, 1411. .1533 



35703 
73647 
1 

OJ990318_03 . 9A03 . C3 . o2 . tm 
79 

none 



Seq. ID OJ990318_03. 9A03.C3 
Strand 

End 2327 

Method TBLASTX : Maize 

End . 1573 

Score 136 

79. .201, 98. .202, 104^.202, 147. .203^, 307. .417, 308. .409, 
308. .418, 309. .419, 1399. .1497, 1406. .1519, 1411. .1557, 
1511. . 1573 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



35703 
'73648 

7176 . ' - - • 

OJ 990 3-1 8^0 3 . 9A03-. C3 . o3 . tm 

7176 

none 



Seq. ID OJ990318_03. 9A03.C3 
Strand 

End • - • 754 9 • . ■ / . ' - 
Method TBLASTX*: Maize 
End ' 754 9 
Score 9.5 



7176. .7256, 7195. .7269, 7335. .7400, 7336. .7401, -7444. .7548, 
7481. .7549, 7492. .7548 - } 



Seq. No. 35703 

Gene No. 73649 

Start 8656 

Name OJ990318_03 . 9A03 . C3 . ol . tc 

Start 8656 

GI none 
Exons 



Seq. ID OJ990318_03. 9A03.C3 
Strand 

End 10724 

Method TBLASTX: "Cress 

End 10724 

Score 92 



8656. .8739, 9262.-9444, 9264. .9335, 9396. .9440, 9799. .9897, 



35495 



9799. .9882, 10638. .10724 



Seq. No. 35703 Seq. ID 

Gene No. 73649 Strand 

Start 8656 End 

Name OJ990318JD3 . 9A03 . C3 . ol . tm Method 

Start 9262 End 

GI none Score 
Exons 



OJ990318_03.9A03.C3 
10724 

TBLASTX: Maize 

9918 

264 



9262. .9444, 9264. .9440, 9756. .9902, 9799. .9918 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35704 
73650 
135 

OJ990318_03. 9A03.C4 .ol.np 
135 

2213632 

135. .186, 687. .866, 1122. .1203 

(AC000103) F21J9.24 [Arabidopsis thaliana] 



Seq. ID OJ990318_03.9A03.C4 

Strand + 

End 1203 

Method AAT/NAP 

End 1203 

Score 85 



Seq. No. 35704 • . Seq. ID 

Gene No. 73651 Strand 

.SJt.art___ „8,1 3™ „ ...... SndL _ . 

.Name-..-. ... a .„. ..O.J 9 9 0.3 1 8_Q3. 9 A 0.3. ...CI. .o 2 . np„ ... .Me.th.od „. 

Start 817. End ■ ■ 

GI 3252814 Score 

Exons 817.. 1154 

GI Descrip. (AC004705) hypothetical protein [Arabidopsis thaliana] 



OJ990318 03.9A03.C4 



--JU5.41 

_AAT/.NAP.^ , 
1154 
107 



Seq. No. 


35705 


Seq. ID 


OJ990318_03.9A03.C5 


Gene No. 


73652 


Strand 


+ 


Start 


2121 


End 


4144 


Name 


OJ990318 03. 9A03.C5.o2.np 


Method 


AAT/NAP 


Start 


2121 


End 


4144 


GI 


1545805 


Score 


88 


Exons 


2121. .2177, 2958. .3158, 4043. 


4144 




GI Descrip. 


(D64052) cytochrome P450 like_ 


_TBP [Nicotiana tabacum] 


Seq. No. 


35705 ■ 


Seq. ID 


OJ990318_03.9A03.C5 


Gene No. 


73653 


Strand 




Start 


1896 


End 


2296 


Name 


OJ990318 03. 9A03.C5. ol.np 


Method 


AAT/NAP 


Start 


1896 


End 


2296 


GI 


556409 :-\ 


Score - 


140- 


Exons ■ 


1896.. .1974, 2131.. 2296 






GI Descrip. 


(L34551 ) - transcriptional . activator protein [Oryza sativa]'. 


Seq. No. 


35706 


Seq. ID 


OJ990318_03.9A03.C6 


Gene No. 


73654 


Strand 




Start 


267 


End 


1399 


Name 


OJ990318 03. 9A03.C6.ol.gs 


Method 


GENSCAN 


Start 


267 


End 


1274 


GI 


none 


Score 


.86 


Exons 


267. .314, 586. .786, 904. .1029, 


1200. .1274 


Seq. No. 


35706 


Seq. ID 


OJ990318_03.9A03.C6 


Gene No. 


73654 


Strand 




Start 


267 


End 


1399 



35496 



Name 


OJ990318 03.9A03.C6.ol.gp 


Method 


AAT/GAP 


Start 


383 


End 


1278 


GI 


316 1 R1084 


Score 


1151 


Rxon *=; 

J_J i\ V./ 110 


383 _ '786 904 1029 1200 


.1278 




(IT Dp qrri n 


'556409 1 0e-146 (L34551*) 


transcriptional activator protei 




rf)ru7fl a i" i vp 1 1 
L w i y Au o q i — l v a j 






Seq. No. 


35706 


Seq. ID 


OJ990318_03. 9A03.C6 


Gene No. 


73654 


Strand 




Start 


267 


End 


1399 


Name 


OJ990318 03. 9A03.C6.ol.np 


Method 


AAT/NAP 


Start 


535 


End 


1399 


GI 


556409 


Score 


698 


R von s 


535. .786, 904. .1029, 1200. 


.1399 




GI Descrip. 


(L34551) transcriptional activator protein [Oryza sativa] 


Seq. No. 


35706 


Seq. ID 


OJ990318_03. 9A03.C6 


Gene No. 


73654 


Strand 




Start 


267 


End 


1399 


Name 


OJ990318 03.9A03.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


628 


End 


1032 




«_.npnje,_ 




J,9 ; „ 




. 62&.. ..687.,, ,725 .,7.87,.. 757.. . 7 92,,.,.. 8.6.Q. .1015., 89.5 ,.U.032.„. .&95..^JL 


Seq. No. 


35706 


Seq. ID 


OJ990318_03. 9A03.C6 


Gene No. 


73654 


Strand 




Start 


267 


End 


1399 


Name 


OJ990318 03. 9A03.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


694 


End 


1262 


GI 


none 


Score 


93 


F,xnns 


694. .792, 704. .787, 895. .1032, 896. .1012, 1197. .1262, 1198 


Seq. No. 


35707 


Seq. ID 


OJ990318_03. 9A03.C7 


Gene No. 


73655 


Strand 


+ 


Start 


3390 


End 


4397 


Name 


OJ990318 03.9A03.C7.o2.gs 


Method 


GENSCAN 


Start 


3390 


End 


4397 


GI 


none 


Score 


.7 




3390. .4397 






Qpa No 


35707 


Seq. ID 


OJ990318_03.9A03.C7 


Gene No. 


73656 


Strand 




Start 


1 


End 


2808 - "'. 


Name " 


OJ9-90318 03.-9A03.C7.ol.np-* 


Method' 


AAT/NAP- 


Start ■ 


1 


End " ■ 


231a 


GI. . 


556409 


Score 


883 


Exons' 


1..126, 297. .372, 528.' ."687 


, 985.. 1090, 


2137. .2310 ' * ' 


GI Descrip. 


(L34551) transcriptional activator protein [Oryza sativa] 



,1260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 



35707 
73656 
1 

OJ990318_03. 9A03.C7.ol.gp 

60 

315 1.R1084 



Seq. ID OJ990318_03. 9A03.C7 
Strand 

End 2808 

Method AAT/GAP 

End • 24 90 

Score 1408 



60. .126, 297. .372, 528. .687, 985. .1090, 2137. .2490 

1 556409 1.0e-146 (L34551) transcriptional activator protein 



35497 



# 



[Oryza sativa] 1 



Seq . No . 


35707 


*J G ^ t ± U 


OJ990318_ 


03 


VJCJJC LN W • 


73656 


J Li CL.1 L\JL 






Start 


1 




2808 




Name 


OJ990318 03 9A03 CI ol as 




GENSCAN 




Start 


398 ~ 


End 


2808 




w J. 


none 




.77 




Exons 


398. .687, 985. .1093, 2137.. 


2343, 2493. 


.2502, 2576. 


Sea No 


35708 


Seq. ID 


OJ990318_ 


03 


fip-np No 

VJC11C LN <J . 


/ O U «J / 


Oil ClilU 


+ 




Start 


J J _7 




812 




Name 


OJ990318 03 9A03 C8 ol as 




GENSCAN 




Start 


339 _ 


End 


812 




GI 


none 


OLUI c 


.4 




Exons 


339. .812 








Sea No 


35708 


Seq. ID 


OJ990318 


03 




73658 


Strand 


+ 




o L. a. i i_ 


'2766 


. End 


3938 




M ;3 TT1 P ' 


. „QJ99.031.8_ 03, 9A0.3 ,.C&..p2.,.gs, .. 


. MethQd, . . 


GENSCAN. _ 




.0,L.di.,L,,-, » . 


.... 27.66..... . . .,_ 


. . ...End . 


39.38. J 






none 


Score 


.67 ' 




Exons 


2766.-2823, 3355. .3485, 3633. .3829, 3878. .3938 




Spa No 


35708 


Seq. ID 


OJ990318_ 




UCllC IN . 


73659 


Strand 


+ 




C-t- a r +- 


7724 


End 


10168 




Name 


OJ990318 03.9A03.C8.o4.gs 


Method 


GENSCAN 




Start 


7724 


End 


10168 




GI 


none 


Score 


.63 




IjAUll J 


7724. .7816, 8293. .8379, 10064. .10168 






Seq. No. 


35708 


Seq. ID 


OJ990318_ 


03 


(Tici'np Kfo 


73660 


Strand 


+ 




Q+- a r1" 


11007 


End' 


18573 






OJ990318 03. 9A03.C8.o5.gs 


Method 


GENSCAN 




Start 


11007 


End 


18573 






none 


Score 


.48 






11007. .11482, 11923. . 12231, 


13740. .13848, 14588. 


.!< 




15765. . 15842, 15874 .. 15965 , 


18122. .18573 




Seq. No.- - _ 


35708 .. 


Seq.. ID- 


'OJ990318:_ 


03- 




.- 73660 '• • • •' .' 


Strand-. 


+ 




Cf art- 


11007 


End 


18573 




Name 


OJ990318 03."9A03.C8.'ol.np 


Method 


AAT/NAP ' 




O LaL L 


11019 


End 


12232 






1040^77 


Score 


937 




Exons 


11019. . 11482, 11923. .12232 








GI Descrip. 


(U30460) expansin S2 precursor [Cucumis sativus] 




Seq. No. 


35708 


Seq. ID 


OJ990318 


03 


Gene No. 


73660 


Strand 


+ 




Start 


11007 


End 


18573 




Name 


OJ990318 03.9A03.C8.ol.gp 


Method 


AAT/GAP 




Start 


14707 


End 


14759 





14814, 



35498 



GI 


none 


Score 


61 


Exons 


14707 14759 






Seq. No. 


35708 


Seq. ID 




Gene No. 


73661 


Strand 




Start 


16286 


End 


16366 


Name 


OJ990318 03. 9A03.C8.o2.gp 


Method 


AAT/GAP. 


Start 


16286 


End 


16366 


GI 


38012 1 R1084 


Score 


99 


Exons 


16286~ 16366 






GI Descrip. 


1 4097947/gb | U72255 IOSU72255 2 


.Oe-23 Oryza sativa 




be t a - 1 . 3 — crlucana sp nrprur^nr 


(Gns9) gene, complete cds 1 


Seq. No. 


35708 


Seq. ID 


OJ990318_03.9A03.C8 


Gene No. 


73662 


Strand 




Start 


17832 


End 


21320 


Name 


OJ990318 03.9A03.C8.o3.ts 


Method 


TBLASTX: Soybean 


Start 


3648 


End 


9052 


GI 


none 


Score 


149 


Exons 


3648 3761, 3650 3775 3790 


.3831, 3791.. 3832, 7163.. 7258, 




7170.. 7259, 7332.. 7409, 7333. 


.7410, 8 


290. .8376, '898.4 . . 9052, 


« ....... ... 


8986 9051 






Seq. No. 


35708 


Seq. ID 


OJ990318_03.9A03-.C8* 


Gene No . 


73662 


Strand 




Start 


17832 


End 


21320 


Name 


OJ990318 03.9A03.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


7170 


End 


9212 


GI 


none 


Score 


123 


Exons 


7170 7259 7170 7247 7171 


.7260, 7171. .7254, 7178. .7270, 




7333 7410 7337 7411 8290 


.8379, 8 


290. .8379, 8982. .9050, 




8983 9051 8983 9051 8984 


.9052, 9 


119. .9208, 9149. .9211, 




9150 . . 9212 






Seq. No. 


35708 


Seq. ID 


OJ990318_03. 9A03.C8 


Gene No. 


73662 


Strand 




Start 


17832 


End 


21320 


Name 


OJ990318 03 9A03 PR ol tr 


Method 


TBLASTX: Cress 


Start 


11097 ~~ 


End 


11483 


GI 


none 


Score 


561 


Exons 


11097 11483 11102 11482 






Seq. No. 


35708 . ' 


Seq. ID 


..OJ990318_03. 9A03.C8 


Gene No . 


73662 - - • • 


Strand- 




Start. 


17832'. " 


End' 


21320 


Name 


OJ990318 03.9A03.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


11097 ' 


End 


11417 


GI 


none 


Score 


502 



Exons 



11097. .11417, 11102. .11416 



Seq. No. 35708 Seq. ID 

Gene No. 73662 Strand 

Start 17832 End 

Name OJ990318_03 . 9A03 . C8.pl. tm Method 

Start 11100 End 

GI none Score 
Exons 



OJ990318_03. 9A03.C8 
21320 

TBLASTX: Maize 

12235 

547 



11100. .11483, 11102. .11482, 11921 .. 12052 , 1 1 921 .. 12025 , 



35499 



12059. .12235, 12059.. 12229 



Seq. No. 35708 

Gene No. 73662 

Start 17832 

Name OJ990318_03 . 9A03 .C8 . 

Start 11891 

GI none 

Exons 11891. .12031, 11914, 
12059. .12205, 12067, 



o2 .ts 



.12048, 
.12213 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



OJ990318_03. 9A03.C8 
21320 

TBLASTX: Soybean 

12213 

166 



11921. .12052, 12059. . 12211, 



Seq. No. 35708 Seq. ID 

Gene No. 73662 Strand 

Start 17832 End 

Name OJ990318_03 . 9A03 . C8 . o2 . tc Method 

Start 11914 End 

GI none Score . 

Exons 11914. .12207, 11921.. 12211 



OJ990318_03.9A03.C8 
21320 

TBLASTX: Cress 

12211 

323 



Seq. No. 35708. Seq. ID OJ990318_03 . 9A03 . C8 

Gene No. 73662 Strand 

Start; . _ . .17832., , . ....End;... . . 21320, .... ,._„.„. 

..Name ' . . OJ_99.03.18_6.3 . 9A03 ..C8-. o2 . np. t . .Method . AAT/NAP-,.. . 

Start 17832 ' End . 21320 

GI 6069646 Score 1091 

Exons ' 17832. .18798, 1908 1 .. 19119, 21172.. 21320 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to' 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

.C8 



Seq. No. 


35708 






Seq. ID 


OJ99031* 


3_03.9A03 


Gene No. 


73662 






Strand 






Start 


17832 






End 


21320 




Name 


OJ99031 


8_03.9A03.C8 


o3 . tm 


Method 


TBLASTX 


■ Maize 


Start 


17947 






. End 


18399 




GI 


none 






Score 


211 




Exons 


17947.'. 


18075, 18076 


.18399 








Seq. No. 


35708 






Seq. ID 


OJ99031* 


3_03.9A03 


Gene No . 


73662 






Strand 






-Start 


17832 






End 


21320 




Name 


OJ990318 03.9A03.C8 


o2. tm 


Method 


TBLASTX 


Maize 


Start 


18721 






; End 


19092 




GI 


none 






Score 


151 




Exons 


18721. . 


19092, 18731 


. 19054 








Seq. No. 


35708 






Seq. ID 


OJ99031S 


?_03.9A03 


Gene No. 


73662 






Strand 






Start 


17832 






End 


21320 




Name 


OJ990318 03.9A03.C8. 


06 . gs 


Method 


GENSCAN 




Start 


19471 






End 


20440 




GI 


none 






Score 


.53 




Exons 


19471. . 


19549, 20310. 


.20440 








Seq. No. 


35709 






Seq. ID 


OJ990316 


J_03.9A03 



35500 




Gene No. 


73663 


Strand 


+ 








Start 


56 


End 


219 








Name 


OJ990318 03. 9A03.C9.ol.gs 


Mp 1~ hnH 










Start 


56 ~~ 


End 


219 








GI 


none 


S core 


. 81 








Exons 


56. .219 












Seq. No. 


35709 


Seq. ID 


OJ990318 


03 


. 9 AO 3 


PQ 


Gene No . 


73664 


Strand 










Start 


1 


End 


1136 








Name 


OJ990318 03. 9A03.C9.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1136 








GI 


3193294 


Score 


70 








Exons 


1..161, 1000. .1136 












GI Descrip. 


(AF069298) similar to reverse transcriptases (Pfam 


• X V L. 


. I lllLILL , 




qrorp* 5 3 761 T ATshi Hone; "i ^ 


fhfll "i anal 










Seq. No. 


35709 


Cprr T D 


n.T9Q0?1 ft 


n ? 
u 0 


. 9A03 


.C9 


Gene No. 


73664 












Start 


1 


. End 


1136 








Name 


OJ990318 03. 9A03.C9.o2.gs 


Method 


GENSCAN 








Star.t 


-..511..,...,, _ ., v ._; 


..... .End........ ... . 










GI ■ 


• none. ..... . . . ^. - 


. .. . ..S.core... ... 






"■■ * 




Exons 


511. .589, 894. .1033 ' 












Seq. No. 


35710 


Seq. ID 


o.tq qo ? i ft 


n ? 


9A03 


.C12 


Gene No. 


•73665 


Strand 










Start 


1350 


End 


909 ft 








Name 


OJ990318 03. 9A03.C12.ol.gs 


Method 


QENSPAN 

\_r dlnj villi 








Start 


1350 


End 


1830 








GI 


none 


Score 


.72 








Exons 


1350. .1520, 1768. .1830 












Seq. No. 


35710 


Seq. ID 


O tq qn ? 1 ft 


_03. 


QAO? 


pi 9 


Gene No. 


73665 


Strand 










Start 


1350 


End 


909 ft 
z u z, 0 








Name 


OJ990318 03.9A03.C12.ol.np 


Method 


AAT/NAP 








Start 


1467 


End 


2028 








GI 


5042454 


Score 


249 








Exons 


1467. .1520, 1768. .2028 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


35710 . , • 


Seq. ID 


OJ990318 


_03 . 


QAO ? 


P1 9 


Gene No. - 


■ 73665. . • - . -' - . - 


■ Strand 










Start * 


1350,. • ' • " • ' 


End . 


2028 ■ 








Name 


OJ990318 "03.9A03.C12.ol.gp 


Method 


AAT/GAP 








Start 


1575 


End 


1909 








GI 


uC-osflcypl72a09al 


Score 


483 








Exons 


1575. .1909 












GI Descrip. 


f 5803242/cibj | AP000399 . 1 1 AP000399 1 . Oe- 


35 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0535G04 ' 










Seq. No. 


35711 


Seq. ID 


OJ990318_ 


_03. 


9A03. 


C15 


Gene No. 


73666 


Strand 










Start 


1004 


End 


1058 








Name 


OJ990318 03.9A03.C15.ol.gs 


Method 


GENSCAN 








Start 


1004 


End 


1058 









35501 



CT 


none 




C! /— < A Y~Q 

OLUIC 


A 

* *i 








1UU4 ■ . 1UOO 


















Seq. ID 


OJQQO^Ifi 0^ QAO^ 

v^u J ^ v J x u u j • z> rwj ~j 


• J. V 




Gene No. 


73667 




Strand 








Start 


1 




End 


2288 






Name 


OJ990318 03.9A03.C16.ol. 


np 


Method 


AAT/NAP 






Q+- -a •»-+- 


1 




End 


723 








1040877 




Score 


802 








1..299, 414. .723 














(U30460) expansin S2 precursor [Cucumis sativus] 






Seq. No. 


35712 




Seq. ID 


OJ990318JD3.9A03 


.C16 




Gene No. 


73667 




Strand 


+ 






Ol-dl L 


1 




End 


2288 








OJ990318 03.9A03.C16.ol. 


gs 


Method 


GENSCAN 








79 




End 


2288 








none 




Score 


. 63 






EjXOIIo 


79. .299, 414. .561, 1250. 


.1379, 


1797. .1975, 2214. .2288 






OSq. IN O . 


35712 




Seq. ID 


OJ990318_03.9A03 






.Gene . Np...- 


-..7366.8. _ 




^Stxa.nd._-. 


- . ^ .. 






, Start".. , , 


.3541. . 




End.., 


52,09 - 


— — • 




Name 


OJ990318 03. 9A03.C16.ol. 


tc 


Method 


TBLASTX: Cress 








1 




End 


708 








none 




Score 


110 








1..99, 12. .74, 108. .131, 


112. . 


132, 136. 


.300, 150. .287, 


O Z? Zf . 


7 04 




400. .702, 547. .708 












oeq. in 0 . 


35712 




Seq. ID 


OJ990318_03. 9A03 






Gene No. 


73668 




Strand 


- 






Start 


3541 




End 


5209 






Name 


OJ990318 03. 9A03.C16.ol. 


ts 


Method 


TBLASTX : Soybean 






0 tar l 


1 




End 


702 








none 




Score 


129 






T7 1 v /"v r^i 


1..96, 12. .74, 136. .300, 


147. . 


299, 399. 


.473, 400. .543, 




j ._> _? , 




543. .701, 543. .698, 544. 


.702 . 










Seq. No. 


35712 




Seq. ID 


OJ990318_03. 9A03 


.C16 




Gene No. 


73668 




Strand 








Oldl L 


3541 




End 


5209 ' 






Name 


OJ990318 03. 9A03.C16.ol. 


tm 


Method 


TBLASTX: Maize 






■oiari 


1 




End 


726 - • 






br • 


none 




Score " 


417 








1..300, 6-: .299, 226.'. 300, 390. 


..536, 40C 


. .543, 544. .726, 


R67 


7 1 Q 


Seq. No. 


35712 




Seq. ID 


OJ990318_03. 9A03 


.CI 6 




Gene No. 


73668 




Strand 








OLalL 


3541 




End 


5209 






Name 


OJ990318 03. 9A03.C16.ol. 


tw 


Method 


TBLASTX: Wheat 






0 tar l 


153 




End 


587 






GI 


none 




Score 


107 






Exons 


. 153. .245, 157. .300, 375. 


.536, 


400. .543, 


538. .585, 543.. 


587 




Seq. No. 


35712 




Seq. ID 


OJ990318_03. 9A03 


.C16 




Gene No. 


73668 




Strand 








Start 


3541 




End 


5209 







35502 



Name 

Start 

GI 

Exons 



OJ990318_03. 9A03.C16.o2.gs Method GENSCAN 

3541 End 5209 

none Score .56 
3541. .3612, 5039. .5209 



Seq. No. 35713 Seq. ID 

Gene No. 73669 - Strand 

Start 326 End 

Name OJ990318_03 . 9A03 . C19 . ol . gs Method 

Start 326 End 

GI none Score 

Exons 326. . 351 



OJ990318_03.9A03.C19 
+ 

351 

GENSCAN 

351 

.56 



Seq. No. 35714 Seq. ID 

Gene No. 73670 Strand 

Start 20 End 

Name OJ990318_03 . 9A03 . C20 . ol . gs Method 

Start 20 End 

GI none Score 

Exons 20.. 104 



OJ990318_03.9A03.C20 
+ 

104 

GENSCAN 
104 



Seq.. No. 35115 . „. ; _ . _ .Seq., ID„ 

.Gene.' No. _ 7 3.671. ^ ..Strand,. 

Start 193 ■ End 

Name OJ990318_03 . 9A03 . C21 . ol . gs Method 

Start 193 End 

GI none Score 

Exons 193.. 717 



. OJ990,3.1 &J)&<S.&Q£££L 

759* 
GENSCAN 
717 
.84 



Seq. No. 35715 

Gene No. 73671 

Start 193 

Name OJ990318_03 . 9A03 . C21 . ol . np 

Start 196 

GI 2586083 

Exons 196.. 759 

GI Descrip. (U72725) receptor kinase-like 

Seq. No. 35715 

Gene No. 73671 

Start 193 

Name OJ990318_03 . 9A03 . C2 1 . oi. tm 

Start- ' 211 ~ - ' . • • . : 

GT - none 

■Exons . 211. . 333," 406. /618) -443.. 616. 



Seq. ID OJ990318_03.9A03.C21 
Strand 

End 759 

Method AAT/NAP 

End 759 

Score 2 96 

protein [Oryza longistaminata] 

Seq. ID OJ990318_03.9A03.C21 
Strand 

End 759 

Method TBLASTX: Maize 

End 618 

Score' 111 - " • 



Seq. No. 35715 

Gene No.. 73671 

Start 193' 

Name OJ990318_03 . 9A03 . C21 . ol . tc 

Start 481 

GI none 

Exons 481. .621, 512. .616, 671. .754, 



Seq. No. 
Gene No. 
Start 



35715 
73671 
193 



Seq. ID OJ990318_03.9A03.C21 
Strand 

End 759 

Method TBLASTX: Cress 

End 759 

Score 86 

682. .759 

Seq. ID OJ990318_03.9A03.C21 

Strand 

End 759 



35503 



NT -a m o 




Mot - h oH 


TRT.ASTX • qnuhpan 
i. Dunj x £\ * juy kj " d i L 




4 Qfi ~~ 

f± -7 U 


r nr | 






none 


q oo yo 


1 00 




4Q6 6^4 S?4 fiflft 6Sft 7S9 






Seq . No . 


35715 


Seq. ID 


OJ990318_03.9A03.C21 


Gene No. 


73671 


Strand 




OLaL L 


J. Z7 J 


Cjx lu 


759 


LN cUlltr 


D.TQQD^Ift 0^ QAO^ C91 nl tw 

UU JlO V J ■ VJ . <L X i Ul . L. W 


Mot" h o H 


J. ouno 1 /\ • vviica L 


oLciri 






7 SQ 


C T 
o X 


n on o 


CpA TO 


8 1 


TT v /~\ c 


S09 649 M9 fi^l fiSfi 7SQ 






o e q • in u . 


^ S7 1 

JJ ' ID 


q prr t n 


n,TQQmi fi m qad^ coo 


Gene No. 


73672 


Strand 


+ ~~ 


Start 


544 


End 


823 


IN CULLC 


OJ990318 03.9A03.C22.ol.np 


Method 


AAT/NAP 


Qt a r*+- 


544 


End 


823 


C T 
VjX 


2213632 


Score 


150 


IT 1 TT O 


544 . .823 






T Flo c: ^ r~ n T"\ 
OX UtS o X X . 


(AC000103) F21J9.24 [Arabidopsis thaliana] .... 


,Seq.. w N.Q.; 


_ .3571Z 


Seq, ia_ 




Gene No. 


73673 


Strand 


+ 


Q-f-a-rt- 


398 


End 


546 • 


Name 


OJ990318 03. 9A03.C25.ol.gs 


Method 


GENSCAN 


C!t- a v*r 
oLdl U 


398 


End 


546 


\3 X 


none 


Score 


.66 




398. .546 






O (2i rr Mo 


35717 


Seq. ID 


OJ990318_03 . 9A03 . C25 




73674 


Strand 




o Lai L 


360 


End 


558 


Name 


OJ990318 03.9A03.C25.ol.np 


Method 


AAT/NAP 


Start 


360 


End 


558 


GI 


6069646 


Score 


198 


Exons 


360. .558 






\J X LJcoOXXjp. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907 112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 8) 




[Oryza sativa] 






Seq. No. : 


• 35718 


Seq. ID 


-OJ990318_Q3.9A03.C26 


Gene, No-: - 


." 73675 ' •• .': 


Strand. • 




qr a -rf- 


882 


End 


1014 


Name 


OJ990318 "03. 9A03.C2 6.ol .gs 


Method 


GENSCAN 


OLdi L. 


882 


End 


1014 




none 


Score 


.56 


P von c 


882. .1014 






Seq. No. 


35719 


Seq. ID 


OJ990318_03.9A03.C27 


Gene No. 


73676 


Strand 


+ 


Start 


. 76 


End 


855 


Name 


OJ990318 03.9A03.C27.ol.gs 


Method 


GENSCAN 


Start 


76 


End 


855 


GI 


none 


Score 


.74 



35504 





7 6 RSS 








Seq. No. 


35720 


Seq. ID 


OJ990318JD3. 9A03. 


C28 


Gene No. 


73677 


Strand 






O lui l_ 


R7R 


FnH 






IN alt it; 


O.TQQO^I ft (1^ Qan^ P9ft nl rr<5 








D L ai L 


R7 fl ~~ 


FnH 


i 6on 






none 


OCUI c 


A 9 




IT von Q 


R7R 1 600 










^S7 90 


o&n T n 
otrv^ • x u 


o.tqqo^ir o^ qao^ 


pop 


Gene No. 


73677 


Strand 






Start 


878 


End 


1600 




Name 


O.TQQO^IR 0^ QAO^ P9R r>1 tm 


t" n nH 

L 1C LlluU 


i DXirto i a . via xz.tr 




Of- -a r +- 
O Lai L 


Q09 _ 

Jut 




1 JJ4 




GI 


none 


Score 


167 




Ij AUt 1 0 


909 1904 QOfi 1 1 SI Q1 


i 900 1 09 


1 90S 1 1 7 S 






i ?nfi i ^99 i 99^ i ^si 








Spo No 


35721 


Seq. ID 


OJQQfni R 0^ QAO^ 


P9 Q 

Zs 


Gene No. 


73678 


Strand 






,S.tart,.^._, 


™. A5.5„..: 


_._.En.d.__ 


,.J.fl.fl2. „ , _ 




Name... .. . 


OJ.9,9.Q3.i8_ ..0J3...9.A0.3 . C*29, oL gs 


Method. ^ 


GENSCAN. 




Start 


455 


End 


1002 




GI 


- none 


Score 


.71 




Exons 


455. .616, 718. .827, 951. .1002 







Seq. No. 35722 . Seq. ID OJ990318_03.9A03.C35 

Gene No. 73679 Strand 

Start 209 End 970 

Name OJ990318_03 . 9A03 . C35 . ol . gp Method AAT/GAP 

Start 209 End 908 

GI 260_2.R1084 Score 1097 

Exons 209.. 754, 871.. 908 

GI Descrip. ' 121477/sp | P14 614 | GLU5_ORYSA 0.0e+00 GLUTELIN PRECURSOR 

>gi_82471_pir S05443 glutelin precursor (clone lambda-RG21) - 

rice >gi_20227_emb_CAA32566_ (X14393) preprolglutelin (AA -24 to 

476) [Oryza sativa] >gi_2267 67_prf 1604474A glutelin [Oryza 

sativa] 1 



Seq. No. 35722 Seq. ID 

Gene No.. 73679 Strand 

Start . 209 ' ' . ' • .. End 

Name OJ9?0318_03 . 9 AO 3 . C35 ;ol . gs v Method 

Start , _ . .'3'29 "... ' ' .. End' 

GI none Score 

Exons '329.. 754 



OJ990318_03.9A03.C35 

970 - ■ 

GENSCAN • ' 

754,. 

. 98 



Seq. No. 35722 Seq. ID OJ990318_03.9A03.C35 

Gene No. 73679 Strand 

Start 209 End 970 

Name OJ990318_03 . 9A03 . C35 . ol . np Method AAT/NAP 

Start 332 End 970 

GI ■ 121477 Score 740 

Exons 332.. 754, 871.. 970 

GI Descrip. GLUTELIN PRECURSOR gi | 82471 | pir | | S05443 glutelin precursor 
(clone lambda-RG21) - rice gi | 20227 | emb I CAA32566 I (X14393) ' 



35505 



preprolglutelin (AA -24 to 476) [Oryza sativa] 
gi I 226767 | prf | | 1604474A glutelin [Oryza sativa] 









Coo t n 






(~1(2>T\ c> Mo 






OCX. Cll l\JL 






Q-t- -a r -|- 
oiai i. 


^. w -7 




FnH 

Hit 1VJ. 


97D 




Mam 




. tm 


MpfhnH 
nc unuu 


TRT.ASTY * Ma i 7P 




Q-j-a rt 

O L. d J. L- 






FnH 


' 907 




GI 


none 




Score 


213 




Exons 


392. .757, 393. .752, 506 


. .766, 


848. . 907 






Cpn Mo 












Honp Mo 


73679 




St r^nd 






St a rt 

O Lai L 


U 




FnH 


970 




Ma mo 




• L. 




1 OJ_ii-iO 1A . UicSS 




o i_ a i. u 


d 99 ~ 




FnH 


7 61 






none 




Score 


1 9^ 

J. £. 3 




Exons 


422. .757, 468. .761 










Seq. No. 


35723 




Seq. ID 


OJ990318_03.9A03 


C36 


.Gene No. 


73680 




Strand 


+ 




St.art 


™5.6 ,„ .. ..... 




.,.End._ _ 


.10.6. _ 




Name. ... 


. QJ.99.0318.. 03 9A03...C36,.q1 


..gp,_ 


..Method .... 


AAT/GAP-,- ... 




Start 


56 




End 


106 ■ ■ 




GI 


260 9.R1084 




Score 


57 




Exons 


56. .106 










GI Descrip. 


' 121477/sp| P14 614 | GLU5_0RYSA 


2.0e-33 GLUTELIN PRECURSOR 





>gi_82471_pir S05443 glutelin precursor (clone lambda-RG21) - 

rice >gi_20227_emb_CAA32566_ (X14393) preprolglutelin (AA -24 to 
476) [Oryza sativa] >gi_2267 67_prf_1604 474A glutelin [Oryza 
sativa] 1 



Seq. No. 35723 Seq. ID 

Gene No. 73681 Strand 

Start 786 End 

Name OJ990318_03 . 9A03 . C36 . ol . gs Method 

Start 786 End 

GI none Score 

Exons 786.. 974, 1916.. 1943, 2915. .2972, 3131.. 3278 



OJ990318_03.9A03.C3< 
+ 

3278 
GENSCAN 
3278 
.54 



Seq. No. 35723 

Gene No. . 73682 .. . 

Start 3641 

Name ./ ■ OJ990318_03 . 9A03 . C36 . o2 . gp 

Start' ■ ,' ' ' 3641 . ' . ' . 

GI' 260_2.R1084 

Exons 3641.. 4189, 4306.. 4791; 4899. 
GI Descrip. 



Seq. ID OJ990318_03.9A03.C36 
Strand 

End 5657 - ' 

Method AAT/GAP 

End 56.57' ' 

Score 3184 
.5161, 5272. .5657 



4306. 

' 121477/sp| P14614 j GLU5_ORYSA 0.0e+00 GLUTELIN PRECURSOR 

>gi_82471_pir S05443 glutelin, precursor (clone lambda-RG21) - 

rice >gi_20227_emb_CAA32566_ (X14393) preprolglutelin (AA -24 to 

476) [Oryza sativa] >gi_22 67 67_prf 1604474A glutelin [Oryza 

sativa] ' 



Seq. No:* 35723 Seq. ID 

Gene No. 73682 Strand 

Start 3641 End 

Name OJ990318_03 . 9A03 . C36 . o2 . gs Method 



OJ990318_03.9A03.C36 

5657 
GENSCAN 



35506 




Start 


3764 








End 


5599 




GI 


none 








Score 


.91 




R von q 


3764 4189. 


4306 


. .4791, 


4899. 


.5161, 5272. .5599 




Sen No 


35723 








Seq.' ID 


OJ990318 


03 9A03 C3 6 


fipnp No 


73682 








Strand 






Start 


3641 








End 


5657 




Name 


OJ990318 03. 


9 AO 3 


.C36.ol 


,np 


Method 


AAT/NAP 




Start 


3767 








End 


5599 




GI 


121477 








Score 


2513 




F.xnns 


3767. .4189, 


4306 


. .4791, 


4899. 


.5161, 5272.. 5599 




w JL L/ ^ J L k-/ ■ 


GLUTELIN PRECURSOR gi | 824 7 1 | pir || S054 4 3 glutelin precursor 




(clone lambda-RG21) - rice gi I 20227 | emb | CAA32566 | (X14393) 




preprolglutelin 


(AA -24 


to 476) [Oryza 


sativa] 






gi | 226767 |prf M 1604474A glutelin [Oryza sativa] 




Sea No 


35723 








Seq. ID 


OJ990318 


_03.9A03.C36 


Gene No. 


73683 








Strand 






Start 


6756 








End 


7667 




Name 


OJ990318 03. 


9A03 


.C36.o2 


.tc 


Method 


TBLASTX: 


^ J- C O O 


Start 


.3827 . 








End 


5467 




GI 


,„„none „. 








...Score. 


88. . 








. _>„ y \j y . 


4 1 4 


4 ^DQ 


....4 47.6,.^ 4 32.2 .....4.5.01, 


4 S7 6 4 7 9 S 




4911; .5084, 


4912 


. .5058, 


5270. 


.5467 






Sen No 


35723 








Seq. ID 


OJ990318 


_03.9A03.C36 


\JJ d 1 ^ IM W * 


73683 








Strand 






u Lai L 


6756 








End 


7667 




Name 


OJ990318 03. 


9A03 


.C36.o2 


. tm 


Method 


TBLASTX: 


Ma i 7 q 


Start 


3827 








End 


5455 




GI 


none 








Score 


213 




P. von s 

1-1 AVI 1 O 


3827. .4192, 


3828 


. .4187, 


3941. 


.4201, 4283. .4456, 


4?R? 44 Sfi 




4285. .4461, 


4297 


. .4497, 


4600. 


.4734, 4604. .4657, 


4899. .5054, 




4909. .5055, 


5107 


. .5163, 


5127. 


.5168, 5211.. 5363, 


5270. .5395, 




5273. .5377, 


5378 


. .5455 










Sea No 


35723 








Seq. ID 


OJ990318 




Gene No. 


73683 








Strand 






Start 


6756 








End 


7667 




Name 


OJ990318 03. 


9A03 


.C36.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6756 








End 


7547 




GI ■ 


none 








Score. 


111 - 






6756. . 6932, 


6763 


. .6-930, 


6939. 


.7079, 6940.. 7071, 


.6966. ! 70/79, 




7175. .7291, 


7176 


. . 7400, 


717 6. 


.7547, 7183.. 7545 




Seq. No. 


35723 








Seq. ID 


OJ990318 


_03.9A03.C36 


Gene No.. 


73683 








Strand 






Start 


6756 








End 


7667 




Name 


OJ990318 03. 


9 AO 3 


C36.o3 


. gs 


Method 


GENSCAN 




Start 


6756 








End 


7667 




GI 


none 








Score 


.53 




Exons 


6756. .7667 














Seq. No. 


35723 








Seq. ID 


OJ990318 


_03.9A03.C36 


Gene No. 


73683 








Strand 






Start 


6756 








End 


7667 




Name 


OJ990318 03. 


9 AO 3 


C36.o2 


.np 


Method 


AAT/NAP 





35507 




Start 


6759 








End 


7643 




GI 


1040877 








Score 


908 




Exons 


6759. .7068, 


7177. 


.7643 










GI Descrip. 


(U30460) expansin S2 precursor [Cucumis sativus] 


Seq. No. 


35723 








Seq. ID 


OJ990318 


_03.9A03.C36 


Gene No. 


73683 








Strand 






Start 


6756 








End 


7667 




Name 


OJ990318 03 


.9A03. 


C36.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


6778 








End 


7553 




GI 


none 








Score 


148 




Exons 


6778. .7071, 


6780. 


.7076, 


7175. 


.7288, 7176. .7340, 


7188 . .7319, 




7189. .7326, 


7344. 


.7364, 


7345. 


.7368, 7377.. 7553, 


7402. .7539 


Seq. No. 


35723 








Seq. ID 


OJ990318 


_03.9A03.C36 


Gene No. 


73683 








Strand 






Start 


6756 








End 


7667 




Name 


OJ990318 03 


. 9A03. 


C36.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6780 








End 


7554 




GI 


none 








Score 


111 




Exons 


6780. .6932, 


6784. 


.6933, 


6939. 


.7076, 6940. .7071, 


7176. ..7319,. 




.....7176. S ....Z3AQ.,_ 


.718.9, 


...7.329.,, 


Z38CU 


...75.53,, 7.4.0.2 ...755.4., 




Seq. No. 


. — . ... - .- . . 
35723 








Seq. ID 


OJ990318 


. - . ■„ 

_03.9A03.C36 


Gene No. 


73683 








Strand 






Start 


6756 








End 


7667 




Name 


OJ990318 03 


. 9A03. 


C36.ol 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6897 








End 


7323 




GI 


none 








Score 


88 




Exons 


6897. .6932, 


6939. 


.7076, 


6940. 


.7071, 7176. .7319, 


7189. .7323 


Seq. No. 


35724 








Seq. ID 


OJ990318 


_03.9A03.C37 


Gene No. 


73684 








Strand 






Start 


1228 








End 


3942 




Name 


OJ990318 03 


. 9A03. 


C37.ol. 


gs 


Method 


GENSCAN 




Start 


1228 








End 


3285 




GI 


none 








Score 


.73 




Exons 


1228. . 1353, 


2517. 


.2664, 


2761. 


.2982, 2993. .3285 




Seq. No. 


35724 








Seq. ID 


OJ990318 


_03.9A03.C37 


Gene No. 


73684 








Strand 






Start 


1228 








End 


3942 




Name 


- OJ990318 03 


. 9A03. 


C37.ol". 


np ■ .' 


Method 


AAT/NAP 




Start 


2355 








End ' 


3942 




GI- 


10408*77 ' 








Score 


887. 




Exons 


2355. .2664, 


2761'. 


.'3129, 


3847. 


.3942 






GI Descrip. 


(U30460) expansin 


S2 precursor [Cucumis 


sativus 


] 


Seq. No. 


35724 








Seq. ID 


OJ990318 


_03.9A03.C37 


Gene No. 


73685 








Strand 






Start 


4915 








End 


6251 




Name 


OJ990318 03 


.9A03. 


C37.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2349 








End 


3132 




GI 


none 








Score 


120 




Exons 


2349. .2534, 


2359. 


.2535, 


2535. 


.2666, 2542. .2667, 


2760. .2834, 




2760. .2924, 


2761. 


.2901, 


2938. 


.3132, 2963. .3130 





35508 



Seq. No. 35724 

Gene No. 73685 

Start 4915 

Name OJ990318_03 . 9A03 . C37 . ol . tc 

Start 2374 

GI none 

Exons 2374.. 2667, 2376.-2666, 2760, 
2987. .3136 



Seq. ID OJ990318_03.9A03.C37 
Strand 

End 6251 

Method TBLASTX: Cress 

End 3138 

Score 174 

.2924, 2773. .2901, 2962. .3138, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
, Name _ , 
S.tart_ 
GI 

Exons 



35724 
73685 
4915 

OJ990318_03.9A03.C37 .ol. ts 

2376 

none 

2376. .2534, 2380. .2535, 2535. 
2773. .2901, 2965. .3138, 2987. 

35724 
73685 
4915 

..OJ99031.8_03...9A0.3 . C37 . ctl . tw, _ 

,24 91. . - 

none 

2491.. 2535, 2493.. 2540, 2535. 
2815. .2901 



Seq. ID OJ990318_03.9A03.C37 
Strand 

End 6251 

Method TBLASTX : Soybean 

End 3139 

Score 116 

.2666, 2539. .2667, 2760. .2924, 
.3139 

Seq. ID OJ990318_03.9A03.C37 
Strand. - . 

End 6251 . . 

.Method . ... TBLASTX :.Whe.at 

End,,... .2903- 

Score 58 

.2666, 2572.. 2670, 2760.. 2903, 



Seq. No. 35724 Seq. ID 

Gene No. 73685 Strand 

Start 4915 End 

Name OJ990318_03 . 9A03 . C37 . o2 . gs Method 

Start 4915 End 

GI none Score 

Exons 4915.. 4970, 5711.. 6095 



OJ990318_03.9A03.C37 

6251 
GEN SCAN 
6095 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. Nov 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



35724 Seq. ID 

"73685 Strand 

4915 End 
OJ990318_03 . 9A03 . C37 . o2 . tm Method 

5502 End 

none Score 

5502.. 5636, ,5709.. 5816, 5970.. .6113 



OJ990318_03.9A03.C37 
6251 

TBLASTX: Maize 

6113 

69 



35724 

73685 : . 
4915 

OJ990318_03. 9A03.C37 .o2.np 
5535 
6714351 



6251 
AAT/NAP 
6251 
155 

5535. .5624, 5709. .5892, 5950. .6084, 6224. .6251 

(AC015986) putative receptor kinase [Arabidopsis thaliana] 



Seq. ID OJ990318_03.9A03.C37 
Strand - • . ■ . 
End 

Method 
End 
Score 



35725 Seq. ID 

7 3686 Strand 

4 68 End 

OJ990318_03 . 9A03 . C38 . ol . tm Method 

4 65 End 



OJ990318_03.9A03.C38 
1362 

TBLASTX: Maize 
1257 



35509 




GI 


none 


Score 




Ex on s 


465 647 465 647 47? 648 


fi4ft 7fift 


6SS 780 ftfi f> 1 9R7 




887 1195 






Sea No 


35725 






Gene No. 


73686 


Strand 




Start 


468 


End 


1362 


Name 


OJ990318 03.9A03.C38.ol.np 


Method 


AAT/NAP 


Start 


468 


End 


1356 


GI 


1040877 


Score 


912 


Rxon s 

J—J x\ V— * HO 


468. .777, 887. .1356 






GI Descrip. 


(U304 60) expansin S2 precursor [Cucumis sativus] 


Sea No 


35725 


Seq. ID 


OJ990318_03.9A03.C38 


Gene No. 


73686 


Strand 




Start 


468 


End 


1362 


Name 


OJ990318 03.9A03.C38.ol.tc 


Method 


TBLASTX: Cress 


Start 


483 


End 


1263 


GI 


none 


Score 


65 


Exons 


483. .644, 489. .779, 499. .780, 


711. .818, 


886... 1050, 899. .1036 




.1054.. 1074, 1055. .1078, 1087. 


.1263, 1112. .1195 . 


Sea No 




. Seq. ...ID . 


OJ.9 .90,3 1 1.8_0.3 . 9A0.3. J ,.C3'8 „ 


Gene No. 


73686 


Strand 


- 


Start 


468 


End 


1362 


Name 


OJ990318 03.9A03.C38.ol.ts 


Method 


TBLASTX: Soybean 


Start 


486 


End 


1 96^ 


GI 


none 


Score 


121 


Rxon «3 

X-J A \_/ X J- O 


486. .647, 487. .648, 493. .648, 


648. .779, 


652. .780, 684. .821, 




886. .1050, 899. .1039, 1090. .1263, 1112. 


.1195 


Seq. No. 


35725 


Seq. ID 


OJ990318_03.9A03.C38 


Gene No. 


73686 


Strand 




Start 


468 


End 


1362 


Name 


OJ990318 03.9A03.C38.ol.tw 


Method 


TBLASTX: Wheat 


Start 


604 


End 


1033 


GI 


. none 


Score 


58 


Exons 


604. .648, 606. .653, 648. .779, 


655. .783, 


886. .1029, 899. .1033 


Seq. No. 


35725 


Seq. ID 


OJ990318_03.9A03.C38 


Gene No. 


73686 


Strand 




Start 


468 


End 


1362 / 


Name 


OJ990318. 03.9A03.C38.ol.gs 


Method 


GENSCAN 


Start - 


630 • " - - • 


End- 


1362 


Gi 


none . ■' - 


Score 




Exons 


630. .777, 887. .1362 






Seq. No. 


35726 


Seq. ID 


OJ990318_03.9A03.C39 


Gene No. 


73687 


Strand 




Start 


848 


End 


3982 


Name 


OJ990318 03. 9A03.C39.ol.gs 


Method 


GENSCAN 


Start 


848 


End 


3477 


GI 


none 


Score 


.5 


Exons 


848. .1102, 1249. .1313, 2184.. 


2384, 2435 


..2715, 2804. .3477 


Seq. No. 


35726 


Seq. ID 


OJ990318_03.9A03.C39 


Gene No. 


73687 


Strand 





35510 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



848 



End 

Method 
End 
Score 



3982 
AAT/NAP 
3982 
102 



OJ990318_03. 9A03.C39.ol . np 
2071 
100903 
2071. .2369, 3958. .3982 

nucleic acid-binding protein - maize gi 1168526 (M74566) nucleic 
acid-binding protein [Zea mays] 



Seq. No. 35727 Seq. ID 

Gene No. 73688 --Strand 

Start 9 ' "End 

Name OJ990318_03 . 9A03 . C40 . ol . gs Method 

Start . 9 End 

GI none Score 

Exons 9. . 307 



OJ990318_03.9A03.C40 
307 

GENSCAN 

307 

.99 



Seq. No. 35728 Seq. ID OJ990318_03.9A03.C42 

Gene No. 73689 Strand 

Start 112 End * 782 

Name OJ990318_03.9A03.C42.ol.np Method AAT/NAP 

Start 112 End 782 _ 

..G.I _ 6225g0.3..; Score. . .46_ . , 

Exons,...,....., „112. ..190, ...7 14. .782 

GI Descrip. PROBABLE SIGNAL PEPTIDASE 1-1 (SPASE 1-1) {LEADER PEPTIDASE 
gi I 1651734 |dbj |BAA16662| (D90899) leader peptidase I 
[Synechocystis sp.] 



I-D 



Seq. No. 


35729 






Seq. ID 


OJ990318_03. 


9A03 


.C44 


Gene No. 


73690 






Strand 


+ 






Start 


165 






End 


510 






Name 


OJ990318 03.9A03 


.C44.ol 


.gs 


Method 


GENSCAN 






Start 


165 




End 


510 






GI 


none 






Score 


.45 






Exons 


165. .294,. 384. .510 












Seq. No. 


35730 






Seq. ID 


OJ990318_03. 


9A03 


C45 


Gene No. 


73691 






Strand 


+ 






Start 


94 






End 


552 






Name 


OJ990318 03.9A03 


.C45.ol 


• gp 


Method 


AAT/GAP 






Start 


94 






End 


446 






GI 


315 1.R1084 






Score 


657 






Exons 


94.. 44 6. 














GI Descrip. 


" '556409 1.0e.-i46 


(L34 551) 


transcriptional activator 


protein 




[Oryza sativa] 1 














Seq. No. 


35730 






Seq. ID 


OJ990318_03. 


9A03, 


C45 


Gene No. 


73691 






Strand 


+ 






Start 


94 






End. 


552 






Name 


OJ990318 03.9A03 


.C45.ol 


.gs 


Method 


GENSCAN 






Start 


240 






End 


446 






GI 


none 






Score 


.79 






Exons 


240. .446 














Seq. No. 


35730 






Seq. ID 


OJ990318_03. 


9A03. 


C45 


Gene No. 


73691 






Strand 


+ 






Start 


94 






End 


552 






Name 


OJ990318 03.9A03 


C45.ol 


.np 


Method 


AAT/NAP 







35511 



Of 3 V- f 


0 1 *5 
Z / O 








End 


552 






p t 


00 Ofi U .7 








Score 


285 






Exons 


Z / 0 . . OU ^ 


524. .552 
















f T ^4 ^ ^1 ^ 
^Ljfl JJlj 


transcriptional activator protein* [Oryza sativa] 


Seq. No. 


35731 








Seq. ID 


OJ990318_03, 


"9A03. 


C47 


Gene No. 


73692 








Strand 


- 






o La J. u 


O J. 








End 


481 






Name 


Pi TQQfl T1 Q 

uu j 1 0 


_03.9A03.C47 


.ol. 


gs 


Method 


GENSCAN 






Of -a v-f 


c -1 — 
D 1 








Hi 1 1U 


A fi 1 
4 0 1 






P T 
VjI 


none 








Score 


.42 






T* 1 V /™N T\ C 


R1 1 fi 

D 1 . . 1 O O 1 


238. .481 














Seq. No. 


35732 








Seq. ID 


OJ990318JD3. 


9 AO 3. 


C49 


Gene No. 


73693 








Strand 


- 






OLdl L 


1 s 

10 J 








End 


382 






Name 


UU .7 .7 U O 1 0 


_03.9A03.C4 9 


.ol. 


gs 


Method 


GENSCAN 








1 pc ~~ 
100 








iiinci 


009 
0 0 z 






P T 


none 








Score 


.94 






Exons 


1 TpO 
















.Se<q....,Np, 


- 3573a. w ..„ 








. . . .Seq. .. ID . 


OJ990.318_03^ 


.94.03., 


£5.2. 


.Gene No.. 


7369.4 




~ ... - - 




.,. Strand . . 


. ± .......... ...,.„.„ . 


„ 




OUdlL 


z 0 z 








End 


409 






Name 




03.9A03.C52 


ol. 


gs 


Method 


GENSCAN 






Of -a vf 

0 tart 


909 ~ 

z 0 z 








TT-nH 
tLtild 


A HQ 






p t 


none 








Score 


\ 49 






TP V /™S T* 1 ! c? 


Z O Z . . 'iU^ 
















Seq. No. 


35734 








Seq. ID 


OJ990318_03. 


9 AO 3. 


C53 


Gene No. 


73695 








Strand 


- 






Cf 2 v-+- 


1 n 

J. u 








End 


238 






Name 


Pi TQQH ^ 1 R 


03.9A03.C53 


ol. 


gs 


Method 


GENSCAN 






Of -ivf 


in — 










ZOO 






P T 
bl 


none 








Score 


.81 






Exons 


in 9 ^fi 

1U . .zoo 
















Seq. No. 


35735 








Seq. 'ID 


OJ990318_03. 


*9A03. 


C55 


Gene No. 


73696 








Strand 


- 






Of a y-f 


17c; 








End 


668 






Name 


u J yz?u 0 ±0 


03.9A03.C55 


ol. 


gs 


Method 


GENSCAN 






Of a r-f 

oi_aj.il 


17c . — 

1/0 








pna 


O DO 






Ol 


none 








- Score 


.61 ■ ■ 






F v An c 
HiXOIlib 


1 7R ^7 ^ 

1/0. • J / J; 


425.-668 














Seq. No. 


35736 








Seq. ID 


OJ990318_03. 


9 AO 3. 


C56 


Gene No. 


73697 








Strand 


-f ■ 






Of a v*f - 










End 


464 






Name 


u j y yu 0 1 0 


03.9A03.C56. 


ol. 


gs 


Method 


GENSCAN 






Of -5 >"f 


1 £H — 








End 


333 






GI 


none 








Score 


.86 






Exons 


160. .333 
















Seq. No. 


35736 








Seq. ID 


OJ990318_03. 


9A03. 


C56 


Gene No. 


73697 








Strand 


+ 






Start 


160 








End 


464 






Name 


OJ990318 


03.9A03.C56. 


ol. 


np 


Method 


AAT/NAP 







35512 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



160 End 464 

556409 Score 253 

160.. 333, 407., -464 

(L34551) transcriptional activator protein [Oryza sativa] 



Seq. ID OJ990428_04 . 9A05.C2 

Strand 

End 757 

Method AAT/GAP 

End 259 

Score 441 



35737 
73698 
1 

OJ990428_04 . 9A05 . C2 . ol . gp 
1 

4715979 
1. .259 

126411/sp|P24095|LOXX_SOYBN 2.0e-32 SEED LIPOXYGENASE 

>gi_99932_pir S13381 lipoxygenase (EC 1.13.11.12) - soybean 

>gi_1874 6_emb_CAA39604_ (X56139) lipoxygenase [Glycine max] 



O CT v_J . nU ■ 


35737 








Seq. ID 


OJ990428 


04 QAOS 




Gene No. 


73698 








Strand 








Start 


1 








End 


757 






Name 


\J Zf Zs \J t O 


_04. 


9A05.C2.ol 


.np ' 


Method 


AAT/NAP 






u LOJ. L 


1 








End 


757 








'4464185 








>,-,.S_cpr_e_ _ 


^24.1_._. 


- — ~- — 




F von q 


1 ?4 7 


702*. 














QJ Dpqrr i r> 

v-j x ls -i~ J- . 


( U7 6687 1 


lipoxygenase 


[Phaseolus vulgaris] 






Seq. No. 


35737 








Seq. ID 


OJ990428 


_04.9A05 


C2 


Gene No. 


73698 








Strand 










1 








End 


757 






Name 


W(J -/ J' W M (J 


_04 . 


9A05.C2.ol 


.tc 


Method 


TBLASTX: 


Pro c c 




Start 


3 








End 


244 






GI 


none 








Score 


60 






1_J JTi. V_/ 


3 . . 158, 


160. 


.243, 179. 


.244 












JJ / J/ 








Seq. ID 


OJ990428 




CO 


Gene No. 


73698 








Strand 








Start 


1 








End 


757 






Name 


OJ990428 


_04. 


9A05.C2.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3 








End 


243 






GI 


none 








Score 


127 






Exons 


3, . 158, 


154 . 


.243 












Seq. No. 


35737- 








■ Seq. ID 


OJ990428 


J34.9A05. 


C2 


Gene No. 


7 3698 - : 








Strand 








Start 


1 •■ . 








■ End ■ 


-757 






Name, ' * . 


• OJ9904 28 


JD4 ; 


9A05.C2.ol 


. tm ■; 


Method- ' 


TBLASTX: 


Maize . 




Start 


30 








End' 


246 






GI 


none 








Score 


83 






Exons 


30. . 158, 


48. 


.125, 139. 


.246, 


154 . .243 ■ 








Seq. No. 


35737 








Seq. ID 


OJ990428 


_04 . 9A05. 


C2 


Gene No. 


73698 








Strand 








Start 


1 








End 


757 






Name . 


OJ990428 


_04. 


9A05.C2.ol 


.gs 


Method 


GENSCAN 






Start 


64 








End 


237 






GI 


none 








Score 


.45 






Exons 


64. .237 

















35513 



Seq. No. 


35738 






Seq. ID 


OJ990428JD4 


.9 AO 5 


C4 


Gene No. 


73699 






Strand 








Start 


162 






End 


485 






Name 


OJ990428 04 9A05 C4 


ol . 


y ° 


Method 


PRN^PAN 






Start 


162 — 






End 


485 






GI 


none 






Score 


. 64 






R v on ^ 


162 485 














Seq. No. 


35739 






Seq. ID 


OJ990428_04 


. 9A05. 


C6 


Gene No. 


73700 






Strand 


+ 






Start 


594 






End 


691 






Name 


OJ990428 04 9A05 C6 


ol . 




Mpt hoH 


PRNSPAN 






Start 


594 _ 






End 


691 

\J Zf X 






GI 


none 






Score 


. 63 






Rxon <3 

1—1 A I I O 


594 . . 691 














Seq. No. 


35740 






Seq. ID 


OJ990428_04 


. 9A05. 


C7 


Gene No. 


73701 






Strand 


+ 






Start 


195 






End 


268 






Name 


OJ9904 28 04 9 AO 5 C7 


ol . 




Mpf hod 


PRN9PAN 






Start 


195 _ 

-L Z> *J 






End 


268 






PT 


none 






Score 


. 9 








195 2 68 






* — *" j ** 








Seq. No. 


357 41 






Seq. ID 


OJ990428_04 


. 9A05. 


C10 


Gene No. 


73702 






Strand 


+ 






Start 


10 6 






End 


203 






Name 


O.TQQf^^fl D4 QADS PI 0 

\J KJ Z> Z* \J \J v T • ^iT.\J J . J. VJ 




. y s 


Mo f hoH 


PRNI^PAN 






O Lai L 


10 6 ~~ 






End 


^. W -J 






GI 


none 








7 Q 

. / Zf 






R von q 

J_j A Ul 1 k3 


106 203 














Seq. No. 


35742 






Seq. ID 


OJ990428_04 


. 9A05. 


Cll 


Gene No. 


73703 






Strand 








Start 


195 






End 


567 






Name 


OJ990428 04 9A05 Pll 


. ol 


. y £> 


L it? l_ i 1UU 


PRNJSPAN 






Start 


195 ~~ 






End 


567 






GI 


none 






Score 


. 65 






Exon s 


195 320. 526 " 567 














Seq. No. 


35743 






Seq. ID 


OJ990428_04 


. 9A05. 


C12 


Gene No. 


73704 






Strand 


+ 






Start -' 


92 . : 






End 


295 






Name 


OJ990428- 04.'9A05.C12 


.Ol 


■ LIU 


Mat" hoH 
L it. L. i 1UU 


TBLASTX: Maize ' 




,0 u a I, u . ■ 


1 : . * • - 






• JZj I ILi 


295 






GI 


none 






^ o o 


454 






JLi AVJl I O 


1..282, 2.. 286, 2.. '295 












Seq. No. 


35743 






Seq. ID 


OJ990428_04 


. 9A05. 


CJ.2 


Gene No. 


73704 






Strand 


+ 






Start 


92 






End 


295 






Name 


OJ990428 04.9A05.C12 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4 






End 


226 






GI 


none 






Score 


248 






Exons 


4. .225, 5. .226 














Seq. No. 


35743 






Seq. ID 


OJ990428_04 


. 9A05. 


C12 



35514 



Gene No. 


73704 












Strand 


+ 








Start 


92 












End 


295 








Name 


OJ990428 


04 , 


. 9 AO 5 


.C12 


.ol 


. as 


Method 


GENSCAN 








Start 


92 












End 


209 








GI 


none 












Score 


. 63 








Exons 


92 . .209 






















Seq. No. 


35744 












Seq. ID 


OJ990428 


_04 . 


. 9A05 


.C16 


Gene No. 


73705 












Strand 










Start 


84 












End 


92 








Name 


OJ990428 


04 . 


. 9A05 


. C16 


.ol , 


. as 


Mpt hoci 


GENSCAN 








Start 


84 












End 


92 








GI 


none 












Score 


. 83 








Exons 


84 . . 92 






















Seq. No. 


35745 












Seq. ID 


OJ990428 


_04, 


. 9A05 


.C17 


Gene No. 


73706 












Strand 


_ 








Start 


120 












End 


443 








Name 


OJ990428. 


_04. 


, 9A05 


.C17. 


.ol. 


.gs 


Method 


GENSCAN 








Start 


120 












End 


443 








GI 


none 












. Score 


.58 








Exons; , . 


.„._12CL.. ,M-\ 















































Seq. No. - 35746 * "■ - . ... •* Seq. ID 

Gene No. 73707 ; Strand 

Start 162 End 

Name OJ990428_04 . 9A05 . C18 . ol . gs Method 

Start 162 End 

GI none Score 

Exons 162.. 264 



OJ990428_04 . 9A05 .C18 
+ 

264 

GENSCAN 
264 
. 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35747 Seq. ID OJ990428_04.9A05.C20 

73708 Strand 

1 End 627 

OJ990428_04 . 9A05 . C20 . ol . np Method AAT/NAP 

1 End 627 

4539658 Score 95 - ■ 

1..59, 493. .627 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 
Gene No. 
Start ' ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 
Start 



35748 . Seq. ID OJ990428_04.9A05.C24 

.-73709 . " Strand - '. 

139 * - , . End- •;. 366 

OJ990428_04.9A05.C24.ol.gp ' Method AAT/GAP. * ' 

139 End 366 

LIB3434-013-P1-K1-F3 Score 175 

139. .165, 259. .366 

1 126411/sp| P24095 | L0XX_S0YBN 2.0e-32 SEED LIPQXYGENASE 

>gi_99932_pir S13381 lipoxygenase (EC 1.13.11.12) - soybean 

>gi_1874 6_emb_CAA39604_ (X56139) lipoxygenase [Glycine max] 1 



35748 Seq. ID 

73709 - Strand 

139 End 

OJ990428_04 . 9A05 . C24 . ol . gs Method 

263 End 



OJ990428_04.9A05.C24 
366 

GENSCAN 
366 



35515 



GI 

Exons 



none 

263. .366 



Score 



.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_04.9A05.C26 
598 

TBLASTX: Maize 

598 

98 



Seq. ID OJ990428_04.9A05.C27 



35749 
73710 
165 

OJ990428_04 . 9A05 . C26 . ol . tm 
165 
none 

165. .266, 254. .334, 401. .598 
35750 

73711 Strand 
1 End 698 

OJ990428_04 . 9A05 . C27 . ol . hp Method AAT/NAP 
1 End 698 

6069646 Score * 292 

1. .698 

{AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putat iye.. no,n-LTR , ,r. e£.r. o^e 1 erne n t r e y e rs^e , t r a nscri pt a s,e. P .. . l&Q LCLQ 624 8J„ 
, [ s Gryza_.,s.at.iya.]. _ .. ... .... . . . 



35750 Seq. ID 

73711 Strand 

1 End 

OJ990428_04 . 9A05 . C27 . ol . tm Method 

296 End 

none Score 



OJ990428_04.9A05.C27 
698 

TBLASTX: Maize 

638 

94 



296. .325, 375. .464, 377. .475, 473. .493, 542. .637, 543. .638 



35751 Seq. ID 

73712 Strand 

126 End 
-OJ990428_04 . 9A05 . C30 . ol . gs Method 

126 > End 

none' Score 
126. .327 



OJ990428_04.9A05.C30 
353 

GENSCAN 

327 

.55 



Seq. No. 

Gene No . - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35751 
73712 
12 6 

OJ990428_04 . 9A05 . C30 . ol . gp 
223 . ;. 
LIB34 33-019-P1-K1-E1 
223.-. 353 

1 5922608/dbj | BAA84609. 1 1 2.0e-17 (AP000492) hypothetical protein 
[Oryza sativa] 1 



Seq. ID OJ990428_04.9A05.C30 
Strand 

End 353. 
Method AAT/GAP 
End ' ' ..353 ' . 
Score 236 



35752 
73713 
42 

OJ990 428_04 . 9A05 .C31 . ol . gs 
42 

none 
42. .296 



Seq. ID OJ990428_04.9A05.C31 

Strand + 

End 296 

Method GENSCAN 

End 296 

Score 1 



35516 



Seq. No. 35752 
Gene No. 73714 
Start 154 

Name OJ990428_04 . 9A05 . C31 . ol . gp 

Start 154 
GI 30174_1.R1084 
Exons 154.. 291 

GI Descrip. '2160182 2.0e-10 (AC000132) ESTs 

gb_ATTS1236,gb_T43334,gbJSf97019,gb_AA395203 come from this gene. 
[Arabidopsis thaliana] f 



Seq. ID OJ990428_04.9A05.C31 
Strand 

291 

AAT/GAP 
291 
245 



End 

Method 

End 

Score 



Seq. No. 35753 

Gene No. 73715 

Start 142 

Name OJ990428_04 . 9A05 . C35 . ol . gs 

Start 142 

GI none 

Exons 142.. 363, 396.. 463 



Seq. ID OJ990428_04.9A05.C35 

Strand + 

End 4 63 

Method ■ GENSCAN 

End 4 63 

Score .55 



Seq. No. 35754 

Gene..Np,. _ .7.37-16. . _ _ . _ w , 

.Start ... 68 . ... . . 

Name OJ990428_04 . 9A05 . C36 . ol . gp 

Start 68 

GI 3761423 

Exons 68 . .299 



Seq. ID OJ990428_04.9A05.C36 

-Strand. .,.+. . .„.;.„ 

End . _ .299... ....... 

Method AAT/GAP 
End 299 ■ 

Score 396 



Seq. No. 35754 

Gene No. 73717 

Start 480 

Name OJ990428_04 . 9A05 . C36 . ol . tm 

Start 75 

GI none 
Exons 



Seq. ID OJ990428_04.9A05.C36 
Strand 

End 1059 

Method TBLASTX :Maize 

End 605 

Score 176 



75. .215, 76. .216, 81. .197, 113. .211, 203. .406, 204. .605, 
240. .596, 461. .604 



Seq. No. 35754 

Gene No. 73717 

Start 480 

Name OJ990428_04 . 9A05 . C36 . o2 . ts 

Start 81 

GI - none . - • 

Exons 



Seq. ID OJ990428_04.9A05.C36 

Strand - ■■ . 

End 1059 

Method TBLASTX : Soybean 

End . . 364 

Score 174 



81". .227, .110. .211, 206.:364, 207.. 362- 



Seq. No. 35754 

Gene No. 73717 

Start 480 

Name OJ990428_04 . 9A05 . C36 . ol ; . ts 

Start 426 

GI none 
Exons 



Seq. ID OJ990'428_04.9A05.C36 
Strand 

1059 

TBLASTX: Soybean 
1059 
543 



End 

Method 
End 
Score 

426. .1004, 429. .596, 473. .706, 642. .1004, 763. .1005, 775. .1020, 
985. .1059 



Seq. No. 
Gene No. 
Start 



35754 
73717 
480 



Seq. ID OJ990428_04.9A05.C36 
Strand 

End 1059 



35517 



Name 

Start 

GI 

Exons 



OJ990428_04 . 9A05 . C36 . ol . gs Method GENSCAN 

480 End 633 

none Score . 74 
480. . 633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35754 Seq. ID 

73717 Strand 

480 End 

OJ990428_04 . 9A05 . C36 . o2 . tm Method 

666 End 

none Score 



OJ990428_04.9A05.C36 
1059 

TBLASTX: Maize 

1059 

41 



666. .734, 677. .733, 684. .752, 759. .1001, 769. .966, 775. .975, 
776. .976, 976. .1059, 990. .1052 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

.GI... Qe.scrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . ■ 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428 04.9A05.C39 



374 

AAT/GAP 

374 

102 



35755 
73718 
291 

OJ990428_04 . 9A05 . C39 . ol . gp 
291 

18281_1.R1084. 

291. .374 . . . . 

j 4 7 4 1.92 3 /gb | AAD287 5J.a.LAF1.3p84 9 J. . 5 . Oe-14 (££1,3.0.9.4 9.) ...PI^l,, „. v 

. [Arabidopsis . thaliana]J ...... .. • 

35756 " Seq. ID OJ990428_04.9A05.C4 0 

73719 Strand 

.159 End 448- 

OJ990428_04 . 9A05 . C40 . ol . gp Method AAT/GAP 

159 End 448 

15355JL.R1084 Score 523 

159. .448 

'4586433/dbj IBAA76401.il 7.0e-16 (AB016798) ribosomal protein 
L29/cell surface heparin binding protein HIP [Sus scrofa] 
>gi_4586439_dbj_BAA76404.1_ (AB017196) ribosomal protein 
L29/heparin/heparan sulfate interacting protein [Sus scrofa] 1 



35757 Seq. ID 

73720 Strand 

4 98 End 
OJ990428_04 . 9A05 . C42 . ol . gs Method 

4 98 End 

none Score 

498. .628' - " , 



OJ990428_04 . 9A05 . C42 
628 

GENSCAN 
628 
■ .84 



Seq.. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35758. ... 

73721 

595 

OJ990428 

595 

none 

595. .680 



04 . 9A05.C43.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



p J 9 904 2B_0 _4 V . 9 AO 5 . C 4 3 . 
680 

GENSCAN 

680 

.76 



Seq. No. 35759 Seq. ID 

Gene No. 73722 Strand 

Start 554 End 

Name OJ990428_04. 9A05 . C44 . ol . gs Method 

Start 554 End 



OJ990428_04 . 9A05 . C44 
+ 

689 

GENSCAN 
689 



35518 



GI 

Exons 



none 

554. .689 



Score 



Seq. No. 35760 Seq. ID 

Gene No. 73723 Strand 

Start 164 End 

Name OJ9904 28_04 . 9A05 . C47 . ol . gs Method 

Start 164 End 

GI none Score 

Exons 164.. 248, 341.. 847 



OJ990428_04-. 9A05.C47 
887 

GENSCAN 
847 
. 66 



Seq. No. 


35760 


Seq. ID 


OJ990428_04 .9A05 


.C47 


Gene No. 


73723 


Strand 






Start 


164 


End 


887 




Name 


OJ990428 04.9A05.C47.ol.tm 


Method 


TBLASTX: Maize 




Start 


466 


End 


887 




GI 


none 


Score 


283 




Exons 


466. .876, 469. .879, 470. .8 


80, 809. .880, 


810. .887 




Seq. No. 


35761 . 


Seq. ID 


OJ990428_04 .9A05 


.C48 


Gene No. 


73724 


Strand 


+ 




.Starts 


1. _ . . 


_.,...Enc3 ai 


705 ^. 




Name . .... 


. OJ.990428 .0.4. l 9A05.C.4 8.ol..np 


. .. ..Method _ 


AAT./ NAP 




Start 


1" . • 


End 


516 




GI 


6715722 


Score 


162 




Exons 


1..131, 296. .516 








GI Descrip. 


(AC016447) unknown protein 


[Arabidopsis 


thaliana] 





Seq. No. 35761 Seq. ID 

Gene No. 73724 Strand 

Start 1 End 

Name OJ990428_04 . 9A05 . C48 . ol . tm Method 

Start 279 End 

GI none Score 

Exons 279.. 515, 322. .516 



OJ990428_04.9A05.C48 
+ 

705 

TBLASTX: Maize 

516 

193 



Seq. No. 35761 Seq. ID 

Gene No. 73724 Strand 

Start 1 End 

Name OJ990428_04 . 9A05 . C4 8 . ol . ts Method 

Start 321 End 

GI none . . - • • Score 

Exons 321.*. 512, 322. .531 



OJ990428_04.9A05.C48 
+ 

705 

TBLASTX: Soybean 
531 

246 • 



.Seq. No... •'. .357 61. " ..... .. . . \ . Seq. ID 

Gene No.' 73724 ' Strand 

Start 1 End 

Name OJ990428_04 ."9A05 . C48 . ol . gp Method 

Start 322. End 

GI 30174JL.R1084 Score 

Exons 322.. 705 

GI Descrip. '2160182 2.0e-10 (AC000132) ESTs 

gb_ATTS1236,gb_T43334,gb_N97019,gb_AA395203 come from this gene. 
[Arabidopsis thaliana] 1 



OJ9904 28_04 .'9A05 . C4 8. 
705 

AAT /GAP. 

705 

721 



Seq. No. 
Gene No. 



35761 
73724 



Seq. ID OJ990428_04.9A05.C48 
Strand + 



35519 •* 



Start 
Name 
Start 
GI 

Exons 



OJ990428_04 . 9A05 . C4 8 . ol . gs 

322 

none 

322. .537 



End 

Method 

End 

Score 



705 

GENSCAN 

537 

.85 



Seq. No. 35761 

Gene No. 73724 

Start 1 

Name OJ990428_04 . 9A05 . C48 . ol . tc 

Start 324 

GI none 

Exons 324.. 506, 331.. 510 

Seq. No. 35762 

Gene No. 73725 

Start 57 

Name OJ990428_04 . 9A05 .C51.ol.gs 

Start 57 

GI none 

Exons 57 . . 221 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_04.9A05.C48 
+ 

705 

TBLASTX: Cress 

510 

195 



OJ990428_04.9A05.C51 
+ 

221 

GENSCAN 

221 

.65 



Seq. No.. „... 3.5763 - ... „ . ...Seq .. . ID. 

Gene No'. 73726 Strand 

Start 448 End 

Name OJ990428_04 . 9A05 . C53 . ol . gs Method 

Start 448 End 

GI none Score 

Exons 448.. 624, 680.. 739 

Seq. No. 35764 Seq. ID 

Gene No. 73727 Strand 

Start 83 End 

Name OJ990428_04 . 9A05 . C54 . ol . tc Method 

Start 80 End 

GI none Score 

Exons 80. .247, 81.. 260, 82.. 273 

Seq. No. 35764 Seq. ID 

Gene No. 73727 Strand 

Start 8 3 End 

Name . OJ990428_04 . 9A05 . C54 . ol. gs - .Method 

Start 83 ' End * - 

GI ' none " ; - Score- 

Exons . . ' '• 83. ; 939 . ., *■ . : •■ . . 



OJ990428_.0.4 ..9AQ5 ,,G53, 
739 

GENSCAN 

739 

.44 



OJ990428_04 . 9A05.C54 
+ 

1154 

TBLASTX: Cress 

273 

77 



OJ990428_04 . 9A05 . C54 
+ 

1154 
GENSCAN 

.939 . " 
.•4 8 



Seq. No. 35764 Seq. ID 

Gene No. 73727 Strand 

Start 83 End 

Name OJ990428_04 . 9A05 . C54 . ol . gp Method 

Start 364 End 

GI 3761423 Score 

Exons 364 . . 822 



OJ990428__04 . 9A05.C54 
+ 

1154 
AAT/GAP 
822 
872 



Seq. No. 
Gene No. 
Start 



35764 
73727 
83 



Seq. ID OJ990428_04.9A05.C54 
Strand 4- 
End 1154 



35520 



Name 

Start 

GI 

Exons 



OJ990428_04 . 9A05 . C54 . ol . tm Method TBLASTX : Maize 
586 End 1128 

none Score 178 

586. .738, 599.-739, 604. .720, 636. .734, 711. .1127, 726. .929, 
727. .1128, 763. .1119, 984. .1127 



C ^ /T M /-v 

OCCj . LNO . 


JJ / 0 4 






Seq. ID 


C\lQQC\AOQ C\A Qan^ n^A 


bene ino . 


1 3 1 /, 1 






Strand 


X 

*r 


Start 


83 






End 


1154 


Name 


OJ990428 


04.9A05.C54 


.ol. ts 


Method 


TBLASTX: Soybean 




DU fi 






End 


ftft7 




none 






Score 


1 1 A 

JL / 4 


Exons 


DU4 . . / DU , 


DJJ . . 1 OH r 


729. .887, 730. .885 




oeq . NO . 


JJ / 






Seq. ID 




Gene No . 








Strand 


+ 


OCalL 


ft 7 






End 


11 J*J 


Name 


OJ990428 


04.9A05.C54 


.o2 . ts 


Method 


TBLASTX : Soybean 


Start 


948 






End 


1154 


GI 


none 






Score 


56 


Exons 


948. .1124 


, 949. .1152 


, 952., 


1119, 953.. 


1153, 965.. 1126, 996.. 


Seq. No.. . 


35765 1?". 






. ...Seq. .ID.. 


. 0a9 9 6.4 2 8^bZ',9A xsX" 


Gene No. 


73728 






Strand 


+ - 


Start 


296 






End 


1054 


Name 


OJ990428 


04.9A05.C55 


. ol . gs 


Method 


GENSCAN 


Start 


296 






End 


1054 


GI 


none 






Score 


. 66 


Exons 


296. .597, 


811. .1054 









Seq. No. 


35765 






Seq. ID 


OJ990428_04 . 9A05.C55 


Gene No. 


73729 






Strand 


+ 


Start 


4251 






End 


5867 


Name 


OJ990428 


_04.9A05.C55.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


71 






End 


501 


GI 


none 






Score 


381 


Exons 


71. .499, 


113. .499, 331. 


501 






Seq. No. 


35765 






Seq. ID 


OJ990428_04 . 9A05.C55 


Gene No. 


73729 






Strand 


+ 


Start 


4251 






End 


5867 


Name 


OJ990428. 


04-. 9A05.C55.ol 


tm. 


Method 


TBLASTX: Maize 


Start 


• 95 






End 


4 99 


GI ' - •. 


• none 






Score 


-73 


Exons 


95. .163, 


1-13 ...181,: 188.. 


"436, . 


205;. .432, 


.'4.18. , 498,'.. .419. .49.9 . 


Seq. No. 


35765 






. Seq. ID 


OJ990428_04.9A05.C55 


Gene No. 


. 73729 ■ 






Strand 


+ 


Start 


4251 






End 


5867 


Name 


OJ990428 


04.9A05.C55.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


509 






End 


1041 


GI 


none 






Score 


105 


Exons 


509. .598, 


529. .597, 809. 


.862, 


886. .104 


1, 887.. 1006 


Seq. No. 


35765 






Seq. ID 


OJ990428_04.9A05.C55 


Gene No. 


73729 






Strand 


+ 


Start 


4251 






End 


5867 



35521 



Name 


OJ990428 04. 


9A05.C55.ol 


.np 


Method 


AAT/NAP 




otart 


4251 






End 


5867 






99922 






■ Score 


724 




Exons 


4251. .5096, 


5725. .5867 










GI Descrip. 


hypothetical protein - 


soybean gi | 930025 | emb | CAA31883 | (X13 




ORF (334 AA) 


[Glycine max] 








Seq. No. 


35765 






Seq. ID 


OJ990428 


_04 . 9A05 . C55 


Gene No. 


*~i ~i "i o r\ 

73729 






Strand 


+ 




otart 


4251 






End 


5867 




Name 


OJ990428 04. 


9A05.C55.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4351 






End 


4777 




bl 


none 






Score 


72 




Exons 


4351 . .4 479, 


4358. .4438, 


4499. 


.4777, 4513. .4749, 


4538 . .4759 


Seq. No. 


35765 






Seq. ID 


OJ990428 


04 . 9A05 . C55 


Gene No. 


73729 






Strand 


+ 




btart 


4251 






End 


5867 




Name 


OJ990428 04 . 


9A05 . C55 . ol 


. tc 


' Method 


TBLASTX: 


Cress 


Start 


4499 






End 


4849 




GI 


none 






Score 


305 




Exons „..,; 


,4 4 99.. .4 84 9,., 


.4 5l0 7..., 4 6.56,, 


.4 696. 


75 2 , ,,,4 774 , ,4 8ASL 


— 


- - 

Seq. No. 


- • •■ - 

35765 






Seq. ID 


OJ990428 




04 . 9A05 . C55 


Gene No. 


73729 






Strand 


+ 




Start 


4251 






End 


5867 




Name 


OJ990428 04. 


9A05 . C55 . ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4637 






End 


5103 




GI 


none 






Score 


56 




Exons 


4637 . . 4693, 


4645... 4701, 


4681. 


.4788, 4691. .4795, 


4802 . . 4897 , 




4804 . . 4899, 


4942. .5103, 


4943. 


.5098 






Seq. No. 


35765 






Seq. ID 


OJ990428 


_04 . 9A05 . C55 


Gene No. 


73729 






Strand 


+ 




btart 


4251 






End 


5867 




Name 


OJ990428 04. 


9A05.C55.o2 


. tm 


Method 


TBLASTX : 


Maize 


Start 


4688 






End 


5112 




bl 


none 






Score 


229 




Exons 


4688 . .4825, 


4693. .4920, 


4694. 


.4927, 4942. .5112, 


4 943. . 5092 


Seq. No. 


35766 






Seq. ID 


OJ990428 


_04 . 9A05 . C56 


Gene No. 


73730 






Strand 


+ 




btar t 


1365 






End 


3263 




Name 


OJ990428 04. 


9A05-.C56.-ol 


.gs- 


Method 


GEN SCAN " 




Start 


13,65 , . ..' ■ , - 






• End .. ' 


3263 . 




bl 


none 






Score 


1 




Exons 


1365;. 3263 












Seq. No. 


35766 






Seq. ID 


OJ990428 


_04 . 9A05.C56 


Gene No. 


73731 






Strand 


+ 




Start 


10698 






End 


13670 




Name 


OJ990428 04. 


9A05.C56.o3 


.gs 


Method 


GENSCAN 




Start 


10698 






End 


13670 




GI 


none 






Score 


.45 




Exons 


10698. .10755 


, 12136. .12351, 13459.. 13670 




Seq. No. 


35766 






Seq. ID 


OJ990428 


_04 . 9A05.C56 



35522 



Gene No. 


73732 


Strand 


+ 




Start 


15287 


End 


1 6418 




Name 


O,T99049fi 04 QAOS PSfi o4 aq 


Lit: i_ I lvjvJ 


\j i-i lm o y^rwi 




O Lul U 




FnH 


X *J D X .7 




GI 


none 


Q o o r~ p> 








X .J O / ■ > 1 JUl^ 








Cprr Mo 


3S7 66 


c orr t n 

ocLji x u 


O.TQ QD4 9 R 


04 


Gene No. 


73732 


Strand 


+ _ 




Start 


15287 


. End 


16418 




Name 


OJ990498 04 9A0S CSfi o9 nn 


Method 


AAT/NAP 




J LCli L 


1 S9Q7 ~~ 


End 


16205 




rir 


671 S7 99 


Score 


184 




F v on q 


1 R9Q7 1 SSQS 1 RQQQ 1 690R 

X -J ^, _7 / . . 1J J; 1. -J ZJ ZJ ZJ • . X VJ VJ .J 








(~l T Dp^rri n 


f f 0 1 6447^ nnlfnnwn nrAl"»i n 


[Arabidopsis thaliana 


J 


Q&n Mo 




Seq. ID 


OJ990428_ 


0 4 




7 3739 


Strand 


+ 




Start 


15287 


End 


16418 




Name 


OJ990428 04 . 9A05 . C56 . o3 . gp 


Method 


AAT/GAP 




Start 


15477 


End 


16418 




■GI 


..,,3.0,174 UR 1,0.8 4,- . ^ „. 


...... Spore 


.103,3. 




F yon q 


a 5.4.7.7 f . 15.6 10 ,...,1 6.0 1.1, 164 1.8 








T HpQrT'i n 
OX o tr * 


•2160182 2.0e-10 (AC000132) 


ESTs 








gb ATTS1236,gb T43334,gb N97019,gb AA395203 come 


X 




[Arabidopsis thaliana] ' 








Seq. No. 


35766 


Seq. ID 


OJ990428_ 


04 


Gene No. 


73733 


Strand 


+ 




Start 


23890 


End 


28809 




Name 


OJ990428 04 . 9A05 . C56 . o5 . gp 


Method 


AAT/GAP 




Start 


23888 


End 


25466 




GI 


LIB34 34-013-P1-K1-F3 


Score 


416 




Exons 


23888. .23962, 24235 .. 24338 , 


25393. .25466 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



' 126411/sp|P24095|LOXX_SOYBN 2.0e-32 SEED LIPOXYGENASE 

>gi_99932_pir S13381 lipoxygenase (EC 1.13.11.12) - soybean 

>'gi_1874 6_emb_CAA39604_ (X56139) lipoxygenase [Glycine max] ' 



357 66 . 

73733 "' 
23890 

OJ9904 28_04.. 9A05 ; C56 . 06 . gs 
23890 ' ' 
none ' : •■• 

23890., 239-62, 24235. .24338,' 
28011. .28057, 28230 . ..28381, 



Seq. ID OJ990428_04.9A05.C56 

Strand + 

End 28809 

Method GENSCAN 

End 28809. 

Score .59 
25393. . 25786,. 26961. . 278.2 6,, . . 
2-8532. .28809 



Seq. No. 35766. Seq. ID 

Gene No. 73733 Strand 

Start 23890 End 

Name OJ990428_04 . 9A05 . C56 . 06 . np Method 

Start 27212 End 

GI 1495804 Score 

Exons 27212. .27467, 28685.. 28780 

GI Descrip. (X96406) 13-lipoxygenase [Solanum tuberosum] 



OJ990428_04.9A05.C56 
+ 

28809 
AAT/NAP 
28780 
199 . 



Seq. No. 



35766 



Seq. ID OJ990428_04.9A05.C56 



35523 



Gene No. 73734 
Start 30417 

Name OJ990428_04 . 9A05 . C56 . 08 . gs 

Start 30417 
GI none 
Exons 30417. 

32717. 

35705. 



Strand + 
End 40656 
Method GENSCAN 
End 40656 
Score .5 

30504, 30645. .30751, 30887 .. 31115, 31905 .. 32137 , 
32789, 32834. .33156,- .33958. .34135, 34891 35154 , 
35799, 37185. .37320, 40372 .. 4 0423, 40467. .40656 





J J / DD 


Seq. ID 


OJ990428_04 


9 AO 5. 


pec 


uene ino . 


I'M 

lot Z>H. 


Strand 


+ 






Start 


30417 


End 


40656 






Name 


OJ990428 04.9A05.C56.o8.gp 


Method 


AAT/GAP 








30697 


End 


32064 






C T 


LIB3433-019-P1-K1-E1 


Score 


806 






Exons 


30697. .30751, 30887 .. 31115, 


31905. .32064 






bi uescrip. 


'5922608/dbj | BAA84609.il 2. 


Oe-17 (AP000492) hypothetical 


protein 




[Oryza sativa] 1 










Seq. No. 


35766 


Seq. ID 


OJ990428_04 


9 AO 5. 


C56 


Gene No. 


73734 


Strand 


" + 






3t,ar.t v „.„.J^ 


^.3M1.7_. . ^ ™ ™, 


: En.d ^ 


. 10 6.56 r 






Name... 


.OJ.990428.,'04....9A05...C,5 6 . 0.8. - t np„ 


. Method,,.... 


AAT/NAP....... 






Start 


30887 


End 


32141 






GI 


' 5922608 


Score 


133 






Exons 


30887. .31125, 32038.. 32141 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






Seq. No. 


35766 


Seq. ID 


OJ990428_04 


9 AO 5. 


C56 


Gene No. 


73734 


Strand 


+ 






Start 


30417 


End 


40656 






Name 


OJ990428 04.9A05.C56.ol0.np 


Method 


AAT/NAP 






Start 


31448 


End 


37119 






GI 


6069646 


Score 


156 







Exons 31448. .31490, 34891 .. 35165, 37084.. 37119 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi I 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq; No-. . 357 66 

Gene No. ' 73735 

Start. . - 4 527 9 • - 

Name'./' ' .... OJ99Q428J34 ..9A05'. C56'.ol0.. gs 

Start ' 4-5279 

GI none 

Exons 45279. .45614, 4 9504 4 9572, 
50989. .51101 



Seq. ID 
Strand 
End-. 
Method 
End 
Score 
49603. .49959, 50161 



OJ990428_04.9A05.C56 
+ 

■5.1101 
GENSCAN 
51101. 
65 



,50287, 



Seq. No. 35766 Seq. ID 

Gene No. 73735 Strand 

Start 45279 End 

Name OJ990428_04 . 9A05 . C56 . olO . gp Method 

Start 4 6326 End 

GI . 5867_1.R1084 Score 

Exons ' 46326. .46420 



OJ990428_04 . 9A05.C56 
+ 

51101 
AAT/GAP 
46420 
128 



35524 



GI Descrip. 1 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



OCLJf LN \J • 


35766 


Seq. ID 




UCUC ViKJ * 


73735 


Strand 


-(- 


O Lai L 


45279 


End 


J 1 1 U 1 


Name 


OJ990428 04. 9A05 . C56 . ol3 . np 


Method 


AAT/NAP 


Start 


49579 


End 


49983 


\J X 


2462640 


Score 






49579. .49983 






CZT Hocpr"! n 
\j X Ucovi • 


(Y13370) reverse transcriptase [Oryza 


S3 1 1 va j 




35766 


Seq. ID 




Con o NT o 


73736 


Strand 




Q-h a >-+- 
Otai L 


2213 


End . 


/l d y o 


Name 


OJ990428 04.9A05.C56.ol.gp 


Method 


AAT/GAP . . 


Start-.. - , 


_ 2213. -.„ _ .„ _ _ 




.^5.98 ; 


CZT 




... v Score , 


7 4 7 


Exons 


2213. .2598 






CZT c?r i T , i n 


'3426046 3.0e-14 (AC005168) 


similar to 


calf - i nHnri hi o rirTifoi n 
ball XIliJ.UC.-LJU J-tr piOLcin 




[Arabidopsis thaliana] f 






o e q • ln o . 


35766 


Seq. ID 






'73737 


Strand 




Start 


6363 


End 


9021 


Name 


OJ990428 04.9A05.C56.o2.gs 


Method 


GENSCAN 


Start 


6363 


End 


8879 


GI 


none 


Score 


.87 


EjAvJI lo 


6363. .6446, 6533. .6640, 6714 


..6848, 68 


89. .7006, 7977. .8044, 




8697. .8879 






o c q . in u * 


35766 


Seq. ID 


OJ990428_04.9A05.C56 


CZ o n o T\l /~\ 


73737 


Strand 




Start 


6363 


End 


9021 


Name 


OJ990428 04.9A05.C56.o2.gp 


Method 


AAT/GAP 


Start 


6750 


End 


9021 


GI- 


18281- 1.R1084 


Score 


1034 


Exons 


6750.. 6797, 6889.. 7006, 7977 


.'.8044, 8454.. 8525,- 8697.. 9021 


GI Descrip. 


' 4 7.41923/gb|AAD28757.1 |AF130 


84 9_1 5.0e 


-14 .(AF130849) -PIT1 * 




. .[Arabidopsis . thaliana] 






Seq. No. 


35766 


* ' Seq. ID 


OJ990428_04.9A05.C56 


Gene No. 


73738 


Strand 




Start 


14192 


End 


21259 


Name 


OJ990428 04 . 9A05 . C56 . o3 . np 


Method 


AAT/NAP 


Start 


14192 


End 


18160 


GI 


4506629 


Score 


151 


Exons 


14192. .14240, 17186. .17243, 


18059. .18160 



GI Descrip. ribosomal protein L29 gi | 1350706 | sp | P47914 | RL29_HUMAN 60S 

RIBOSOMAL PROTEIN L29 (CELL SURFACE HEPARIN BINDING PROTEIN HIP) 
gi|2136119|pir||S65784 ribosomal protein L29 - human gi|806697 
(U10248) ribosomal protein L29 [Homo sapiens] gi I 1215742 



35525 



(U49083) HIP [Homo sapiens] 



Seq. No. 35766 Seq. ID 

Gene No. 73738 Strand 

Start 14192 End 
Name OJ990428_04 . 9A05 . C56 . o5 . gs Method 

Start 15867 End 

GI none Score 

Exons 15867. .16255, 17089 .. 17243, 18059 

18749. .18915, 18 94 7 . . 1 9424 , 19564 

20247. .20254 



OJ990428_04.9A05.C56 

21259 
GENSCAN 
20254 
.5 

.18191, 18302. . 18372, 
.19720, 19863. .20161, 



Seq. No. 35766 

Gene No. 73738 

Start 14192 

Name OJ990428_04 . 9A05 . C56 . o4 . gp 

Start 16954 

GI 15355JL.R1084 

Exons 16954 . .17243, 18059. . 18191, 

GI Descrip. ' 4586433/dbj | BAA76401 . 1 | 7. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
18302. .18351' 
Oe-16 (AB016798) 



OJ990428 04.9A05.C56 



21259 
AAT/GAP 
18351 
853 ■ 



ribosomal protein 



L29/cell surface heparin binding protein HIP [Sus scrofa] 

j>gi_15§6A3.^ .ribosomal, protein,. 

L2 9 /heparin/heparan., soil fate winter acting protein . [Sus ..scrofa J ' 



Seq. No. 35766 

Gene No. 73738 

Start 14192 

Name OJ990428_04 . 9A05 . C56 . o4 . np 

Start 18031 

GI 119714 

Exons 18031. . 18446, 18773 
GI Descrip. 



OJ990428 04.9A05.C56 



Seq. ID 
Strand 

End 21259 
Method AAT/NAP 
End 21259 
Score 249 
19510. .19706, 21202. .21259 
EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir M S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



19264, 



Seq. No. 35766 

Gene No. 73739 

Start 25440 

Name OJ990428_04 . 9A05 . C56 . o5 . np 

Start 25440 

GI- 119714 

Exons - 25440-. .25809, 
GI Descrip. 



OJ990428 04.9A05.C56 



Seq. ID _ 
Strand 

End 28080 
Method AAT/NAP 
End 28080 
Score 117 
.27870, 28007. .28080 
EXTENSIN PRECURSOR (CELL, WALL HYDROXYPROLINE-RICH- GLYCOPROTEIN) 
.gi| 82169|pir | |'S067'33 . hydroxyproTine-rich glycoprotein precursor., 
- common tobacco gi | 198 67 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



26965, 



Seq. No. 35766 Seq. ID 

Gene No. 73740 Strand 

Start 28064 End 

Name OJ990428_04. 9A05 . C56 . o7 . np Method 

Start 28064 End 

GI 5777617 Score 

Exons 28064. .28164, 29303.. 29372 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



QJ990428_04.9A05.C56 

29428 
AAT/NAP 
29372 
72 



35526 



Seq. No. 


35766 


Seq. ID 


OJ990428_04 . 9A05 .C56 


Gene No. 


73740 


Strand 




Start 


28064 


End 


29428 


Name 


OJ990428 04 9A0S PS6 o7 a<s 


Mpf hnH 


GFNSCAN ' 


9t a rt 


28901 ~~ 


End 


29428 


GI 


none 


Score 


. 99 


p von "3 


28901 29428 






Spa No 


35766 


Seq. ID 


OJ990428 04 9A05 CS6 


Gpne No 


73741 


Strand 




Start 


32380 


End 


39389 


Name 


OJ990428 04.9A05.C56.o9.np 


Method 


AAT /NAP 


Start 


32380 


End 


37031 


GI 


6069646 


Score 


200 


Exons 


32380. .32821, 37010.. 37031 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


1 1 fAP001129^ Similar fn 




Arabidopsis thaliana chromosome II BAC 






putative non-LTR retroelement reverse 


L-i. Qlio L> L J. VJ LCI OC t ^ U U \J ^. 4 O J 




[Oryza sativa] 








„ .3 57.6 g.™ ....... 


,™S.e£,._-ID„ 




Gene .No,. . / 


. 73.7.41... . .. . .. 


... Strand 




Start 


32380 


End 


39389 


Name 


OJ990428 04.9A05.C56.oll.np 


Method 


AAT /NAP 


Start 


35013 


End 


38986 


GI 


4539658 


Score 


224 


Exons 


35013. .35169, 38197 .. 38372 , 


38414 . .38547, 38959. .38986 


GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor ] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35766 Seq. ID 

73741 Strand 

32380 End 

OJ990428_04 . 9A05 . C56 . ol2 . np Method 

35416 End 

4539658 Score 



OJ990428_04.9A05.C56 

39389 
AAT /NAP 
39389 
235 



35416. .35469, 38078 .. 38372 , 384 14 .. 3854 7 39347 . . 39389 
(AF061282) serine, carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. . No. 

Gene No. • - 

Start 

Name ' 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35766 - Seq. ID OJ9904 28_04.9A05.C56 

7374-1 Strand 

32380 - . . .- . End ■ .39389 .. .•- - 

OJ990"428_O4 9A05 . C5'6 . d'9 . gp Method AAT / GAP 

37933 " End 38184 

LIB3475-004-P1-K2-A5 Score 399 

37933. .38184 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome' 



35766 

73742 

52862 

OJ990428 

1917 

none 



04. 9A05.C56.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_04 . 9A05 .C56 
53010 

TBLASTX : Maize 

2364 

107 



35527 




T? von q 


1 Q1 7 
x y x / . . 


1 Qft9 


1 Q1 Q 
X -7 x y 


1 Qft 1 


900^ 
z u u 0 • 


.2230, 2004.. 2279, 


90^4 99ft9 
ZUO*±. .ZZOZ, 




999ft 

Z, Z Z O • * 


99ft4 

Z Z O fi , 


999Q 

Z Z Z _7 


99ft R 
• • z z 0 J , 


99QR 
z z z> . 


.2363, 2296. .2364, 


99QQ 9^£4 


Qorr Mo 


J J ' DO 










Seq. ID 


OJ990428 


Vh . yi\UD . D 


belle IN (J . 


7-37/9 
/ O / *i Z 










Strand 






Start 


52862 










End 


53010 




Name 


OJ9904 


28_04. 


9 AO 5 


.C56.o2. 


tc 


Method 


TBLASTX: 


Cress 


OLal L 


9?9ft 

Z _) Z O 










End 


3164 






none 










Score 


204 




Exons 


9 ^9ft 




9^9R 


94 ft 


9 ^9ft 
z oz 0 • 


.2633, 2345.. 2677, 


9 ^R9 9 RQ7 
Z OOZ . .ZOy/, 




9 "3Q1 


97 7 7 

Z / f 1 , 


94 Qfi 

Z *3 _? O 


97 09 
. . z / uz , 


9 R ^7 
z j 0 / . 


.2809, 2538.. 2894, 


oaan 9Rft r 

ZDD / . .ZOOO, 




9 7 4 ft 


9Q06 

Z .7 U O , 


9 Q9ft 


"31 64 

. O X O H 










Q q o* Mo 

oeq. in o . 


^ R7 6fi 










Seq. ID 


OJ990428 


U H . yl\\J j. tOD 


Gene No. 


73742 










Strand 






Start 


52862 










End 


53010 




M amp 


\/U y y\J H 


9ft 04 

Z O \J 1 . 


QAO R 


C Rfi nl 


Liu 


Method 


TBLASTX: 


nai z t; 




94 no 










End 


3239 




ox 


none 










Score 


100 




P 1 von q 


94 no 


z 0 0 0 , 


9 ro R 


97 4 1 

. Z 1 H x f 


9 RQft 


.2834, 2712. .2906, 


9ft 9Q TO -3Q 




9ft ^0 

z 0 0 u . . 


^0 


O Q ^ 1 
Z O J X 


^9 ^ R 










Cdrr Mo 

o.eq. .„ . lno 


O.D 1 CO., 










S.eq.. ID . 


OJ9904 28 




Gene No. 


73742 










Strand 






Start 


52862 










End 


53010 




Ma mo 


O.TQQ04 

UU .7 _7 \J *i 


9ft 04 


QAOR 


PRfi ol 


L 0 


Method 


TBLASTX: 


ooyjjean 














End 


3179 




ox 


none 










Score 


135 




Exons 


2418. . 


2768, 


9 4 7 R 


9ft 7 ^ 

. Z O / -D t 


9^4 0 
Z D 4 U . 


.2693, 2696.. 2893, 


9 ^ Q7 O Q Q7 

zoy/. . z 0 y / , 




2877. . 


3179, 


9Q06 


^1 7ft 










Q a o Mo 
Octj. IN O * 


35766 










Seq. ID 


OJ990428 




Mo 

vjciltr 1NU . 


73742 










Strand 






Start 


52862 










End 


53010 




Name 


OJ990428 04. 


9A05. 


C56.O10 


. tm 


Method 


TBLASTX: 


Maize 


OI.QI L- 


6555 










End 


8788 




X 


none 










Score 


78 




Exons 


6555. . 


6659, 


6R7 9 
0 0 / z . 


Rft 
. D D O O , 


^714 
D / It , 


.6797, 6717. .6809, 


£7 91 £7 Qft 




6889. . 


6921, 


7 Q7 Q 
f y / y . 


ft 04 7 


ft 4 R 4 

O fi O fi . 


.8528, 8458. .8526, 


ft £ Q7 ft 7 ft ^ 




8699. . 


8788 














Seq. No. 


35766 










Seq. ID 


OJ990428 


_04 . 9A05.C56 


Gene No. 


-73742 










Strand , 








52862 ■ 










End 


53.010 . 




Name 


OJ9904 


28_04; 


9 AO 5. 


C56.011 


.tm ' 


Method. 


TBLASTX: 


Mai ze 




15326 










End 


16205 






none 










Score 


75 • 




F 1 von q 


15326. 


.15394 


, 15968. .16204, 16011.. 16205 




Spa No 


35766 










Seq. ID 


OJ990428 


04 QAOR PRfi 


Gene No. 


73742 










Strand 






Start 


52862 










End 


53010 




Name 


OJ9904 


28_04. 


9 AO 5. 


C56.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


15326 










End 


16220 


GI 


none 










Score 


91 




Exons 


15326. 


.15394, 16010. .16201, 16011. .1622 


0 





35528 




Seq. No. 


35766 




Seq. ID 


OJ990428_04. 9A05 


.C56 


Gene No. 


73742 




Strand 






Start 


528 62 




End 


S^01 0 




Name 


n,TQ c 1049ft 04 QAOR PR6 


r>? tr 

KJ J . L. L^ 


L1C l_ 1 1L>H 


X OXj.nO 1 A . L/Icoo 




OL.Cli.L- 


1 60.1 0 ~~ 

X \J \J X L/ 




Hi I iu 


1 6909 

X \J 6 U 6 




PT 

\J X 


nunc 




OL.U1 c 


1 QS 

X 2 »J 




l_i AWl I O 


1 6010 1 61 92 1 601 1 

1 UU 1 v i * X L> X „v 6 , X U L/ X X . 


1 6202 








Seq. No. 


35766 




Seq. ID 


OJ990428_04.9A05 


.C56 


Gene No. 


73742 




Strand 








59R 62 




End 


53010 




Mom 0 


O.TQQ042R 04 QAOS PR6 


0 ft hm 
UO • LIU 


Method 


TBLASTX: Maize 




OLal L 


1 ft 04 7 ~~ 
10U4 f 




End 


18162 




rzr 
yj x 


I HJ1 1 tJ 




Score 


181 






1 ft 04 7 1 ft 1 60 1 R0S7 


1 ft 1 S9 


18058. .18162 




Seq. No. 


35766 




Seq. ID 


OJ990428_04.9A05 


.C56 


Gene No. 


73742 




Strand 






o L. a. X L. 


S2R 62 




End 


53010 






P.TQQ049R 04 QA0S PS6 


LJJ . Llll 


Method 


TBLASTX: Maize 




O Lai L 


07011 ~~ 

6 f 6 X X 




End 


27427 




Jj+ ..... 


none 




,,...,S.co.re ...... 


.139. , _ 






97 911 9 7 "3 1 ft 97914 


97^0^ 


.2.7 2 9.9.. ...2X4 27, . 273.32.. .2,74 0,9 ,„ 




Seq. No. 


35766 




Seq. ID 


OJ990428_04.9A05 


.C56 


Gene No. 


73742 




Strand 






91- ^ rt 
u Lai L 


S9 ft 69 




End 


53010 




Name 


O.TQQ049R 04 QZ\0R PRfi 


Ul . Lt 


Method . 


TBLASTX: Cress 






9791 4 ~ 




End 


27457 




PT 


none 




Score 


121 




Ej AVjl lo 


97914 979Q7 979QQ 


97 4 R7 








Seq. No. 


35766 




Seq. ID 


OJ990428_04.9A05 


.C56 


Gene No. 


73742 




Strand 






Start 


S2ft 62 




End 


53010 • 




Name 


n.TQQ049ft 04 QAOR PR6 


r<9 t q 

(J 6 • L O 


Method 


TBLASTX : Soybean 




u Lai L 


97914 ~ 




End 


274 60 ' ' 




GI 


none 




Score 


127 




F 1 von ^ 


9721 4 97^0*3 979QQ 

6/6X1. . 6 f .J L/ -J , 6 f 6 ^ _7 • • 


974 60 

6/1 uu 








OC^i LNL> • 


^S7 66 




Seq. ID 


OJ990428_04 . 9A05 


PR 6 


Gene No. 


73742 ■ 




-Strand- 






Start 


52862 




End 


53010 




Nam^a 


OJ99042R 04 QA0S PS6 


0 7 +~ m 


.Method • 


TBLASTX: Maize 




OLal L 


^9 S04 • _ 

J6 J U 1 . * 




■'. End .-/ 


51563 . 




(IT 
\J X 


none 




Score 


69 






?9S04 ^9611 "3961ft 

O 6 J U 4 . . .J 6 O X X , J6OIO • . 


-39701; 

•3 6 / 6J, 


32724 . .328 


16, 34150. .34293, 






"34 411 "34 4 Q1 "34 4 7 Q 


^4 SftO 


51453. .51563 




Sea. No. 


35766* 




Seq. ID 


OJ990428JD4.9A05 


C56 


Gene No. 


73742 




Strand 






Start 


52862 




End 


53010 




Name 


OJ990428 04.9A05.C56. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


34893 




End 


50055 




GI 


none 




Score 


284 




Exons 


34893. .35270, 34916.. 


35005, 


35108. .35233, 35312. .35362, 





49855. .50055 



35529 




Seq. No. 


35766 




Seq. ID 


OJ990428_04. 9A05 


.C56 


Gene No . 


73742 




Strand 






Start 


52862 




End 


53010 




Name 


OJ990428 04 . 9A05 .C56 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


49384 ~~ 




End 


49854 




GI 


none 




Score 


82 




Exons 


4 93 84.. 49473, 49531. 


. 4 9716, 


49762. .49854 




Seq. No. 


35766 




Seq. ID 


OJ990428_04 . 9A05, 


i \j *J u 


Gene No. 


73742 




Strand 






Start 


52862 




End 


53010 




Name 


OJ990428 04.9A05.C56 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


50479 ~~ 




End 


50906 




GI 


none 




Score 


65 




Exons 


50479. .50616, 50492. , 


, 50719, 


50493. .50729, 504 93 .. 50726, 






50721.. 507 95, 50738., 


. 50794, 


50739. .50795, 50795 .. 50875, 






50796. . 50906 










Seq. No. 


35766 




Seq. ID 


OJ990428_04.9A05. 


,C56 


Gene No . 


73742 




Strand 






Start, 


; 52.8 &2 _ „. _ „ 




_i;nd__. , 


...53010. 




Name 


OJ990428 04 9A05 C56 


.-0 1 . t w 


... Method s- 


. TBLASTX :. Wheat 


.... - , ... 


Start 


50544 ~~ 




End • 


50882 




GI 


none 




Score 


300 




Exons 


50544 50849 50555 


50836 


50562. .508 


82 




Seq. No. 


35766 




Seq. ID 


OJ990428_04.9A05. 


,C56 


Gene No . 


73742 




Strand 






Start 


52862 




End 


53010 




Name 


OJ990428 04 9A05 C56 


o 6 . tm 


Method 


TBLASTX: Maize 




Start 


51069 ~~ 




End 


51449 




GI 


none 




Score 


55 




Exons 


51069 51140 51138 


514 4 9 








Seq. No. 


35766 




Seq. ID 


OJ990428_04.9A05. 


C56 


Gene No. 


73742 




..Strand 






Start 


52862 




End " • 


53010 




Name 


OJ990428 04.9A05.C56. 


oil . gp 


Method 


AAT/GAP 




Start 


52862 


End 


53010 




GI 


3767340 




Score 


222 




Exons 


- 52862. .53010 










GI Descrip. 


6016691/gb|AAF01518.1|AC009991 14 • 2 . Oe 


-09 (AC009991) unknown 




protein [Arabidopsis 


thaliana] * 






Seq. No. 


35767" 




Seq. ID 


OJ9.90428_04.9A05. 


C57 


Gene No . 


73743 ■ 




Strand 


+ 




Start 


1165 




End 


2781 




Name 


OJ990428 04.9A05.C57. 


ol . gs 


Method 


GENSCAN 




Start 


1165 




End 


2781 




GI 


none 




Score 


.66 




Exons 


1165. .2446, 2485. .278 


:l 








Seq. No. 


35767 




Seq. ID 


OJ990428_04 . 9A05. 


C57 


Gene No. 


73744 




Strand 


+ 




Start 


7449 




End 


7540 




Name 


OJ990428 04.9A05.C57. 


o3.gp 


Method 


AAT/GAP 





35530 



Start 7449 End 7540 

GI uC-osflM202097dl0bl Score 98 

Exons 7449.. 7540 

GI Descrip. 1 4 062935/dbj I ABO 034 95 . 1 1 AB0034 95 3.0e-14 Oryza sativa DNA- for 
dihydrof lavonol 4-reductase, complete cds 1 



Sea No 


35767 








Seq. ID 


OJ990428_04.9A05 


.C57 


Qpnp No 


73745 








Strand 






Start 


1163 








End 


2697 




Naiue 


OJ990428 04 


. 9A05 . 


C57.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


11'60 








End 


2183 




GI 


none 








Score 


208 






1160 1462. 


1161. 


.1346, 


1496. 


.1627, 1742. .1954, 1761. .1964, 




2033 2170. 


2037. 


.2183 










Sea No 


35767 








Seq. ID 


OJ990428_04 . 9A05 


. C57 


Qpnp No 


73745 








Strand 






Start 


1163 








End 


2697 




Name 


OJ990428 04 


.9A05. 


C57.ol 


.np 


Method 


AAT/NAP 




Start 


1163 








End 


2688 




GI 


458604 9 








Score 


1184 




F 1 v n n c; 


1163 1 627 


..1.6.13,, 


,^3.3-5,.. 


2.4.92:... 


♦ 2_6..88_., 






U X - Iv ~ O \-- -L » -._ 


( AC007090 } 


hypothetical 


protein, [Arab.i plops is .thaliana.L^ 


~'" > '~ 


Sea No 


35767 








Seq. ID 


OJ990428_04. 9A05 


. C57 


Cpnp Mn 


73745 








Strand 






Start 


1163 








End 


2697 




Name 


OJ990428 04 


.9A05. 


C57.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1172 








End 


1612 




GI 


none 








Score 


123 




IjAvI 1 o 


1172 1273 


1176. 


.1274, 


1295. 


.1363, 1496. .1612 




Sea No 


35767 








Seq. ID 


OJ990428J34. 9A05 


.C57 


(^pnp No 


73745 








Strand 






Start 


1163 








End 


2697 




Name 


OJ990428 04 


. 9A05. 


C57.o2 


-tc 


Method 


TBLASTX: Cress 




Start 


1181 








End 


1627 * 




GI 


none 








Score 


66 




J — l A Ul X O 


1181 1357 


1194 . 


.1346, 


1496. 


.1627 






Sea No 


35767 








Seq. ID 


OJ990428_04 . 9A05 


.C57 


Cpnp Mo 


7 3745 








Strand 






Start 


1163 - 








End. 


2697'. 




Name 


- OJ990428 04 


.■9A05. 


C57.or, 


.tc . 


Method • 


TBLASTX: Cress 




Start 


17 69 








End 


.2257 ... 




GI 


none 








Score 


104 . 




Exons 


1769. .1855, 


1962. 


.2222, 


1973. 


.2257 






Seq. No. 


35767 








Seq. ID 


OJ990428_04 . 9A05, 


.C57 


Gene No. 


73745 








Strand 






Start 


1163 








End 


2697 




Name 


OJ990428 04 


. 9A05. 


C57.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start. 


1769 








End 


2167 




GI 


none 








Score 


66 




Exons 


1769. .I960, 


1851. 


.1964, 


2006. 


.2167, 2025. .2165 




Seq. No. 


35767 








Seq. ID 


OJ990428_04.9A05, 


.C57 



35531 




Gene No. 


73745 


Strand 




Start 


1163 


End 


2697 


Name 


OJ990428 04 9A05 C57 ol ts 


Method 


TBLASTX : Soybean 


Start 


1778 ~~ 


End 


2165 


GI 


none 


Score 


88 


Exons 


1778 " 1978, 1782 1982-, 2004 


..2165, 2006.. 2164 


Qprr No 


35767 


Seq. ID 


OJ990428_04.9A05.C57 


Gpne No 


73745 


Strand 


— 


Start 


1163 


End 


2697 


Name 


OJ990428 04.9A05.C57.ol.gp 


Method 


AAT/GAP 


Start 


1781 


End 


2024 


GI 


2797285 


Score 


447 


F.von <=; 

J_l /\ V> 1 1 o 


1781. .2024 






GI Descrip. 


6016691/gb|AAF01518. 1 |AC009991_14 1 . Oe 


-19 (AC009991) unknown 




protein [Arabidopsis thaliana] 




Seq. No. 


35767 


Seq. ID 


OJ990428_04.9A05.C57 


Gene No. 


73745 


Strand 


- 


Start 


J. -L OJ 


FnH 


2697 


Name 


OJ990428 04.9A05.C57.o2.gp 


Method 


AAT /GAP 


Start 




r _£nd., 


2331^ ' ™ 


GI _ . 


none... . .. 


_Score. . ..... 


.656. ,__^„,_ 


Exons 


2242. .2370, '2457. .2697 








35768 


Seq. ID 


OJ990428_04.9A05.C58 


Gene No. 


73746 


Strand 


+ 


Start 


*i !7 U 


FnH 

HtLLKJi 


4890 


Name 


OJ990428 04. 9A05 . C58 . ol . gs 


Method 


GENSCAN 


Start 


490 ' 


End 


4890 


GI 


none 


Score 


.54 


Exons 


490. .691, 1318. .1500, 1529.. 


1676, 1802 


..2022, 2051. .2233, 




3350. .3446, 4766.. 4890 






Sea No 


35768 


Seq. ID 


•OJ9904 28_04.9A05.C58 


Gene No. 


73746 


Strand 


+ 


Start 


4 90 


End 


4890 


Name 


OJ990428 04.9A05' : .C58.ol.np 


Method 


AAT /NAP 


Start 


1511 


End 


2936 - 


GI 


5852084 


Score 


84 


Exons 


1511. .1560, 2854. .2936 






GI Desrrit) 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seg. No. ' 


35768 • ••• • • ■ • 


Seq. ID 


OJ990428_04.9A05.C58 


.Gene No. 


73747 


Strand 


+ ' ' 


Start 


4913 


End 


4995 


Name 


OJ990428 04 . 9A05.C58 .o2.gp " 


Method 


AAT/GAP ' 


Start 


4913 


End 


4995 


GI 


none 


Score 


107 


Exons 


4913. .4995 






Seq. No. 


35769 


Seq. ID 


OJ990428 J)4 . 9A05 . C59 


Gene No. 


73748 


Strand 


+ 


Start 


1281 


End 


1849 


Name 


OJ990428 04.9A05.C59.ol.gp 


Method 


AAT/GAP 


Start 


1281 


End 


1849 


GI 


none 


Score 


1030 



35532 



Exons 



1281. .1849 



Seq. No. 35769 Seq. ID 

Gene No. 7374 9 Strand 

Start 1840 End 

Name OJ990428_04 . 9A05 . C59 . ol . tm Method 

Start 1835 End 

GI none Score 

Exons 1835.. I960, 1835.. 1885, 1849.. 1959 



OJ990428_04.9A05.C59 
2352 

TBLASTX: Maize 

1960 

152 



Seq. No. 35769 Seq. ID OJ990428_04.9A05.C59 

Gene No. 73749 Strand 

Start 1840 End 2352 

Name OJ990428_04 . 9A05 . C59 . o2 . gp Method AAT/GAP 

Start 1836 End 2352 

GI uC-osflcyp085c03bl Score 936 

Exons 1836.. 2352 

GI Descrip. ? 308905/gb | L18909 | LILTHIORED 1.0e-08 Lilium longiflorum 
potential thioredoxin mRNA, complete cds f 



Seq. No. 35769 . 
. Gene .Np.... , .. 73X4 

Starts 184.CL 

Name OJ990428_04 . 9A05 . C59 . ol . ts 

Start 1840 

GI none . 

Exons 1840.. 1986 



Seq. ID OJ990428_04.9A05.C59 

^ _J3.tr and - _ _ ^ 

.......End. _ ,;,23.52 . ...... . ^ 

Method TBLASTX: Soybean 

End 1986 

Score 185 



Seq. No. 35769 Seq. ID 

Gene No. 73749 Strand 

Start 1840 End 

Name OJ9904 28_04 . 9A05 . C59 . o2 . gs Method 

Start 1840 End 

GI none Score 

Exons 1840.. 2166 



OJ990428_04.9A05.C59 

2352 
GENSCAN 
2166 
.95 



Seq. No. 


35769 








Seq. ID 


OJ990428_04.9A05 


.C59 


Gene No. 


73749 








Strand 






Start 


1840 








End 


2352 




Name 


OJ990428 04 


.9A05. 


.C59.ol 


.np 


Method 


AAT/NAP 




Start 


1843 








End 


2328 




GI 


• 2529679 ■ . 








Score 


141 - ■ 




Exons 


. . 1843.'. 2033, 


2190.. 


, .2328 










GI Descrip. 


(AC002535)-. 


hypothetical 


protein [Arabidopsis thaliana] 




Seq; No. 


35769 








Seq. ID 


*.pJ990428__04 . 9A05 


.C59 


Gene No. 


73749 








Strand 






Start 


1840 








End 


2352 




Name 


OJ990428 04 


. 9A05. 


C59.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1846 








End 


1986 




GI 


none 








Score 


149 




Exons 


1846. .1986, 


1847. 


.1984, 


1948. 


.1986 






Seq. No. 


35770 








Seq. ID 


OJ990428_04 . 9A05 


.C61 


Gene No. 


73750 








Strand 


+ 




Start 


312 








End 


2268 




Name 


OJ990428 04 


.9A05. 


C61.ol 


.gs 


Method 


GENSCAN 





35533 



Start 
GI 

Exons 



312 End 2268 

none Score .42 

312. .350, 396. .580, 623. .1010, 130-2. .1386, 1518. .1736, 

1925. .1964, 2208. .2268 



Seq. No. ■ 35770 

Gene No. 73751 

Start 5583 

Name OJ990428_04 . 9A05 . C61 . o3 . gs 

Start 5583 

GI none 
Exons 



Seq. ID OJ990428 04.9A05.C61 



Strand 
End 

Method 

End 

Score 



+ 

13031 
GENSCAN 
13031 
.53 



S583..5727, 7044. .7282, 7305. .7500, 8955. .9042, 9130. .9636, 
9729. .9813, 10473 .. 10614 , 11117 .. 11301 , 11737 .. 118 69, 
11995. .12131, 12786. .12899, 12990. .13031 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..JExp.njs„£_ : ;_._.. 
GI Descrip. 



35770 
73752 
13654 

OJ990428_04 . 9A05 . C61 . ol . np 

13654 

252967R 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1,3.65.4 ....X3T5.8_,„X^ 184,53_.^1854^,._.^„ _ 

..JJB.588,. ..18.6.9.4.,., 19.0.5 .6., 1.9 1.5.Q,.. 19.2 51.., .,1,9 33.1...- L. 

(AC002535) putative mitochondrial carrier protein [Arabidopsis 
thaliana] 



OJ990428_04.9A05.C61 
+ 

19331 
AAT/NAP 
19331 
459 



Seq. No. 


35770 




Seq. ID 


OJ990428_04 . 9A05 


.C61 


Gene No. 


73752 




Strand 


4- 




Start 


13654 




End 


19331 




Name 


OJ990428 04.9A05.C61 


. o4 . gs 


Method 


GENSCAN 




Start 


15775 




End 


19150 




GI 


none 




Score 


.76 




Exons 


15775. .15965, 16120. 


.16418, 


17016. .17111, 18133. .18239, 






18453. .18501, 18585. 


.18694, 


19056. .19150 




Seq. No. 


35770 




Seq. ID 


OJ990428_04 . 9A05 


.C61 


Gene No. 


73753 




Strand 






Start 


3379 




End 


3782 




Name 


OJ990428 04.9A05.C61 


. o2 . gs 


Method 


GENSCAN 




Start 


3379 




End 


3782 




GI 


none 




Score 


.72 




Exons 


3379.. 3489, 3606. .37 


82 








Seq: No. 


' 35770 




Seq. ID 


OJ990428_04 . 9A05 


-C61 


Gene No-. ■ 


. 73754- ... . •.. 




Strand ' 






Start 


.8186 ' 




End 


9511 




Name 


OJ990428 04.9A05.C61 


.o2.ts ' 


Method 


TBLASTX: Soybean 




Start 


8186 




End 


9259 




GI 


none 




Score 


105 




Exons 


8186. .8272, 8953. .9078, 8954 


..9076, 9128. .9259 




Seq. No. 


35770 




Seq. ID 


OJ990428_04. 9A05 


C61 


Gene No. 


73754 




Strand 






Start 


8186 




End 


9511 ■ 




Name 


OJ990428 04.9A05.C61 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9090 




End 


9511 




GI 


none 




Score 


441 





35534 



Exons 



9090. .9167, 9097. .9507, 9098. .9508, 9101. .9511 



Seq. No. 35770 
Gene No. 73755 
Start 11209 

Name OJ990428_04 . 9A05 . C61 . o2 . tm 

Start 11209 
GI none 
Exons 11209. 

11731. 

11955. 

12258. 

12845. 



.11319, 11209. 

.11865, 11736. 

,12137, 11996. 

,12329, 12783. 
,12892 



Seq. ID 
Strand 
End 

Method 
End 
Score 

, 11301, 11210. . 11302, 
,11867, 11736. . 11870, 
, 12145, 12010. . 12132, 
,12833, 12785. .12832, 



OJ990428_04.9A05.C61 
12956 

TBLASTX: Maize 
12893 
128 

11726. . 11866, 
11737. . 11871, 
12244. . 12330, 
12834. .12893, 



Seq. No. 35770 • 

Gene No. 73755 

Start 11209 

Name OJ990428_04 . 9A05 . C61 . ol . tc 

Start 11785 

GI none 
Exons 



Seq. ID OJ990428_04.9A05.C61 
Strand 
End 

Method 
End 
Score 



12956 

TBLASTX: Cress 

12956 

73 



11785. . 11871,. 11993. . 12124, 11994 .. 12137, 12234 .. 12329, . 
a 2 2JX^2131^12^ 

,1 2 822 M , 1.2 Q3X t ^l 2 .8,8 2.,:,. 1.23 5.6__ _ . „^ . 



Seq. No. 35770 
Gene No. 73756 
Start 17008 

Name OJ990428_04 . 9A05 . C61 . o3 . tm 

Start 17008 
GI none 

Exons 17008. .17112, 17009 .. 17122, 

18131. .18241, 18135. .18257, 
18432. .18500, 184 51 .. 18513, 
18584. .18694, 19050 .. 1 9139, 
19061. .19150, 



Seq. ID 
Strand 
End 

Method 
.End 
Score 

18130 

18136 

18451 

19054 



OJ990428 04.9A05.C61 



19329 

TBLASTX: Maize 
19323 
175 

18240, 18131. .18217, 
18240, 18156. .18257, 
18504, 18583. .18693, 
19134, 19056. .19148, 



19086. .19151, 19245. . 19322, 19252.. 19323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



35770 
73756 
17008 

OJ9904 28_04 . 9A05 . C61 . ol . ts 

18183 

5677649 

18183. .18257, 18185. . 18241, 
.18613. .18693, 19055: . 19150, 
1,9243. .19329, 19244 . .19318, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18 4 32 

19056 



OJ990428 04.9A05.C61 



19329 

TBLASTX : Soybean 
19329 
105 

18509, 18584 
19148, 19242 



19251. . 19328, 19252-. 



18694, 
19328, 
1932.9 



2529678 4.0e-42 (AC002535) unknown protein [Arabidopsis 
tha'lia'na] ' 



Seq. No. 35771 Seq. ID 

Gene No. 73757 Strand 

Start 213 End 

Name OJ9.90428_04 . 9A05 . C62 . ol . gs Method 

Start 213 End 

GI none Score 

Exons 213.. 397 



OJ990428_04 . 9A05..C62 
397 

GENSCAN 

397 

.74 



Seq. No. 



35772 



Seq. ID OJ990428_04.9A05.C63 



35535 



Gene No. 73758 

Start 1 

Name OJ990428_04 . 9A05 . C63 . ol . np 

Start 1 

GI 6715722 

Exons 1. .152, 317. .537 

GI Descrip. (AC016447) unknown protein 



Strand 
End 

Method 

End 

Score 



+ 

558 

AAT/NAP 

537 

139 



[Arabidopsis thaliana] 



Seq. No. 35772 Seq. ID 

Gene No. 73758 Strand 

Start 1 End 

Name OJ990428_04 . 9A05 . C63 . ol . tm Method 

Start 237 End 

GI none Score 

Exons 237.. 533, 274.. 534 



OJ990428_04.9A05.C63 
+ 

558 

TBLASTX: Maize 

534 

178 



Seq. No. 
Gene No. 
Start 
Name 
Start 

JSxo.na.,^. 



35772 Seq. ID 

73758 Strand 

1 End 

OJ990428_04 . 9A05 . C63 . ol . gs Method 

260 . . End 



_no.n.Q. ^ 

.-2. 60. ...... 5.5.8,. 



OJ990428_04.9A05.C63 
+ 

558 

GENSCAN 

558 . . ' ... 



Seq. No'. 35772 Seq. ID 

Gene No. 73758 Strand 

Start 1 End 

Name OJ990428_04 . 9A05 . C63 . ol . ts Method 

Start 342 End 

GI none Score 

Exons 342.. 533, 349.-534 



OJ990428_04 . 9A05.C63 
+ 

558 

TBLASTX: Soybean 

534 

226 



Seq. No. 35772 Seq. ID 

Gene No. 73758 Strand 

Start 1 End 

Name OJ990428_04 . 9A05 . C63 . ol . tc Method 

Start 345 End 

GI none Score 

Exons 345.-. 527, 352. .531" 



OJ990428_04 . 9A05.C63 
+ 

558 

TBLASTX: Cress 

531 

188 



Seq. No. 35773 Seq. ID 

Gene. No. 73759 Strand 

Start - 308- . * - End 

Name ■ OJ990428_04.9A05.C64.-ol-.gs- Method 

Start.;. ...30.8 .. .. . ........ .. ..... • End . 

GI none * Score . 

Exons' 308.. 505 



OJ990428_04.9A05.C64 

505 - . • 
GENSCAN 
505 ■ . 
.64 . 



Seq. No. 35774 Seq. ID 

Gene No. 73760 Strand 

Start 178 End 

Name OJ990428JD4 . 9A05 . C65 . ol . gs . Method 

Start 178 . End 

GI * none Score 

Exons 178.. 387 



OJ99Q428JD4 . 9A05.C65 
+ 

387 

GENSCAN 

387 

.89 



Seq. No. 



35775 



Seq. ID OJ990428_04.9A05.C68 



35536 



\J3 CI 1C LNU . 


73761 


Strand 








Start 


1 


End 


88 






Name 


OJ990428_04 . 9A05 . C6.8 . ol . gp 


"Method 


AAT/GAP 






o uar u 


i 


End 


88 






bl 


LtLDjQoJ — Uiy - rl - i\± — fcjl 


Score 


153 






Exons 


1. . Oo 










OX UcbLlip . 


1 R Q9 9 CHfi /HM 1 RaaP4finQ 11 9 
J^ZZDUO / UD J | DriH.D f± DU y . 1 | £ 


.Oe-17 (AP000492) hypothetical protei 




[uryza sativaj 










oeq . in u . 


jj / / D. 


beq. id 


oj y y 04 z b 




/—I A 

. C4 


Gene No. 


73762 


Strand 


+ 






Start 


1 


End 


A O O 

4 3o 






Name 


UO y :7U fi ^1 O UD. 3nU 0 > Oft • Ol ■ lip 


Method 


AAi / NAr 






o car l 


1 


End 


438 








fiOOUlOD 


Score 


327 






T? von q 


_L • . J VJ , £.1 U • • 4 JO 












(nt 111 / UI1K.I1 UWI1 iKJL y Z.& 


sativa subsp 


. indica] 






Q /-> ^-r M/> 

oeq. in o . 


jj / / 0 


Seq. ID 


OJ9904 28 


_06. 9A08 


.C4 


f~* ITS \T /"^| 

otrllti 1NU . 


73763 


Strand 








Start 


1 


. End 


371 






Jfeme v . ,„„ 


„.._OJ2.9iL4:2j^ 


Sj£tbP.cL*T. 


^AAT/GAR , 






.. o.uar L . . 




, /,.-.End... 


- 37X. 






C T 


uC-osf Icyp033a04-bl 


Score 


612 






Exons 


1..371 










kd± uescrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


35777 


Seq. ID 


OJ9904 28 


_06.9A08 


.C8 


Gene No. 


73764 


Strand 








otail- 


337 


End 


734 






Name 


OJ990428 06.9A08.C8.ol.gs 


Method 


GENSCAN 






Of 3 


337 


End 


734 






bl 


none 


Score 


.47 






Exons 


337. .452, 666. .734 










o e q . IN o . 


35778 


Seq. ID 


OJ990428 


_06.9A08 


C9 


Gene No. 


73765 


Strand 








Start 


1 


End 


431 






Name 


OJ990428 06. 9A08 .C9.ol .np 


Method 


- AAT/NAP 






Of a r*+- 


1 


End 


431 






bl 


5902445 


Score 


401 






Exons 


. 1..431 .. ■ 










GI Descrip . 


• (AB030283) GAG-POL precursor [Oryza sativa] 






Seq. No. 


35778 


Seq. ID 


OJ990428 


_0 6.9A08 


C9- 


Gene No. 


73765 "• 


Strand 








otdlL 


1 


End 


431 






Name 


OJ990428 06. 9A08 . C9 . ol . tm 


Method 


TBLASTX: 


Maize 




o tart. 


2 


End 


347 






GI 


none 


Score 


39 






Exons 


2. . 61, 2. . 61, 87. .242, 89. 


.343, 90. .347 






Seq. No. 


35778 


Seq. ID 


OJ990428 


_06" 9A08 


C9 


Gene No. 


73765 


Strand 








Start 


1 


End 


431 






Name 


OJ990428 06. 9A08 . C9 . ol . ts 


Method 


TBLASTX: 


Soybean 





35537 




u La XL 


4 1 
H X 


Lnu 


419 
fi X Z 




IjX 


none 


Score 


7 1 
/ X 




IliXOIlo 


4 1 dl 9 9^9 ^Q^- 








Seq. No. 


35778 


Seq. ID 


OJ990428__06.9A08 


.C9 


Gene No. 


73765 


Strand 








x 


■una. 


4 "3 1 

f± J X 




Name 




L v ie t noci 


x DXirio i a . wnedt 




C 4- -j —4- 


7 1 
/ X 


CjUU 


4 9 9 

fi Z Z 




P T 


none 


Score 


9P. R 
ZOO 




tjXons 


71 491 79 499 

/ X . . fi Z X , / Z . . fi Z Z 








o e q . jn o . 


jj / / y 


oeq . l u 




. Ly X U 


Gene No. 


73766 


Strand 






Start 


295 


End 


724 




M -a Tin a 


OTQQn49ft 0£ QZ\nP riO nl 1-m 


KjT /-i 4- Vi /—\ /-i 

irietnou 


TRT Zi CITY • Ma i 70 
X oXirio X A . L v la lZc 




Q+- a y-+- 




Hjiia. 


7 9 4 
/ Z fi 






none 


Score 


■J 




U 1 v /™\ r^i 


oqc "3 1 Q /111 //in 419 4 9 Q 

^^J. . JlO, fiXX..fifiU, 4XZ..4Z:?, 


4^1 A 7 P. 
H O X . .ft / o 


4*54 4 7 P. 4 "3 R 
, fijfi..fl/0, fi O O . . 


4 7 Q 




4 c i£ 799 4 P. R 794 4 P, R 791 


/no 7 9 9 

- fi -7 0 • . / Z Z 






O M ^ 

^ e q , Q,V- = ■ ~- : 


"3 R7 q n 




PITQQH49Q H £ QftHP 
,.wy,i3 y.U^ft Zp , ,U.O ...i7H.y_Q,, 


PI 1 


Ge.ne_.No. 


..73767 . . .. ... 


Strand . 


+ ... - TV..- 




Start . 


1 


End 


920 




waine 


OJ990428 06. 9A08 . Cll . ol . np 


Method 


AAT/NAP 




Of ivf 

bt art 


1 


End 


920 




LfX 


5042463 


Score 


105 




Exons 


1..30, 467. .634, 789. .920 








oi uescnp . 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


35780 


Seq. ID 


OJ990428_06.9A08 


.Cll 


Gene No. 


73768 


Strand 






jiait 


144 


End 


632 




Name 


OJ990428 06.9A08.Cll.ol.gs 


Method 


GENSCAN 




otar t 


144 


End 


632 




C T 


none 


Score 


.77 




XT 1 v /"^i r"i o 


144. .313, 530. .632 








Seq. No. 


35781 


Seq. ID 


OJ990428_06. 9A08 


.C12 


Gene No. 


73769 


Strand 


+ 




Q +- ■=> v*+- 
otaiL 


66 


End 


2562 




Name 


OJ990428 06.9A08-.C12.ol.gs 


Method 


GENSCAN . 






66 ....... 


End 


2562 - 




P T 
LaX 


none" 


Score 


.74 




Exons 


66. ..145, 222..:1237, 1348,. .1614, 1888.. 


2562. . ... ... 




Seq. No. 


'35781* 


Seq. ID 


"6J990428_06."9A08 


.C12 


Gene No. 


73770 


Strand 


+ 




o l art 


2823 '.j 


End 


3587 




Name 


OJ990428 06. 9A08 . C12 . o2 . gs 


Method 


GENSCAN 




CM . -~-4- 

o tart 


2823 


End 


3587 




GI 


none 


Score 


.98 




Exons 


2823. .3587 








Seq. No. 


35781 


Seq. ID 


' OJ990428JD6. 9A08 


.C12 


Gene No. 


73771 


Strand 






Start 


3699 


End 


3884 





35538 



Name 


Pj.TQQ049R flfi QfiOft PI 9 


gs 


l v Ic X, flOQ. 


P,tpMCpaM 
OijLNoLMlN 


O L. dl L. 


J D .7 _? 




PnH 


^RR 4 

O O O 4 


\3 X 


none 




Score 


q 


Exons 


^fiQQ "3RR4 
o o :? :? . .0004 








Seq. No. 


35781 




Seq. ID 


OJ990428_06.9A08.C12 


Gene No. 


73772 




Strand 






DO DO 




PnH 


774 Q 


Name 


PJTQQH49R flfi QaOfl PI 9 r>»1 


f o 

L. S 


^ 4- l-i /-J 


1 O-Lirio 1 A . oOyDcan 


Of 3 


^1 9fi _ 




IltllU. 


^4 fi4 
O H D4 




none 




Score 


X -? o 


L AUllO 










Seq. No. 


35781 




Seq. ID 


OJ990428_06 . 9A08 . C12 


Gene No. 


73772 




Strand 




O Udl. U 


fi^ 6S 




FnH 


77 4 Q 


Name 


n.TQQP)49fi 06 QAOR P1 9 n4 

UU ^ JU4t.O UD i u.\^J.^..U4. 


gs 


Maf h /^i (H 
nc liiuu 




C -f- y-f- 


DODO 




PnH 
_I1Q 


7 7 4 Q 

/ / 4 -7 


P T 


none 




Score 


. 4 


CjXOIIo 


6"3£R fi^QD 6RR9 6Q44 

DODO, i D J"U/ DO . . D Z7 4 4 , 


7 £R ^ 

/ D 0 O . 


7 7 4 Q 




C n M i^i 

o.eq. iNp . . .. . 


■3 C 7 O O 

,....0.0 / .0 Z . . ... . .. 




P.eq ... iu,. 


PiTQQnzl9R Pl£ QZiDR pi ^ 


Gene.JSIo... 


',7.3773..'. \ ^. .'1 ... 




. ..Strand.. . 


+ . «... .^.^ 


Start 


1 




■ End 


1383 


Name 


Pj.TQQ049R D6 QADR PI ^ nl 
uu -'-'wy^o ud. -?riu o.v^xo.ux. 


np 


Method 




Of a y-4- 


X 




End 


1 ^R^ 
X O 0 O 


pt 






Score 


z? ± 


Exons 


1 4 R 1 9 RR 1 ^R ^ 

X. .40, l^OO . . 1 JO J 








P,T nocpri n 


f APfinnS^Q^ hunnt-hpt i n^l 
inruuu j j iiypuLiicLiLai 


protein [Oryza 


ball Va J 


Seq. No. 


35782 




Seq. ID 


OJ990428_06.9A08.C13 


Gene No. 


73773 




Strand 


+ 


Q-t- a r-f- 
OLdl L 


i 
x 




End 


1 ^R^ 
X o o o 


Name 


OTQQ049R flfi QAPlR PI "3 r^l 
UU jjU^ZO U D . J7M.U 0 . 1 O . O X . 


gs 


Method 




OLail- 


R-9 




End 


j4 7 7 


pT 
oX 


none 




Score 


4 £ 
. 4 D 


_XvJilo 


R 9 4 7 7 
O Z . . 4 / / 








O c • LN L/ . 


^ R7 R ^ 




Seq. ID 


PjTQQPi49R D£ QZififl PI 4 

uu yyuizo ud. zJt\u o . u x 4 


P. o n o NT 


73774 




Strand 




Start 


746 




End 


993 


Name 


OJ990428 06.9A08.C14.ol. 


gp - 


Method 


AAT/GAP . 


Start 


746 




. End 


993 




57713 5.R1084 




■- Score 


407 


TP V f~\ Y~\ C 


746.. 993. 








^X UcSCiip. 


'6015116/sp|O8265'3|ERG ARATH 


3.0e-34 GTP-BINDING PROTEIN ERG 




>gi_3 67 607 l_emb_CAA7 6979 


(YL7969) ERG 


protein [Arabidopsis 




thaliana] 1 








o t; L£ . • 


35784 




Seq. ID 


OJ990428_06.9A08.C15 


Gene No. 


73775 




Strand 




Start 


98 




End 


1341 


Name 


OJ990428 06. 9A08.C15.ol. 


gs 


Method 


GENSCAN 


Start 


98 




End 


1204 


GI 


none 




Score 


.65 


Exons 


98. .243, 1114. .1204 









35539 



Seq. No. 


35784 




Seq. ID 


OJ990428 


_06.9A08.C15 


Gene No. 


73775 




Strand 






otart 


98 




End 


1 "XA 1 




Name 


OJ990428 06 


.9A08.C15.ol.gp 


Method 


7\ 7\ rp / {~i -p. — i 




otart 


110 




End 


1 "3 A 1 

1 J 4 1 




r* t 


none 




Score 


do y 




Exons 


110. .183, 947. .1039, 1114. .1341 






beq. wo. 


35785 




Seq. ID 


OJ990428 


anno c 
Ub . rAUo .Lib 


Gene No. 


73776 




Strand 


+ 




Start 


1354 




End 


6591 




Name 


OJ990428_06 


.9A08.C16.ol.gs 


Method 


GENSCAN 




otart 






End 


6591 




T 

_1 


none 




Score 


.'71 




Exons 


1354. .1444, 


3548.. 3628, 3668. 


.4133, 4189. .4490, 


A~in a Rnm 
4 / / 41 . . jUUI, 




5318. .5429, 


5530.. 5913, 6008. 


.6591 






beq. no. 


35785 




Seq. ID 


OJ990428_ 


Ud . yAUo .Lib 




73776 




Strand 


+ 




Start 


1354 




End 


6591 




Name 


OJ990428 06 


.9A08.C16.ol.np 


Method 


AAT/NAP 




Start;.... . 


, 318,5 . ... 




..En.d .„ , v 


.335.0... 


^ ........ ™ 




. 4 o o y o o.o „ ... , 




... Score ... 


. 7 7 / '.^ 




Exons 


t 3185. .3350 










GI Descrip". 


' (AF061282) 


serine carboxypeptidase-like protein 


[Sorghum. 




bicolor] 










beq. jno. 


35785 




Seq. ID 


OJ990428_ 


r\a Q7\no n~\ & 

U D . i?AU O .Lit) 


bene ino. 


73776 




Strand 


4- 




Start 


1354 




End 


6591 




Name 


u j yyu4zo u o 


.9A08.C16.o2.np 


Method 


AAT/NAP 




b tart 


3776 




End 


4499 






2522230 




Score 


222 




Exons 


3776. .4499 










GI Descrip. 


(AB007467) 


retrotransposon-like gene; 


the first 


amino acid i 




determined 


to be leucine [Vicia faba] 






Seq. No. 


35785 




Seq. ID 


OJ990428_ 


_06.9A08.C16 


Gene No. 


T'57'7'7 

1 Z> 1 1 1 . 




Strand 






bt art 


6839 




End 


7649 




Name 


OJ990428 06 


. 9A08 .C16.o2 . tw 


Method 


TBLASTX: Wheat 


btart 


5598 - 




End 


5915- - 




c* t 
(a I 


none 




■Score 


66 




Exons 


5598. .5675,- 


5679'. .5849, 5862. 


:591S - 






Seq. No. 


35785 




Seq. ID 


OJ990428_ 


_06.9A08.C16 


Gene No. 


73777 




Strand 






otart 


6839 




End 


7649 




Name 


OJ990428 06 


. 9A08.C16.o2. tm 


Method 


TBLASTX: Maize 


Start 


6833 




End 


7156 




GI 


none 




Score 


86 




Exons 


6833. .7156, 


7005. .7154 








Seq. No. 


35785 




Seq. ID 


OJ990428_ 


_06.9A08.C16 


Gene No . 


73777 




Strand 






Start 


6839 




End 


7649 




Name 


OJ990428 06 


. 9A08.C16.o2.gs 


Method 


GENSCAN 





35540 



Start 


6839 






RnH 


7 540 


GI 


none 






OtUX c 


59 


F.ynns 

DAU11C5 


6839 7540 










Spa No 


35785 






c pn T H 

uCLji J. u 


KJU ZfZfXJH £.0 UO. 3nUO 


Gene No. 


73777 






Strand 




Start 


6839 






End 


7649 


Name 


OJ990428 06 


. 9A08.C16.o3 


.np 


Method 


AAT/NAP 


Start 


6848 ~ 




End 


7649 


GT 


6967 112 






Score 


460 




6848 7649 










fiT Dp qrri d 


( AL138652 } 


putative protean 


[Arabidopsis thaliana] 


Seq. No. 


35785 






Seq. ID 


OJ990428JD6. 9A08 


Gene No. 


73777 






Strand 




Start 


6839 






End 


7649 


Name 




.9A08.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7082 ~~ 






End 


7499 


GI 


none 






Score 


508 


Rynri c 


7082 7498 


7083. .7499 








_Seq_,.„,NQ.._ 


..35785.. 






_Seq , .ID... 


0 J9.90 4 2 8 J16 . 3A0 8. 


Gene No . 


- 7.377.7, .... _ 


, \ z [ . . 




• Strand 




Start 


6839 






End 


7649 


Name 


O.TQ9049P 06 


. 9A08.C16.ol, 


. tm ' 


Method 


TBLASTX: Maize 


Start 


7158 _ 






End 


7541 


GI 


none 






Score 


68 


Fynn 


71 58 7?Q1 


7160. .7537, 


7174 


..7341, 7230. .7538, 7428. .71 


Seq. No. 


35785 






Seq. ID 


OJ990428JD6.9A08 


Gene No. 


73777 






Strand 




Start 


6839 






End 


7649 


Name 


O.T99047R 06 


.9A08.C16.ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


7169 _ 






End 


7540 


GI 


none 






Score 


38 


Rxnn ^ 

■LJ rfV ^ 1 1 O 


7169 7333 


7248. .7313, 


7340 


..7540, 7362.. 7538 


Seq. No. 


35786 






Seq, ID 


OJ990428_06. 9A08 


Gene No. 


73778 






Strand 


+ 


Start 


144 






End 


2335 


Name 


OJ990428 06 


.9A08.C17.ol. 


gs 


Method 


GENSCAN 


Start 


144 - 






End 


2335 


GI 


none 






Score 


.41 


■ Ry nn^ 


144 . ;166, 433. .572, --830. 


.1001, 1251., 1590, 2227;. 2335 


v_) C • LNU ■ 


3578.7 






Seq. ID 


OJ990428_06-. 9A08, 


Gene No. 


73779 






Strand 


+ 


Start 


1 






End 


801 


Name 


OJ990428 06 


. 9A08.C18'.o2. 


np 


Method 


AAT/NAP 


Start 


1 






End 


801 • 


GI 


4680186 






Score 


331 


Exons 


1..96, 601., 


.801 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


35787 






Seq. ID 


OJ990428JD6.9A08, 


Gene No. 


73780 






Strand 




Start 


353 






End 


734 



35541 



Name OJ990428_06 . 9A08 . C18 . ol . gp Method AAT/GAP 

Start 353 End 734 

GI uC-osflcyp033a04bl Score 683 

Exons 353 . . 734 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Cprr Kin 


^S7ft ft 










0.79904 ?ft 


Gene No. 


73781 








Strand 




Start 


96 








End 


154 


IMdlLtC 


D.79904 ?ft 06 9 AO ft 


n 9 


ol 






VJJ I_j LN O 


O Lai L 


96 _ 










1 R4 


\J J. 


none 










. U _> 


Fynn q 

DAUl lO 


96 1 S4 












O C • LN U . 


JJ / O J 








Cpn TD 

OC^ • J. U 


0,79904 9 ft 


fipnp No 


73782 








Strand 


+ 


Start 


2171 








End 


2762 


Name 


OJ990428 06.9A08 


.C22. 


ol 


gs 


Method 


GENSCAN 


Start 


2171 








End 


. 2762 


GI 


none 








Score 


. 88 


Expns_ 


. ..217 1 ; .,.. 25.48 ,-..2578 


-v25jE 


J, 


; 2]5J,, 


.27.62^ 




Seq. No. 


35789 








Seq. ID 


OJ99042-8 


Gene No. 


73783 








Strand 




Start 


3144 








End 


6861 


Name 


OJ990428 06.9A08 


.C22. 


ol 


gp 


Method 


AAT/GAP 


Start 


3144 








End 


5396 


GI 


24953 1.R1084 








Score 


1828 


Exons 


3144.. 3564, 3912 


. .4210, 


5052. 


.5141, 5229. .5396 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



06.9A08.C22 



'4176420/dbj |BAA37167| 2 . Oe' 
[Arabidopsis thaliana] ' 

35789 
73783 
3144 

OJ990428_06. 9A08 . C22 . ol . ts 

3344 

none 

3344. .3598, 3361. .3471, 3912. 
3977. .4219, 5046. .5135, 5047. 
5227. .5397,- 5.227. .-5397 



-11 (AB008097) cytochrome P450 



Seq. .ID 
Strand 
End 

Method 
End 
Score 

.4214, 3912 
.5151, 5054 



OJ990428 06.9A08.C22 



6861 

TBLASTX: Soybean 
5397 
122 

4211, 3913. .4218, 
5152, 5225.. 5329, 



Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35789 - / ■• ' ■ Seq. ID 

73783 ' Strand ■ 

3144 End 

OJ990428_06. 9A08.C22 . o2 . tm Method' 

3349 * End 

none Score 



OJ990428_06.9A08.C22 

6861 . 
TBLASTX: Maize 
3565 
200 



3349. .3471, 3353. .3565, 3354 .. 3560, 3356 3565 



35789 Seq. ID 

73783 Strand 

3144 End 

OJ990428_06 . 9A08 . C22 . o2 . gs Method 

3355 End 

none Score 



OJ990428_06.9A08.C22 

6861 
GENSCAN 
6742 
.87 



35542 



Exons 



3355. .3564, 3912. .4210, 5052. .5141, 5229. .5509, 6024. .6137, 
6156. .6274, 6740. .6742 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35789 
73783 
3144 

OJ990428_06. 9A08 . C22 . ol . np 

3361 

4699942 



Seq. ID OJ990428_06.9A08.C22 
Strand 

End 6861 

Method AAT/NAP 

End 6861 

Score 758 



3361. .3564, 3912. .4210, 5052 .. 514 1, 5229 .. 5394 , 6826. .6861 
(AC007166) putative protein kinase [Arabidopsis thaliana] 



35789 
73783 
3144 

OJ990428_06. 9A08 . C22 . ol . tc 

3379 

none 



Seq. ID OJ990428_06.9A08.C22 
Strand 

End 6861 

Method TBLASTX: Cress 

End 5329 

Score 64 



3379. .3468, 3891. .4109, 3912. .4085, 3913. .4095, 4110. .4202, 
4111. . 4191, 5044. .5133, 5066... 5134, 5222. .5,329, 5230. .5325 



„S.eq r . N.o. v 3.57.8 9; 
Gene, No...",. ..._73_783 

Start 3144 

Name OJ990428_06 . 9A08 . C22 . ol . tm 

Start 3963 

GI none 
Exons 



- -Seq., ...ID ^J9 t 9 t 04.2B^06.,m0J^iI2 t 2. 

S„trand_ _ .,, 

End 6861 

Method TBLASTX: Maize 

End 5124 

Score 146 



3963. .4211, 3964. .4212, 5041. .5124 



Seq. No. 35789 

Gene No. 73783 

Start 3144 

Name OJ990428JD6 . 9A08 . C22 . ol . tw 

Start 4011 

GI none 
Exons 



Seq. ID OJ990428_06.9A08.C22 
Strand 

End 6861 

Method TBLASTX : Wheat 

End 5293 

Score 172 



4011. .4211, 4012. .4218, 4040. .4213, 5044. .5151, 5045. .5152, 
5227.. 5292, 5228.. 5293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



35790 
73784 
1 

OJ9904 28_06. 9A08 . C23 . ol . gp 

1 

24953_1.R1084 

. 1. .111 • • ' ' •/ • 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 ' 



Seq. ID OJ990428_06.9A08.C23 
Strand + 

111 

AAT/GAP- 
111 . 
211 



End 

Method 

End 

Score 



35790 
73785 
1 

OJ990428_06. 9A08 . C23 . ol . np 
1 

4699942 
1. . 120 

(AC007166) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990428_06.9A08.C23 
Strand 

End 120 

Method AAT/NAP 

End 120 

Score 110" 



35543 



Seq. No. 


35790 




Seq. ID 


OJ990426 


_06. 9A08 


.C23 


Gene No. 


73786 




Strand 








Q f- a r- h 
O Ldl L 


97 




EjI 1L1 


J. J1 J 






Name 




. gs 


LYltr Li 1UU 


yj Ej LN O V^rt.lN 






o l ar l 


97 ~~ 






1 R1 Q 






PT 

ul 


none 




Score 


• DO 






F von c 


91 91 7 1 "30Q 1 Rl Q 












Seq. No. 


35790 




Seq. ID 


OJ990428 


_06. 9A08 


.C23 


Gene No. 


73786 




Strand 








O Ldl. L 


z. / 




EjI 1 LI 


1 R4 R 






Name * 


O.TQQ049R 06 QflOR P9^ n1 


• Lill 


J/ifc; LI1UU 




L v la 1Z.C 




OLdi L 


i ~~ 

1 JUi 




EjI 1U 


1 Rd R 








none 




Score 


X *± U 






i_j \y 1 u 


1301 1489 1302 1418 


1309 . 


. 154 5 








Seq. No. 


35791 




Seq. ID 


OJ990428 


_06. 9A08 


.C24 


Gene No. 


73787 




Strand 


+ 






Olai l 






Hj i in 


9Q7 






Name 


n.TQQ049ft 06 QAOR COL nl 


. gs 


ncLUOU 








Q+- a r-t- 
OLalL 


Oil ~ 




EjIICI 


9 Q7 






_ ....... . .. . 


none . .-. 




r S c.or e . 


r . 0,.-. . 






^n»xorio„ _ 


Q7 9 Q7 • 




* ' ■ ■ r 


. , . ...... « 




*■■■*«"-"■'•'■■ 


Seq. No. 


35792 




Seq. ID 


OJ990428 


__06.9A08 


.C25 


Gene No. 


73788 




Strand 


+ 






O Lai L 


ft r 




njiiLi 


90 ^ 






Name 


niQQ049ft 06 qnnp P9R ni 


. gs 


L v ie tnou 


P F M Q P 2i M 






C f- 3 r-f- 


O c — 

O D 




Hiiia 


90 ^ 
£ U O 






r; t 

Lj-L 


none 




Score 


Q9 








R R 90 ^ 












Seq. No. 


35793 




Seq. ID 


OJ990428 


_06.9A08 


.C26 


Gene No. 


73789 




Strand 


+ 








9D7 






r 






Name 


r>TQQ049R 06 Qanfl P96 a1 


. gs 


+- V-i r~\ s~\ 


PFNICPZiNl 






O Lai L 


907 _ 




rjiiu. 


D DO 






VJ J. 


none 




S core 


. O D 






Exons 


907 66R 












o e q . in o . 


j j ' j 




Seq. ID 


OJ990428 


UD. y/iU o 


P9 ^ 




7^7Q0 




Strand 








O Lai L 






End .* ■ ". 


8 912. 






Name ■ 


■ OJ990428 06.9A08.C2-6.ol 


.np - 


Method 


AAT/NAP 






Start', 


1 . ' 




End 


8899.. . . 






rir 


2204089 




Score 


749 






jiiXorio 


1.-.37, 1562. .1666, 1715 


. . 1771 


, 1853.. 1979, 2078 


. .2673, 






2950. .3083,^ 3649. .3774, 


3845. 


.3924, 4005. .4071, 


4245. .4312, 




4566. .4617, 4709. .4791, 


7298. 


.7376, 7839. .7930, 


8826. . 8 


B99 


bi uescrip. 


(Z82989) FCA gamma [Arabidopsis thaliana] 






Seq. No. 


35793 




Seq. ID 


OJ990428 


_06. 9A08 


.C26 


Gene No. 


73790 




Strand 








Start 


1 




End 


8912 






Name 


OJ990428 06.9A08.C26.ol 


• gp 


Method 


AAT/GAP 






Start 


144 




End 


2052 






GI 


15180 1.R1084 




Score 


1537 







35544 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



144. .476, 879. .925, 1021. .1080, 1562. .1771, 1853. .2052 
1 3023721/sp | 004 425 | FCA_ARATH 4.0e-12 FLOWERING TIME CONTROL 
PROTEIN FCA >gi_2204 095_emb_CAB05391_ (Z82992) FCA gamma 
[Arabidopsis thaliana] 1 



35793 
73790 
1 

OJ990428_06. 9A08 . C2 6 . o2 . gs 

1535 

none 



Seq. ID OJ990428_06.9A08.C26 
Strand 

End 8912 

Method GENSCAN 

End 8912 

Score .83 



1535. .1771, 1853. .2029, 2146. .2673, 2762. .2821, 2923. .3079, 
3503. .3565, 3710. .3774, 3845. .3924, 4005. .4071, 4245. .4312, 
4566. .4617, 4709. .4791, 7298. .7376, 7839. .7909, 8573. .8912 



Seq. No. 35793 Seq. ID 

Gene No. 73790 Strand 

Start 1 End 

Name OJ990428_06 . 9A08 . C26 . o2 . gp Method 

Start 2308 End 

GI 5003135 Score 

Exons.. 2308,, 2673,., 27,62.. .2.81.6 . 



OJ990428_06.9A08.C26 

8912 
AAT/GAP 
2816 
822 



Seq. No. '' 35793 
Gene No. 73791 
Start 13449 

Name OJ990428_06 . 9A08 . C26 . o2 . tc 

Start 1739 
GI none 

Exons 1739.. 1774, 1853.. 1978, 3709. 

3846. .3938, 3868. .3942, 3994. 
4242. .4316, 4562. .4615, 4564. 
4703. .4795, 4704. .4796, 7249. 
7836. .7922 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 06.9A08.C26 



15153 

TBLASTX: Cress 
7922 
82 

3774, 3710. .3775, 3845, 
4071, 4004. .4072, 4030. 
4611, 4688. .4792, 4693, 



,3940, 
,4080, 
,4794, 



.7374, 7276. .7356, 7296. .7379, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35793 
73791 
13449 

OJ990428_06 . 9A08 . C2 6 . o2 . tm 

2483 

none 

2483. .2527, 2537. 
2761. .2835, 2762. 
300?. .3045, 3007. 



,2659, 2538, 
,2854, 2763, 
,3048 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 06.9A08.C26 



15153 

TBLASTX: Maize 
3048 
62 

,2660, 2547.. 2657, 2575. 
,2858, .2932. .3003, .2935. 



,2658, 
,3003, 



Seq, No. 35793 

Gene No. '73791 " 

Start 13449 

Name OJ990428_06 . 9A08 . C26 . o3 . tm 

Start 7017 
GI none 

Exons 7017.. 7061, 7068.. 7187, 7071, 

7167. .7223, 7167. .7235, 7168, 
7296. .7343 



Seq. ID OJ990428_06.9A08.C26 
Strand 

End 15153 
Method TBLASTX: Maize 
End 7343 
Score 50 

.7187, 7076. .7189, 7078. .7188, 
.7236, 7189. .7236, 7258. .7341, 



Seq. No. 
Gene No, 



35793 
73791 



Seq. ID 
Strand 



OJ990428 06.9A08.C26 



35545 




Start 


13449 








End 


15153 




Name 


OJ990428 06.9A08.C26 


. o3 . gs 


Method 


GENSCAN 




Start 


13449 








End 


14966 




GI 


none 








Score 


. 4 1 




Exons 


13449. . 


13619, 


13893. 


. 14966 








Seq. No. 


35793 








Seq. ID 


OJ990428 


0 6 9A08 


Gene No . 


73791 








Strand 






Start 


13449 








End 


15153 




Name 


OJ990428 06.9A08.C26 


. ol . tm 


Method 


TBLASTX : 


^ai ze 


Start 


13615 








End 


15153 




GI 


none 








Score 


39 




Exons 


13615. . 


13638, 


13731. 


.13760, 


13732. .13749, 13751 


.-.13798, 




13754. . 


13798, 


13755. 


. 13799, 


13795. . 14100, 13805 


. .14101, 




13805. . 


14104, 


13818. 


. 14108, 


13921. .14109, 14114 


. . 14206, 




14115. . 


14213, 


14134. 


. 14214, 


14206. . 14514, 14211 


. .14519, 




14517. . 


14597, 


14558. 


. 14749, 


14562. .14762, 14563 


. .14742, 




14773. . 


14952, 


14788. 


. 15006, 


14792. . 15004, 14796 


. .15005, 




14893. . 


15153, 


14976. 


. 15152, 


15007. . 15153 




Seq. No. 


35793 








. Seq. ID 


OJ990428 


06. 9A08 


Gen.e_.Nci. . ... . 


..7.3.7 9.1 ... 








_ , Strands. 






-Start, 


13.4.4 a . 








.End..,..,. 






Name 


OJ99042 


8 06.9A08.C26 


ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


13884 








End 


14561 


GI 


none 








Score 


110 




Exons 


13884. . 


14102, 


13921. 


14103, 


14160. .14561, 14161 


. . 14493 



Seq. No. 


35793 




Seq. ID 


OJ990428_06.9A08. 


C26 


Gene No. 


73791 




Strand 






Start 


13449 




End 


15153 




Name 


OJ990428 06.9A08.C26 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


14137 




End 


14600 




GI 


none 




Score 


157 




Exons 


14137. .14478, 14148. 


.14600 








Seq. No. 


35794 




Seq. ID 


OJ990428_06.9A08. 


C27 


Gene No. 


73792 




Strand 






Start 


82 




End 


4274 




Name 


OJ990428 06.9A08.C27 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


442 




GI 


none 




Score 


484 




Exons 


r.~.441, 2. .442. 










Seq.' No. ■ 


35794 ' - 




Seq. ID 


; OJ9904 28_06.9A0:8.' 


C27 


Gene No. 


73792 




Strand 






Start 


■ 82 * 




■ End. 


' 4274 




Name 


OJ990428 06.9A08.C27 


ol .gs 


Method 


GENSCAN 




Start 


82 




End 


4274 - t 




GI 


none 




Score 


.82 




Exons 


82. .672, 1424. .1495, 


1569. . 


1655, 1828. 


.2004, 3312. .3398, 






3804. .3855, 3922. .3971, 4089. .4274 






Seq. No. 


35794 




Seq. ID 


OJ990428_06.9A08. 


C27 


Gene No. 


73792 




Strand 






Start 


82 




End 


4274 




Name 


OJ990428 06.9A08.C27. 


o2.tm 


Method 


TBLASTX: Maize 





35546 




O Lai L 


*i _? y 




End 


1657 






P,T 


none 




Score 


214 






Exons 


4Q0 R£1 4Q1 fi7"5 4Q1 


. . O / O , 


1419.. 1505, 1423.. 


1506, 






14 9 7 1 R 9 9 1 1 "=1 1 £ 


IjuD. 


.1655, 1569. .1655, 


1576. .1656, 




1 Cj7"7 1 £^7 












Seq. No. 


35795 




oeq. lu 




u O . yt\U 0 


POP 


Gene No. 


73793 




ociana 










± H O D 






97 £n 






Name 


nTQQn49R 0£ QZ\nP P9ft a1 


. gs 


LYlfcr CllOU 










i 4 a & ~ 

jl 4 D D 




ili 11 u. 


97 £0 








none 




Score 


.76 












.2760 








o e q . lm u . 






Seq. ID 


OJ990428_ 


n £ QA HQ 
U 0 . yHVo . 


POQ 


Gene No. 


73794 




Strand 


+ 






Start 


4676 




End 


6079 






Name 


OJ990428 06.9A08.C28.ol 


np 


Method 


AAT/NAP 






O Lai U 


4676 




End 


6079 






P T 


5042463 




Score 


76 






U 1 Vf y^N T^l (T* 


4676. .4707, .5901. . 6079 
















rr-^^m 




Seq: No. 


357 95" 




Seq. - ID 


OJ990428_ 


f\C . Q7\ AO 


poo 


Gene No. 


73795 




Strand 








OLalL 


4079 




End 


4689 






Name 


OJ990428 06.9A08.C28.o2 


gs 


Method 


GENS CAN 






OlaiL 


4079 




End 


4689 








none 




Score 


.56 






Exons 


4079. .4211, 4388. .4689 












Seq. No. 


35795 




Seq. ID 


OJ990428_ 


U 0 . yH\J 0 . 


P9 Q 
O 


Gene No. 


73796 




Strand 










5578 




End 


5747 






Name 


OJ990428 06.9A08.C28.o3. 


gs 


Method 


GENSCAN 






jLdlL 


5578 




End 


5747 






PT 


none 




Score 


.58 






Exons 


5578.. 5747 












Seq. No. 


35796 




Seq. ID 


OJ990428_ 


06.9A08. 


p^n 


Gene No. 


73797 




Strand 








oldl L 


278 




End 


621 






Name 


" OJ990428 06.9A08.C30.ol. 


tm 


Method 


TBLASTX: Maize 




c; f- a -r +■ 


266 • 




End 


621 






P T • 


none': • ...... 




Score. -■. 


67 . 




■ . 1 . -■ 




266.. 337, 269.. 337, 432. 


.515, 


437. .511 


, 529. .621 






Seq. No. 


35796 




Seq. ID 


OJ990428_ 


06.9A08. 


C30 


Gene No. 


73797 




Strand 










278 




End 


621 






Name 


OJ990428 06.9A08.C30.ol. 


gs 


Method 


GENSCAN 






Start 


278 




End 


508 








none 




Score 


.47 






Exons 


278. .334, 437. .508 












Seq. No. 


35797 




Seq. ID 


OJ990428_ 


06.9A08. 


C31 


Gene No. 


73798 




Strand 









35547 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

-GL- 

Exons.,., ., 



OJ9904 28_06. 9A08 .C31 .ol .np 
1 

5042463 
1..128, 281. .495 

(AC007789) unknown protein [Oryza sativa] 



End 

Method 
End 
Score 



495 

AAT/NAP 
495 
115 



35798 
73799 
1 

OJ990428JD6 . 9A08 . C32 . ol . np 

1 

6691193 
1..85, 343. .986 

(AC007534) F7F22.17 [Arabidopsis thaliana] 



Seq. ID OJ990428_06.9A08.C32 

Strand + 

End 98 6 

Method AAT/NAP 

End 98 6 

Score 562 



35798 
73799 
1 

OJ990428 J)6 . 9A08 . C32 . ol . gs 

.416 

_n.ons.. ; 

_Al<5.....7a,4 



Seq. ID OJ990428_06.9A08.C32 
Strand + 
End 98 6 
Method GENSCAN 
End 784 . . 
_Sc,Qr,e_. _ . .9 t 5 _ . _ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name ; 
.Start • 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35798 
73799 
1 

OJ990428_06.9A08.C32.ol.ts 

520 

none 



Seq. ID OJ990428_06.9A08.C32 

Strand + 

End 98 6 

Method TBLASTX : Soybean 

End 874 

Score 79 



520. .561, 521. .562, 560. .874, 586. .873 



35798 
73799 
1 

OJ990428_06. 9A08 . C32 . ol . tw 

520 

none 



Seq. ID OJ990428_06.9A08.C32 

Strand + 

End 98 6 

Method TBLASTX : Wheat 

End 97 6 

Score 254 



520. .807, 521. .820, 527. .943, 845. .976, 904. .975 



35799 
73800 
1 

OJ990428_06. 9A08 . C33 . ol . np 

1 . . ........ 

6691191 

1. .1004 * " 
(AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ990428_06.9A08.C33 
Strand + 
End 7236 
Method AAT/NAP " 
End' , - 1004 .' . ' ' 

Score 814 



35799 
73800 
1 

OJ9904 28_06 . 9A08 . C33 . ol . gs 
67 

none 
67. .399 



Seq. ID OJ990428_06.9A08.C33 

Strand + 

End 7236 

Method GENSCAN 

End . 399 

Score . 93 



35548 



Seq. No. 35799 

Gene No. 73800 

Start 1 

Name OJ990428_06 . 9A08 . C33 . o2 . gs 

Start 834 

GI none 
Exons 



Seq. ID OJ990428_06.9A08.C33 

Strand + 

End 7236 

Method GENSCAN 

End 7236 

Score .48 



834. .1017, 1951. .2118, 2936. .3062, 3472. .3562, 3750. .3798, 
4801. .4977, 5254. .5370, 7154. .7236 



Seq. No. 35799 
Gene No. 73801 
Start 6644 

Name OJ990428_06 . 9A08 . C33 . ol . gp 

Start 6644 

GI LIB34 77-003-P1-K1-E9 

Exons 6644.. 6719 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi__1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990428_06.9A08.C33 
Strand 

End 6719 

Method AAT/GAP 

End 6719 

Score 114 



o&n Ma 










C on T n 
jcvJ . ± Lf 


OJ990428 


!_06. 9A08 . 


i J 


<J C-_ J. ^ IN 5v> 
















— 


Qf- a rt 












i.o2 7.9. r. ~ 






Name 


D.TQ QO 4 9 ft 


06. 


, ~9A087c33.o2 






TBLASTX: 


Soybean 




Start 


67 








End 


417 






GI 


none 








Score 


300 








67 4 17 

Of. til// 


93. 


.323, 360.. 


41^ 










o e q . i\ O . 










oeq . i u 


OJ990428 


_06.9A08. 


Ljj 












c f- ran H 

o T_ XTailQ 








oLqIL 


OQ97 
o y z / 










10279 






Name 


OJ990428 


06. 


9A08.C33.ol 


.tw 


Method 


TBLASTX : 


Wheat 




Start 


93 








End 


549 






GI 


none 








Score 


358 






Exons 


93. .383, 


94. 


.549, 100.. 


531, 


477. .548 








Seq. No. 


35799 








• Seq. ID 


OJ990428 


_06. 9A08. 


C33 


Gene No. 


73802 








Strand 








Start 


8927 








End 


10279 






Name 


OJ990428 


06. 


9A08.C33.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


418 








End 


944 






GI 


none 








. Score 


199 






Exons 


418. .612, 


420.. 614, 617 


. .808 


, '814. .837 


, 8 91. .94 4- 




Seq.- No. .;' . 


-357 99...;. 








Seq. ID". 


OJ990428 


_06. 9A08. 


£3.3 


Gene No. 


73802 








Strand 








Start' ' 


8927 








End 


10279 






Name 


OJ990428 


06. 


9A08.C33.o2 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


550 








End 


811 






GI 


none 








Score 


64 






Exons 


550. . 630, 


555.. 605, 617 


. .811 


, 635. .742 








Seq. No. 


35799 








Seq. ID 


OJ990428 


_06.9A08. 


C33 


Gene No. 


73802 








Strand 








Start 


8927 








End 


10279 






Name 


OJ990428 


06. 


9A08.C33.o3 


.gs 


Method 


GENSCAN 






Start 


8927 








End 


10279 







35549 




(2 7 
\j i 


i iL>l 1C 








OLUIC 


69 








V *i J 4 


1 097 Q 










Seq. No. 


35800 








Seq. ID 


OJ990428_06.9A08 


.C34 


Gene No. 


73803 








Strand 


+ 




q-t- a -rf- 

OLdl u 


X X J o 








CjL 111 


1 1 R9 
1 1 0 z. 




Name 






O 4 .ox 


. gs 


Maf V*i /-x 
L v iC L 1 1UU 






oLal L 


I 1 TO ~~ 

II JO 








Hi I 1U 


1 1 OO 
IIOZ 




O 1 










OL.UIC 


66 




p 1 v An c 


I 1 'iQ 1 1 QO 

II JO . • llOi, 
















J JO uu 








Seq. ID 


OJ990428_06.9A08 


• Ly J *i 


Gene No. 


73804 








Strand 






Start 


1275 








End 


4530 




Name 


OJ990428 06. 


9 AO 8. 


C34 .ol 


.np 


Method 


AAT/NAP 




Start 


1275 








End 


4402 




GI 


3335366 








Score 


29 




F yon q 


1275. .1297, 


3478. 


.3658, 


4187. 


.4243, 4346. .4402 






(AC003028) unknown protein [Arabidopsis thaliana] 




Seq. No. 


35800 . . 








Seq. ID 


OJ990428_06.9A08 


.C34 


.Geae Jo..;;;„.. 


7.3.8.0.4 _ 








..S.trancL ~, 






„0 L.Cl XL . . 


.1275, , , . . 








'.End ... 


'j'53^7T™^.^rr™ 




Name 


OJ990428 06. 


9 AO 8." 


C34lol 


. tm 


Method 


TBLASTX: Maize 




O Lclx L 


3467 








End 


3670 




rij 


none 








Score 


226 




Li AUllO 


3467. .3667, 


3492. 


.3668, 


3500. 


.3670, 3501. .3668 




Seq. No. 


35800 








Seq. ID 


OJ990428_06.9A08 


.C34 


Gene No. 


73804 








Strand 






u Lai L 


1275 








End 


4530 




IN CULIC 


OJ990428 06. 


9 AO 8. 


C34.o2 


.tm 


Method 


TBLASTX: Maize 




o Lai L 


4175 








End 


4530 




\J X 


none 








Score 


67 






4175. .4246, 


4178. 


.4246, 


4341. 


.4424, 4346. .4420, 4438. .4530 


Seq. No. 


35801 








Seq. ID 


OJ990428_06.9A08 


.C35 


Gene No. 


73805 








Strand 


+ 




o l a x l 


219 








End 


655 






OJ990428 06. 


9A08. 


C35.ol 


.gs 


Method 


GENSCAN 




q-j- 3 v*+- 

O L CI X L 


219 








End 


655 




\J X 


none 








Score ; 


.58 . 




j i /\ w no. . 


.219. .361, 608.. 655 










Seq. No.-;.', 


.35801 - . 








Seq. "ID 


OJ99042.8_06.9A08- 


-C35- 


Gene No. ^ . 


73806 








Strand 






O Lai L 


' 1057 








End 


5269 .' ' ■ 




Name 


OJ990428 06. 


9 AO 8 . 


C35.o2 


.gs 


Method 


GENSCAN 




q-H -a r +" 
■j Lai L 


10^7 








End 


5269 




\J X 


none 








Score 


.57 






1057. .1602, 


3054 . 


.3144, 


3650. 


.3755, 37i 


37 . .3914, 5142. .5269 


Seq. No. 


35802 








Seq. ID 


OJ990428_06. 9A08 


.C36 


Gene No. 


73807 








Strand 


+ 




Start 


7556 








End 


7919 




Name 


OJ990428 06. 


9 AO 8. 


C36.o2 


.np 


Method 


AAT/NAP 




Start 


7556 








End 


7919 





35550 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6539585 Score 121 

7556. .7732, 7865. .7919 

(AP000837) hypothetical protein [Oryza sativa] 



35802 
73808 
329 

OJ990428_06. 9A08.C36.ol. tc 

314 

none 



Seq. ID OJ990428_06.9A08.C36 
Strand 

End 9476 

Method TBLASTX : Cress 

End 1042 

Score 91 



314. .613, 377. .577, 610. .648, 631. .705, 665.-733, 728. .808, 
729. .803, 845. .1042, 852. .965 



35802 
73808 
329 

OJ990428_06. 9A08 . C36 . ol . np 
329 

5295971 



Seq. ID OJ990428_06.9A08.C36 
Strand 

End 9476 

Method AAT/NAP 

End 9476 

Score 2529 



329. .2657, 4491. .5304, 6464. .6571, 6759. .7472, 9382. .9476. 
(AB026295) EST D24315 (R1718 ) corresponds to a region of the. 
^P^edi^e4^g.e T ne....;., t .Simi.Xax^XP^T^bac.c.o w: RNA_£ or,.. re^txpvira,l^ii.ke_ 
.transpQ.s.on,-.Tnt .1-94 . (X137-7J.)_ .[Oryz.a .sati.vai ^ 



Seq. No. 


35802 






Seq. ID 


OJ990428_06. 9A08 


.C36 


Gene No. 


73808 






Strand 






Start 


329 






End 


9476 




Name 


OJ990428 


06.9A08.C36.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


365 






End 


751 




GI 


none 






Score 


214 




Exons 


365. .751, 


366. .749, 625. 


.750 








Seq. No. 


35802 






Seq. ID 


OJ990428_06.9A08 


.C36 


Gene No. 


73808 






Strand 






Start 


329 






End 


9476 




Name 


OJ990428 


06. 9A08.C36.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


515 






End 


958 




GI 


none 






Score 


62 




Exons 


515. .673, 


515. .841, 672. 


.842, 


836. . 958 






Seq. No. 


35802 






Seq. ID 


OJ990428_06. 9A08 


.C36 


Gene No. 


73808. 






Strand 






Start 


329 






End 


9476 . ." 




Name 


• OJ990428 


06. 9A08'.C36.ol. 


tm 


Method 


TBLASTX -Maize 




Start ■ . 


. 893. 






End' • '• • 


1316 




GI 


none ' 






Score 


55 




Exons 


893. .1315 


, 897.. 968, 916 


..1107, 917.. 1201, 1026. .'1316 




Seq.-, No. 


35802 






Seq. ID 


OJ990428_06. 9A08 


.C36 


Gene No. 


73808 






Strand 






Start 


329 






End 


9476 




Name 


OJ990428 


06. 9A08.C36.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1148 






End 


1717 




GI 


none 






Score 


140 




Exons 


• 1148. .137 


8, 1370. .1717, 


1374 . 


.1697 






Seq. No. 


35802 






Seq. ID 


OJ990428JD6. 9A08 


.C36 



35551 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

... . Ex oris,. ... ... 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
. Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



73808 Strand 

329 End 9476 

OJ990428_06 . 9A08 . C36 . ol . ts Method TBLASTX : Soybean 

1385 End 1831 

5509260 Score 167 

1385. .1831, 1404. .1808 



35802 
73808 
329 

OJ990428_06. 

1496 

none 

1496. .1771, 

35802 
73808 
329 

OJ990428_06. 
1535 

, none _ 

.15 35 1,8 2 2,;. 

35802 
73808 
329 

OJ990428_06. 

2237 

none 

2237. .2653, 

35802 
73808 
329 

OJ990428_06. 

2255 

none 

2255. .2653 

35802 
73808 
329 . . 

.OJ990428_06. 

J2315" -.- 
none 

2315. .2386, 

35802 
73808 
329 

OJ990428_06. 
3440 
none 

3440. .3673, 



9A08 .C36.o2. tc 
1515. .1760 

9A08.C36.o2.tm 

9A08.C36.o2.ts 
2403. .2633, 2447. 

9A08.C36.o3.tc 



Seq. ID OJ990428_06.9A08.C36 
Strand 

End 94 7 6 

Method TBLASTX : Cress 

End 1771 

Score 81 



Seq. ID OJ990428_06.9A08.C36 
Strand 

End 9476 

Method TBLASTX: Maize 

End 1822 

J&cp_£e.-,™ . 2JA.. ..„,.„ 



Seq. ID OJ990428_06.9A08.C36 
Strand 

9476 

TBLASTX : Soybean 
2653 
134 



End 

Method 
End 
Score 
.2644 



Seq. ID OJ990428_06.9A08.C36 
Strand 

End 9476 

Method TBLASTX : Cres s 

End 2653 

Score 200 



9A08.C36.o3.tm- 



Seq. ID OJ990428_06.9A08.C36 
Strand 

End ' 94 7 6 

Method. TBLASTX: Maize 

' . " End ■ ; 4573 • .. 

Score 141 
2359.'. 2653, 2411. .2650, 2533.. 2688, 4499.. 4573 

Seq. ID OJ990428_06.9A08.C36 
Strand 

End 9476 

9A08 . C3 6 . o5 . t s Method TBLASTX : Soybean 

End 3673 

Score 42 
3441. .3467, 3543. .3629 



35802 



Seq. ID OJ990428 06.9A08.C36 



35552 




Gene No. 


73808 








Strand 






O L a X L 


■J £~ Zf 








Hit 1U 


Q476 




Name 




> Z>r\\J O < 


LJO . UU 




L it- L HvJLl 


TRT fiQTY. Q n ,;U pan 
1 DLnO 1 A . OvJyUfcrdil 






401 T, ~~ 








Ej 1 1H 


4 4 0ft 

44UO 




\J X 


llvj i It; 








jlui tr 


d y 




LAUl 1 0 


4fin 440ft 


*± X «j X • 


4 "307 


4 1 

*i X _7 O • 


4 381 






Seq. No. 


35802 








Seq. ID 


OJ990428_06. 9A08 


.C36 


Gene No. 


73808 








Strand 






Art 










Fnd 


Q4 7 fi 






O.TQQ04?ft 06 

\J\J y y\J C.O \J\Jt 


_7.tt.U O • 


6 o4 


• LW 


Luc uiiuu 


TRT A CITY • Whoa i~ 






4 ~~ 










4 7 ft ^ 




\J X 


none 








CI f "co 


7 4 




EjAUI io 


4S96 4 7 ft 0 


4 667 

TOO / i 


4 7ft ^ 










Seq. No. 


35802 








Seq. ID 


OJ990428_06.9A08 


.C36 


Gene No. 


73808 








Strand 






Start 


329 








End 


9476 




1\ alllt; 


O.TQQ04?ft Of, 
\ju y y u *± o uu. 


QAOR 
yt\ \j o . 


LJU • U J 


. LIU 


Method 


TBLASTX: Maize 




o Lax L 


4 ft 7 1 ~ 








End 


5295 




\JJ X 


none 








Score 


127 




P* v n n q 


4 R7 1 s?oq - 


4 R7 ft 


- S1 1 4 


4 Q1 ~\ 


,.,5. 15 2 ,< . A 13 Z, ,.J5 : 25 If.. . .5.137 . ..,5 2^.,. 




M ~K9. R9 7 R' 


-» - .- 


— -* - ~ 


" --* - 








D c CJ . LN U . 


-5 c: p fio 








Seq. 'ID 


OJ990428_06. 9A08 


PTC 


Gene No. 


73808 








Strand 






Start 


329 








End 


9476 




IN Clltlt; 


OJ990428 06. 


9 AO 8. 


C36.o3 


.np 


Method 


AAT/NAP 




Cf a ■*•*+- 
O Lai L 


5477 








End 


9476 




riT 

\J X 


5902445 








Score 


955 




T* 1 von <3 


5477. .5501, 


8087. 


.8523, 


8569. 


.8910, 9123. .9476 




o x ucoti x y> . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


35802 








Seq. ID 


OJ990428_06.9A08 


.C36 


Gene No. 


73808 








Strand 






O L CtX L 


329 








End 


9476 




Name 


OJ990428 06. 


9A08. 


C36.o2 


tw 


Method 


TBLASTX: Wheat 




O L ax L 


8221 








End 


8697 




o x 


none 








Score 


168 




u AUl 1 o 


8221. .8514, 


8303. 


.8551, 


8581. 


.8697, 8582. .8692 




Seq. No. 


35802 








Seq. ID 


OJ990428JD6. 9A08 


.C36 


Gene No. 


73808 








"Strand " 






o L ai L 


329 •■ ' : 








End , 


' 9476 




Name 


DJ9 90.4'28 06. 


9 AO 8. 


C36.o4 


ts. 


Method • 


•TBLASTX: Soybean 


*. < ■ 


O Lax L 


8275 








End 


8700 




V3 X 


none 








Score 


96 " 






8275. .8511, 


8587. 


.8700 










Sea No 


35802 








Seq. ID 


OJ990428_06. 9A08 


.C36 


Gene No. 


73808 








Strand 






Start 


329 








End 


9476 




Name 


OJ990428 06. 


9A08. 


C36.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8734 








End 


9375 . 




GI 


none 








Score 


64 




Exons 


8734. .8892, 


8750. 


.8869, 


9123. 


.9374, 9124. .9375 





..35553 



Seq. No. 35802 Seq. ID 

Gene No. 73808 Strand 

Start 329 End 

Name OJ990428_06 . 9A08 . C36 . 06 . tm Method 

Start 9105 End 

GI none Score 

Exons 9105.. 9194, 9204.. 9407, 9205.. 9408 



OJ990428_06 . 9A08 .C36 
9476 

TBLASTX: Maize 

9408 

119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35803 
73809 
780 

OJ990428 
780 

6063554 
780. .1021, 
(AP000615) 



Seq. ID OJ990428_06.9A08.C37 

Strand + 

End 2339 

Method AAT/NAP 

End 2339 

Score 159 

2166. .2339 

ESTs AU07 5609 (C6334 4) ,C71850 (E04 64) , C98 611 (E04 64 ) 



06.9A08.C37.ol.np 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 35804 . Seq. ID 

Gene No. 73810 Strand 

, S.t arjt . _J 7.4.9. ^ , .... „ . , , _ End_ .... , 

..Name. OJ 9.9 6.4.2 8_0 6 ..9A0S.X38^ 

Start 1749 End 

GI none Score 

Exons 1749.. 1806 



OJ990428_06.9A08.C3E 
+ 

A8G,6__,.„_. „ 

<3.ENS£AN.__ 

1806 
.49 



Seq. No. 


35805 




Seq. ID 


OJ990428_06 


9A08 


.C39 


Gene No. 


73811 




Strand 








Start 


290 




End 


593 






Name 


OJ990428 06.9A08.C39.ol 


.gs 


Method 


GENSCAN 






Start 


290 




End 


593 






GI 


none 




Score 


.98 






Exons 


290. .593 












Seq. No. 


35806 




Seq. ID 


OJ990428_06. 


9A08 


.C40 


Gene' No. 


73812 




Strand 


+ ' 






Start 


104 




End 


332 






Name 


OJ990428 06.9A08.C40.ol 


.gs 


Method 


GENSCAN 






Start 


104 




End 


332 






GI 


none 




Score 


.6 






Exons 


104. . 191, .228. .332 ' 












Seq. No. 


'35807 . .•• .". - . - 




Seq. ID 


OJ990428_06. 


9A08 


C41 


.Gene No... 


73813- • - . -■ - 




Strand 








Start 


117 




End 


422 






Name 


OJ990428 06.9A08.C4l.ol 


..gp 


Method 


" AAT/GAP 






Start 


117 




End 


422 






GI 


24953 1.R1084 




Score 


552 






Exons 


117. .422 












GI Descrip. 


■4176420/dbj |BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 












Seq. No. 


.35807 




Seq. ID 


OJ990428_06. 


9 AO 8 


C41 


Gene No. 


73814 




Strand 








Start 


1 




End 


754 






Name 


OJ990428 06. 9A08.C41.ol 


.np 


Method 


AAT/NAP 







35554 




OLait 


1 


End 


754 




PT 


4699942 


Score 


341 






1..28, 118. .421, 647. .754 










(AC007166) putative, protein kinase [Arabidopsis thaliana] 


Seq. No. 


35807 


Seq. ID 


OJ990428_06. 9A08 


.C41 


Gene No. 


73814 


Strand 


- 






1 


End 


754 




Name 


OJ990428 06.9A08.C41.ol. tc 


Method 


TBLASTX: Cress 




Cf a y-t- 
Ota J. L 


1U1 




*i J. £. 




C T 


none 


Score 


132 






101. .319, 123. .305, 320. .412, 


321. .401 






Seq. No. 


35807 


Seq. ID 


OJ990428_06.9A08 


.C41 


Gene No. 


73814 


Strand 


- 






1 


End 


754 




Name 


OJ990428 06.9A08.C41.ol.gs 


Method 


GENSCAN 




ot a J_ L 


1 99 




4 90 

H £ \J 




P T 


none 


Score 


.98 




Exons 


122.. 420 








...Se.q .„, No,... _ _ 


. 358.07 , 


. §eq.,_iq ... 


.0 J,2 9. Q 4 2.8 J3.fee,§ AOJEL 




Gene.,No,.. .v,. 


.j38j 4. „ t 


, atr.and .... 


.- . 


l.-in,-....,!..-. 


OLai L 


1 . 


End 


754 




Name 


OJ990428_06.9A08.C41.ol.ts 


Method 


TBLASTX : Soybean 






19 9 
1ZZ 


Cjnu. 


4 9 Q 




P T 


none 


Score 


315 




Exons 


122. .421, 123. .428, 139. .429, 


187. .429 






Seq. No. 


35807 


Seq. ID 


OJ990428_06. 9A08 


.C41 


Gene No. 


73814 


Strand 


- 






1 


End 


754 




Name 


OJ990428 06.9A08.C41.ol.tm 


Method 


TBLASTX: Maize 




ocairt 


17^ 


HiilU. 


4 9 9 






none 


Score 


146 




Exons 


173. .421, 174. .422 








Seq. No. 


35807 


Seq. ID 


OJ990428_06. 9A08 


.C41 


Gene No. 


73814 


Strand 


- 




O L diL U 


1 


End 


754 




Name 


OJ990428 06.9A08.C41.ol.tw 


Method 


TBLASTX: Wheat 




OLai L 


221 


End 


443 






none . 


Score 


17 9 




U 1 V t^L " 


221.. 421, 222.'. 428,' 222. .443 ■ 








o e q . in o . 


35808 


Seq. ID 


. ■ ' ' ; 

OJ990428_06. 9A08, 


.C45 


Gene No. 


73815 


Strand' 


+ 




Start 


1 


End 


1597 




Name 


OJ990428 06.9A08.C45.ol.np 


Method 


AAT/NAP 




o tar t. 


1 


End 


145 




bl 


'4680186 


Score 


126 




Exons 


1. .145 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 




Seq. No. 


35808 


Seq. ID 


OJ990428_06. 9A08. 


.C45 


Gene No. 


'73815 


Strand 


+ 




Start 


1 


End 


1597 





35555 




Name 


LVU-/-7U4ZO UD 


.9A08. 


C45.o2 


.np 


l ¥ Jc L 1 l\J\J. 


A AT /MAP 






C -j- -5 yf 

O Lax L 


1 — 

X 








Pnrl 
UlltX 


1 SQ7 






n T 


^ft ^9 1 ft n 

JO JtlOU 


















X • * O X , O Z U • 


.1370, 


1516. 


.1597 










V3 X UCOLI.XjJ. 




zhbOOOlO.l [Oryza 


caf -i TT a 1 

o a i — L v a j 








Seq. No. 


35808 








Seq. ID 


OJ990428 06 


. 9A08. 


C45 


Gene No. 


73815 








Strand 


+ 








i 








Hii in 


1 "SQ7 

X O _7 / 






Name 


n.TQQf)49ft Dfi 


.9A08. 


C45.ol 


. gs 


L lC L J.1VJLI 








Of -j y~f 


1199 _ 








Hil in 


1 97^ 

X f J 






oX 


none 










Q7 






Exons 


1199 197^ 
















Seq. No. 


35809 








Seq. ID 


OJ990428_06 


.9A08. 


C4 6 


Gene No. 


73816 








Strand 










354 








EjI 1U 


1029 






Name 


OJ990428 06 


. 9A08 . 


C46.ol 


. gs 


L it; L i 1 vJ U 


GENSCAN 






Of a r f 


354 








EjI in 


1029 






oX 


none 








Score 


.42 






Exons 


354. .539, 885. .1029 












Se.q...,. No.- ...... 


...JftBJflL, 


^ y 






..Seq.^.XP. 




Gene No; . 


73817 








Strand 








o tdl L 


1460 








Cj1 1L1 


2008 - 






Name 




Q7\ AQ 


L4 / . Ox 


gs 


fwl r\ f V-i /-\/"] 


rrMOP7\M 






Of a t~+- 


1460 








HtllQ 


z UUo 






oX 


none 








Score 


. 65 








1460. .1549, 


1835. 


.2008 












Seq. No. 


35810 








Seq. ID 


OJ990428_06 


. 9A08. 


C47 


Gene No. 


73818 








Strand 








Cf a rf 
OtdlL 


2383 








r nr | 

HillU. 


2732 






Name 


OJ990428 06 


. 9A08. 


C47.o2 


gs 




GENSCAN 






Of a y~f 

O Lax L. 


2383 










2732 








none 








Score 


.5 






Exons 


2383. .2513, 


2619. 


.2732 












Seq. No. 


35811 








Seq. ' ID 


OJ990428_06 


. 9A08. 


C51 


Gene No. 


73819 








Strand 


+ 






Of -3 V-f 

O Lai L 


5 








l_»i in. 


79 






Name 


OJ990428 06 


. 9A08. 


C51.ol. 


gs 


f\A c\ f Vi 


GENSCAN 






Of ar f 


'5 








I_i HQ. 


79 








•none 








Score 


•96 






Exons. _ 


5. .79 - ■ 
















Seq. No. 


35812 








Seq. ID 


OJ990428_06 


9A08. 


C53 


Gene No. 


73820 








Strand 


+ 






Cf 3 -y-f 


474 








EjilCl 


516 


') 




Name 


OJ990428 06 


. 9A08. 


C53.ol. 


gs 


f fi /->. 


GENSCAN 






Of a vf 


474 








L^na 


516 






GI 


none 








Score 


.46 






Exons 


474 v . 516 , 
















Seq. No. 


35813 








Seq. ID 


OJ990428_06 


9 AO 8. 


C54 


Gene No. 


73821 








Strand 








Start 


331 








End 


649 







35556 



OJ990428_06 . 9A08 . C54 . ol . tm Method 
8 End 
■none Score 



TBLASTX : Maize 

559 

55 „ 



8. .73, 12. .65, 218. .559, 240. .362, 290. .517 



35813 
73821 
331 

OJ990428_06 . 9A08 . C54 . ol . gs 

331 

none 

331. .649 



Seq. ID OJ990428_06.9A08.C54 
Strand 

End 64 9 

Method GENSCAN 

End 649 

Score .71 



35814 
73822 
1 

OJ9904 28_06. 9A08 .C55.ol.np 
1 

5295971 
1..69, 757... 1004 

(AB026295) EST D24315 (R1718 ). corresponds . to a region of the 
„pxe4i£fcS&.J9£ae,. J„$jjnjJ^a.r,- JCpfe.a,c.QP„ J3.NA--. fp^..r.etr^ir.al-like^ 
_tr,ansposoxuXnt a-.91,iX13JJ7J...--LQx.yza 1 .satlvaJ ; ..,._._ 



Seq. ID OJ990428_06.9A08.C55 

Strand + 

End 1004 

Method AAT/NAP 

End 1004 

Score 219 



35814 




Seq. ID 


OJ990428 


_06. 9A08 


73822 




Strand 


+ 




1 




End 


1004 




OJ990428 06. 9A08.C55.ol, 


.gs 


Method 


GENSCAN 




669 




End 


876 




none 




Score 


.91 




669. .876 










35814 




Seq. ID 


OJ990428 


_06.9A08 


73822 




Strand 


+ 




1 




End 


1004 




OJ990428 06.9A08.C55.ol, 


. tm 


Method 


TBLASTX: 


Maize 


757 




5nd 


1000 




none 




Score 


218 




757. . 963, 759. . 953, 760, 


. .954, 


959. .1000 




35814 




Seq. ID 


OJ990428 


_06. 9A08 


73822 




Strand 


+ 




1 




End 


1004 




OJ990428. 06. 9A08 .C55.ol\ 


, ts 


Method 


TBLASTX: 


Soybean 


'757. . .. '.. .. 




End 


.963 . * ■ 




none 




Score 


196 




"757. ;963, 766. .954, 777. 


. . 959 








35815 




' Seq. ID 


OJ990428 


_06. 9A08 


73823 




Strand 


+ 




42 




End 


154 




OJ990428 06.9A08.C56.ol. 


gp 


Method 


AAT/GAP 




42 




End 


154 




uC-osflcyp033a04bl 




Score 


161 





42. . 154 

1 601 684 5 /dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomi 
DNA, chromosome 1, clone : P0711E10 1 



35557 



Seq. No. 35815 Seq. ID 

Gene No. 73824 Strand 

Start 7 90 End 

Name ' fl:i -'- l OJ990428_06 . 9A08 . C56 . ol . gs Method 

Start 790 End 

GI none Score 

Exons 790.. 1040 



OJ990428_06.9A08.C56 

1040 
GENSCAN 
1040 
.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35816 
73825 
1 

OJ990428_06. 
1 

6498441 
1..141, 328. 



9A08.C57.ol.np 



, 636 



Seq. ID 

Strand 

End r 

Method 

End 

Score 



OJ990428_06.9A08.C57 
636 

AAT/NAP 

636 

411 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

at art...,. 
Name 
Start 
GI 

Exons 



35816 

,7,3-82.5.,; ;„ 



Seq. ID OJ9904;28_06..9A08.C57. 
.._Strand_ ...... 



1 ... End , 

OJ990428_06 . 9A08 . C57 .pi . tw Method 
4 9 End 
none Score 

49. .159, 53. .148, 202. .363, 215. .436, 



. .63,6. ..„.„_, 
TBLASTX: Wheat 
456 
42 

232. .456 



Seq. No. 35817 Seq. ID 

Gene No. 73826 Strand 

Start 80 End 

Name OJ990428_06 . 9A08 . C60 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 149 



OJ990428_06.9A08.C60 
149 

GENSCAN 

149 

.95 



Seq. No.- 35818 

Gene No. 73827 

Start 1 

N ame 0 J 9 9 0 4 2 8 _0 6 . 9 AO 8 . C 6 2 . o 1 . gp 

Start 1 

GI 3760640 

Exons 1 . . 62 

GI -Descrip.- 4 17 6420/db j | BAA37167 | ^. Oe-ll 
' [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_06.9A08.C62 
62 

AAT/GAP 

62 

96 



(AB008097) cytochrome P450 



Seq. No. 35819 ' Seq. ID OJ990428_06.9A08.C64 

Gene No. 73828 Strand 

Start 1 -£nd 47 9 

Name OJ990428_06 . 9A08 . C64 . ol . np Method AAT/NAP 

Start 1 End 479 

GI 5295971 Score 273 

Exons 1..62, 168.. 479 

GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



35558 



Seq. No. 35819 

Gene No. 73828 

Start 1 

Name OJ9904 28__06 . 9A08 . C64 . bl . gs 

Start 153 

GI none 

Exons 153.. 316 



Seq. ID OJ990428_06.9A08.C64 
Strand 

End 479 

Method GENSCAN 

End 316 

Score .58 



Seq. No. 35820 
Gene No. 73829 
Start 1 

Name • OJ990428_06 . 9A08 . C65 . ol . np 

Start 1 
GI 5295971 
Exons 1 . . 540 

GI Descrip. (AB026295) EST D2 4 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ990428__06.9A08.C65 

Strand 

End 540 

Method AAT/NAP 

End 540 

Score 309 



Seq. No. 

Gene. No. 
.Start... 
„N.ame . 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35820 

73829 ' . ... 

1, J. , .„.; _ „. , 

. OJ9.9042.8^0.6.. 9A0.8....C6.5 ..ol ..tm 
129 •• 
none 



Seq. ID OJ990428_06.9A08.C65 

Strand . - ... 

End_ 54 0 ; „ 

.-Method . . TBLASTX.: Malz.e, 

End 473 
Score 127 



129. .467, 136. .372, 171. .410, 395. .472, 396. .473 



35821 
73830 
1 

OJ9904 08_01. 9A05.Cl.o2.np 
1 

6721517 
1..134, 1598. .1869 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. ID OJ990408_01. 9A05.C1 
Strand 

End 1869 

Method AAT/NAP 

End 1869 

Score 200 



35821 
73830 
1 

OJ9904 08_01. 9A05.Cl.ol.gs 

594 

none 

594.. 1805 



Seq. ID OJ990408_01. 9A05.C1 
Strand 

End 1869 

Method GENSCAN 

End 1805 

Score .85 



Seq. No. ' .35821 . 

Gene No. 73830 

Start 1 

Name OJ990408_01 . 9A05 . CI . ol . np 

Start 597 

GI 4680179 

Exons 597.. 1632, 1809.. 1869 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID .OJ9904.08_01.9A05. CI 
Strand 

End 1869 

Method AAT/NAP 

End 1869 

Score 1424 



Seq. No. 35821 

Gene No. 73830 

Start 1 

Name OJ990408 01 . 9A05 . CI . o2 . tw 



Seq. ID OJ990408JD1. 9A05.C1 
Strand 

End 1869 

Method TBLASTX : Wheat 



35559 
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Seq. No. 


35821 


Seq. ID 


OJ990408JD1.9A05 


.CI 


Gene No. 


73830 


Strand 






Of a yf 


1 


End 


lOO? 




Name 


OJ990408 01.9A05.Cl.ol.tm 


Method 


i uLitAo i a . L v jax ze 






822 


End 






CI T 


none 


Score 


1 90 
± Z U 




Exons 


822. .1262,- 837. .1100, 838. .1263, 1260.. 


14 91 1 9 £7 1 41 "5 




Seq. No. 


35821 


Seq. ID 


OJ990408_01.*9A05 


.CI 


Gene No. 


73830 


Strand 






Of- -a r f 


1 


End 


X 0 D _? 




Name 


OJ990408 01.9A05.Cl.ol.tw 


Method 


1 tDLin.0 1 A • Wiled L 




O Lai L 


975 


End 


1 SQR 

± D y D 






none 


Score 


9 Q9 

Z Z7Z 




Exons 


975. .1595, 976. .1545 








Seq. No. 


35821 


Seq.. ID. 


OJ990408J)!. 9A05 


.CI 


jSene.JSio.. _ 


_7 3Q3Q „, 


. St.rand _ 










..End.,..;...;. 




'■ — ~ ~- 


Name 


OJ990408 01.9A05.Cl-.o2..tm . 


Method 


l t5XjH.o i a . LYiai ze 




Of a 

o Lai L 


1422 


End 


1 J7D 




flT 


none 
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Q4 




Exons 


1422.. 1595, 1425.. 1589, 1450., 


.1596 






o e q . in o . 


35822 


Seq. ID 


nTQQH/inp ni qzior 


. L,Z 


Gene No. 


73831 


Strand 


+ ~~ 




Start 


1244 


End 


6293 




LN aiLLtr 


OJ990408 01.9A05.C2.o3.np 


Method 


aaT /map 




uLdXt 


1244 


End 








4680.186 


Score 


jDj 




Exons 


1244. .1286, 5206.. 5254, 6093'.. 


.6293 






Val UcbLI ip . 


(AF111709) unknown [Oryza sativa subsp. 


lnuica J 




OcL]. IN U . 


35822 


Seq. ID 




. ^Z 


Gene No. 


73832 


Strand 






Start 


1 


End 


6226 






OJ990408 01.9A05.C2.ol.np 


Method 


AAT/NAP 




Cf a y-f- 


1. 


End 


3897 




O -L 


468017.9 


Score 


4520 • 




. Exons 


1. .2781, 2815. .3897 








CI T Ha n /i v i T-v 

.cl .UcbLIip. 


(AF111709)- polyprotein. [Oryza 


sativa .subsp. indica] 




Seq. No.' 


35822 


Seq. ID 


OJ990408._01.9A05 


.C2 


Gene No. 


73832 


Strand 






O Lei I. L 


1 


End 


6226 




Name 


OJ990408 01.9A05.C2.o4.tw 


Method 


TBLASTX: Wheat 




Of--, r-4- 


1 


End 


385 




GI 


none 


Score 


239 




Exons 


1..378, 1...384, 5. .385, 8. .385 






Seq.' No. 


35822 


Seq. ID 


OJ990408_01.9A05 


.C2 


Gene No. 


73832 


Strand 






Start 


1 


End 


6226 





35560 
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O.TQ9040R m QAOS P9 ol rrc; 


L"lc L I IvJU 




O Lai t 


11 _ 


FnH 

CjL ILI 


61 9ft 
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11 " ^RQ7 419^ 41S1 41Q0 

XX. • y 1 f 4 it. J . . T i Ji f T i • ■ 


4QSS 60S7 


61 09. 


Seq. No. 


35822 


Seq. ID 


OJ990408_01. 9A05 


Gene No. 


73832 


Strand 




c-|- = r -|- 




FnH 


&00& 
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O.T9Q040ft 01 QAOS P9 nO tm 

\JUyy\J*±\J\J V/ X • ?nU J • V^-^. « L> ei. * LIU 


Mo i* V*i oH 


TRT A QTY • Ma i -to 
1 DLifio 1 A . lYIci X £ tr 


O Lai I 


109 — 

X \J y 


Hi i ILL 


4 9 f\ 


vJJ J. 
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Score 


7 ^ 


F von <5 


109 496 114 9Q6 IIS 414 


1 S S 4 1 s 

f iJJ . . 4 ij 


^4 S 4 1 Q 


Seq. No. 


35822 


Seq. ID 


OJ990408_01. 9A05 


Gene No. 


73832 


Strand 




Start 


1 


End 


6226 


Name 


OJ99040R 01 QAOS P9 n9 t ^ 


Mot - hnH 

I JC L 11UU 


TRT flQTY • CJnwhpan 
i Diino 1A • ouyjjccm 
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^4 ^ _ 


FnH 
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(IT 


1 1L>1 1 tJ 


Score 


1 S^ 
iJJ 




^4^ 60^ "344 SQft 






Seg,.... No. „ 


... ,.3.5822 „ w 


_jSj5q._I,D ; .„ 


. .0 J.9 aD„4 0.8^0 1 ... 9A£L5, 


Gene^No,. . „ 


73832..,.. 


.....S,tr.and.._ 




u Lai. L 


1 ... 

X 


FnH 
HjL iLi 


£>90& 


Mam o 


O.TQQ040PI 01 QAOS CO ol I- o 
kju y y\j h v o ui. yt\\j d . ox . ll 




1 OXjiiO 1A . lyiess 


O LcLX L 
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FnH 


6R 4 


PT 
\J X 


none 


Score 


ft S 




"367 S10 "36ft SOft SI 1 6ft4 






Seq. No. 


35822 


Seq. ID 


OJ990408_01.9A05 


Gene No. 


73832 


Strand 




Start 




FnH 




Ln CtllLt; 


O.7QQ0408 01 QAOS P9 ol -hur 


\A /-n 4- V* 

L*ie tnou 


TRT QQTY • TATKoa +- 


O Lai L 


?Q1 ~~ 

O _7 X 


FnH 




GI 


I iui ic 


Score 


^^ft 

J JO 


F. v o n c: 


"391 Q6Q ^Q9 QSft 






Seq. No'. 


35822 


Seq. ID 


OJ990408_01.9A05 


Gene No. 


73832 


Strand 




Start 




FnH 


69 9 6 


Name 


0.7990408 01 QAOS CO o4 1-m 

UU^^UIUO VJX ■ ZftWJ *J . L.il • L> . LUl 


i v Jcr UIlULl 


TRT ACJTY • Ma -i ■rfi 
i oXji-iO 1 A . L v Jd X ^ ti 


Start 


497 ~~ 


FnH 


7 4 1 ■ • - 


GI 


n on o 


Score 


107 




477 -741 49R 6?1 449 7-1 7 






Seq. No. 


35822 


Seq. ID 


OJ990408_01. 9A05 


Gene No. 


73832 


Strand 




Start 


1 


End 


69 9 6 


Mo mo 

L\CU,UG -j 


OJ990408 01. 9A05.C2 .ol.tm 


Method 


TPT ZiQTY • Ma i -7 a 

1 jdLjH.o 1 a . ixia lze 


u Lai L 


949 


End 


1 01 9 


ot 

ui 


none 


Score 


1 0 u 


Exons 


949. .1311, 958. .1311, 962. .1312 




Seq. No. 


35822 


Seq. ID 


OJ990408_01. 9A05 


Gene No. • 


73832 


Strand 




Start 


1 


End 


6226 


Name 


OJ990408 01.9A05.C2.o2.tw 


Method 


TBLASTX: Wheat 



35561 




Start 


970 








End 


1 ^ft ^ 

-L J Q J 


GI 


none 








Score 


335 


Exons 


970 . . 1383, 


971 . . 


1351 








Seq. No. 


35822 








Seq. ID 


OJ990408_01.9A05.C2 


Gene No. 


73832 








Strand 




Start 


1 








End 


6226 


Name 


OJ990408 01 


. 9 AO 5 


. C2 . o3 , 


. ts 


t" h oH 


TRT.A9TX * ^nuhpan 


Start 


1132 ~~ 








End 


1377 


GI 


none 








Score 


66 


Exons 


1132 . . 1377, 


1232 


. . 1360 








Seq. No. 


35822 








Seq. ID 


OJ990408_01. 9A05.C2 


Gene No. 


73832 








Strand 




Start 


1 








End 


6226 


Name 


OJ990408 01 


. 9A05 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1348 ~~ 








End 


1848 


GI 


none 








Score 


50 


Exons 


1348 . . 1662, 


1391 


. .1441, 


1469. 


.1522, 1669. .1848, 1694. .1840 


Seq. No. 


35822 








Seq. ID 


OJ990408_01.9A05.C2 


Gene_Np..._ / 


7 3.832_. 




— 





..^tr.and_ 




Start 


1 








.End...., 


62 26 r.Tzizr"v™™* 


Name 


OJ9 904 08 01 


# 9 AO 5 


. C2 . o5 . 


tw 


Methg.d 


TBLASTX: Wheat " 


Start 


1384 ~~ 








End "' 


1686 


GI 


none 








Score 


267 


Exons 


1384 1686. 


14 00 


1684, 


1605 . 


.1685 




Seq. No. 


35822 








Seq. ID 


OJ990408_01.9A05.C2 


Gene No. 


73832 








Strand 




Start 


1 








End 


6226 


Name 


OJ990408 01 


. 9 AO 5 


. C2 . ol . 




Method 


TBLASTX; Soybean 


Start 


1399 ~~ 








End 


1794 


GI 


none 








Score 


199 


Exons 


1399 1758- 


1400 


1690, 


1718 . 


.1756, 1762. .1794, 1763. .1792 


Seq. No. 


35822 








Seq. ID 


OJ990408_01.9A05.C2 


Gene No. 


73832 








Strand 




Start 


1 








End 


6226 


Name 


OJ990408 01 


. 9A05 


. C2 . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1735 ~~ 








End 


2217 


GI 


none 








Score 


22 9 


Exons 


1735 2112, 


1778 


. .2113, 


2167 . 


.2217 




Seq. No. 


35822 








Seq. ID 


OJ990408j01.9A05.C2 


Gene No. 


73832 








Strand 




Start 


■ i ' ■ 








End 


6226 


Name 


OJ990408 01 


.'9A05 


. C2 . o2 . 




Method 


TBLASTX: Cress 


Start 


1771 ~~ 








End 


2088 


GI 


none 








Score 


180 


R von ^ 


1771 9088 












Seq. No. 


35822 








Seq. ID 


OJ990408_01. 9A05.C2 


Gene No. 


73832 








Strand 




Start 


1 








End 


6226 


Name 


OJ990408 01, 


. 9A05. 


■C2.o5. 


tm 


Method 


TBLASTX : Maize 


Start 


1916 








End 


2205 



35562 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1916. .2107, 1918. .2109, 1918. .2205 



137 



35822 
73832 
1 

OJ990408_01.9A05.C2.o7.tw 

2386 

none 



Seq. ID OJ990408_01. 9A05.C2 
Strand 

End 6226 

Method TBLASTX : Wheat 

End 2754 

Score 69 



2386. .2499, 2387. .2500, 2545. .2754, 2546. .2698 



35822 
73832 
1 

OJ9904 08_01. 9A05-.C2.o7 . tm 

2437 

none 

2437. .2760 



Seq. ID OJ990408_01. 9A05.C2 
Strand 

End 6226 

Method TBLASTX : Mai ze 

•End 2760 

Score 182 



Seq. No. 
Gene No. 

,.atarj:_ 
..Name.,,., . 
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GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 

Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



35822 
. 73832 

>lbja9.04.68^ 
3073 
none 

3073.. 3423, 3230.. 3424 

35822 
73832 
1 

OJ990408_01.9A05.C2.o6.tm 

3118 

none 

3118. .3423, 3293. .3409 



Seq. ID OJ990408_01. 9A05..C2 
Strand 

m . 6226 



_ w End_. 



..Method _ .TBLASTX :.Wh.ejcLt 



End 
Score 



3424 
112 



Seq. ID OJ990408_01. 9A05.C2 
Strand 

End 6226 

Method TBLASTX : Mai ze 

End 3423 

Score 90 



35822 
73832 
1 

OJ9904 08_01 . 9A05 . C2 . o2 . np 
3137 
4512231 

3137 ...3174, 4386.. 4954 . * 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990408_01.9A05.C2 
Strand 

6226 
AAT/NAP 
4954 
140 



End 

Method 

End 

Score 



35822 
73832 
1 

OJ9904 08_01.9A05.C2.o8.tw 

3458 
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Seq. ID OJ990408_01. 9A05..C2 
Strand 

End ' 6226 

Method TBLASTX: Wheat 

End 3717 

•Score 117 



3458. .3655, 3460. .3657, 3670. .3717 



35822 
73832 
1 ■ 

OJ990408_01 . 9A05 . C2 . ol . gp 
5844 



Seq. ID OJ990408_01. 9A05.C2 
Strand 
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Method AAT/GAP 

End 6226 
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1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e 


j .? \JLyzci saLiva genomic 




DNA, chromosome 1, clone: 


P0711E10' 
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+ 


u Lai L 


254 


End 1 




Name 
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Score 
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I? von c 


308. .490, 340. .483 






Seq. No. 


35823 


Seq. ID 


OJ990408_01. 9A05.C3 


Gene No. 


73833 


Strand 


+ 


Start 


254 


End 


901 9 

Z, VJ J. Z. 


Name 


riTQQn/i no ni g 7\ n c: oo — a f t t 


Method 


TRT flCTY* TA7 n oaf 


Of a r f 


308 


End 


A QO 

*± yu 


(IT 


none 
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Seq. No. 
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Seq. ID 
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Gene No. 
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Strand 
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Cf arf 
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Strand 
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Cf a r f 


254 


End 


9 019 
z u x z 


Name 


OJ990408 01. 9A05.C3.ol.tc 


Method 


i dLi/Io i a . or e s s 


Cf a r-f 


755 


End 


i riQi 
lUol 


GI 


none 


Score 


90 


Exons 


755. .937, 938. .1081, 949. 


1080 




Seq. No. 


35823 


Seq. ID 


OJ990408_01 . 9A05 . C3 


Gene No. 


73833 


Strand 


+ 


Start 


254 


End 


2012 



35564 







L v Jc L 11 OCX 


TI3T ZiQTV • C /-^ t aKq ra r~\ 

i dxj/\o i a . ooyucan 






R4 S _ 


£jXlLi 


1 1 OR 








OLOIc 








ft4^ 11 OS RSfi 1104 








Seq. No. 


35823 


Seq. ID 


OJ990408_01.9A05 


.C3 


Gene No. 


73833 


Strand 


+ 




Cf art- 


254 


End 


901 0 

VJ X z. 






OJ990408 01.9A05.C3.o2.tm 


Method 


TRT QCJTY • Ma i -70 




O L Cl X L- 


903 


End 


1 1 QS 




LD X 


none 


Score 


1 1 R 

X X 0 






903. .1190, 903. .1106, 904. .1191, 905.. 


1 1 QR 




Seq. No. 


35823 


Seq. ID 


OJ990408JD1. 9A05 


.C3 


Gene No. 


73833 


Strand 


+ 




Start 


254 


End 


2012 




IN OHtC 


OJ990408 01.9A05.C3.ol.tw 


Method 


TBLASTX: Wheat 




OLal L 


i o 

X U D 4 


End 


1690 






none 


Score 


712 




DAUl ID 


1064. .1690, 1123. .1569 








_Se.q ,_SQ ,._ 


_3A8J2.3_ ; _ . 


.™Se.q.,._. I.D 


_ QuT9 9A4J18„au 9 : AQ 5^£3- 


Gene . No ._' „ 


™7 38.3.3 _ , .v ..J 


.-..JStrarxd...,, 






u Lai L 


-254 


End . 


2012- 




Name 


OJ990408 01.9A05.C3.ol.tm 


Method 


TBLASTX: Maize 




O Lai L 


1243 


End 


1828 




O JL 


none 


Score 


229 




IT v Tl Q 


1243. .1398, 1244. .1405, 1402 


..1566, 1403. .1828, 1642 - . IE 


327 


Seq. No. 


35823 


Seq. ID 


OJ990408_01. 9A05 


C3 


Gene No. 


73833 


Strand 


+ 




Start 


254 


End 


2012 




LN CllUt; 


OJ990408 01.9A05.C3.o3.tw 


Method 


TBLASTX: Wheat 




OLal L 


1690 


End 


2002 




\j x 


none 


Score 


315 




rynn q 

LiAUl lo 


1690. .1971, 1691. .1972, 1841 


. .2002 








35824 


Seq. ID 


OJ990408_01. 9A05. 


C4 


Gene No. 


73834 


Strand 






Start 


1 


End 


1074 




Name 


OJ990408 01.9A05.C4.ol.np 


Method 


AAT/NAP 




O L a. X L 


1 


End 


1074 






5852179 


Score 


/256 




r_i L' 1 1 o 


1. .36, 518. .756, 829. .10.74 - 








W X L/ C o L- X ■ 


(AL117265). zhb0009.1 [Oryza 


sativa] 


* 




Seq. No. 


3582'4 ' " *"" * ■ 


Seq. ID 


OJ990408J)1. 9A05. 


C4 


Gene No. 


. 73834 


Strand 






OL.QI L 


1 


End 


1074 




Name 


OJ990408 01.9A05.C4.ol.gs 


Method 


GEN SCAN 




OLdl L 


236 


End 


948 




GI 


none 


Score 


.55 . 




Exons 


236. .353, 518. . 948 








Seq. No. 


35825 


Seq. ID 


OJ990408_01. 9A05. 


C5 


Gene No. 


73835 


Strand 






Start 


1710 


End 


1807 





35565 




Name 


OJ990408 01 . 9A05.C5.ol .gs 


Method 


GEN SCAN 

V*J J—J LwJ Willi 




Start 


1710 ~~ 


End 


1807 




GI 


none 


Score 


. 6 




Exons 


1710. . 1807 








Seq. No. 


35826 


Seq. ID 


OJ990408 


_01. 9A05.C6 


Gene No. 


73836 


Strand 






Start 


632 


End 


1093 




Name 


OJ990408 01. 9A05.C6.ol .gs 


Method 


GENSCAN 




Start 


632 ~~ 


End 


1075 




GI 


none 


Score 


.96 




Exons 


632 . . 1075 








Seq. No. 


35826 


Seq. ID 


OJ9904 08 


01 9A0S P6 


Gene No. 


73836 


Strand 






Start 


632 


End 


1093 




Name 


OJ990408 01. 9A05.C6.ol .np 


Method 


AAT/NAP 




Start 


635 ~~ 


End 


1093 




GI 


4680179 


Score 


666 




Exons 


635 . . 1093 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


.S'eq.._No-.^-L:-. 




.Se.q ._I.D, 


y.OJ 93 04jQ8 


^01...9AQ.5,..C6 


Gene No. 


73836 


Strand 






Start 


632 


End 


1093 




Name 


OJ990408 01.9A05.C6.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


680 


End 


1093 




GI 


none 


Score 


81 




Exons 


680. .1093, 701. .862, 732. .1082 






Seq. No. 


35826 


Seq. ID 


OJ990408 


_01. 9A05.C6 


Gene No. 


73836 


Strand 






Start 


632 


End 


1093 




Name 


OJ990408 01.9A05.C6.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


776 


End 


1036 




GI 


none 


Score 


140 




Exons 


776. .1036, 795. .1025 








Seq. No. 


35827 


Seq. ID 


OJ990408 


_01.9A05.C7 


Gene No. 


73837 


Strand 


+ 




Start 


1091 


End 


1299 




Name 


OJ990408 01.9A05.C7.o2.gp 


Method 


AAT/GAP 




Start - 


1091 


End . - ' 


1299 




GI 


uC-osflcyp033a04bl - - • ■ 


Score ■ 


36.4 




Exons 


1Q91...1299 ... 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza . 


satiya genomic 




DNA, chromosome ■ 1, clone : P0711E10 ' " 






Sea No 


35827 


Seq. ID 


OJ990408 


_01.9A05.C7 


Gene No. 


73838 


Strand 






Start 


1 


End 


346 




Name 


OJ990408 01. 9A05.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


346 




GI 


5852180 


Score 


287 




Exons 


1..171, 223. .346 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 







35566 




Spa No 


35827 


Seq. ID 


\J\J y ^ U T V U 


01 


. 9A05 , 


, C7 


Gene No. 


73839 


Strand 










Start 


1024 


End 


1393 








Name 


OJ990408 01 9A05 C7 o2 no 


Mph hod 


AAT /NAP 








Start 


1024 ~ 


End 


1393 








GI 


4680186 


Score 


330 










1024 1224 1377 1393 












VJJ -L. i*/ w w V#f J- -J- k-/ * 


(AF111709) unknown fOrvza 




i nd \ Cri 1 








Seq. No. 


35828 


Seq, ID 


OJ990408 


_01, 


. 9A05, 


,C8 


Gene No. 


73840 


Strand 


+ 








Start 


75 


End 


160 








Name 


OJ99040R 01 9A0S PR nl a<^ 


Mo t* Vi nH 










Start 


75 _ 


End 


160 








GI 


none 


Score 


. 8 








Exons 


75. . 160 












Seq. No. 


35829 


■ Seq. ID 


OJ990408 




. 9A05. 


,C9 


Gene No. 


73841 


Strand 


+ 








Start 


572 


End 


1362 








Name 


OJ9Q040R 01 9AfiS P9 nl a<=; 


L ie L. i i W^wl 










, O L- CI X .Jr.™- ™* - v -»~-*w-»< 


572 _ 


FhH 


1360 


— -" 






GI 


none ■ * 


^5 co re 


93 








ill AUl 1 0 


572 1360 














35829 


q pn to 

O C ^ • XL/ 


O.T9Q04 OR 


01 






Gene No. 


73841 


Strand 










Start 


572 


End 


1362 








Name 


OJ990408 01.9A05.C9.ol.np 


Method 


AAT /NAP 








Start 


572 


End 


1 ^6? 








GI 


4512231 


Score 


1257 








Rynnq 


572. .1362 












VJ -X !_/ ^ O I** -1- -1- k-^ . 


(AB014741) ORF0 protein [Oryza sativa] 










Sea No 


35830 


Seq. ID 


Z/ Z? \J ^1 \J O 


m 




n n 


Gene No. 


73842 


Strand 


+ 








Start 


1 


• End 


249 






- 


Name 


OJ9904 0B 01.9A05.C10.ol.np 


Method 


AAT /NAP 








Start 


1 


End 


24 9 

c+ Tt _? 








GI 


4512231 


Score 


31 S 

O X J 








Fx on *5 


1..249 












GT Dp qprin 


(AB014741) ORF0 protein [Oryza sativa] 










Seq. No.- 


35830 


. : Seq. ID 


OJ990408_ 


_01. 


9A05. 


C10 


Gene No. 


.73842 . 


'Strand /" 


+ 








Start 


1 , 


End 


94 Q 








Name 


OJ'99'0408 01.9A05.C10.ol'.gs 


Method 


VjJ Ej LN O Vw'rtLN 








Start 


7 4 


End 


94 7 








GI 


none 


Score 


QR 








F, von 


74 . .247 












Seq. No. 


35830 


Seq. ID 


OJ990408_ 


_01. 


9A05. 


C10 


Gene No. 


73843 


Strand 


+ 








Start 


525 


End 


1770 








Name 


OJ990408 01.9A05.C10.o2.np 


Method 


AAT /NAP 








Start 


481 


End 


1770 








GI 


4680179 


Score 


987 









35567 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



481. . 1770 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



35830 
73843 
525 

OJ990408_01 . 9A05 . CIO . o2 . gs 

525 

none 

525. .1541 



Seq. ID OJ990408_01. 9A05. 

Strand + 

End 1770 

Method GENSCAN 

End 1541 

Score .95 



CIO 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

Name, 
Start 
GI 

Exons 



35830 
73843 
525 

OJ9904 08_01 . 9A05 . CIO . o2 . tw 

692 

none 

692. .889, 693. .890 
35830 

73843 . 



Seq. ID OJ990408_01.9A05.C10 

Strand + 

End 1770 

Method TBLASTX : Wheat 

End 890 

Score 214 



Seq. ID OJ990408_01.9A05.C10 

Strand + ... 
JEnd _ ™m6_^, v 



..... .OJ.99.a4 08 . J)J..9A0A.CLQ_.oa.tm,_ Method. IBLASIX,:.Malze.. 



942 ■ 
none 

942. .1247 



End 
Score 



1247 
243 



Seq. No. 35830 

Gene No. 73843 

Start 525 

Name OJ9904 08_01. 9A05 . C10 . ol . tw 

Start 942 

GI none 

Exons 942.. 1292, 1032.. 1136 

Seq. No. 35830 

Gene No. 7384 3 

Start 525 

Name OJ990408_01 . 9A05 . C10 . o3 . tw 
Start * 1458 

GI none 
Exons 



Seq. ID OJ990408_01.9A05, 

Strand + 

End 1770 

Method TBLASTX : Wheat 

End 1292 

Score 319 



Seq. ID OJ990408_01.9A05. 

Strand + 

End 1770 

Method TBLASTX : Wheat 

End 1709 

Score 66 



C10 



C10 



1458. .1517, 1475. .1513, 1566. ..1709, 1625. .1708 



Seq. No. > 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



35831 . ■. - . 

73844 ... 
1 ... 
OJ990408_01 . 9A05 . C13 . ol /rip 
1 

2586082 
1..1047 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID -OJ.9904 0-8_.01-. 9A05\ 

Strand . .+ '"-." 
End 1047 
Method AAT/NAP 
End 1047 
Score, 1326 ' 



C13 



35831 

73844- 

1 

OJ9904 08_01 . 9A05 . C13 . ol . tc 
2 



Seq. ID OJ990408_01.9A05. 

Strand + 

End 1047 

Method TBLASTX: Cress 

End 262 



C13 



35568 



GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

J3ej}e_ No ,. 

JStar.t. 

Name 

Start 

GI 

Exons 

Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" - 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 292 

2. .262, 7. .261 



35831 
73844 
1 

OJ9904 08_01. 9A05.C13.ol.ts 

2 

5509260 

2. .274, 13. .162, 202. .273, 



Seq. ID OJ990408_01.9A05.C13 

Strand + 

End 1047 

Method TBLASTX : Soybean 

End 373 

Score 241 
277. .345, 278.-. 373 



35831 
73844 
1 

OJ990408_01.9A05.C13.o2.tw 
44 

none 

44. .271, 61. .138, 196. .267, 



Seq. ID OJ990408 01.9A05.C13 



Strand 
End 

Method 
End 
Score 
290. .382 



+ 

1047 

TBLASTX: Wheat 

382 

222 



35831 Seq. ID. 

_738ii~.„ ; Str,ari.<i..^ 

1. .. _ .End 

OJ990408_01.9A05.C13.o2.tm Method 

17 6 End 

none Score 
176. .271, 287. .583 



OJ9904 08_01.9AO5.C13. 

. +„ _ _ _ ; _ ^ ^ . , 

TBLASTX: Maize 

583 

109 



35831 Seq. ID OJ9904 08_01.9A05.C13 

73844 Strand + 

1 End 1047 

OJ9904 08_01 . 9A05 . C13 . ol . tw Method TBLASTX : Wheat 

551 End 988 

none Score - 447 

551. . 988, 613. .987 

35831 ' Seq. ID OJ990408_01.9A05.C13 

73844 Strand + 

1 End 1047 ■ 

OJ9904 08_01 . 9A05 . C13 . ol . tm Method TBLASTX : Maize 

593 End 1045 

none Score 96 

593. .742, - 73.1. .1045 . 

35831 Seq.. ID OJ990408_01.9A05 .C13 

73844 Strand * + ' . 

1* End * ' "1047- • . ' ' 

OJ990408_01 . 9A05 . C13 . o2 . ts Method TBLASTX : Soybean 

731 , End 1045 

none Score 2 90 



731.. 1045, 832. .909 



35832 
73845 
433 

OJ990408_01.9A05.C14 .ol.gs 
433 



Seq. ID OJ990408_01.9A05.C14 

Strand + 

End 1633 

Method GENSCAN 

End 1633 



35569 



\J X 


none 












F von 


433 549 1613 1633 












Seq. No. 


35832 


Seq. ID 


OJ990408 


_01 


. 9A05 


.C14 


Gene No. 


73846 


Strand 










Start 


1696 


End 


1970 








In GUIC 


n.T99040R m 9aos ci4 n? 


M^"h h oH 










O Lai. L 


1 fiQfi ~~ 
x u _? u 


FnH 


1 970 








\J -L 


I lUilC 




1 1 
• f X 








IZj A. 1 1 O 


1696 1970 












O C ^ • in ^ . 


35833 


Seq. ID 


O.T9904 OR 


01 

VJ X 


QAOS 




Gene No. 


73847 


Strand 


+ 








Start 


1 


End 


9046 








Name 


OJ990408 01.9A05.C15.o3.np 


Method 


AAT /NAP 








Start 


1 


End 


9046 










5852180 


Score 


J *i X 








C 1 vnn c 


1..121, 7542. .7627, 8673. .9046 










CZ T Pj^qotio 

\_J X UC O >> ■ ±- J- l_/ • 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


35833 


Seq. ID 


OJ9.90408 


_01 


9A05 


.CIS 


Gene_N.Q 


..7 384 7_ ...... 


_StrancL. 






^ 





Start ^ _ 




_End_ . . 


9046 




.... .. „ 




Name 


OJ990408 01. 9A05.C15.ol.gs 


Method 


Vj Hi IN O v_»rt.LN 








O L- dX L- 


193 


End 


4 9 7 










none 


Score 


QR 








Ej AUll O 


193. .427 












O Cl^ . IN U . 


35833 


Seq. ID 


O.TQQ04 OR 


0 1 
u x < 






Gene No . 


73847 


Strand 


+ 








Start 


1 


End 


9046 








Name 


OJ990408 01. 9A05.C15.o2.gp 


Method 


AAT /GAP 








Start 


1199 


End 


1631 








GI 


2428185 


" Score 


564 








Exons 


1199. .1631 












GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza 


sativa 





Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35833 Seq. ID 

73847 Strand 
1 End 
OJ9904 08_01. 9A05.C15.o3.gp Method 
2162 " - . - . ■ End 

61605_1 .R1084 . Score 

■ 2162-. ,2436. . ■ : '. ' • . 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza, sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990408_01.9A05.C15 
+ 

9046 
AAT /GAP 

2436 * 
464 



35833 - f Seq. ID 

73848 Strand 

9803 End 

OJ9904 08_01. 9A05.C15.o4 . np Method 

9803 End 

4680179 Score 
9803. . 10654 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990408_01 . 9A05 . C15 
+ - 

10654 
AAT /NAP 
10654 
1323 



35570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35833 
73849 
30 

OJ990408_01.9A05.C15.ol.np 

30 

4680179 



Seq. ID OJ990408_01.9A05.C15 

Strand ' - 

End 10294 

Method ■ AAT/NAP 

End 6041 

Score 3385 



30. .51, 2437. .4399, 4427. .5376, 5938. .6041 
(AF111709) polyprotein [Oryza sativa subsp. indica] 



35833 
73849 
30 

OJ990408_01 . 9A05 . C15 . ol . tm 

2576 

none 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX : Mai ze 

End 2929 

Score 4 9 



2576. .2929, 2583. .2615, 2591. .2923, 2661. .2924 



Seq. No. 35833 
Gene No. 73849 
Start 30 

Name OJ990408_01 . 9A05 . C15 . ol . tw 

St,ari _ ..,257j6..^.^. r ....;_ 

t GI„._ .none. P „ 

Exons 2576.. 2926, 2576.. 3001, 2583 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method . TBLASTX: Wheat . 

.w-_End__ ..3-Q.0,2^__. m ^. ..,„. „ 

.... _S,core._ 24 5. ^ _ 

3002 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name OJ990408_01 . 9A05 . C15 . o3 . ts 

Start 2747 

GI none 

Exons 2747.. 2995 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX : Soybean 

End 2995 

Score 207 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name - . OJ9904 08_01 . 9A05 . C15 . o4 . tm 

Start 2931 

GI none 

Exons 2931.. 3191, 2936.. 3268 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX : Maize 

End 3268 

Score 144 



Seq. No. 35833 

Gene No. ' 73849 

Start .30 . • 

Name-. . . OJ990408_01 . 9A05 . C15 ..o2 . gs 

Start 2984 

<5l none 

Exons 2984.. 3564, 3868.. 4134, 4321, 



Seq. ID OJ990408_01.9A05.C15 

Strand - 

"End 10294 

Method',- GEN SCAN . 

End 54 4 0 

Score .65 ' ' ' 

,5440 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name OJ990408_01 . 9A05 . C15 . o5 . tw 

Start 3003 

GI none 
Exons 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method .TBLASTX : Wheat 

End " 3277 

Score 233 



3003.. 3257, 3005.. 3277, 3005.. 3265 



35571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35833 
73849 
30 

OJ990408_01. 

3017 

none 

3017. . 3268, 
3380. .3412, 



9A05.C15.ol. ts 



3027.. 3257, 3074. 
3380. .3412 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX: Soybean 

End 3412 

Score 166 

.3271, 3231.. 3374, 3296.. 3376, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35833 
73849 
30 

OJ990408_01. 

3323 

none 

3323. . 3766, 



9A05.C15.o3.tm 



3332. .3694 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX : Mai ze 

End 3766 

Score 131 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name OJ990408_01 . 9A05 . C15 . o3 . tw 

Start. ... 3.3J5 t 3_. _ „ 

GI ...... .... . ...... ... ..non t e _ . ,,. _ , 

Exons 3353.. 3835, 3395.. 3832, 3546. 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End . 10294 

Method TBLASTX: Wheat 

.End . , v . 38,3.9 : ^ _ _ _ _ 

. Score J . .2.0 6.. . ww „. _ « '.. 

.3839- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35833 
73849 
30 

OJ990408_01. 

3485 

none 

3485. .3799 



9A05.C15.o4 . ts 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX : Soybean 

End 3799 

Score 185 



Seq. No. 
Gene No. 
Start 
Name " • 
Start 
GI 

Exons 



35833 
73849 
30 

OJ990408_01. 

3767 

none 

3767. .3964, 



9A05.C15.o8.tm 



3768. .3917 



Seq. ID OJ990408_01. 9A05. CIS- 
Strand 

End 10294 

Method TBLASTX : Mai ze 

End 3964 

Score 125 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI . 
Exons 



35833 
73849 
. 30 ■ . 
OJ990408_01. 
3968 
none 

39.68. .4321, 



9A05.C15.o7;tw 



4011. .4145 



Seq. ID- OJ990408_01.9A05.C15 

Strand . - 

End . • 10294- 

Method TBLASUX : Wheat ' 

End 4,321 

Score 63 ' ' - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35833 
73849 
30 

OJ990408_01, 
4055 
none ■ 
4055. .4375 



9A05.C15.o7.tm 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX: Maize 

End 4375 

Score 187 



35572 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name OJ9904 08_01 . 9A05 . C15 . 06 . tw 

Start 4676 

GI none 

Exons • 4676.. 5020, 4890.. 5021 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX : Wheat 

End 5021 

Score 63 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name OJ9904 08_01 . 9A05 . C15 . 06 . tm 

Start 4721 

GI none 
Exons 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX: Maize 

End 5020 

Score 47 



4721. .5020, 4722. .4802, 4864. .4902, 4890. .4997 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name . OJ990408_01 . 9A05 . C15 . 08 . tw 

Start 5072 

„GI_, ,.„,, ...none .. ... _ . , 

. Exons., ' .\ .. . 5072 ...5254,,.. 307 3^.5.2 5 2.J '. . * 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX: Wheat 

End 5254 

Score. . 1.30..',. ; . _ . n _ 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name OJ9904 08_01 . 9A05 . C15 . o3 . gs 

Start 5726 

GI none 
Exons 



Seq. ID OJ990408_01.9A05.C15 
Strand 

10294 
GENSCAN 
10160 



End 

Method 
End 
Score 



5726. .6490, 8827. .9067, 10002. .10160 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name OJ990408_01 . 9A05 . C15 . o2 . np 

Start 5729 
GI . 4512229 

Exons 5729.. 6490 

GI Descrip. (AB014740) ORF0 protein [Oryza sativa] 



Seq. ID OJ990408_01.9A05.C15 
Strand 

10294 
AAT/NAP 
6490 
1207 



End. 
Method 
End 
Score 



Seq. No. 35833 . * . 

Gene .No. 73849 

Start . 30 

Name"' - OJ99Q408_01.-9A05.Cr5.o2.tW 

Start 9803 

GI none * ■ " "■ 1 

Exons 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 •. 

Method TBLASTX: Wheat 
. End '10246 
Score *' ' 5 69 



9803. .10246, 9889. .10242, 10016. .10246 



Seq. No. 35833 

Gene No. 73849 

Start 30 

Name OJ990408_01 . 9&05 . C15 . o5 . tm 

Start 9890 - 

GI none ' 
Exons 



Seq. ID OJ990408_01.9A05.C15 
Strand 

End 10294 

Method TBLASTX : Mai ze 

End 10210 

Score 271 



9890. .10210, 10001. .10195, 10006. .10209 



35573 




Seq. No. 


35833 




Seq. ID 


OJ990408_01. 9A05 


.C15 


Gene No. 


73849 




Strand 






Start 


30 




End 


10294 




Name 


OJ990408 01.9A05.C15 


.ol. tc 


Method 


TRT'.A^TX • frpqq 

j. u uriij ±. /\ . \ji _i_ \3 o o 




Start 


9901 




End 


10270 




GI 


none 




Score 


90 




Exons 


9901.. 10116, 9944. . 10126, 10127.. 10270 


10129 10269 




Seq. No. 


35833 




Seq. ID 


OJ990408_01. 9A05, 


.C15 


Gene No. 


73849 




Strand 






Start 


30 




End 


10294 




Name 


OJ990408 01.9A05.C15 


.o2.ts 


Method 


j. i— > unc x /\ • KjKJy kj call 




Start 


10034 




End 


10294 




GI 


none 




Score 


301 




Exons 


10034 . .10294, 10045. 


.10293 








Seq. No. 


35833 




Seq. ID 


OJ990408_01. 9A05. 


.C15 


Gene No. 


73850 




Strand 






Start 


10211 




End 


10639 




Name 


OJ990408 01.9A05.C15 


.o2.tm 


Method 


± lj ±jr\*j x z\ incline 




Start 


.10211 




End 


10528 




GI 


none . , f v _ 


. ... , , . . 


_._Score . 


4 4 9 




Exons 


. .10211. .10.528.,. ...10222.1 


.10524... 






- • -- . 


Seq. No. 


35833 




Seq. ' ID 


OJ990408_01. 9A05. 


.C15 


Gene No. 


73850 




Strand 






Start 


10211 




End 


10639 




Name 


OJ990408 01.9A05.C15 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10253 




End 


10639 




GI 


none 




Score 


496 




Pvnn 


10253. .10639, 10253. 


.10513, 


10258. .10632 




Sea No 


35834 




Seq. ID 


OJ990408_01. 9A05. 




Gene No. 


73851 




Strand 






Start 


1 




End 


132 




Name 


OJ990408 01.9A05.C16 


. ol . np 


Method 


AAT/NAP 




Star-t 


1 




End 


132 




GI 


5852175 




Score 


81 




Exons 


1. . 132 










GI Descrio 


(AL117265) zhb0005. 1 


[Oryza 


sativa] 






Seq. No. 


35835 




- Seq. ID 


OJ990408J31.9A05. 


C17 


Gene No. 


73852 




Strand. 


+ ■ 




Start 


557 . 




* End 


887 ■ ■ 




Name. 


. -OJ990408 01. 9A05.C1^ 


:ol.g.s- - 


Method 


GEN SCAN,- ' ..'..*' .'. 




Start 


557 . 




End 


887 




GI" 


none 




'Score 


. 9 




P,vnn=; 

\y L lij 


557. .887 










Seq. No. 


35835 




Seq. ID 


OJ990408_01.9A05. 


C17 


Gene No. 


73853 




Strand 


+ 




Start 


1340 




End 


7989 




Name 


OJ990408 01.9A05.C17. 


. ol . np 


Method 


AAT/NAP 




Start 


1340 




End 


7989 




GI 


6539553 




Score 


2850 





Exons 1340. .1365, 2614. .2705, 3044. .4710, 7970. .7989 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 



35574 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | {AP000837; 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597; 
[Oryza sativa] 



t~J \Z V-^ • LNIJ • 


35835 


Seq. ID 


OJ990408_ 


_01.9A05.C17 


Clc±r\ & Mo 


73853 


Strand 


+ 






1340 


End 


7989 




Name 


OJ990408 01.9A05.C17.ol.gp 


Method 


AAT/GAP 




Start 


1538 


End 


1727 




GI 


. uC-osflcyp033a04bl 


Score 


294 




P. von ^ 


1538. .1727 










•601684 5/dbj I AP00057 0 . 1 | APO 00570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 * 






Seq . No . 


35835 


Seq. ID 


OJ990408_ 


_01.9A05.C17 


Cpnp Mo 


73854 


Strand 


+ 






8489 


End 


17474 






OJ990408 01.9A05.C17.o3.gs 


Method 


GENSCAN 






8489 


End 


17474 






none 


Score 


.59 




P 1 von <5 


8489. .8606, 9021. .9134, 9228.. 


9308, 9350.. 9463, 


10978. .11014, 




Jl 697. .. E l 179 0,.,.ll g29. ? ,JL 2.4 9 2 , 1.2733 ..,.1 4 2.§ <?.,. 1 4 4,9 9 . 


. 1.632,1./ 


- ..... . . ... .. 


. ,17.1 4 L. .. 17.26.0, .17,3 53... ...17.47 4 








OcLj . 1M (J • 


35835 


Seq. ID 


OJ990408_ 


_01.9A05.C17 


Cpno Mo 


73854 


Strand 


+ 




o Lai t 


8489 


End 


17474 




M^TTlfi 

IN aitic 


OJ990408 01.9A05.C17.o3.np 


Method 


AAT/NAP 




Start 


11694 


End 


16335 






4680179 


Score 


6552 




F" von q 


11694. .14498, 14566. .16335 








J—/ O O J- -I- k-* 1 ■ 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


■ 35835 


Seq. ID 


OJ990408_ 


01. 9A05.C17 


Gene No. 


73855 


Strand 






Start 


4697 


End 


9791 




Name 


OJ990408 01.9A05.C17.o2.np 


Method • 


AAT/NAP 




Start 


4697 


End 


9791 




GI 


5922631 


Score 


1533 




Exons 


4697. .5647, 6254. .7147, 7268.. 


7441, 7484. .7862, 


8575. .8740, 




9765. .9791 








GI Descrip. 


• (AP000492)- ESTs C26347 (C1214 5 ) , AU078074 (C12145 ) 


correspond to 




region of the., predicted gene.; 


similar 


to prpol; 


Zea mays 



retrotransposon Cinful-1.- (AF049110) [Oryza sativa] 
gi I 60168.64 | dbj IBAA85207.il ..(AP000.5701- ESTs - . 
C26347 (C12145) , AU078074 (C12145) correspond to a region .of the 



predicted gene'.; Similar to prpol; 
Cinful-1. (AF049110) [Oryza sativ 



Zea mays retrotransposon 



Seq. No. 35835 

Gene No. 73856 

Start 16613 . 

Name OJ990408_01 . 9A05 . C17 . ol2 . tw 

Start 896 

GI none 

Exons 896.. 988, 5633.. 5779, 13797. 
13843. .13944 



OJ990408_01.9A05.C17 
18328 . 

TBLASTX: Wheat 

13961' 

249 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13961, 13799. .13915, 138 18 .. 13934 , 



35575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35835 
73856 
16613 

OJ990408_01 . 9A05 . C17 . o4 . tm 

3665 

none 



Seq. ID OJ990408_01.9A05.C17 
Strand 

End 18328 

Method TBLASTX : Mai ze 

End 3987 

Score 259 



3665.. 3916, 3672.. 3986, 3673.. 3984, 3685.. 3987, 3692.. 3985 

OJ990408 01.9A05.C17 



35835 . Seq. ID 

73856 Strand. 

16613 End 
OJ990408_01 . 9A05 . C17 . o4 . ts Method 

4014 End 

none Score 

4014. .4169, 4152. .4400 



18328 

TBLASTX: Soybean 

4400 

80 



Seq. No. 35835 Seq. ID 

Gene No. 73856 Strand 

Start 16613 End 

Name OJ990408_01 . 9A05 . C17 . o7 . tm Method 

h Start,.. /..„" . -.4 1.5.8, „..„ . w ... . . . End... _ 

• GI. , , * S none. ^ . , . , _ „ Score . . _ 

Exons 4188.. 4622, 4397.. 4588 



OJ990408_01.9A05.C17 
18328 

TBLASTX: Maize. .... 
J 622 ^. ... , „, , 

290. „. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35835 
73856 
16613 

OJ9904 08_01 . 9A05 . C17 . o5 . tw 

4265 

none 



Seq. ID OJ990408_01.9A05.C17 
Strand 
End 

Method 
End 
Score 



18328 

TBLASTX: Wheat 

4661 

336 



4265. .4336, 4266. .4514, 4269. .4499, 4476. .4661, 4488. .4661 



Seq. No. 35835 

Gene No. 73856 

Start 16613 

Name OJ990408_01 . 9A05 . C17 . o3 . ts 

Start 4410 

GI none 
Exons 



Seq. ID OJ990408_01.9A05.C17 
Strand 
End 

Method 
End 
Score 



18328 

TBLASTX : Soybean 

4709 

180 



4410. .4634, 4418. .4588, 4419. .4619, 4635. .4709 



Seq. No. 35835 . 
Gene No. . 73856 .' - 

. Start • - 16613 ... 

Name ' . .. Otf&90408_0l- . 9A05 . C17 . ol0 , t 

Start 4704 

GI none - 

Exons 4704. .4856, 4750. .4812, 48 

Seq. No. 35835 

Gene No. 73856 

Start 16613 

Name OJ990408_01 . 9A05 . C17 . o4 . tw 

Start 5211 

GI none 

Exons 5211.. 5342, 5330.. 5608, 13 



Seq. ID OJ990408_01.9A05.C17 . 

Strand 

- .. End ■ 18328 ' 

wJ . "Method ■ TBLASTX: Wheat. • 

End", 5096 

Score 4 6 
70. .5043, 4872. .5096 

Seq. ID OJ990408_01.9A05.C17 
Strand 

End 18328 
Method TBLASTX: Wheat 
End 14363 

Score . 530 

962. .14363, 13962 .. 14 360 , 14000. .14362 



35576 




Seq. No. 


35835 








Seq. ID 


OJ990408_01.9A05 


.C17 


Gene No. 


73856 








Strand 






Start 


16613 








End 


18328 




Name 


OJ990408 01 


. 9A05 


. C17 . o3 . 


, tm 




TBLASTX: Maize 




Start 


5247 _ 








End 


14507 




GI 


none 








Score 


406 




Rvati q 


5247 5342, 


5339 


5587, 


13983 


14507 , 


13997. .14254, 14300. .14401 




35835 
*j *j \j *j *j 








Seq. ID 


OJ990408JD1.9A05 


.C17 


Gene No. 


73856 








Strand 






Start 


16613 








End 


18328 




Narne 


OJ990408 01 


. 9A05 


.C17.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5339 








End 


14250 




GI 


none 








Score 


57 






5339. .5695, 


13854. .13886, 13854.. 13886 


, 13890. .14249, 






13893. . 13967, 13897 .. 14250, 138 97 .. 14031 , 14006. .14248 




Seq. No. 


35835 

-J U O ~J -J 








Seq. ID 


OJ990408_01.9A05 


.C17 


Gene No. 


73856 








Strand 






Start 


16613 








End 


18328 




Name 


. OJ990408 01. 


.9 AO 5 


.C17..o2. 


tm 


Method 


TBLASTX: Maize 


. 


Start ■ • ' 


5750 _, 




,„.., , 




..End. 


„. 1.3808 




GI>- 


... . none. . ..... 


-.. 


. . ^ .. 




..,S,coce, 


«225u. 


.... , 


TT y O n <q 


'5750. .6106, 


5760 


. . 6044,^ 


5801. 


.6052, 13563. . 13808 




Seq. No. 


358 35 

-J *J O J *J 








Seq. ID 


OJ990408_01.9A05, 


.C17 


Gene No: 


73856 








Strand 






Start 


16613 








End 


18328 




"Mam p> 


OJ990408 01. 


. 9A05, 


.C17.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5780 








End 


13793 




GI 


none 








Score 


385 






5780. .6235, 


5781, 


. .6236, 


13563 


. .13793 






Seq. No. 


35835 








Seq. ID 


OJ990408_01.9A05, 


.C17 


Gene No. 


73856 








Strand 






Start 


16613 








End 


18328 




Name 


OJ990408 01.. 


,9A05, 


,C17.o5. 


ts 


Method 


TBLASTX: Soybean. 




Start 


5831 








End 


13742 




GI 


none 








Score 


110 




F. x o n q 


5831. .5965, 


5972. 


. .6196, 


13608 


. . 13742 






Seq. No. 


35835 








Seq. ID 


OJ990408_01. 9A05. 


,C17 


Gene No. - 


73856 








Strand 






Start 


16613- 








End 


18328 




Name 


OJ990408 Or. 


9 AO 5. 


,C1.7.o8. 


tw ■ 


.Method 


TBLASTX : Wheat ' 




Start ■ 


6428 








End 


6883 




GI 


none . 








Score 


81 




PvAfl C 


6428. .6664, 


6701. 


, . 6883, 


6759. 


.6875 






Seq. No. 


35835 








Seq. ID 


OJ990408_01. ? 9A05. 


C17 


Gene No. 


73856 








Strand 






Start 


16613 








End 


18328 




Name 


OJ990408 01. 


9A05. 


C17.ol3 


. tw 


Method 


TBLASTX: Wheat 




Start 


7552 








End 


7872 




GI 


none 








Score 


97 




Exons 


7552. .7755, 


7595. 


.7750, 


7714. . 


.7827, 7724. .7816, 7828. .7872 



35577 




Seq. No. 


35835 




Seq. ID 


OJ990408_01. 9A05 


.C17 


Gene No. 


73856 




Strand 






Start 


16613 




End 


18328 




Name 


OJ990408 01 9A05 C17 


.oil. tm 


Mo t" H nH 


TRT A^TY" Ma i 7p 




Start 


7594 ~~ 




End 


784 9 




GI 


none 




Score 


103 




Exons 


7594 . . 7833, 7595 . .78 


49 








. Seq. No. 


35835 




Seq. ID 


OJ990408_01. 9A05, 


.C17 


Gene No. 


73856 




Strand 






Start 


16613 




End 


18328 




Name 


OJ990408 01 9A05 C17 


. o9 . tw 


Mo "h h or? 


TRT.A^TY 'I/Jhppt 
i Dxirto l /\ . w i 1 1; ci L, 




Start 


11963 ~~ 




End 


12326 




GI 


none 




Score 


286 




Exons 


11963 . . 12067, 11967 . 


12326 


11973 122 


'42 12092 12325 




Seq. No. 


35835 




Seq. ID 


OJ990408_01. 9A05. 


.C17 


Gene No. 


73856 




Strand 






Start 


16613 




End 


18328 




Name 


OJ990408 01 9A05 C17 


. o9 . tm 


Mot" Hr>H 


TRT,A9TY-Mai 70 

1 O linO 1 A . L lei X Cj C 




Start 


12207 — 




End 


1 J U J .. . . 




_GJ_ 


none 




^ n r~ p> 


202 




Exons" 


12 2 07 12503. 12221' 


...12.3.9.,4,^.. 




i-i-rt.^ — . 


Seq. No. 


35835 




Seq. ID 


OJ990408_01.9A05. 


,C17 


Gene No. 


73856 




Strand 






Start 


16613 




End 


18328 




Name 


OJ990408 01 9A05 C17 


oft tm 




TRT.ACJTY • Ma i 70 




Start 


12849 ~ 




FnH 


x 0 x 0 y 




GI 


none 




OLUIC 


^, U *i 




Exons 


12849. . 13169 










Seq. No. 


35835 




Seq. ID 


OJ990408_01.9A05. 


C17 


Gene No. 


73856 




Strand 






Start 


16613 




End 


18328 




Name 


OJ990408 01 9A05 P17 


r>1 1 i- w 

. U X X . L. W 


Method 


TBLASTX: Wheat 




Start 


12902 ~~ 




End 


13256 




GI . 


none 




Score 


266 




Exons 


12902. .12997, 12903 


. 13256, 


13086. .13220 




Seq. No. 


35835 




Seq. ID 


OJ990408_01.9A05. 


n 7 


Gene No. 


73856 




Strand 






Start 


16613 




End- 


18328 .. 




Name 


OJ9.90408- 01.9A05.C17 


. 06 . tw- 


Method 


TBLASTX: Wheat 




Start 


14364 ."""*'. . . • 




'.End ... 


1.4 773. . " - - 




GI 


none 




. Score 


236 




Exons 


14364 14 510 14 369 


. 14 512, 


14381. .145 


15> 14382. . 14513', 






14512 14751 1 4 SI 5 


1 4 7 S7 


14528. .147 


73 




Seq. No. 


35835 




Seq. ID 


OJ990408_01 . 9A05. 


n 7 


Gene No. 


73856 




Strand 






Start 


16613 




End 


18328 




Name 


OJ990408 01.9A05.C17, 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


14515 * 




End 


14757 




GI 


none 




Score 


340 ■ 




Exons 


14515. .14757, 14517., 


.14672 









35578 




Seq. No. 


35835 






Seq. ID 


OJ990408_01.9A05. 


.C17 


Gene No. 


73856 






Strand 






Start 


16613 






End 


18328 




Name 


OJ9904 


08 01 9 AO 5 CI 7 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14797 






End 


15324 




GI 


none 






Score 


585 




F, von s 


14797. 


.15324, 14863.. 


. 15276, 


14940. .15323 




Seq. No. 


35835 






Seq. ID 


OJ990408_01.9A05, 


■ C17 


Gene No. 


73856 






Strand 






Start 


16613 






End 


18328 




Name 


OJ990408 01.9A05.C17. 


, o2 . ts 


Method 


TBLASTX: Soybean 




Start 


15112 






End 


15372 




GI 


none 






Score 


289 




Exons 

1—i <k 1 1 w 


15112. 


.15372, 15117.. 


, 15218, 


15270. .15371 




Seq. No. 


35835 






Seq. ID 


OJ990408_01.9A05. 


,C17 


Gene No. 


73856 






Strand 






Start 


16613 






End 


18328 




Name 


OJ990408 01.9A05.C17. 


o5 . tm 


Method 


TBLASTX : Maize 




Start 


15170 






End 


15462 




GI 


. ... .npne. . 






.__Score . 


..3.8 6,. ... 






_ ..15170,. 


a53£i/7l5172*r. 




.15241,. .154 


5.9.. . ..... M „ , 


■ ~ ■ ~^~ r ~ 


Seq. No. 


35835 






Seq. ID 


OJ990408_01.9A05. 


C17 


Gene No. 


73856 






Strand 






Start 


16613 






FnH 


_L O -J O 




Name 


OJ9904 


08_01.9A05.C17. 




Method 


TBLASTX: Wheat 




Start 


15331 






End 


15957 




GI 


none 






Score 


708 




F ! von «=? 


15331. 


.15957, 15387.. 


15956 








QpA Kfo 


35835 






Seq. ID 


OJ990408_01.9A05. 


PI 7 


Gene No. 


73856 






Strand 


- 




Start 


16613 ' 






End 


18328 




Name 


OJ990408 01.9A05.C17. 


o 1 tm 


Method 


TBLASTX: Maize 




Start 


15511 






End 


16098 




GI 


none 






Score 


217 




L-i x\ \J 1 1 O 


15511. 


.15672, 15519.. 


1 J U U J , 


15670. .160 


98, 15672. .15968, 






15999. 


.16097 










Seq. No. 


35835 






Seq. ID 


OJ990408_01.9A05. 


C17 


Gene No. 


73856 






Strand 






■Start 


16613 






End 


18328 




Name 


OJ990408 ,01.. 9A05..C17. 


o 7 . t w 


Method 


TBLASTX ; Wheat . 




Start 


15957 






End 


16290 




GI 


'none 






Score 


357 " * "* 




F von ^ 


15957. 


.16094, 15958.. 


1 6290 








C p, /-r Ma 
OClj^ IN \J . 


35835 






Seq. ID 


OJ990408_01.9A05. 


PI 7 


Gene No. 


73856 






Strand 






Start 


16613 






End 


18328 




Name 


OJ990408 01.9A05.C17. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


16099 






' End 


16311 




GI 


none 






Score 


196 




Exons 


16099. 


.16311 











35579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
„Star/t_ 
.Name,. 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35835 
73856 
16613 

OJ990408_01 . 9A05.C17 .o4 . np 

16613 

5295955 



Seq. ID OJ990408_01.9A05.C17 
Strand 

End ' 18328 

Method AAT/NAP 

End 18328 

Score 693 



16613. . 16715, 16744 . .17618, 18299. .18328 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



35836 
73857 
1 

OJ9904 08_01 . 9A05.C18.ol.np 
1 

4680179 
1..34, 663. .1041 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990408_01.9A05.C18 
Strand 

End 1041 

Method AAT/NAP 

End 1041 

Score 534 



35836 
73857 

,1 . 

OJ990408_£> L. 3 AO 5. . C 1.8 ... o 1 , g.s , 

325 

none 

325. .521, 912. .960 

35836 
73857 
1 

OJ9904 08_01. 9A05.C18.ol. ts 

649 

none 

649. .906 



Seq. ID OJ990408_01.9A05.C18 

.Strand 

JEnd. ... _ : 1 Q4JU, . , . , ., : 

Method ,GENSCAN„„,,,..-_. 
End 960 
Score . 67 



Seq. ID OJ990408_01.9A05.C18 
Strand 

End 1041 

Method TBLASTX : Soybean 

End 906 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35836 
73857 
1 

OJ9904 08_01. 9A05.C18 .ol. tm 

658 

none 



Seq. ID OJ990408_01.9A05.C18 
Strand 

End 1041 

Method TBLASTX : Mai ze 

End 1032 

Score 90 



658. .1032, 664. .825, 674. .979, 892. .990 



Seq, .No. 
. Gene No . 
Start 
Name 
Start 
GI 

Exons 



35836 

73857 . - . . .. 

1 

OJ9904 0'8_01 . 9A05 . C18 . ol . tw 

724 

none 



..Seq. ID OJ990408_01.9A05.C18 
Strand \ - .' . .., . - •• • 
End ■ 1Q41 

Method' ' TBLASTX: Wheat ' " 
End 1035 
Score 232 



724. .1035, 725. .1033, 886. .1035 



Seq. No. 35837 

Gene No. 73858 

Start 1 

Name OJ9904 08_01 . 9A05 . C20 . ol . gp 

Start 1 

GI 342 1.R1084 



Seq. ID OJ990408_01.9A05.C20 

Strand + 

End 1288 

Method AAT/GAP 

End 1288 

Score 2343 



35580 



Exons 


1 1 9ft ft 








(~L T c p y i t-\ 
\3± UcbLIip. 


' 4 ^74 4 f) /rrht 1 AAn9404 9 1 1 


0.0e+00 (AF121139) RIM2 




bdllvaj' 










^Rft ^7 




Seq. ID 


OJ990408 


Gene No. 


73858 




oli ail (J. 




Start 


1 






1 9ft ft 


Name 


OJ990408 01.9A05.C20.ol. 


np 


rife; LllOQ 


7\AT /MAP 




1 






1 9ft ft 




4680203 




Score 


17 4 9 
x / *± z 


X? \r r~t o 


1..1288 








bl UcbOXip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 


Seq. No. 


35837 




Spa TO 


OJQQD 4 Ofi 

v-/ O J -/U 1 O 


Gene No. 


73858 




q r v~a nH 


X, 


Start 


1 






1 9ftft 


Ma mo 
LN cUut; 


OJ990408 01.9A05.C20.o2. 


tw 


Mot* Vi 


TRT • 1 


Qr- a r~t- 
OL.O.L L 


j 




LjI 1L1 


Z .7 O 


V?X 


none 




Score 




Exons 


3. .71, 30. .281, 38. .280, 


39. . 


296, 41.. 


283 


S.e_q.._No....__ 


...35837.- _ _ 






O.7QQ04 Dft 


Gene... .No. 


_ 73.858 ; ..... .. 


. ... 


Qf V2 


X, 




1 ■ ' ■ 




Cjna 


1 9 ft ft 
1ZOO 


Name 


OJ990408_01. 9A05.C20.ol. 


gs 


LYie cnoa 




Otdlt 


X D 




Hi 11 CI 


X Z D j 


PT 


none 




Score 






15. .1259 








Seq. No. 


35837 






O.TQQD4 Oft 


Gene No. 


73858 






_1_ 
i 




1 




LjIIO. 


1 9ftft 


Name 


OJ990408 01.9A05.C20.ol. 


ts 


LYlcUllOQ. 




C-l- a -v-f- 

OLai L 


212 




Hi 11 a. 


O f± X 


Vj -L 


none 




Score 


Qft 


Ti 1 v ^ ti c 


212. .295, 213. .287, 288. 


.350, 


345. . 641 


, 399.. 62. 


Seq. No. 


35837 




q prf t n 


O.TQ QH 4 Oft 


Gene No. 


73858 




C -|- v-^nH 

oT-iana 




O L a i. L 


1 






1 9 ft ft 
XZ 0 O 


Name 


OJ990408 01. 9A05.C20.ol. 


tc 


+- V\ J~\ j~i 




Of a y-4- 


374 - 




iina 


7 99 

/ z z 


P T 


none 




Score 


"3 n q 


E x on s 


374 . .526, 38L. .722,,. 56.6. 


.703 






icq. IN O . 


35837 




Seq. ID 


OJ990408 


Gene No. 


73858 




Strand 


+ 


Start 


1 




End 


1288 


LN dlllC 


OJ99Q408 01. 9A05.C20.ol. 


tw 


Method 


TBLASTXM 


^f- a r~t- 
OLdLL 


510 




End 


979 




none 




Score 


64 


Exons 


510. .563, 521. .562, 564. 


. 668, 


575. .664, 672. .771 




750. .974, 770. .979, 773. 


.979 






Seq. No. 


35837 




Seq. ID 


OJ990408_ 


Gene No. 


73858 




Strand 


+ 


Start 


1 




End 


1288 



35581 



Name 

Start 

GI 

Exons 



OJ990408_01 . 9A05 . C20 . ol . tm Method 

555 End 

none Score 
555. .809, 567. .809, 819. .1013 



TBLASTX : Maize 

1013 

247 



Seq. No. 35837 

Gene No. 73858 

Start 1 

Name OJ990408_01 . 9A05 . C20 . o2 . ts 

Start 843 

GI none 

Exons 843.. 1085, 929.. 1027 



Seq. ID OJ990408_01.9A05.C20 

Strand + 

End 1288 

Method TBLASTX : Soybean 

End 1085 

Score 216 



Seq. No. 35837 

Gene No. 73858 

Start 1 

Name OJ990408_01 . 9A05 . C20 . o3 . tw 

Start 1074 

GI none 

Exons 1074.. 1196, 1076.. 1219, 1193. 
1206. . 1286 



Seq. ID OJ990408_01.9A05.C20 

Strand + 

End 1288 

Method TBLASTX : Wheat 

End 1287 

Score 106 

.1285, 1194. .1286, .1198. .1287, 



.Seq. . No. . ... ,3.5838 ..... 

Gene No. 73859 

Start 1 

Name OJ990408_01 . 9A05 . C22 . ol . np 

Start 1 

GI 4680179 

Exons 1... 659 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 35838 

Gene No. 73859 

Start 1 

Name OJ990408_01 . 9A05 . C22 . ol . tm 

Start 3 

GI none 

Exons 3. .419, 8. .166, 153. .404, 221. 



.Seq. ID. .OJ.990.4 08_.01.. 9AQ.5....C22. 

Strand + 

End 662 

Method AAT/NAP 

End 659 

Score 946 

sativa subsp. indica] 

Seq. ID OJ990408__01.9A05.C22 

Strand + 

End 662 

Method TBLASTX : Mai ze 

End 419 

Score 4 67 

.418 



Seq. No. 35838 

Gene No. 73859 

Start . 1 - 

Name OJ990408_01 . 9A05-. C22 . o2 . tw 

Start 8 ' • • ..\ 

GI , ..hone . . • * 

Exons 8.. 184, 11 . . 4 9, ' 12 . . 188 

Seq. .-.-No. 35838 

Gene-'Np. 73859 

Start 1 

Name OJ990408JD1 . 9A05 . C22 . ol . gs 

Start 9 - 

GI none 

Exons 9. . 662 



Seq. ID OJ990408_01.9A05.C22 

Strand + 

End. 662 

Method. TBLASTX: Wheat 

End 188 

Score .4 7 . 



Seq. ID OJ990408_01.9A05.C22 

Strand + 

End 662 . . 

Method GENSCAN 

End 662 

Score 1 



Seq. No. 
Gene No. 



35838 
73859 



Seq. ID OJ990408_01.9A05.C22 
Strand + 



35582 




Start 1 End 662 

Name OJ9904 08_01 . 9A05 . C22 . ol . tw Method TBLASTX : Wheat 

Start 192 End 614 

GI none Score 402 

Exons 192. .614, 213. .398, 227. .562, 432. .593 



Seq. No. 35839 Seq. ID 

Gene No. 73860 Strand 

Start 1 End 

Name OJ990408_01 . 9A05 . C25 . ol . np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..60, 412.. 1342 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990408_01.9A05.C25 
+ 

1342 
AAT/NAP 
1342 
876 



Seq. No.. 35839 Seq. ID 

Gene No. 73860 Strand 

Start 1 . End 

Name , OJ9904 08_01.9A05.C25.ol.gs Method 

..atguc±_ „;_,._,j649_ - .,...„.:,. n ..,.^,^^Jni...,^ 

.GI. _ .none .... , Score. 1-., 

Exons 648.. 793, 799.. 1225 



OJ990408_01.9A05.C25 
+ 

1342. 
GENSCAN ' 

.1225,...^ . 

. 9.5 .. 



Seq. No. 


35839 


Seq. ID 


OJ990408_01.9A05.C25 


Gene No. 


73861 


Strand 


+ 


Start 


7149 


End 


10158 


Name 


OJ990408 01. 9A05.C25.o3.np 


Method 


AAT/NAP 


Start 


7149 


End 


10158 


GI 


119714 


Score 


154 


Exons 


7149. .7174, 9022. .10158 






GI Descrip. 


EXTENSIN PRECURSOR (CELL WALL 


HYDROXYPROLINE-RICH GLYCOPROTEIN) 




gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 




- common tobacco gi | 19867 | emb 


ICAA32090I 


(X13885) extensin (AA 




1-620) [Nicotiana tabacum] 






Seq. No. • 


35839 


Seq. ID 


OJ990408_01.9A05.C25 


Gene No. 


73862 


Strand 


+ 


Start 


12804 


End 


13517 


Name 


OJ990408 01.9A05.C25.o3.gs 


Method 


GENSCAN 


Start 


12804 : 


End . • 


13517 


GI 


none . 


Score 


-.5 


Exons 


; .12804. .13159, 13400.M3517 






Seq." ' No. 


35839 


Seq. ID 


0 J9 9 0 4 0 8_0 1 . 9A0 5 . C2 5 " ' 


Gene No. 


73863 


Strand 




Start 


2073 


End 


2641 


Name 


OJ990408 01. 9A05.C25.ol.gp 


Method 


AAT/GAP 


Start 


2073 


End 


2641 


GI 


4879016 


Score 


828 


Exons 


2073. .2641 







GI Descrip. 604 1757 /gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence . 

Seq. No. 35839 Seq. ID OJ9904 08_01.9A05.C25 



35583 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



73864 
8957 

OJ9904 08_0 1 . 9A05 . C25 . o2 . np 

8957 

6907106 

8957. .9126, 9204. .9447, 9511. 



Strand 

End 9980 

Method AAT/NAP 

End 9980 

Score 283 
.9980 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


35839 






Seq. ID 


OJ990408 


_01.9A05.C25 


Gene No . 


73865 






Strand 






Start 


11603 






End 


15931 




Name 


OJ9904 08 01 9A05 


. C25 . ol 


. tw 


Mpt hnH 




Wheat 


Start 


965 ~ 






End 


1342 




GI 


none 






Score 


230 




Ex on s 


965 1342 1096 


. 1278 










Sea No 


35839 






Seq. ID 


OJ990408 


D1 QAOS P9S 

VJ-L . ^t\\J -J * \^ *L *J 


v_l CllC IM ^ • 


73865 






Strand 






Start 


11603 . 






End 


15931 




Name 


OJ990408 01.9A05 


.C25.ol 


. tm 


Method 


TBLASTX: 


Maize 




1067 • - 


"* "*"■ 




_£nd_._: 


....1.342. 1 




(IT 


none 






Score,.., 


_2.50..._. 




F! von ^ 


■1067 1 342 1096 


. 1341 










O ~ • LN • 


35839 






Seq. ID 


OJ990408 




UCilC IN * 


73865 






Strand 






Start 


11603 






End 


15931 




Name 


OJ990408 01.9A05 


C25.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


9055 






End 


9453 




GI 


none 






Score 


59 




Exons 


9055.. 9105, 9058 


.9102, 


9064 


..9111, 9132. .9203, 


9161. . 9241, 




9161. .9217, 9176 


.9280, 


9195 


..9281, 9204. .9281, 


9209. .9274, 




9255.. 9320, 9281 


.9331, 


9306 


..9341, 9325. .9453, 


9326. .9400, 




9331. . 9417 












Seq. No. 


35839 






Seq. ID 


OJ990408 


_01.9A05.C25 


Gene No. 


73865 






Strand 






Start 


11603 






End 


15931 




Name 


OJ990408 01.9A05. 


C25.o4 


.np 


Method 


AAT/NAP 




Start 


11603 






End 


15931 




GI 


6063554 






Score 


196 




Exons ■ 


11603. , 11775,. .126 


358.-12 


8 93, 


12961. .13155, 13294 


. .13481,, . 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15900. .15-931 • 

. (AP000615) ESTs AU075609 (C63..34 4 ) ,, C7 1850 (E0464) , C98611 (E04 64 ) 
correspond to a region of the. predicted gene.; hypothetical 
protein [Oryza sativa] 



35840 Seq. ID 

73866 Strand 

570 End 

OJ9904 08_01. 9A05.C26.ol.np Method 

570 End 

6063554 Score 



OJ9904 08JD1 .9A05.C2 6 
+ 

2135 
AAT/NAP 
2135 
160 



570. .754, 853. .915, 1961. .2135 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 



35584 



protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

, Gex^&cu^. 

.Si. art. 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID OJ990408_01.9A05.C26 
Strand 

3696 
AAT/GAP 
3696 
64 



35840 
73867 
3639 

OJ9904 08_01.9A05.C26.ol.gp 
3639 
2800484 
3639. .3696 

5803242/dbj | AP000399 . 1 | AP000399 7.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



End 

Method 

End 

Score 



35841 
73868 
1021 

OJ9904 08__01.9A05.C27.ol.gs 

1021 

none 



Seq. ID OJ990408__01.9A05.C27 

Strand + 

End 2277 

Method GENSCAN 

End 2277 

Score .57 



1021.. 1209, 1509.. 1639, 1996.. 2277 



. Seq. ID OJ990408_01.9A05.C27 
rang! r_ ™-„l_ ~ — 



35841 

.,..a3.8„6iL__ _ 

... .363^ .._.„'.,;_:_.. 

OJ990408_01 . 9A05 . C27 . ol . gp 
369 

2800484 
369. .426 

5803242/dbj | AP000399.il AP000399 7.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



.....End. 4 2.6... : . _:^- 

Method • AAT/GAP. 

End 426 

Score 67 



Seq. No. 


35841 






Seq. ID 


OJ990408_ 


_01. 9A05 


.C27 


Gene No. 


73870 






Strand 








Start 


3507 






End 


3614 






Name 


OJ990408 01.9A05.C27 


.o2 


.gs 


Method 


GENSCAN 






Start 


3507 






End 


3614 






GI 


none 






Score 


. 61 






Exons 


3507. .3614* 














Seq. No. 


35842 






Seq. ID 


OJ990408_ 


JU.9A05 


.C28 


Gene No. 


73871 






Strand 


+ 






Start 


79 






End 


493 






Name 


OJ990408 01.9A05.C28 


.ol 


,gs 


Method 


GENSCAN 






Start 


.79 






End 


493 






GI V . • " 


none - 






Score 


.73 






Exons 


■79. .4:93 ' . ... . 














Seq: No." 


35842 






Seq.' ID 


OJ990408_ 


_01. 9A05 


.C28 


Gene No. 


73872 






Strand 








Start 


1 






End 


579 






Name 


OJ990408 01.9A05.C28 


.ol 


.gp 


Method 


AAT/GAP 






Start 


1 






End 


579 






GI 


342 1.R1084 






Score 


1004 






Exons 


1..579 














GI Descrip. 


'4574406/gb|AAD24042 


.11 


0. 


0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 














Seq. No. 


35842 






Seq. ID 


OJ990408_ 


_01.9A05 


.C28 



35585 



Gene No. 


73872 




Strand 


- 




Start 


1 




End 


579 




Name 


OJ990408 01. 9A05.C28 


. ol . np 


Method 


AAT/NAP 




Start 


1 ~ 




End 


579 




GI 


4680203 




Score 


536 




Rxons 

t-j *\. nu 


1 . .579 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[ Sorghum 


bicolor ] 




Qpri No 


35842 




Seq. ID 


OJ990408 01 9A05 


C28 


Gene No. 


73872 




Strand 






Start 


1 




End 


579 




Name 


OJ990408 01 . 9A05 . C28 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


54 ~ 




End 


577 




GI 


none 




Score 


131 




F.xons 


54 . . 134, 62 . . 202, 63 


..203, 150. .245, 


182 . . 241, 248 . .292, 






253. .288, 287. .577, 


302 . . 562 








Sea No 


35843 




Seq. ID 


OJ990408 01.9A05. 


C29 


Gene No. 


73873 




Strand 


+ ~ 




Start 


1 




End 


606 




Name 


OJ990408 01 . 9A05 . C29 


. ol . np 


Method 


AAT/NAP 




Start 


~, •• 




End ' 


.„££> 6 „ _ 






'4680179 '•' 




...Scor.e 


4j5„4.~ 




F, y o n s 


1. .606 ' ■ 










GI Descrip. 


(AF111709) polyprote 


in T Or vza 


sativa j 


subsp . indica] 




Seq. No. 


35843 




Seq. ID 


OJ990408_01 . 9A05. 


C29 


Gene No. 


73873 




Strand 


+ 




Start 


1 




End 


606 




Name 


OJ990408 01 9A05 C29 


. ol . tw 


Met hod 


TBLASTX • Wheat 




Start 


80 ~ 




End 


438 




GI 


none 




S core 


48 




Exons 


80. . 256, 87 . . 281, 88 


438 








Seq. No. 


35843 




Seq. ID 


OJ990408_01.9A05. 


C29 


Gene No. 


73873 






+ 




Start 


1 




End 


606 




Name 


OJ990408 01 . 9A05 .C29 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


88 ~~ 




End 


393 




GI 


none 




Score 


232 




Exons 


88 . . 393, 102 . . 218 










Seq. No'. 


35843 . 




Seq. ID 


OJ9904 08_0.1.9A05. 


C29 


Gene • 


73873 - •' - - 




Strand 


+■ ■ . 




Start - . . .. ' 


1 




End' 


606 




Name 


OJ990408 01 9A05 C29 


. ol ."gs 


Method 






Start 


99 — - • . . 




End" 


521' 




GI 


none 




Score 


. 64 




Rxon ^ 

i—l A w I l O 


99 . . 521 










O C ■ iNU • 


3584 4 




Seq. ID 


OJ990408 01 9A05 


C30 


Gene No. 


73874 




Strand 


+ ~~ 




Start 


1 




End 


349 




Name 


OJ990408 01.9A05.C30 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


349 




GI 


6742729 




Score 


306 




Exons 


1. .349 











35586 




GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 

Seq. No. 35844 Seq. ID OJ990408_01.9A05.C30 

Gene No. 73874 Strand + 

Start 1 End 34 9 

Name OJ9904 08_01 . 9A05 . C30 . ol . tm Method TBLASTX : Maize 

Start 112 End 349 

GI none. Score 213 

Exons 112.. 348, 113.. 349 

Seq. No. • 35844 Seq. ID OJ9904 08_01.9A05.C30 

Gene No. 73874 Strand + 

Start 1 End 34 9 

Name OJ990408_01 . 9A05 .C30 . ol . tw Method TBLASTX : Wheat 

Start 113 End 349 

GI none Score 238 

Exons 113.. 349, 113.. 247, 115.. 348 

Seq. No. 35844 Seq. ID OJ9904 08_01.9A05.C30 

Gene No. 73874 Strand + 

Start 1 End 349 

Name P^9Q4.0S_.^ : . „ Method fiENSCAN..^ 

.Start ■ .., .J. 4.9 ..-^ .,..1 ....... .End .... J>R3,__,.,._ „ 

GI none Score .44 

Exons 149.. 283 

Seq. No. 35845 Seq. ID OJ9904 08_01.9A05.C31 

Gene No. 73875 Strand + 

Start 1978 '." End 2829 

Name OJ990408_01 . 9A05 . C31 . ol . gs Method GENSCAN 

Start 1978 End 2829 

GI none Score .74 

Exons 1978.. 2568, 2647.. 2829 

Seq. No. 35845 Seq. ID OJ9904 08_01.9A05.C31 

Gene No. 73876 Strand + 

Start 3254 End 4008 

Name OJ9904 08_01 . 9A05 . C31 . o2 . gs Method GENSCAN 

Start 3254 End 4008 

GI none Score .57 

Exons 3254.. 4008 

Seq. No.' 3584*6. '* Seq. ID OJ9904 08_01.9A05.C32 

Gene No. 73877 ' Strand -+'-•' 

Start'.. ■ 158 ' . End, 783 '.. 

Name OJ990408_01 . 9A05 . C32 . ol . gs Method GENSCAN 

Start " 158 * End " 783 

GI none Score .46 

Exons 158.. 307, 745.. 783 

Seq. No. 35846 Seq. ID OJ9904 08_01.9A05.C32 

Gene No. 73877 . ' Strand ■+ 

Start . 158 " End 783 

Name OJ990408__01. 9A05 . C32 . ol . gp Method AAT/GAP 

Start 177 End 644 

GI LIB3431-001-P1-N1-B5 Score 621 

Exons 177.. 307, 413. .644 



35587- 



GI Descrip. ■ 4 680203/gb | AAD27566 . 1 | AF114 171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 

Seq. No. 35847 Seq. ID OJ990408_01.9A05.C33 

Gene No. 73878 Strand + 

Start 1 End 4376 

Name OJ990408_01 . 9A05 . C33 . ol . np Method AAT/NAP 

Start 1 End 4376 

GI 6063554 Score 174 

Exons 1..24, 2459.. 2698, 2805.. 3050, 4204.. 4376 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 35847 

Gene No. 73879 

Start 5453 

Name OJ990408_01 . 9A05 . C33 . o2 . gs 

Start 5453 

GI none 

Exons 5453.. 6360, 6394.. 6541 



Seq. ID OJ990408_01.9A05.C33 

Strand + 

End 6541 

Method GENSCAN 

End 6541 

Score .49 



..Seq... Np 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,35841 ...... ...... ... . . 

73880 
3601 

OJ990408_01. 9A05.C33.o2. 

3601 

6721512 



..Seq... .ID. , QJ9.904.a8_01..9AQ5...C33,. 



np 



Strand 
End 

Method 

End 

Score 



5319 
AAT/NAP 
5319 
68 



3601. .3624, 5049. .5189, 5217. .5319 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 35848 Seq. ID 

Gene No. 73881 Strand 

Start 607 End 

Name OJ990408_01 . 9A05 . C34 . ol . gs Method.- 

Start 607 End 

GI - none Score 

Exons 607. . 1401 



OJ990408_01.9A05.C34 
+ 

1401 
GENSCAN 
1401 
.72 



Seq. No. 
Gene No. 
Start . 
Name" 
Start 

Exons 

GI Descrip'. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35848 
73881 
607 

OJ990408J31.. 9A05..C34 .ol.np 
607 ■ " 

4512231 ' 
607.. 1398 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990408_01.9A05.C34 

Strand + 
End 1401 

Method AAT./NAP .... 
End - 1398 . • . 

Score : .1300.' 



35848 Seq. ID 

73882 Strand 

1672 End 
OJ9904 08_01 . 9A05 . C34 . o2 . np Method 

162 9 End 

4680179 Score 
1629. .2691, 2719. .3644 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ99Q408_01.9A05.C34 
+ 

3644 
AAT/NAP 
3644 
1947 



35588 




Seq. No. 


35848 








Seq. ID 


OJ990408_01. 9A05 


.C34 


Gene No. 


73882 








Strand 


+ 




-.,o Lai L 


1 679 








FnH 

1U 


^64 4 




Name 


Uu UX 


. Z>t\\J Zj 


P^4 o9 




Mo f h 
rlcLnuu 






Of a v-f 


1 679 _ 








FnH 


^69 6 




CI 


none 








Score 






17 v Ti c 


1 67 9 "3696 














Seq. No. 


35848 








Seq. ID 


OJ990408_01 . 9A05 


.C34 


Gene No, 


73882 








Strand 


+ 




Start 


1672 








End 


^64 4 




Name 


r»,TQQn4nft m 

vU J U X 




P^4 n4 


f w 

• L W 


L W IC L I ID Li 


1 lj l_irto 1A . WI It; a. L 




Cf a r f 
J Let! L 


18 4 9 _ 








FnH 






vj X 


none 








Score 


9D1 

ZUl 






1849 2039 


184 6. 


204 0 , 


1858 


204 0 






Seq. No. 


35848 








Seq. ID 


OJ990408_01.9A05 


.C34 


Gene No. 


73882 








Strand 


+ 




Cf o 


1 67 9 








FnH 


^64 4 

O O f± ft 




Name 


WU"-7U4U0 UX 




. Uj4 . UZ 


f TaJ 


t\A f~\ f f. y-\ /"J 
















rjiia. . 


9 4 4 9 
^ *± ft Z 




P T 


none 








jS.QQ,re,, 


313 






9D8Q 9 9fl 6 


90Q9 


9-4 4 9 


, - _ - ---- A. 








Seq. No. 


35848 








Seq. ID 


OJ990408_01.9A05 


.C34 


Gene No. 


73882 








Strand 


+ 




Cfa rt- 

ij Ldi L 


1 679 








FnH 


^64 4 

J D *i 1 




Name 


UU ^ J U U O Ul 




P^4 n9 


fm 

. LIU 




1 dJjno 1 A . L v Ja.X Zc 




Of 3 y-f 


90Q9 _ 








FnH 


94 

Z ft O U 




r;T 
yj x 


n on o - 
nunc 








OLUIc 


9^6 






9DQ9 94^0 


90Q9 


9^9^ 










Seq. No. 


35848 








Seq. ID 


OJ990408_01. 9A05, 


.C34 


Gene No. 


73882 








Strand 


+ 




Cf o r +- 

O Lai L 


1 67 9 








FnH 
Hi! in 


^64 4 

J U4 4 




IN CllLLC 






P?4 


f w 
. L W 


Mof n <™\H 


TRT 2\CTY • Whpai- 




Cf a r f 


977 6 ~ 








FnH 


jIl? 




VjX 


none 








Score 






ryon c: 


977 6 ^1 99 














Seq. No. 


35848 








Seq. ID 


OJ990408_01. 9A05. 


.C34 


Gene No. 


73882 






- 


Strand 


+ 




Start 


1672 








FnH 


^64 4 




Name 


UP j UP X 




P94 ni 


f i*i 
. LW 


L v jeinou 


TRT Z\ CTY • TaTK o n f 




.Cf a r f 
O L.GI X, l ^. 


"39 61 






" • 


FnH 


^64 4 


* ■. 


VJX 


none 








Score 


ft fl J 






?9 61 " "V6 4 4 


^969 


?64 9 ' 


O O O U . 


? 64 4 






Seq. No. 


35848 








Se,q. ID 


OJ990408_01. 9A05. 


.C34 


Gene No. 


.73882 








Strand 


+ 




Start 


1672 








End 


3644 




Name 


OJ990408 01. 


. 9A05. 


C34 .ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


3271 








End 


3563. 




GI 


none 








. Score 


332 




Exons 


3271. .3561, 


3321. 


.3563 










Seq. No. 


35848 








Seq. ID 


OJ990408_01. 9A05. 


C34 



35589 




Gene No. 


73882 




Strand 


+ 




Start 


1672 




End 


3644 




Name 


OJ99040R 01 9A0S ol 


. t s 


Mo t" h oH 


1 DUnu 1 A i Ouyucctii 




Start 


3298 _ 




End ' 


3612 




GI 


none 




Score 


198 






3298 3612 










Sea No 


35849 




Seq. ID 


OJ990408 01 9A0S 


* j *j 


Gene No.~ 


• 73883 




Strand 


+ _ 




Start 


1 




End 


1650 




Name 


OJ990408 01 9A05 C35 ol 


nn 
. lip 


Mot hod 


AAT /NAP 




Start 






Fnri 


1 6S0 

X \J yj \J 




GI 


4 6R01 7 9 






?21 7 

^ A. f 




i_j a \y 1 1 o 


1 . . 1650 










QT Do ^ p r i n 


(AF111709} nolvnrntpin 


[ Or y za 


oaf i 

O O. 1 L V □ 






Seq. No. 


35849 




Seq. ID 


OJ990408_01. 9A05 


.C35 


Gene No. 


73883 




Strand 


+ 




Start 


1 




End 


1650 




Name 


OJ990408 01 9A05 C35 ol 


CI s 


Mot - hoH 

L iC LI JU H 






Start 


53 _ 




End. 


1622 




GI 

— S? J-^.. v . «- ... ... 


nnnp 




Q /-\ V- 

"**•■'' " - - — 


Q7 




Exons 


53 1622 








Seq. No. 


35849 




Seq. ID 


OJ990408_01. 9A05 


.C35 


Gene No. 


73883 




Strand 


+ 




Start 


1 




End 


1 fiSO 

X U J u 




Name 


O.799040R 01 9A0S PSS o^ 


. tm 


1 JC I, 11UU 


TRT.A^TY • Mpi i 70 




Start 


152 _ 




End 


-^4 ^ 

J *i J 




GI 


none 






1 R7 




Fx on ^ 


152 343 190 297 










Seq. No. 


35849 




Seq. ID 


OJ990408_01.9A05 


.C35 


Gene No. 


73883 




Strand 


+ 




Start 


1 




End 


1650 




Name 


OJ990408 01 9A05 C35 o2 


tw 


Mo t" H nH 


TRT.A9TX * Whp^t- 

X D XJrt.O 1 /\ . y V i 1C Cl L- 




Start 


280 _ 




End 


7 fi? 




GI 


none 




Score 


535 




Exons 


280 720, 281 763. 284 


760 








Seq. No. 


35849 




Seq. ID 


OJ990408_01.9A05 


.C35 


Gene No. 


73883 




Strand 


+ 




Start 


1 




FnH 


1 6S0 




Name 


OJ990408 .01 5 9A0S P^S 






TRT • 9n\/hp^n 
■ 1 D-LiriO 1 A • OvjyjJfcrcil 1 




Start 


317 "~~ ' 




F n H 


fi ^ 1 




GI 


none 




OLUIc 


1 Q fi " 




J— I W 1 1 o 


317. .631 










Seq. No. 


35849 




Seq. ID 


OJ990408_01.9A05 


.C35 


Gene No. 


73883 




Strand 


+ 




Start " 


1 




End 


1650 




Name 


OJ990408 01.9A05.C35.o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


346 




End 


793 




GI 


none 




Score 


373 




Exons 


346. .588, 350. .793 










Seq. No. 


35849 




Seq. ID 


OJ990408_01.9A05 


.C35 



35590 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



73883 Strand 

1 . End 

OJ9904 08_01 . 9A05 . C35 . ol . ts Method 

704 End 

none Score 



+ 

1650 

TBLASTX : Soybean 

1099 

57 



704. .736, 704. .736, 705. .737, 740. .793, 742. .783, 743. .820, 
745. .903, 839. .1069, 848. .1099, 856. .1089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35849 
73883 
1 

OJ9904 08_01. 9A05.C35.o3.tw 

812 

none 



Seq. ID OJ990408_01.9A05.C35 

Strand + 

End ''-1650 

Method TBLASTX : Wheat 

End 1114 

Score 112 



812. .1069, 831. .1088, 851. .1114, 853. .1113 



Seq. No. 35849 

Gene No. 73883 

Start 1 

Name OJ990408_01 . 9A05 . C35 . ol . tm 

Start 1001. 

,„GLI .. „ npne_ 

..Exons.. , 10.01. ,_.X4.2.,6.,. _10.4.8. -1,4.13 . .... 



Seq. ID OJ990408_01.9A05.C35 

Strand + 

End 1650 

Method TBLASTX: Maize 

. End 1426 

JSApre .4.5.0 . ■„ • .. . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35849 
73883 
1 

OJ9904 08_01 . 9A05 . C35 . ol . tw 

1115 

none 



Seq. ID OJ990408_01.9A05.C35 

Strand + 

End 1650 

Method TBLASTX : Wheat 

End 1540 

Score 590 



1115. .1540, 1117. .1533, 1190. .1540 



Seq. No. 35849 

Gene No. 73883 

Start 1 

Name OJ990408_01 . 9A05 . C35 . o2 . ts 

Start 1121 

GI none 

Exons 1121.. 1369 



Seq. ID OJ990408_01.9A05.C35 

Strand + 

End 1650 

Method TBLASTX : Soybean 

End 1369 

Score 204 



Seq. No. 
Gene No . 
Start " " 
Name 
Start " 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



35850 
73884 
1 ■ . " 

OJ9904 08_01.-9A05.C36.ol.rip- 
1 . • 

4680179 
.1. .576, 1144'. .1168 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990408_01.9A05.C36 

Strand + 

End - - . 1168 

Method AAT/NAP ' 

End • . 1168 ... . 

Score 760 



35850 
73884 
1 

OJ9904 08_01.9A05.C36.ol.tw 
21 

none 

21. .446, 23. .439, 96. .446 



Seq. ID OJ990408_01.9A05.C36 

Strand + 

End 1168 

Method TBLASTX : Wheat 

End 44 6 

Score 593 



35591 




Seq. No. 


35850 


Seq. ID 


OJ990408_01.9A05. 


.C36 


Gene No. 


73884 


Strand 


+ 




Start 


1 


End 


1168 




Name 


OJ990408 01.9A05.C36.ol.ts 


Method 


TBLASTX : Soybean 




Start 


27 


End 


275 




GI 


none 


Score 


201 




Exons 


27. .275 








Seq. No. 


35850 


Seq. ID 


OJ990408J31. 9A05. 


.C36 


Gene No. 


73884 


Strand 


+ 




Start 


1 


End. 


1168 




Name 


OJ990408 01.9A05.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


93 


End 


446 




GI 


none 


Score 


449 




Exons 


93. .446, 98. .439 








Seq. No. 


35850 


Seq. ID 


OJ990408_01.9A05. 


,C36 


Gene No. 


73884 


Strand 


+ 




Start 


1 


End 


1168 




Name 


OJ990408 01. 9A05.C36.ol.gs 


Method 


GENSCAN 




Start 


147 


End 


476 




GI__., 


none. w . , _ ^ _.. . T . ^ "„ 


~~.Sc.Qre.,,. „. 


.^..Z2, „^ 




Exons 


.. ,1.4 7-". U isSZ .1 -Z ,'l.r."-. 








Seq. No. 


35851 


Seq. ID 


OJ990408 01 . 9A05 . 


C37 


Gene No. 


73885 


Strand 


+ — 




Start 


1 


End 


741 




Name 


OJ990408 01. 9A05.C37.ol,gp 


Method 


AAT/GAP 




Start 


1 


End 


323 




GI 


5002953 


Score 


556 




Exons 


1. .323 








GI Descrip. 


4680203/gb|AAD27566.1 IAF114171 7 1 . Oe- 


-39 (AF114171) TNP2-lil 




protein [Sorghum bicolor] 








Seq. No. 


35851 


Seq. ID 


OJ990408_01.9A05. 


C37 


Gene No. 


73885 


Strand 


+ 




Start 


1 


End 


741 




Name 


OJ990408 01. 9A05.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


741 




GI 


4680203 


Score 


330 




Exons 


1 . . 741 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


'35851. • 


. Seq. -ID' 


OJ990408_01.9A05. 


C37 


Gene No.. . . 


73885 .. , . '. ' 


Strand 


+ . • ... . 




Start 


1 


End 


741 




Name 


OJ990408' 01. 9A05.C37.ol.tw 


. Method 


TBLASTX: Wheat 




Start 


17 


End 


597 




GI • i 


none 


Score 


75 




Exons 


17. .82, 101. .166, 118. .165, 


175. .261, 


265. .411, 300. .410, 




488. .511, 535. .597, 536. .592 








Seq. No. 


35852 


Seq. ID 


OJ990408_01.9A05. 


C38 


Gene No. 


73886 


Strand 


+ 




Start 


37 


End 


203 




Name 


OJ990408 01.9A05.C38.ol.gp 


Method 


AAT/GAP 




Start 


37 


End 


203 





35592 




GI 


5002953 


Score 


251 


Exons 


37. .203 






GI Descrip. 


4 680203/gb|AAD27566.1|AF114171- 7 1 . Oe- 


39 (AF114171) TNP2-li 




protein [Sorghum bicolor] 






Seq. No. 


35853 


Seq. ID 


OJ990408_01.9A05.C39 


Gene No. 


73887 


Strand 


+ 


Start 


539 


End 


595 


Name 


OJ990408 01. 9A05.C39.ol.gs 


Method 


GENSCAN 

\J I—til KJ i 


Start 


539 ~~ 


End 


595 


GI 


none 


Score 


. 48 


Exons 


539. .595 






Seq. No. 


35854 


Seq. ID 


OJ990408_01.9A05.C41 


Gene No. 


73888 


Strand 




Start 


157 


End 


242 


Name 


OJ990408 01.9A05.C41 ol as 


Mp+- hnd 


GENSCAN 


Start 


157 ~~ 


End 


242 


GI 


none 


Score 


. 8 


Exons 


157. .242 






Sea. No. 


_ 358 5.5.. . . , , 


. Seq;.. ID.. 


OJ990408 01 9A05 C45 


Gene No.. 


, 7.3M9.,. .... „ „ _ _ _ „ ... 


,.S.tr,and„ 


.^_z„ . „ . ^. 


Start 


1 . • 


End - • : 


8597 ' - •• - 


Name 


OJ990408 01. 9A05.C45.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


164 9 


GI 


5852179 


Score 


142 


Exons 


1..324, 1632. -.1649 






HT De spti n 

vJ i_y o w j_ x Kh/ • 


(AL117265) zhb0009.1 [Oryza sativa] 




Sea No 


35855 


Seq. ID 


OJ990408_01.9A05.C45 


Gene No. 


73889 


Strand 


+ 


Start 


1 


End 


8597 


Name 


OJ990408 01.9A05.C45.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


8597 


GI 


5852180 


Score 


517 


Exons 


1..32, 1928. .1984, 2971. .3382 


, 3719. .3762, 8570. .8597 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


35855 


Seq. ID 


OJ990408_01.9A05.C45 


Gene No. 


73889 


Strand 


+ 


Start 


1 


End 


8597 


Name 


"OJ990408 01. 9A05.C4 5.ol.gs 


Method 


GENSCAN * ' , 


Start 


■ 91 - . ' 


End " ■ • 


577 ' 


GI 


none . , ; ... '>•.... 


Score. 


. .41. . • ..... . 


Exons 


91. .217/ 233. .577 






Seq. No. 


35855 


Seq. ID 


OJ990408_01.9A05.C45 


Gene No. 


73889 


Strand 


+ 


Start 


1 


End 


8597 


Name 


OJ990408 01.9A05.C45.o4.np 


Method 


AAT/NAP 


Start 


5950 


End 


7667 


GI 


4680182 


Score 


315 


Exons 


5950. .6444, 7644. .7667 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


35855 


Seq. ID 


OJ990408_01.9A05.C45 



35593 



Gene No. 73890 Strand 

Start 1 End 5705 

Name OJ9904 08_01 . 9A05 . C45 . o3 . np Method AAT/NAP 

Start 1 End 4894 

GI 6539553 Score 1063 

Exons 1..78, 4215.. 4894 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


35855 


Seq. ID 


OJ990408 


JU.9A05 


.C45 


Gene No. 


73890 


Strand 








Start 


1 


End- 


5705 






Name 


OJ990408 01.9A05.C45.o2.gs 


Method 


GENSCAN 






Start 


1354 


End 


5705 






GI 


none 


Score 


.69 








1354. .1396, 3176. .3302, 3528. 


.3594, 3662. .3714, 


3774 . .3802, 




4215. .4480, 5088. .5329, 5507. 


.5705 








Seq. No. 


35855 


Seq. ID 


OJ990408 


_01. 9A05 


.C45 . 






...Strand.- 












lEnd 








Name 


OJ990408 01.9A05.C45.o3.gp 


Method 


AAT/GAP 






Start 


1833 


End 


2217 






GI 


uC-osflcyp033a04bl 


Score 


654 






F 1 von c* 


1833. .2217 










GI Descrip . 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








O C ^ . LN \J • 


35855 


Seq. ID 


OJ990408 


_01. 9A05 


.C45 


UC11C LNU • 


73891 


Strand 








Start 


8340 


End 


11044 






Name 


OJ990408 01.9A05.C45.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


966 


End 


4765 






GI 


none 


Score 


274 






Exons 


966. .1061, 4452. .4757, 4454.. 


4765, 4457.. 4759^. 






O C • ■ IN vj • 


35855 


Seq. ID 


OJ990408 


_01. 9A05 


.C45 




73891 


Strand 








Start 


8340 


End 


11044 






Name 


OJ990408 01.9A05.C45.ol.tw ■ 


Method 


TBLASTX: 


Wheat 




Start 


.4514 . . 


End 


4900 






GI 


none • 


Score- 


231 






Exons 


. 4514. .4900, 4'515.'.4892 










Seq. No. 


35855 


Seq'i ID 


OJ990408 


_01.'9A05 


C45 


Gene No. 


73891 


Strand 








Start 


8340 


End 


11044 






Name 


OJ990408 01.9A05.C45.o5.np 


Method 


AAT/NAP 






Start 


8340 


End 


11044 






GI 


4680182 


Score 


425 






Exons 


8340.. 8382, 9643.. 9950, 10251 


. .10648, • 


11005. . 11044 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


35855 


Seq. ID 


OJ990408 


_01. 9A05. 


C45 


Gene No. 


73891 


Strand 









35594 



Start 


8340 






End 


11044 


Name 


OJ990408 


_01.9A05.C45.o6 


.np 


Method 


AAT/NAP 


Q+- =a 


10856 






End 


11044 


PT 


2586082 






Score 


232 


Exons 


10856. .11044 








bi uescrip. 


/ n*7 97 9 S \ 


retrofit [Oryza longistaminata] 


C! a /-» KI /->, 

oeq . lnu . 


C. O C (T 
jjO JO 






Seq. ID 


OJ990408_01. 9A05 


Gene No. 


7 o p Q9 
/ JO 






Strand 




Start . 


1 






End 


2081 


Name 


Ol79904 08 


01. 9A05.C46.ol 


.np 


Method 


AAT/NAP 


o tar l. 


1 






End 


2081 


P T 


2586082 






Score 


1860 


XT' V T^l O 


1. .2081 










CI T Hp qpri n 


(U72725) 


retrofit [Oryz< 


a longistaminata] 


Seq. No. 


35856 






Seq. ID 


OJ990408_01. 9A05 


Gene No. 


73892 






otianu 






1 






End 


2081 


Name ■ 


OJ990408. 


01. 9A05.C46.ol 


.gs 


Method 


GEN SCAN ' 


Of v-j- 

O LdiL 


114 






End 


2066 


GI 








.S cjD.re_ _ 


; .^3_.__ ; „.^_ v _ 


.Exons 


,ai4^...206.6_ ; r ,,_ 





.,.„. .....^ „„ 




Seq. No. 


35856 






Seq. ID 


OJ990408_01.9A05 


Gene No. 


T3QQO 

/jo yz 






orrana 






1 






End 


2081 


Name 


OJ990408 


01. 9A05.C4 6.o2 


. tw 


Method 


TBLASTX: Wheat 


o tare 


303 






End 


656 




none 






Score 


293 


Exons 


303. .656 










Seq. No. 


35856 






Seq. ID 


OJ990408_01. 9A05 


Gene No. 


73892 






Strand 






1 






End 


2081 


■ Name 


OJ990408 


01. 9A05.C46.ol 


. tc 


Method 


TBLASTX: Cress 


o car l 


315 






End 


780 


PT 
bi 


none 






Score 


62 


Exons 


315. .776, 


316. .444, 487 


. .780 






Seq. No. 


35856 






Seq. ID 


OJ990408_01. 9A05 


Gene No. 


73892 ■ 






Strand 




oLdl L 


1 • > 






End 


2081, 


Name 


OJ9904 08 


01. 9A05 .C4 6.ol-: 


.t m ■" ; 


Method 


TBLASTX : Maize 




326 - ' 






End 


663.. 


PT 


none 






Score 


171 , • ^ 


T7 1 v /-\ r^i ^ 


326. .529, 


" 333'. .656, '337, 


. * 663 






Seq. No. 


35856 






Seq. ID 


OJ990408_01. 9A05 


Gene No. 


73892 






Strand 




Start 


1 






End 


2081 


Name 


OJ990408 


01. 9A05.C46.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


330 






End 


749 


GI 


none 






Score 


279 


Exons 


330. .749 










Seq. No. 


35856 






Seq. ID 


OJ990408_01. 9A05 



35595 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons,.,,, , 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



73892 Strand 
1 End 
OJ9904 08_0 1 . 9A05 . C4 6 . o2 . ts Method 
7 53 End 
none Score 
753. .941, 966. .1073, 1089. .1175 



2081 

TBLASTX: Soybean 

1175 

57 



35856 
73892 
1 

OJ9904 08_01. 9A05.C4 6.ol.tw 

1269 

none 



Seq. ID OJ990408_01.9A05.C46 
Strand 

End 2081 

Method TBLASTX : Wheat 

End 1641 

Score 174 



1269. .1640, 1281. .1619, 1288. .1641 



35856 
73892 
1 

OJ990408_01 . 9A05 . C4 6 . o2 . tm 

1476 

none 



Seq. ID OJ990408_01.9A05.C46 
Strand 

End 2081 

Method TBLASTX: Maize 

End 2039 

Score 117 



. ...1 4 7. 6 ... 1 7 2 1 .1.4 7.6.^172.1, 1 ,.X!22. , 17 .5 7 ^ . 17 9 2 .1,8.3 6 M .Z£&& 



35857 
73893 
1 

OJ9904 08_01 . 9A05 .C47 . ol . np 
1 

531389 
1. .478 

(U12626) copia-like retrotransposon Hopscotch polyprotein [Zea 
mays] 



Seq. ID OJ990408_01.9A05.C47" 
Strand 

End 1981 

Method AAT/NAP 

End 478 

Score 385 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq. No. 
Gene No. • - 
Start"' ■ , . 
-Name 

Start -* •' 
-GI 

Exons 



35857 
73893 
1 

OJ9904 08_01.9A05.C4 7.o2.np 

1 

4680182 



Seq. ID OJ990408_01.9A05.C47 
Strand 

End 1981 
Method AAT/NAP 
End ' .1981 
Score 632 



1..22, 611. .829, 901. .1095, 1129. .1981 
(AF111709) unknown [Oryza sativa subsp. indica] 



35857 . '.' " 

73893 

1 . ..... *. . 

OJ9904 08_6l. 9A05.C47.ol.tc 

2 " • .. 

none 
2. .424 



Seq. ID" OJ99'0408_01.9A05.C47 

Strand - 

End '• . 1981 . 

Method TBLASTX.: Cress . 

End " ' 424 * 

Score 204 



Seq. No. 35857 

Gene No. 73893 

Start 1 

Name OJ990408_01 . 9A05 . C47 . ol . tw 

Start 2 

GI none 
Exons 



Seq. ID OJ990408_01.9A05.C47 
Strand 

End 1981 

Method TBLASTX : Wheat 

End 391 

Score 54 



2. .148, 5. .118, 164. .307, 165. .260, 314. .391 



35596 



Seq. No. 


35857 


Seq. ID 


OJ990408 


_01. 9A05 


.C47 


Gene No. 


73893 


Strand 








Start 


1 


End 


1981 






Name 


OJ990408 01.9A05.C47.ol. tm 


Method 


TBLASTX : 


Maize 




Start 


2 


End 


388 






GI 


none 


Score 


58 






Exons 


2. .262, 126. .233, 140. .247, 


290. .388 








Seq. No. 


35857 


Seq. ID 


OJ990408 


_01. 9A05, 


.C47 


Gene No. 


73893 


Strand 








Start 


1 


End 


1981 






Name 


OJ990408 01.9A05.C47.ol.gs 


Method 


GENSCAN 






Start 


126 


End 


1981 






GI 


none 


Score 


.49 






Exons 


126. .486, 1158. .1483, 1577.. 


1769, 1876 


. .1981 






Seq. No. 


35857 


Seq. ID 


OJ990408 


_01. 9A05, 


.C47 


Gene No . 


73893 


Strand 








Start 


1 


End 


1981 






Name 


OJ990408 01.9A05.C47.o2.tm 


Method 


TBLASTX: 


Mai ze 




„ Start... ... 


1.4,$,6,__. „ 




.JL3.SZ. 






-GZ, . L'. 


none,..".... „ _ M _ 


Scare 


...6.2,, 






Exons 


1456.. 1668, 1656.. 1718, 1669 


. .1719, 1784. .1897, 


1799 . . 1£ 


552 


Seq. No. 


35858 


Seq. ID 


OJ990408 


_01.9A05. 


C48 


Gene No. 


73894 


Strand 


+ 






Start 


102 


End 


263 






Name 


OJ990408 01.9A05.C48.ol.gs 


Method 


GENSCAN 






Start 


102 


End 


263 






GI 


none 


Score 


.71 






Exons 


102. .263 










Seq. No. 


35858 


Seq. ID 


OJ990408 


_01. 9A05. 


C48 


Gene No. 


73895 


Strand 


+ 






Start 


2028 


End 


5395 






Name 


OJ990408 01.9A05.C48.o2.np 


. Method 


AAT/NAP 






Start 


2028 


End 


5395 






GI 


6721547 


Score 


68 






Exons 


2028. .2112, 2925. .'2972, 5371 


. .5395 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq'. .No. 


. 35858 \ . * 


Seq. ID 


OJ990408_ 


_01. 9A05. 


C48 


Gene No: . 


73896 


Strand 








Start : 


1 . - . . : ...... 


End' 


272 






Name 


OJ990408 0i.9A05.C48.ol.np* 


Method 


AAT/NAP 






Start'. 


' i " - 


End 


272 






GI 


4680181 


Score 


212 






Exons 


1. .272 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 




Seq. No. 


35858 


Seq. ID 


OJ990408_ 


_01. 9A05. 


C48 


Gene No. 


73897 


Strand 








Start 


2290 


End 


3837 






Name 


OJ990408 01.9A05.C48.ol.tm 


Method 


TBLASTX: Maize 




Start 


48 


End 


269 






GI 


none 


Score 


72 







35597 



Exons 



48. .269, 102. .230 



Seq. No. . 35858 

Gene No. 73897 

Start 2290 

Name . OJ990408JD1 . 9A05 . C48 . o2 . gs 

Start 2290 

GI none 

Exons 2290.. 2433, 2931.. 3279, 342* 

Seq. No. 35859 

Gene No. 73898 

Start 340 

Name OJ990408_01 . 9A05 . C4 9 . ol . gs 

Start 340 

GI none 

Exons 340. . 428 



Seq. ID OJ990408_01.9A05.C48 
Strand 

3837 
GENSCAN 
3837 
.72 



End 

Method 
End 
Score 
.3837 



Seq. ID OJ990408_01.9A05.C49 

Strand + 

End 428 

Method GENSCAN 

End 428 

Score .96 



OJ990408_01.9A05.C49 

364 



Seq. No. 35859 Seq. ID 

Gene No. 73899 Strand 

Start 1 End 

Name ... _ .„ AJ.a9M05_.Qlf.9AQ5 ,Q4.9 .p 1. op..,^ Method _ AAT./NAP_. „ w _ _ 

S.tar.t .... _ 1 ^ End 36.4.... iw ..^.".^ 

GI . 2583130 Score 92 
Exons 1 . . 364 

GI Descrip. (AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

GI Descrip . 



35859 
73899 
1 

OJ9904 08_01 . 9A05 . C4 9 . ol . tw 
56 

none 

56. .343, 231. .320, 299. .355 



Seq. ID OJ990408_01.9A05.C49 

Strand 

End 364 

Method TBLASTX : Wheat 

End 355 

Score 62 



35860 Seq. .ID 

73900 Strand 

1 End 

OJ990408_01.9A05.C51.ol.np Method 

1 End 

6063554 Score 
'1..171, 306. .537, 1684. .1877' .". . 
(AP000615) ESTs AU07560? (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E0464) 

correspond to a region of. the predicted, gene ../ hypothetical 
protein [Oryza sativa] 



OJ990408_01.9A05.C51 
+ 

1877 
AAT/NAP 
1877 
321 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35860 
73901 
2695 

OJ9904 08_01. 9A05.C51 .o2.np 
2695 
6721512 
2695,. 2715, 4623.. 4718 

(AP001072) hypothetical protein' [Oryza sativa] 



Seq. ID OJ990408_01.9A05.C51" 

Strand + 

End 4718 

Method AAT/NAP 

End 4718 

Score 52 



Seq. No. 



35860 



Seq. ID OJ990408 01.9A05.C51 



35598 



Gene No. 


73902 




Strand 




Start 


4824 




End 


858 6 


Name 


O t T99040R 01 9A0S r>9 


gS 


LJCLl 1 U vl 




Start 


4824 ~~ 




End 


7 R 6? 


GI 


none 




Score 




TT vrjn <3 


4fi?4 S?1 6 7^ft1 7419 


77 97 


.7862 




Spa No 


35860 

*J O U \J U 




Seq. ID 




Gene No . 


73902 




Strand 




Start 


4824 




End 


8586 


Name 


OJ990408 01.9A05.C51.o3 


.np 


Method 


AAT/NAP 


Start 


5738 




End 


7773 


GI 


629693 




Score 


195 


Exons 


5738. .5851, 7307. .7773 








GI Descrip. 


probable integrase - common 


tobacco (fragment) 



gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 
Gene No. 
Start 
Name 

^S.t^r.t„.;_.„ 
. GI ... . ..... 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



35860 
73902 
4824 

OJ990408_01 . 9A05 . C51 . o4 . np 

. 7 316... _ ..... 

5902.4 4 5 , 

7316. .8000, 8554. .8586 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 



OJ9904 08_01 . 9A05 . C51 
8586 

AAT/NAP ... . 



Score .205... 



35861 Seq. ID 

73903 Strand 
7741 End 
OJ990408_01 . 9A05 . C53 . o2 . gp Method 
7741 End 
uC-osflcypl7 6f 10b! Score 
7741. .8205 

1 6041757/gb| AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990408_01.9A05.C53 
+ 

8205 
AAT/GAP 
8205 
827 



35861 
73904 
9761 

OJ9904 08_01. 9A05.C53.o3.gp 



Seq. ID OJ990408_01.9A05.C53 
Strand + 
End 10032 
Method AAT/GAP 
-End ' 10032 

Score 398 ' 



9761 
2310235' 

9761. .10032 . "• - ' "■ : . - . " - . 

58521.82/emb|.CAB55420.1| ?.0e-13 (AL117265) zhb0012,l [Oryza 
sativa] 



Seq. No. 35861 Seq. ID 

Gene No. 73905 Strand> 

Start 269 End 

Name OJ990408_01 . 9A05 . C53 . ol . gs Method 

Start 269 End 

GI none Score 
Exons 



OJ990408_01.9A05.C53 

10227 
GENSCAN 
10212 
.52 



269. .1376, 2221. .2317, 4826. .4972, 5083. .5227, 6551. .6713, 
6793. .6891, 6994. .7066, 7151. .7261, 7641. .7917, 7980. .8525, 
8575. .8716, 8791. .8910, 8956. .9121, 9251. .10212 



35599 




cpo No 


35861 




Con T H 




Gene No . 


73905 




Strand 




Start 


269 




End 


10227 


Name 


OJ990408 01.9A05.C53.ol 


.gp 


Method 


AAT/GAP 


Start 


5979 




End 


6138 


GT 


21474 1.R1084 




Score 


247 


t? von q 


5979. .6138 








GT Hp^rri n 

W J. C O ^ J_ J- m 


* 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidops. 




t-ilCtX-LdllCl j 








Qpn Mo 


^ Sft 61 




Seq. ID 


OJ990408_01.9A05.C53 


Gene No. 


7 t qn r 

/ J jU J 




Strand 




Start 


269 




End 


10227 - 


Name 


OJ990408 01.9A05.C53.ol 


.np 


Method 


AAT/NAP 


o Lai L 






End 


10227 


GI 


/i co no 04 




Score 


1024 


Hi AUl I O 


6^46 £fift^ 7049 7961 


7358. 


.7531, 7641.. 8716, 8791.. 10227 




/API 14171 \ hwnnl-hpl-i pal 


protein [Sorghum bicolor] 




^ Rft £1 
J jODI 




Seq. ID 


OJ990408_01.9A05.C53 


Gene No. 


73905 




Strand 




. Starts... 


__.2,69 




,EncL_ ...... 


.10227. . rf 


Name 




1-tw ...... 


_ Method. . . 


TBLASTX.: Wheat 


o Lai l 


Q1 P 1 




End 


9584 ■ 


GT 

O J. 


none 




Score 


50 


ill 1 1 o 


Q1 fll Q97£ Q1R1 Q^m 


9314. 


.9481, 9346.. 9582, 9433.. 9582, 




Qddd 








Seq. No. 


35862 




Seq. ID 


OJ990408_01.9A05.C54 


Gene No. 


73906 




Strand 




Start 


119 
iii 




End 


1968 


Name 


O.TQQOdOfi 01 QnOR r^A 


. tm 


Method 


TBLASTX: Maize 


Start 






End 


351 


GI 


none 




Score 


181 




TOR 1 A fi 1 ^S1 








Seq. No. 


-5 R O £ O 
J JODi 




Seq. ID 


OJ990408_01.9A05.C54 


Gene No. 


73906 




Strand 




Start 


112 




End 


1968 


Name 


D,TQQ040fi 01 QA0R n1 


.gs 


Method 


GENSCAN 


Start 


119 

JL X Z 




End 


1509 


GI 


none 




Score 


.54 • 




119 RRO £79 1^0 Q 








. O C LJ . LNU.- 


•35862. . 




. Seq. ID ' 


OJ99O408_01.9A05.C54 


Gene No. 


73906 




Strand 




Start 


112" " ' 




End 


1968 ' 


Name 


OJ990408 01.9A05.C54.ol, 


.np 


Method 


AAT/NAP 


O Lai L 


115 


*) 


End 


1968 


GT 


4680179 




Score 


2210 


R von c; 


115. .1568, 1878. .1968 








GI Descrip. 


(AF111709) polyprotein | 


[Oryza 


sativa subsp. indica] 


Seq. No. 


35862 




Seq. ID- 


OJ990408_01.9A05.C54 


Gene No. 


73906 




Strand 




Start 


112 




End 


1968 


Name 


OJ990408 01.9A05.C54.o3. 


, tw 


Method 


TBLASTX: Wheat 



35600 




Start 


160 




End 


4 93 

*4 J J 




GI 


none 




Score 


42 




Exons 


160 492, 353. 400, 376 


489, 


422 . .493 






Seq t no . 


35862 

~J \J \J 




Seq. ID 


OJ990408JD1. 9A05 




Gene No. 


73906 




Strand 






Start 


112 




End 


1968 




Name 


OJ990408 01.9A05 C54 ol 


. tm 


Method 


TBLASTX: Maize 




Start 


j «j *j 




End 


939 






none 




Score 


49 






355 780, 356 451, 478 


666, 


617. .781, 776. .931, 778.. 






785 931, 787 933 










Seq. No. 


35862 




Seq. ID 


OJ990408_01. 9A05 


.C54 


Gene No. 


73906 




Strand 






Start 


112 




End 


1968 




Name 


OJ990408 01. 9A05.C54 .ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


493 




End 


1119 




GI 


none 




Score 


67 




TT von q 


493. .1119, 494. .577, 499. .744 


, 614. .1117 




Seq. No. . 


.35.8.62 ■ _ 




,.Seq.. ID 


OJ99,04 0.a J) 1. SAO 5 




Gene. No... 


.'. „.,.7390.6. . .. . , ..... ^ 




..Strand. . 




Start 


112 




End 


1968 




Name 


OJ990408 01.9A05.C54.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


988 




End 






GI 


none 




Score 


283 




j?yon c: 
i_j \y 1 1 o 


988. .1278, 992. .1279, 1007. .1279 






Seq. No. 


35862 




Seq. ID 


OJ990408_01. 9A05 


.C54 


Gene No. 


73906 




Strand 






Start 


112 




End 


1968 




Name 


OJ990408 01.9A05.C54.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1078 




End 


1338 




GI 


none 




Score 


188 




Exons 


1078. .1338, 1079. .1336 










Seq. No. 


35862 




Seq. ID 


OJ990408_01.9A05 


.C54 


Gene No. 


73906 




Strand 






Start 


112 




End 


1968 




Name 


OJ990408 01.9A05.C54.ol 


tc 


Method 


TBLASTX: Cress 




Start 


1102 




End 


1428 




GI 


. none _ • . 




Score 


86 ; ' : . . 




F" von c: 


1102 . . 1245,; 1121. .1243, 


1246.. 


. 1428 • 






Seq. No. 


. 35862 




Seq. ID 


OJ990408_01. 9A05 


.C54 


Gene No . 


73906 "• 




Strand 






Start 


112 




End 


1968 




Name 


OJ990408 01.9A05.C54.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1126 




End 


1561 




GI 


none 




Score 


355 




Exons 


1126. .1560, 1127. .1561 










Seq. No. 


35863 




Seq. ID 


OJ990408__01.9A05 


-C55 


Gene No. 


73907 




Strand 


+ 




Start 


319 




End 


956 




Name 


OJ990408 01. 9A05.C55.ol. 


gp 


Method 


AAT/GAP 





35601 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



319 End 956 

101153_1.R1084 Score 238 

319. .354, 827. .956 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 f 



35863 
73908 
133 

OJ9904 08_01.9A05.C55.ol .np 
133 

5852180 
133. .507, 850. .956 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990408_01.9A05.C55 
Strand 

End 956 

Method AAT/NAP 

End 956 

Score 246 



35863 
73908 
133 

OJ990408_01.9A05.C55.ol.gs 

.137 
none 

137,, ..4 4 6../ : , 



Seq. ID OJ990408_01.9A05.C55 
Strand 

End 956 

Method GENSCAN 

End 446 

Score .8 . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. • No. 
.Gene No.. 
Start 
Name 
Start 
GI 

Exons . 

GI Descrip. 



35864 
73909 
1 

OJ990408_01.9A05.C56.ol.tw 
1 

none 



Seq. ID OJ990408_01.9A05.C56 

Strand + 

End 705 

Method TBLASTX : Wheat 

End 703 

Score 313 



1..360, 3. .359, 6. .365, 359. .481, 360. .506, 363. .536, 508. .651, 
509. .652, 512. .667, 662. .703, 666. .701 



35864 
73909 
1 

OJ990408_01. 9A05.C56.ol.np 
1 

6742729 
1. .582 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990408_01.9A05.C56 

Strand + 

End 705 

Method AAT/NAP 

End 582 

Score 877 



35864 
.73909 
1. 

OJ9904 08_01. 9A05..C56.ol.gp 

i. 

342JL..R1084 '" 
1..705 

'4574406/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. . ID OJ990408_01.9A05.C56 

Strand + ' ' . 

End 705 - ■ : * ' 

Method AAT/GAP 

End 705 

Score 1220" 



Seq. No. 35864 

Gene No. 73909 

Start 1 

Name OJ990408_01 . 9A05 . C56 . ol . tc 

Start 35 

GI none 



Seq. ID OJ990408_01.9A05.C56 

Strand + 

End 705 

Method TBLASTX : Cress 

End 485 

Score 249 



35602 



Exons 



35. .217, 39. .359, 43. .360, 360. .485, 363. .485 



Seq. No. 35864 

Gene No.' 73909 

Start 1 

Name OJ990408J31 . 9A05 . C56 . ol . gs 

Start 85 

GI none 

Exons 85.. 231, 551.. 671 



Seq. ID OJ990408_01.9A05.C56 

Strand + 

End 705 

Method GENSCAN 

End 671 

Score .52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

_Name_,_. 

. Starts 

■GI 

Exons 

GI Descrip, 



35865 
73910 
4181 

OJ990708_04 . 9A01 . CI . o2 . gs 

4181 

none 



Seq. ID OJ990708_04. 9A01.C1 

Strand + 

End 5138 

Method GENSCAN 

End 5138 

Score .95 



4181. .4209, 4419. .4482, 4818. .4997, 5019. .5138 

35865 Seq. ID OJ990708_04 . 9A01 . CI 

73911 Strand + 

. 10454 . _ End . 10656 

OJ.9.90708_04..^9AQl,(;i^ ol,,gp, _ Method ..™A&X/Ji£E™ " 

, U 0.4,54. : ..... , _ End __1 06*5 6. 

uC-osflcyp099b05al " Score 369 

10454. .10656 

1 5734 61 6/db j | AP000391 . 1 1 AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


35865 




Seq. ID 


OJ990708 


Gene No. 


73912 




Strand 




Start 


683 




End 


1676 


Name 


OJ990708 04. 


9A01.Cl.ol.gs 


Method 


GENSCAN 


Start 


683 


End 


1676 


GI 


none 




Score 


.89 


Exons 


683. .1676 








Seq. No. 


35865 




Seq. ID 


OJ990708 


Gene No. 


73913 




Strand 




Start 


7166 ■ 




End 


8088 


Name 


OJ990708 04. 


9A01.Cl.o3.gs 


Method 


GENSCAN 


Start 


7166 




End 


8088 


GI 


none 




Score 


.49 


Exons 


7166.. . 7318, . 


7'807.*.8088 ' . 






Seq. No. 


.' - 35865 . " 




. Seq. ID 


.OJ990708' 


Gene No. 


73914 




Strand ■ 




Start 


• 8534 




End 


11378 


Name 


OJ990708 04. 


9A01.Cl.ol .tc 


Method 


TBLASTX : < 


Sta-rt 


684 




End 


11270 


GI 


none 




Score 


72 


Exons 


684 . .779, 68 


8. .780, 819. .863, 


888. .1001, 1014. . 




8684. .9553, 


8711. .9175, 8925. 


.9446, 9248. .9553, 




104 07. .10574, 1068 6. .1074 8, 10788. . 10£ 


i41, 10869 




11211. .11270 








Seq. No. 


35865 




Seq. ID 


OJ990708_ 


Gene No. 


73914 




Strand 





35603 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



8534 End 

OJ990708_04. 9A01 . CI . o2 . np Method 

8517 End 

4966347 Score 



11378 
AAT/NAP 
11366 
717 

10564. .11366 



8517. .9644, 9886. .10085, 104 54 .. 10519, 
(AC006341) Similar to gb|AJ012423 wall-associated kinase 2 from 
Arabidopsis thaliana. 



Seq. No. 35865 

Gene No. 73914 

Start 8534 

Name OJ990708_04 . 9A01 . CI . o4 . gs 

Start 8534 

GI none 

Exons 8534.. 9720, 9903.. 10085, 10454.. 11378 



Seq. ID OJ990708_04. 9A01.C1 
Strand 

End 11378 

Method GENSCAN 

End 11378 

Score .57 



Sen No 


358 65 
•j >j u \j +j 








Seq. ID 


OJ990708_04.9A01.C1 




73914 








Strand 




Start 


8534 








End 


11378 


Name 


OJ990708 04 


.9A01. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8 652 








End 


9646 


GL. 


.u.u ^^™^™_. 








. Score. - 


66 


tr von *^ 


86S? 8768 


8.66.a. 


.'..9350., 


-868.4:, 


...8.8.72 ,;. .8319,., 92.Q3,..l92M.^9i£2. 




9575 9646 














JJOUJ 








Seq. ID 


OJ990708_04.9A01.C1 


Gene No . 


73914 








Strand 




Start 


8534" 








End 


11378 


Name 


OJ990708 04 


. 9A01. 


Cl.ol. 


np 


Method 


AAT/NAP 


Start 


'8683 








End 


11375 


GI 


5803260 








Score 


1026 


Exons 


8683. . 9701, 


9980. 


.10024 


, 10398.. 11375 




GI Descrip 


(AP000399) 


similar to wakl gene (AJ009696) [Oryza sativa] 


Seq. No. 


35865 








Seq. ID 


OJ990708_04.9A01.C1 


Gene No. 


73914 








Strand 




Start 


8534 








End 


11378 


Name 


OJ990708 04 


. 9A01. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8855 








End 


9643 


GI 


none 








Score 


330 


Exons 


8855. .9391, 


8904. 


.9392, 


9410. 


.9562, 9457.. 9528, 9557. .9643 


Seq. No. 


.,35865 








Seq. ID 


OJ990708JD4. 9A01.C1 


Gene No. 


73914 








Strand 




Start 


'8534 








End 


.11378 


Name 


- OJ990708 04 


. 9A01. 


Cl.'o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


' 8903 








End 


9169 ' 


GI 


none 








Score 


92 


Exons 


8903. . 9025, 


8919. 


.9032, 


9038. 


. 9169 





Seq. No. 35865 Seq. ID 

Gene No. 73914 Strand 

Start 8534 End 

Name OJ990708_04 . 9A01 . CI . ol . tw Method 

Start 9170 End 

GI none Score 

Exons 9170.. 9532, 9174.. 9446, 9457.. 9528 



OJ990708JD4 . 9A01 .CI 
11378 

TBLASTX: Wheat 

9532 

169 



35604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

,. 

.Start...:.,-,; . 
GI 

Exons 

GI Descrip. 



35866 




Seq. ID 


OJ990708_ 


_04 


. 9A01 


.C2 


73915 




Strand 


+ 








899 




End 


1766 








OJ990708 04.9A01. 


C2.ol.np 


Method 


AAT /NAP 








899 




End 


1338 








6539570 




Score 


107 








899. .1114, 1272.. 


1338 












(AP000836) hypothetical protein [Oryza 


s a t" i va 1 

O O I— -I- v t* J 








35866 




Seq. ID 


OJ990708_ 


_04 


. 9A01 


.02 


73915 




Strand 


+ 








899 




End 


1766 








OJ990708 04.9A01. 


C2.ol.gs 


Method 


GENSCAN 








951 




End 


1766 








none 




Score 


. 47 








951. .1047, 167i.. 


1766 












35866 




Seq. ID 


OJ990708_ 


_04 


. 9A01 


.02 


73916 




Strand 










894 




End 


1168 








.QJ.93.Q 2£L8„i).A ...9A0 1.. 


C2. ? ;p..l. v gp..,_ 


__JMe;thod, „. 


,AAT/G&P_ 








.as>4;.;_;__;.,;;^:.: 




_..End_ 










286550 




Score 


277 









894. .1168 

5734616/dbj | AP000391 . 1 1 AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



35867 Seq. ID 

73917 Strand 

945 End 

OJ990708_04. 9A01 . C3 . ol . gs Method 

945 End 

none Score 

945. .1069, 2578. .2731 



OJ990708_04.9A01.C3 
+ 

2731 
GENSCAN 
2731 
. 6 



35867. Seq. ID 

73918 Strand 
2774 End 
OJ990708_04.9A01.C3.ol.gp Method 
2774 End 
2312838 Score 
2774 . .2831 ' . 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, .intron.,1, partial sequence * 



OJ990708J)4 .9A01.C3 
+ 

2831 
AAT /GAP 
2831 
69 . 



35867 ' Seq. ID' 

.73919 Strand 

3190 ' End 

OJ990708_04 . 9A01 . C3 . ol . np Method 

3190 End 

5852084 Score 
3190. .3273 

(AL117264) zwh0007.1 [Oryza sativa] 



OJ990708_04'. 9A01.C3 
+ 

3273 
AAT /NAP 
3273 
80 



35868 
73920 



Seq. ID OJ990708_04.9A01.C4 
Strand + 



35605 




Start 


191 




End 


6024 


Name 


OJ990708 04 . 9A01 ,C4 


. ol . gs 


Method 


GENSCAN 


Start 


191 ~ 




End 


6024 


GI 


none 




Score 


.46 


Exons 


191. .228, 291. .489, 


2819. . 


. 3040, 3787 . . 


3870. 5840 6024 


Seq. No. 


35868 " 

v \J \J 




Seq. ID 




Gene No. 


73920 




Strand 




Start 


191 




End 


6024 


Name 


OJ990708 04.9A01.C4 


. ol . gp 


Method 


AAT/GAP 


Start 


3667 




End 


4230 


GI 


2799763 




Score 


1014 


Exons 


3667. .4230 









Seq. No. 


35868 




Seq. ID 


OJ990708 


Gene No. 


73921 




Strand 


+ 


Start 


16683 




End 


21254 


Name 


OJ990708 04.9A01.C4 


. o2 . np 


Method 


AAT/NAP 


Start 


16683 




End 


19921 


GI 


4512683 




Score 


108 


Exons 


16683. .16730, 18295 


. . 18605, 


19903. . 19921 


G.I, .p.esjcrip.... 


. . ( AC.0.0. 6.9 311 pu t a t ive.. 


JL.ipase_ 


[ Ar a b i <do p.s is. ,. , t h a 1 i an 


Seq. No." 


358 68 ' 




Seq. ID 


OJ990708 


Gene No. 


73921 




Strand 


+ 


Start 


16683 




End 


21254 


Name 


OJ990708 04.9A01.C4, 


. o3 . gs 


Method 


GENSCAN 


Start 


17716 




End 


18870 


GI 


none 




Score 


1 


Exons 


17716. .18870 









Seq. No. 35868 

Gene No. 73921 

Start 16683 

Name OJ990708_04 . 9A01 . C4 . o4 . gs 

Start 19170 

GI none 

Exons 19170. .19182, 19654 .. 19990 , 
20241. .20316, 20385 .. 20524 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20023. .20080, 
21111. .21254 



OJ990708_ 
+ 

21254 
GENSCAN 
21254 
.73 

20101. 



04 . 9A01.C4 



.20196, 



Seq. No. 35868 Seq. ID OJ990708_04 . 9A01 . C4 

Gene No. . 73922 Strand 

Start* ' '7862 . ' End . .* .9853 

Name -OJ990708_04 . 9A01 . C4 . ol . np"'- Method AAT/NAP 

Start • 7802 , End . . . 9853 " ■ 

GI 1935918 . . Score . 1.031 

Exons '7802.. 9073, 9*784.. 9853 

GI Descrip. (U93559) putative serine/threonine protein kinase [Brassica 
rapa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35868 
73923 
19959 

OJ990708_-04 , 

7906 

none 



9A01.C4.ol.tm 



Seq. ID OJ990708_04 . 9A01.C4 
Strand 
End 

Method 
End- 
Score 



22423 

TBLASTX: Maize 

8889 

107 



7906. .8004, 8068. .8262, 8096. .8263, 8380. .8649, 8429. .8632, 



35606 



8618. .8791, 8641. .8811, 8839. .8889 



Seq. No. 


35868 




Gene No . 


73923 




Start 


19959 




Name 


OJ990708 04 


. 9A01 . C4 .ol . tw 


Start 


7906 ~ 




GI 


none 




Exons 


7906 . . 8004 , 


8071 . . 8235, 8093. 


Seq. No. 


35868 




Gene No. 


73923 




Start 


19959 




Name 


OJ990708 04 


.9A01.C4.ol.tc 


Start 


7912 




GI 


none 




Exons 


7912 . . 8004, 


8071 . . 8268, 8072 . 




8618. .8668, 


8668. .8811, 8829. 


Seq. No. 


35868 




Gene No . 


73923 




Start 


. 1,995 9 _ 




Name 


OJ990708 04 


9A01 C4 o2 ts 


Start 


7912 ~~ 




GI ■ 


none 




Exons 


7912. .8004, 


8071.. 8271, 8072. 


Seq. No. 


35868 




Gene No . 


73923 




Start 


19959 




Name 


OJ990708 04 


. 9A01 . C4 . ol . ts 


Start 


8371 — 




GI 


none 




Exons 


8371. .8658, 


8429.. 8569, 8662. 


Seq. No. 


35868 




Gene No . 


73923 




Start 


19959 




Name 


OJ990708 04 


. 9A01.C4.o3.np 


Start 


19959 




GI 


4680341 




Exons ■ 


19959'. .20319, 20378 . .. 204 58 , 2< 


GI Descrip.. 


. (AF128457) hypothetical' prote: 


.Seq. . No . • 


35869 




Gene No . 


73924 




Start 


232 " * - ■*" 




Name 


OJ990708 04 


. 9A01.C5.ol.gs 


Start 


232 


GI 


none 




Exons 


232. .396 




Seq. No. 


35870 




Gene No. 


73925 




Start 


72 




Name 


OJ990708 04 


.9A01.C6.ol.gs 


Start 


72 





Seq. ID OJ990708_04 . 9A01.C4 
Strand 

End 22423 

Method TBLASTX : Wheat 

End 8235 

Score 98 



Seq. ID OJ990708_04 . 9A01.C4 
Strand 

End 22423 

Method TBLASTX : Cress 

End 8 903 

Score 172 



Seq. ID OJ990708_04. 9A01.C4 
Strand 

.EncL„ ./_2,24.23 . • • . - 



End 
" Score 



8272 
138 



Seq. ID OJ990708_04 . 9A01.C4 
Strand 

End 22423 

Method TBLASTX : Soybean 

End 8731 

Score 133 



Seq. ID OJ990708_04 . 9A01.C4 
Strand ' 

End 22423 

Method AAT/NAP. 

End 22423 

Score 564 



Seq. ID OJ99070#_04 . 9A01.C5 

Strand + 

End 396 

Method GENSCAN 

End 396 

Score .57 



Seq. ID OJ990708_04 . 9A01.C6 

Strand + 

End 422 

Method GENSCAN 

End 422 



35607 



GI none Score . 66 

Exons 72.. 422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

..G.eae/No..- 
Start 
Name 
Start 
GI 

Exons 



35870 Seq. ID OJ990708_04 . 9A01 . C6 

73926 Strand 

1 End 347 

OJ990708JD4 . 9A01 . C6 . ol . np Method AAT/NAP 

1 End 347 

3128224 Score 123 

1..199, 227. .347 

(AC004077) putative protein kinase [Arabidopsis thaliana] 



35871 Seq. ID 

73927 Strand 

1 End 

OJ990708_04 . 9A01 . C7 . ol . np Method 

1 End 

2739387 Score 
1..19, 103. .412, 1227. .1274 

(AC002505) En/Spm-like transposon protein [Arabidopsis thaliana] 



OJ990708JD4.9A01.C7 
+ 

1274 
AAT/NAP 
1274 
204 



..3587 1_- tW .. 

..7 3927. t _ . „. 

1 

OJ990708_04 . 9A01 . C7 . ol . ts 
96 

none 



_Se.q, . ,id_ 0J?MJM^QA^9.MX^QJ^ 



.... _S.t.rand. 
End 

Method 

End 

Score 



..+ 

1274 

TBLASTX: Soybean 

398 

118 



96. .185, 97. .186, 201. .398, 248. .373 



Seq. No. 


35871 


Seq. ID 


OJ990708 


__04 .9A01 


.01 


Gene No. 


73927 


Strand 


+ 






Start 


1 


End 


1274 






Name 


OJ990708 04.9A01.C7.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


99 


End 


431 






GI 


none 


Score 


122 






Exons 


99. .197, 100. .198, 194. .376, 


195. .431 








Seq. No. 


35871 


Seq. ID 


OJ990708 


_04 .9A01 


.CI 


Gene No. 


73927 


Strand 


+ 






Start 


1 


End 


1274 






Name 


OJ990708 04.9A01.C7.ol.gs 


Method 


GEN SCAN 






Start 




End 


548 






•GI ' . 


. none 


Score 


94 






••Exons * 


183.- .54 8 *" ■ ' f . , 










Seq. No. 


35872 .... 


Seq. ID 


OJ990708 


_04.9A01 


C8 


Gene No. 


.73928 - 


Strand 


+' " 






Start 


2508 


End 


3726 






Name 


OJ990708 04. 9A01 . C8 . ol . np 


Method 


AAT/NAP 






Start 


2508 


End 


3429 






GI 


1946364 


Score 


175 






Exons 


2508. .3429 










GI Descrip. 


. (U93215) putative lipase [Arabidopsis 


thaliana] 






Seq. No. 


35872 


Seq. ID 


OJ990708 


_04 .9A01. 


C8 


Gene No. 


73928 


Strand 


+ 






Start 


2508 


End 


3726 







35608 



Name 

Start 

GI 

Exons 



OJ990708_04. 9A01 . C8 . ol . gs Method GENSCAN 

2530 End 3726 

none Score 1 
2530. .3726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

..Seq.. .No., „. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35872 Seq. ID 

73929 Strand 

5409 End 

OJ990708_04 . 9A01 . C.8 . o2 . gs Method 

5409 End 

none Score 
5409. .5414, 5715. .5906 

35872 Seq. ID 

73929 Strand 

5409 End 

OJ990708_04 . 9A01 . C8 . o2 . np Method 

5630 End 

6539588 Score 
5630. .5916, 7220. .7256 

(AP000837) hypothetical protein [Oryza. sativa].. 



OJ990708_04.9A01.C8 
+ 

7256 
GENSCAN 
5906 
.81 



OJ990708_04.9A01.C8 
+ 

7256 
AAT./NAP 
7256 
124 



..35.8 22 _ _ 



_ ^ ae.q.,-.ID„.„QJ9.907.0.8 w 0.4^S.A.0X.j:5™. 



73930 Strand + 

9986 End 12463 

OJ990708_04 . 9A01 . C8 . o3 . np Method AAT/NAP 

9151 End 12463 

1946364 Score 194 

9151. .9213, 10508. .11048, 12407. : 124 63 

(U93215) putative lipase [Arabidopsis thaliana] 



35872 
73930 
9986 

OJ990708 
9986 
.none 

9986. .11359 



_04 . 9A01.C8.o3.gs 



Seq. ID OJ990708_04. 9A01.C8 

Strand + 

End 12463 

Method GENSCAN 

End 11359 

Score .96 



Seq. No. 
Gene No. 
Start . 
Name 
Start - ■ 
.GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35872 Seq. ID 

73931 Strand 

30 64 8 , End . 

OJ990708_04.9A01.C8.o7.np , ' Method 

•3064 8 . 1 - End 

41*02600 ' Score . 
30648. 
31613. 
32650. 

(AF0134 67) ARF6 [Arabidopsis thaliana] 



.30796, 31042, 
,31698, 32023. 



,31140,. 31218. 
,32112', 32206. 



OJ990708_04.9A01.C8 
+ 

33932 
.AAT/NAP 
33932 • 

1664 . ' ... ' 

31274, 31371. 
32370, 32454. 



,3152.6, 
,32576/ 



,32725, 32889. .33045, 33128.. 33932 



35872 
73931 
30648 

OJ990708_04 . 9A01 . C8 . o7 . gs 

31135 

none 



Seq. ID OJ990708 04.9A01.C8 



Strand 
End 

Method 

End 

Score 



+ 

33932 
GENSCAN 
33826 
.73 



31135. .31140, 31218. .31274, 3137 1 31503, 31943 .. 31967 , 



35609 



32206. .32370, 32454 3257 6, 32650 32725 , 32889 .. 33045, 
33122. .33826 



Seq. No. 


35872 


(Zpnp No 


73931 


Start 


30648 


Nam© 


OJ990708 04 9A01 C8 o3 an 


Start 


33186 _ 


GI 


37 6014 5 


Rxon s 

v-^ no 


33186 33524 


VJ J. O -L. -1_ ' * 


730456/so 1 P40978 1 RS19 ORYSA 


Seq. No. 


35872 


Qer^e No . 


73932 


Start 


124 19 


Name 


OJ990708 04 9A01 C8 ol an 


Start 


12419 _ 


GI 


LIB34 33-02 6-P1-K1-G12 




12419 12852 


PiT Dp c t i n 


1 5262796/emb 1 CAR45901 112 0 




[rti aUlUU^iJlO Llla J — LGHiO J 


„Seq>_.Np.., 


1.35 &2^7Z7^7"ZZZ?'Z ™ irj ^ 


Gene No. 


73933 


Start 


12778 


Name 


O.T9907 0R 04 9A01 PR o4 rr<^ 


Start 


12778 _ 


GI 


none 


Fvonq 
l_i V_/" 1 1 o 


12778 12827 13127 13181 

X / / (J. . X (J / , X X / * . X J X U X , 




14307 14353 14740 14833 




17353 17727 17880 17987 




19091 19270 19490 19722 


Seq. No. 


35872 


Gene No . 


73933 


Start 


12778 


Name 


OJ990708 04 9A01 C8 o2 an 


Start 


17565 ~ 


GI 


2311427 


Rxon <=; 


17565 17818 

Xf^U^J. . X / O X 0 




52 627 96 /emb 1 CAB 4 5 901 11 2 Op 




r A t ^ b i d nn ^ i <=; fhs 1 i sna 1 


Seq. No'.- 


■ 35872' 


Gene No . 


.73933 ■ , • 


Start 


12778 


Name 


O.TQQOVDfi 0 4' QA01 PR nil" nn 


Start 


17588 


GI 


5262796 


Exons 


17588. .177 91, 17880. .17 987, 




19091. . 19381, 19490. .19728, , 


GI Descrip. 


(AL080282) putative protein 


Seq. No'. 


35872 


Gene No. 


73934 


Start 


21679 


Name 


OJ990708 04.9A01.C8.o5.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_04 . 9A01.C8 
+ 

33932 
AAT/GAP 
33524 
553 



OJ990708 04.9A01.C8 



12852 
AAT/GAP 
12852 
809 



Oe-19 (AL080282) putative protein 



... Seq.., IP. OJ9907JD8J)4...9A0J,..C.8^ 
Strand 

End 21097 
Method GENSCAN 
End 21097 
Score .75 
13271. .13510, 13595. .13881, 
15128. . 15223, 152 68 .. 15364 , 
18066. .18239, 18333 18461, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
■ Strand 
End 

Method 
End 
-.Score 



OJ990708_04.9A01.C8 

21097 
AAT/GAP 
17818 
415 . 



OJ9907 08_04\ 9A01.C8 

21097* . 
AAT/NAP 
20838 
1656 



18066. .18233, 18333. .18461, 
20263. .20768, 20802.. 20838 



Seq. ID 

Strand 

End 

Method 



OJ990708_04.9A01.C8 

25139 
AAT/NAP 



35610 




Start 


21679 




End 


23525 




GI 


5852093 




Score 


70 




Exons 


21679... 21706, 23419 


. .23525 








GI Descrip. 


(AL117264) zwhl6.1 


[Oryza sativa] 






Seq. No. 


35872 




Seq. ID 


OJ990708_04 . 9A01 


.C8 


Gene No. 


73934 




Strand 






Start 


21679 




End 


25139 




Name 


OJ990708 04.9A01.C8 


. o5 . gs 


Method 


GENSCAN 




Start 


22924 




End 


24534 




GI 


none 




Score 


.51 




Exons 


22924 . .22949, 24369 


. .24534 








Seq. No. 


35872 




Seq. ID 


OJ990708 04.9A01 


.C8 


Gene No. 


73934 




Strand 






Start 


21679 




End 


25139 




Name 


OJ990708 04.9A01.C8 


. o 6 . np 


Method 


AAT/NAP 




Start 


23419 




End 


25139 




GI 


5852093 




Score 


87 




Exons 


23419. .23616, 25106 


. .25139 








GI Descrip. 


(AL117264) zwhl6. 1 


[Oryza sativa] 






.Se.q... No.. ^ , 


L 3 5 8. 7 2. ~. 1 i \ 'i '"".Z 




Seq.... JD 


. .OJ.9.9.02„0.8^04_..9AaL 




Gene No. 


73935 




Strand 






Start 


25266 




End 


29938 




Name 


OJ990708 04.9A01.C8 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


13122 




End 


13883 




GI 


none 




Score 


78 




Exons 


13122. .13184, 13123 


. .13182, 


13270. . 13311, 13273. . 13323, 






13384 . .13404, 13595 


. .13672, 


13670. .13870, 13670. .13882, 






13755. .13883 










Seq. No. 


35872 




Seq. ID 


OJ990708_04 . 9A01 


. C8 


Gene No. 


73935 




Strand 






Start 


25266 




End 


29938 




Name 


OJ990708 04.9A01.C8 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


13475 




End 


13883 




GI 


none 




Score 


34 




Exons 


13475. . 13510, 13488 


.13511, 


13598. .13687, 13599.. .1367 0, 






13657 . . 13824, 13697 


.13882, 


13699. . 138 66, 13700. . 13873, 






13755. . 13883 










Seq . No . 


35.87 2 




Seq. ID 


~OJ990708_04 . 9A01 


C8" 


Gene No. 


73935 . ... 




• Strand 






Start 


2.5266 . 




.End . . 


29938 • \ ... 




Name 


OJ990708 .04.9A01.C8. 


ol.tw 


Method 


TBLASTX: Wheat 




Start' 


13482 




End 


13883 




GI 


none 




Score 


51 




Exons 


13482 . . 13511, 13568 . 


.13681, 


13596. .1367 6, 13597. .13692, 






13672. . 13875, 13673. 


.13879, 


1367 9. . 13882, 13755. .13883 




Seq. No. 


35872 




Seq. ID 


OJ990708_04.9A01. 


C8 


Gene No. 


73935 




Strand 






Start 


25266 




End •, 


29938 




Name 


OJ990708 04.9A01.C8. 


o5 . tm 


Method 


TBLASTX : Maize 




Start 


13637 




End 


14375 




GI 


none 




Score 


311 





35611 



Exons 



13637. .13876, 13637 13885, 13755 13883, 14306 14374 , 
14310. . 14375 



Seq. No. 35872 
Gene No. 73935 
Start 25266 

Name OJ990708_04 . 9A01 . C8 . ol . ts 

Start 17550 
GI none 
Exons 17550. 

17735. 

18055. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990708 04.9A01.C8 



17744, 17585. .17743, 17621. 
17797, 17736. .17798, 17877. 
18225, 18066. .18224 



29938 

TBLASTX: Soybean 
18225 
139 

17749, 17735. .17797, 
17990, 17905. .17988, 



Seq. No. 35872 Seq. ID 

Gene No. 73935 Strand 

Start 25266 End 

Name OJ990708_04 . 9A01 . C8 . o4 . tm Method 

Start 17582 End 

GI none Score 
Exons 



OJ990708_04..9A01.C8 
29938 

TBLASTX: Maize 

18135 

172 



17582. .17797, 1758 6 .. 177 92 , 178.77 .. 17990, 17905 .. 17988, 
18055. .18135, 180.66. .18134 .. . ... . _. _ - . 



Seq.. .No. . .....3587.2.—. ...... -...,Se.q.: ID. 

Gene No. 73935 Strand 

Start 25266 End 

Name OJ990708_04 . 9A01 ,C8 . o4 . tc Method 

Start 17621 End 

GI none Score 

Exons 17621. .17788, 17621. .17797 



OJ.9.9 0,7,0.8.^0 4„. 9AQ1,.£ 8. 
29938 

TBLASTX: Cress 

17797 

154 



Seq. No. 35872 

Gene No. 73935 

Start 25266 

Name OJ990708_04 . 9A01 . C8 . o2 . tc 

Start 17907 

GI none 

Exons 17907. .17990, 17908 .. 17988, 
18049. .18240, 18061 .. 18084 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990708 04.9A01.C8 



29938 

TBLASTX: Cress 
18495 
80 

17931. .18035, 17951. .17992, 
18066. .18239, 18175 1824 0, 



18312. .18455, 18328 .. 184 95, 18331. .18456 



Seq. No. 35872 
Gene No. 73935 
Start ' 25266 

Name OJ990708JD4 . 9A01 . C8 . ol . tm 

Start *. 18144 

GI none 

Exons " 18144 . . 18239, 18145 .. 18240, 18147 
18331. . 18456, 18331 .. 184 83, 19092 
19096. .,19383, 19118 .. 19381, 19465 
19490. .19639 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990708 04.9A01.C8 



29938. 

TBLASTX: Maize 
19640 
117 

18239," 18321. .'18461, 
19382, 19095. . 19325, 
19635, 19473. .19640, 



Seq. No. 35872 Seq. ID 

Gene No. 73935 Strand 

Start 25266 End 

Name OJ990708_04 . 9A01 . C8 . o2 . tw Method 

Start 19229 End 

GI none Score 



OJ990708_04.9A01.C8 
29938 

TBLASTX: Wheat 

19618 

96 



35612 



Exons 


19229. 


.19381, 19230 


• • 1-70 / O , 


19473. .19598, 19493.. 19618 




Seq. No. 


35872 






Seq. ID 


OJ990708_04.9A01 


,C8 


Gene No. 


73935 






Strand 








25266 






End 


29938 




Name 


OJ990708 04.9A01.C8 


A 

. 04 . t S 


Method 


TBLASTX: Soybean 




C 4- -> — 4- 


19287 






End 


19741 






none 






Score 


80 




Exons 


19287. 


.19382, 19289 




194 93. .19741, 19500. .19727 




Seq. No. 


35872 






Seq. ID 


OJ990708_04 . 9A01 


.C8 


Gene No. 


73935 






Strand 






otal L 


25266 






End 


29938 




Name 


OJ990708 04.9A0i.C8 


Oj ■ tC 


Method 


TBLASTX: Cress 






19491 






End 


19709 






none 






Score 


130 




Hi AvJ 1 1 o 


19491. 


.19709, 19493 


1 Q708 








Seq. No. 


35872 






Seq. ID 


OJ990708_04 . 9A01 


.C8 


Gene No. 


73935 






Strand 






Of 2 rf 


25266 






.End 


29938- '. 




. t . Name, . 


j _OJ9,9070.a,„Q4,. 9£Ql i . C8„ 


/-\ Q +- m 

. p,o. , t 


--Method ..^ 


TBLASTX; MajL,ze_ 


™-- v - 




... 19.6.61. 




- ■ ■' 


.End.;..... . 


... 204.59. ^ 


- — ~~ 




none 






• Score 


158 




: 1 Exons 


19661. 


.19723, 20264 


. <£ U 4 0 0 , 


20268.. 20459 




!! Seq. No. 


35872 






Seq. ID 


OJ990708_04.9A01 


.C8 


\ l Gene No. 


73935 






Strand 






* : Q+- a v-+- 


25266 






End 


29938 




i. i Name 


OJ990708 04.9A01.C8. 


Oj . IS 


Method 


TBLASTX: Soybean 




: OUaiTL. 


20264 






End 


20585 






none 






Score 


166 




Exons 


20264 . 


.20584, 20268. 


. ZUDo J 








II Seq. No. 


35872 






Seq. ID 


OJ990708_04.9A01 


.C8 


J Gene No. 


73935 






Strand 






Cf 2 — 4- 


25266 






End 


29938 




: . Name 


OJ990708 04.9A01.C8. 


o 7 . tm 


Method 


TBLASTX: Maize 




. OtdlL 


20459 






End 


20746 






none 






Score 


179 






20459. 


.20746, 20463. 




20595. .20657, 20634.. 20681 




Seq. ' No. .'. 


35872 " 






Seq. ID 


OJ990708_04 . 9A01 


.C8 


Gene No. 


. 73935 






Strand 








. 25266' 




■ 


End- 


:29938 . .. .' . . 




Name 


OJ990708 04.9A01-.C8. 


06 . gs 


Method 


GENSCAN 




OLdlt. 


252"66 ' 






End 


" 29938 " 






none 






Score 


.52 




Exons -j 


25266. 


.25299, 26171. 




26977. .27297, 29537.. 29938 






35872 






Seq. ID 


OJ990708_04 . 9A01 


> \^ o 


Gene No. 


73936 






Strand 






Start 


30679 






End 


33932 




Name 


OJ990708 04.9A01.C8. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


30679 






End 


33885 




GI 


none 






Score 


125 




Exons 


30679. 


.30798, 30683. 


.30802, 


31033. .31140, 31035. .31151, 





35613 



31041. .31142, 31197. 

31373. .31528, 31613. 

32021. .32113, 32192. 

32451. .32591, 32452. 

32650. .32745, 32650. 



,31271, 31371, 

,31699, 31618. 

32371, 32197, 

32577, 32469'. 

32727, 32886. 



.31526, 31373, 

.31701, 32014. 

,32370, 32253. 

.32588, 32648. 

.33011, 32888. 



.31531, 
.32115, 
.32375, 
.32728, 
.33025, 



32889. .33026, 33178 .. 33300, 33183 33245, 33247 .. 33366, 
33255..333S9, 33739. .33885 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No.. 

. Starj: M . 

Name ~ . - 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35872 Seq. ID 

73936 Strand 
30679 End 
OJ990708J34 . 9A01 . C8 . o3 . tm Method 
30679 End 
none Score 

30679. .30798, 30683 30802 , 30684 .. 307 97 , 31033 

31037. .31150, 31197. .31274, 31213 .. 31299, 31215 

31369. . 31524, 31370 .. 31528 , 3137 1 .. 31526, 31590 

31606. .31689, 31612 .. 31698 , 31613. .31699 



OJ990708 04.9A01.C8 



33932 

TBLASTX: Maize 
31699 
143 



.31149, 
.31277, 
,31688, 



35872 Seq. ID OJ990708JD4 . 9A01 . C8 

73936 . Strand . . 

.30 67 9 _ „ , -^l^ _ . ^End_ . _.;,33 932__ 

AJ.9.9D7 Q8^Q4.. 9AQ.1 ...C&. o2,. t s,. -^.Method . .TBLASTX.: .&Q.yb.e a n„ 
31057 End -31699 • 

4306688 Score "144 ■ 

31057. .31140, 31057. .31140, 31197 31274 , 31367 .. 31522 , 
31371. .31526, 31373 .. 31528 , 31612 .. 31698 , 31613. .31699 



35872 
73936 
30679 

OJ990708_04 . 9A01 . C8 . o2 . tm 
32022 
none 
32022, 
32185. 
32452. 
32648. 
32886. 



.32090, 32023. .32097, 

.32367, 32194. .32367, 

.32577, 32452. .32571, 

.32725, 32649. .32726, 

.32987, 32888. .32989, 



Seq. ID . OJ990708_04 .'9A01.C8 
Strand 

End 33932 

Method TBLASTX : Mai ze 

End 32990 

Score 113 
32024. .32098, 32025 .. 32 102 , 
32198. .32371, 32207 .. 3237 1 , 
32454. .32591, 32648.-32728, 
32650. .32745, 32 650 .. 32727 , 
32888. .32989, 32889.. 32990 



Seq. No.^ 
Gene No. 
Start 
Name- . - 
Start 
GI" 

Exons 

GI Descrip. 



35872 

73936" ' 
30679 . ■ 

0 J990708__04 . 9A01 . C8 . o7.. ts 
32038 

5510202 *" " 



Seq. ID -OJ990708_04.9A01.C8 

Strand"" 

33932 

: TBLASTX : Soybean 
32475 '. 
106 



End 

Method 
End' 
Score 

32038. .32109, 32039 .. 32110, 32042 .. 32116, 32189 .. 32371, 
32192. .32371, 32197 .. 32400, 324 51 .. 324 74 , 32452. .32475 
4104929 1.0e-30 (AF042195) auxin response factor 7 [Arabidopsis 
thaliana] 



Seq. No. 35872 Seq. ID 

Gene No. 73936 Strand 

Start ' 30679 End 

Name OJ990708_04 . 9A01 . C8 . o3 . ts Method 

Start 32482 End 



OJ990708_04 . 9A01.C8 
33932 

TBLASTX : Soybean 
33348 



35614 



GI 

Exons 



none Score 158 

32482. .32577, 324 84 .. 32591, 32648.-32728, 32650 32727 , 

32888. .33025, 32889 ... 33026, 33108 .. 33239, 33108 3324 5 , 

33109. .33348, 33109.. 33345 



Sea No 


35872 




Seq. ID 


OJ990708_04.9A01.C8 


CJpne No 


73936 




Strand 




Start 


30679 




End 


33932 


Name 


OJ990708 04 9A01.C8. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


32991 ~ 




End 


33363 


GI 


none 




Score 


71 


Exons 


32991. .33029, 32993. 


. 33028, 


33090. .33335, 33109 .. 33363, 




33121 . . 33363 








Sea. No 


35872 




Seq. ID 


OJ990708_04.9A01.C8 




73936 




Strand 




Start 


30679 




End 


33932 


Name 


OJ990708 04 9A01 C8 


o9 . tm 


Method 


TBLASTX: Maize 


Start 


33643 




End 


33932 


GI 


none 




Score 


74 


1—1 ^\ \J liu 


33643 33717 33683 


. 33718, 


33721. .33930, 33724 .. 33930 , 




33735 3393? 33768 


3393? 






Sea No 


- 35873 - 


" "" ~* ' 


Seq. ID 


OJ990708_04 . 9A01.C9 




73937 




Strand 


+ 


Start 


141 




End 


987 


Name 


OJ990708 04 9A01 C9 


Ol , gs 


Method 


GENSCAN 


Start 


141 




End 


630 


GI 


none 




Score 


.99 


Ex on ^ 


141. .331, 432. .630 








Sea No 


35873 




Seq. ID 


OJ990708_04.9A01.C9 


Gpnp No 


73937 




Strand 


+ 


Start 


141 




End 


987 


Name 


OJ990708 04.9A01.C9. 


ol . np 


Method 


AAT/NAP 


Start' 


141 




End 


627 


GI 


4102600 




Score 


343 


Exons 


141. .331, 432. .627 








GI Descrip. 


(AF0134 67) ARF6 [Arabidopsis 


thaliana] 




Sea No 


35873 




Seq. ID 


OJ990708_04.9A01.C9 


Cpnp No 


73937 . 




Strand 


+ ■ . _ 


Start 


141 




End ' 


987 


Name 


OJ990708 04.9A01.C9. 


ol'.gp - 


Method 


AAT/GAP • 


Start 


. 275 . . . . • 




End. 


987 . . • 


GI 


23354 1.R1084 




. Score 


1.091 


Exons 


275. .331, 432. .987 








GI Descrip. 


M102600/gb|AAD01513 


.11 8.0e 


-09 (AF013467) ARF6 [Arabidopsis 




thaliana] 1 








Seq. No. 


35873 




Seq. ID 


OJ990708_04.9A01.C9 


Gene No. 


73938 




Strand 




Start 


1728 




End 


5302 


Name 


OJ990708 04.9A01.C9. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


132 




End 


632 


GI 


none 




Score 


306 


Exons 


132. .188, 139. .330, 


141. .356 


, 246. .335, 


254. .355, 427. .504, 



35615 






41? soi soi 6?8 S04 6i? 








35873 


O C ^ • XL/ 


D t T990708 04 QflOl PQ 


Gene No. 


73938 


Strand 




Start 


1728 


End 


5302 


Name 


OJ990708 04 9A01 C9 ol ts 


M*=> i~ h oH 


TBLASTX • SovbMn 

j. i—> un k_) ±. / \ * o \j y xJ coil 




11? _ 
X _> *1 


PnH 


616 
\j ~j \j 


pt 






14 2 




n? i^Q ^12 119 116 


14 1 ISf 


^ 41? 48ft 411 616 




442 . .516 






Q c»rr No 


1S871 


Seq. ID 


OJ990708_04.9A01.C9 


Gene No. 


73938 


Strand 




Start 


1728 


End 


5302 


Name 


Ol7990708 04 9A01 C9 ol tc 


Method 


TBLASTX: Cress 


Start 


137 ~~ 


End 


612 


GI 


none 


Score 


302 




1^7 181 119 110 141 1S6 


252. .335, 254. .355, 432. .488 




411 S?? 411 SI 6 SI? 61 ? 






Seq. No. 


35873 


Seq. ID 


OJ990708_04 . 9A0L.C9 


,£e.ne_.No, , 




.„Sj:xancL,, 




O.L. CI X..U . _ 




..End.. . ... 


. 5302.. 


Name 


D.TQQ070R 04 QA01 PQ o? rrc; 


Method 


GENSCAN 


u Lai L 


17 7 8 ~ 

X / C. o 


End 


5229 : 


PT 


n on a 


Score 


.43 


LiAUilo 


1798 1Q4S 96Q7 166ft 1761 


.3938, 4E 


S44..5009, 5138. .5229 


Cppr Ma 


ISft 7 1 

J JO / J 


Seq. ID 


OJ990708_04.9A01.C9 


Gene No. 


73938 


Strand 




Start 


1728 


End 


5302 


Name 


OJ990708 04.9A01.C9.o2.np 


Method 


AAT/NAP 




1742 


End 


5302 


GI 


4038035 


Score 


413 




1742.. 1945, 2697.. 2778, 2896. 


.3006, 3042.. 3300, 5278.. 5302 




(AC005936) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


35873 


Seq. ID 


OJ990708_04.9A01.C9 


Gene No. 


73938 


Strand 




Start 


1728 


End 


5302 


Name 


OJ990708 04 . 9A01.C9.o2. tm 


Method 


TBLASTX: Maize 


• start 


. 2676- . - 


End 


3275 


GI 


none . . 


Score 


86 


TP von Q 

uAUllO 


'2 67 6. .2780, 3028. .3126, 304 8. 


.3143, 3171.. 3275, "3172.. 3273 


Seq.. No. 


35873 


Seq. ID 


' OJ990708_04 . 9A01.C9 


Gene No. 


" 73938 


Strand 




o Lai L 


1728 


End 


5302 


IN dlllC 


OJ990708 04.9A01.C9.o2.ts 


Method 


TBLASTX: Soybean 


O tdi. L 


2676 


End 


3143 


GI 


none 


Score 


68 


Exons 


2676. .2780, 2895. .2969, 3039. 


.3125, 3055.. 3105, 3105.. 3143 


Seq. No. 


35873 


Seq. ID 


OJ990708_04 . 9A01.C9 


Gene No*. 


73938 


Strand 




Start 


1728 


End 


5302 


Name 


OJ990708 04.9A01.C9.o2.gp 


Method 


AAT/GAP 



35616 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3571 End 4232 

2428074 Score 634 

3571.. 3679, 3761.. 3938, 4169.. 4232 



35874 Seq. ID OJ990708_04 . 9A01 . CIO 

73939 Strand + 

6278 End 10168 

OJ990708_04 . 9A01 . CIO . o2 . gs Method GENSCAN 

6278 End 10168 

none Score , 64 

6278. .6600, 6688. .6781, 6827. .6958, 7049. .7260, 7372. .7456, 

7832. .7915, 8542. .8889, 9725.-9929, 10068. .10168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35874 
73940 
12008 

OJ990708_04 . 9A01 . C10 . ol . np 
12008 
6634762 

12008. .12057, 13454 
(AC009917) Contains 



Seq. ID OJ990708_04.9A01.C10 
Strand + 
End 22910 
Method AAT/NAP 
End 16405 
Score 1848 
.13523, 13817. .15013, 15768. .16405 
a bZIP .transcription factor PF | 00 170 . domain . 



,EST.s gbJ.R3Q^Q0 ;/ , jgb I AA 6.50.964 „ gb I AI994521.. .cpme^..£rQ,m_tJii\g.^.n^, ? „.„,. 
^[Arabidopsis , thaliana],. , . . , . ... ..... .. e , . , 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35874 
73940 
12008 

OJ990708_04 . 9A01 . C10 . o4 . gs 
13395 



none 
13395. 
16628. 
19377. 



13399, 13454. 
16737, 18131. 
19499, 20727. 



21968. .22205, 22284, 



Seq. ID 
Strand 

End 22910 
Method - . GENSCAN 
End ■ 22910 
Score . 7 
13523, 13817. .15013, 15768 
18373, 18576. .18724, 18832 
21014, 21115. .21465, 21580 
22910 



OJ990708_04 . 9A01.C10 
+ 



, 16371, 
, 18940, 
,21879, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



35874 Seq. ID 

73940 Strand 

12008 ' . End 

OJ990708_04. 9A01 . C10 . ol . gp Method 

13813 End 

569423 Score 

13813.. 1-4112 ... 
4468984/emb|CAB38298 I' 5.0e-19 (AL035605) putative protein 
[Arabiddpsis thaliana] • 



OJ990708_04 . 9A01.C10 
+ 

22910 
AAT/GAP 
14112 
588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



Seq. No. 
Gene No. 



35874 

"73940 ' * 

12008 

OJ990708_04 . 9A01 . C10 . o2 . gp 
21769 

58715_1.R1084 

21769. .21879, 21968 .. 22205, 
M4 68 984/emb|CAB38298 | 5 . 0e- 
[Arabidopsis thaliana] 1 

35874 
73941 



Seq. . ID OJ990708_04 . 9A01.C10. 
Strand + 
End 22910 
Method AAT/GAP 
End 22626 
Score 1259 
22284.. 22626 

-19 (AL035605) putative protein 



Seq. ID OJ990708_04 . 9A01.C10 
Strand 



35617 



Start 
Name 
Start 
GI 

Exons 



148 

OJ990708_04 . 9A01 . CIO . ol . gs 

148 

none 

148. .317, 1433. .1479, 1604. 
3857. .3880, 3913. .4201 



End 

Method 

End 

Score 



4201 
GEN SCAN 
4201 
.83 



1665, 2244. .2333, 2804. .3552, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35874 
73942 
10935 

OJ990708_04 . 9A01 . C10 . o4 . tm. 

2909 

none 



Seq. ID OJ990708JD4 . 9A01.C10 
Strand 

End 11858 

Method TBLASTX : Maize 

End 4037 

Score 111 



2909. .3046, 2910. .3035, 2919. .3053, 3085. .3222, 3126. .3254, 
3293.. 3367, 3310.. 3360, 3815.. 3883, 3827.. 3856, 3965.. 4036, 
3966. .4037 



Seq. No. 35874 

Gene No. 73942 

Start , 10935 

Name . OJ990708_04 . 9A01 . C10..o3. ts 

, Star,t. .„ .6,8 OA . ~. ... 

GI >. . -j- . n.one , .... . 

Exons 



Seq. ID OJ990708_04.9A01.C10 
Strand 

End 11858 

Method TBLASTX :.Soybean . 

.„J£ndL_. : 1Q2.5-, J,.,, , 

Score. 22.4_,. 



6806. .6958, 6808.. 6915, 7043.. 7075, 7043. .7072 



Seq. No. 35874 

Gene No. 73942 

Start 10935 

Name OJ990708_04 . 9A01 . C10 . o3 . tc 

Start 6808 

GI none 
Exons 



Seq. ID OJ990708_04.9A01.C10 
Strand 

End 11858 

Method TBLASTX : Cress 

End 6994 

Score 207 



6808.. 6915, 6809.. 6958, 6872.. 6994 



Seq. No. 35874 

Gene No. 73942 

Start 10935 

Name OJ990708_04 . 9A01 . C10 . o5 . tm 
Start ' 6808 

GI none 
Exons 



Seq. ID OJ990708_04 . 9A01.C10 
Strand 

End 11858 

Method TBLASTX : Maize 

End 7102 

Score 209 



6808.. 6915, 6809.. 6958, 6890.. 6985, 7043.. 7102 



Seq. No. 35874 

Gene No. 73.942 

Start -10935 

Name" OJ990708_04.. 9A01 . C10 . o3 . gs . 

Start 10935 

Gl " none ' 
Exons 



Seq.. ID OJ990.708_04.9A01. C10 

Strand - ' ' 

- End 11858 

Method. GENSCAN • :.. 

End 11858 . „ 

Score .6 



10935. .10999, 11407 .. 11611, 117 60. .11858 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35874 
73943 
13452 

OJ990708_04 . 9A01 . C10 . o2 . ts 

13452 

none 



Seq. ID OJ990708_04.9A01.C10 
Strand 

End 16133 

Method TBLASTX : Soybean 

End 14224 

Score 74 



13452. .13523, 13814 .. 14224 , 138 16 .. 13953, 13981. .14211 



35618 




Seq. No. 


35874 






Seq. ID 


OJ990708_04. 9A01 


.C10 


Gene No. 


73943 






Strand 






Start 


13452 






End 


16133 




Mam 

Lvalue; 


OJ990708 04.9A01.C10 


o 1 fm 
< Ul . uiu 


Method 


TBLASTX: Maize 




Qf pi rt 


13805 






End 


14623 






none 






Score 


1016 




DAUllO 


13805. 


.14623, 13807. 


144 S7 


14489. .14623 




Seq. No. 


35874 






Seq. ID 


OJ990708_04. 9A01 


.C10 


Gene No. 


73943 






OLI CLl LvJ. 






Start 


13452 






End 


16133 




LN dlllC 


OJ990708 04.9A01.C10 


r\ 1 4- Tat 
. \J ± • LW 


Method 


TBLASTX: Wheat 




Cf p rt 

u Lai L 


13850 






End 


14170 




\J -L 


none 






Score 


242 






13850. 


.14170, 13906. 


1 4 1 S4 

■ -L *i J. *J *3 








Seq. No. 


35874 






Seq. ID 


OJ990708_04.9A01, 


.C10 


Gene No. 


73943 






Strand 






Start 


13452 






End 


16133 




LN ctiiie 


OJ990708 04.9A01.C10 




Method 


TBLASTX: Cress 




c r -a rr 


13858 . 






End 


14116 


_ . . . 




Mi ,... w .no v n.e. 






."^l./ScQre^ 








_ ...13.8.5.8 ... 




.... J. *3 JL -L \J 






— — - 


O C q . LN U • 


35874 






Seq. ID 


OJ990708_04 .9A01. 


, LIU 


Gene No. 


73943 






Strand 






Start 


13452 






End 


16133 




Name 


OJ990708 04.9A01.C10 


nl r <=i 


Method 


TBLASTX: Soybean 




O L a. J. U 


14312 






End 


15878 




\J J. 


none 






Score 


94 






14312. 


.14479, 14495. 


1 4 1 ft ft 
. J. 4 / O O , 


14849. .15019, 14863. .15018, 






15738. 


.15878 










Seq. No. 


35874 






Seq. ID 


OJ990708JD4.9A01, 


,C10 


Gene No. 


73943 






Strand 






u Lai L 


13452 






•End 


16133 




NT -q rn o 
■ ln cuut 


OJ990708 04.9A01.C10 




Method 


TBLASTX: Cress 




OLal L 


14549 






End 


15878 




o -L. 


none 






Score 


152 




1 — r W 1 1 O 


14549. , 


.14797, 14864., 


• J. U \J J. Z? f 


15738. .15878 




o . LN \J . 


■35874 






Seq. ID 


OJ990708_04 . 9A01 . 


. Ll U- 


uCllt. LN U • 


' - 73943' 






Strand" 






OLai I 


. - 13452 






End 


16133 




Name . 


. .OJ990708 04-.9A01.C10'. 


. o2 .tm. 


Method % 


TBLASTX: Maize' 


r : ' 


.Start 


14 747 






End 


16133 , 




"f;T" ' 


none 






'Score 


88 "* ■ 


• ~\ 


Exons 


14747. . 


.14800, 14750.. 


. j. 4 o uu , 


14754. .14801, 14800. . 15012, 






14801. , 


,15019, 14802.. 


, 10UJ.fi, 


15724. .15852, 1572,7 .. 15858 , 






. 15738. , 


,15878, 15744.. 


, ± 000 O, 


15923. .15973, 15927 .. 15974 , 






16041. . 


,16133, 16053.. 


1 £1 97 








Seq. No. 


35874 






Seq. ID 


OJ990708_04.9A01. 


C10 


'Gene No. 


73944 






Strand 






Start 


18816 






End 


19102 




Name 


OJ990708 04.9A01.C10. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


18816 






End 


19102 





35619 



GI 

Exons 



none Score 85 

18816. .18 974, 18826. .18993, 18828. .18 98 6, 18833. .18 994, 

18962. .19102, 19009.. 19101 



Seq. No. 35875 

Gene No. 73945 

Start 1 

Name OJ990708_04 . 9A01 . CI 1 . ol . gp 

Start 1 

GI LIB3434-021-P1-K1-B11 

Exons 1..92, 169.. 291, 377.. 457, 

GI Descrip. 1 56894 89/dbj | BAA83028 . 1 | 5. 
[Homo sapiens] 1 



709 



Seq. ID 

Strand 

End 

Method 
End 
Score 
762, 



OJ990708_04 , 
+ 

3159 
AAT/GAP 
937 
818 
837. .937 



9A01.C11 



0e-44 (AB028999) KIAA1076 protein 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 
.J5i^De^;c.rip-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



35875 Seq. ID 

73945 Strand 

1 End 

OJ990708_04 . 9A01 . Cll . ol . np Method 

1 End 

5689489 Score 



OJ990708_04 .9A01.C11 
+ 

3159 
AAT/NAP 
1488 
377 



1..92, 169. .291, 377. .457, 709. .762, 837 988, . .1470 1.48.8 



35875 
73945 
1 

OJ990708_04. 9A01 . Cll . ol . gs 
169 
none 

169. .291, 377. .457, 1470. .1512, 1794. 
2851. .2962, 3107. .3159 



Seq. ID OJ990708_04.9A01.C11 



Strand 
End 

Method 

End 

Score 



+ 

3159 
GENSCAN 
3159 
.77 

1899, 2060.. 2135, 



Seq. No. 35875 Seq. ID 

Gene No. 73946 Strand 

Start 6602 End 

Name OJ990708_04 . 9A01 . Cll . o3 . gs Method 

Start 6602 End 

GI none Score 

Exons 6602.. 7022, 8317.. 8656, 8878.. 9922 



OJ990708_04 . 9A01 .Cll 
+ 

9922 
GENSCAN 
9922 
.81 



Seq. No. 
Gene No. . 
Start ' 
Name 
'Start*. 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35875 

73946 . , 

6602 * 

OJ990708_04.9A01.Cll.o2.np - 
6797 • • 
1076291 * ..■ 

6797. .'7022, 8317.. 8672, 8897 
amino acid transporter AAT1 
gi I 2911069 | emb | CAA17531 . 1 
protein AAT1 [Arabidopsis 

35875 
73947 
11224 

OJ990708J34 . 9A01 . Cll . o2 . gp 
11224 

5867 1.R1084 



Seq. ID OJ990708_04.9A01.C11 
Strand. , + 
End 9922 
Method AAT/NAP - 
End. 991-9 
Score 1825 
9919 

Arabidopsis thaliana 
(AL0219§0) amino acid transport 
thaliana] 

Seq. ID OJ990708_04.9A01.C11 

Strand + 

End 11309 

Method AAT/GAP 

End 11309 

Score 125 



35620 



Exons 11224 . .11309 

GI Descrip. 1 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_4 21857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_29788 4_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



Seq. No. 35875 Seq. -ID 

Gene No. 73948 Strand 

Start 4309 End 

Name OJ990708J34 . 9A01 . Cll . o2 . gs Method 

Start 4309 End 

GI none Score 

Exons 4309.. 4463, 5489.. 5615 



OJ990708_04.9A01.C11 

5615 
GENSCAN 
5615 
.56 



Seq. No. 35875 Seq. ID 

Gene No. 73949 Strand 

Start 10605 End 
Name OJ990708_04 . 9A01 . Cll . o4 . gs Method 

Ma^^.^±QM5^ . , _ End_ . 

.,GX~ : . ...none,, _ ,^ w ,.. , _~ ; .„Score_ 

Exons "10605. .10780, 11404.. 11554 ■. 



OJ990708 04.9A01.C11 



11554 
GENSCAN 
. 11554__ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35875 
73950 
12338 

OJ990708_04. 

369 

none 



9A01.Cll.o3.tm 



Seq. ID OJ990708 04.9A01.C11 



Strand 
End 

Method 

End 

Score 



12425 

TBLASTX: Maize 

929 

134 



369. .464, 374. .460, 376. .474, 687. .770, 702. .776, 709. .777, 
709. .777, 823. .921, 828. .929, 834. .923 



Seq. No. 35875 

Gene No. 73950 

Start 12338 

Name OJ990708_04 . 9A01 . Cll . ol . ts 

Start 6680 

GI none 

Exons 6680.. 7000, 6682.. 6915 



Seq. ID OJ990708_04.9A01.C11 
Strand 

End " 12425 

Method • TBLASTX : Soybean 

End 7000 

Score 283 



Seq. No.. ' 35875 

Gene No. 73950 
Start ■ 12338 ♦ 

Name OJ?90708_04 . 9A01 . Cll ..62 . tm 

Start " '6680 

GI none 

Exons 6680. .7048, 6682. . 6786,., 6832. 



Seq. ID OJ990708_04.9A01.C11 
Strand 

End ■'. 12425 

Method TBLASTX : Maize 

"End 8 453 

Score 285 

6912, 8315. .8443, 8316. .8453 



Seq. No. 35875 

Gene No. 73950 

Start 12338 

Name • OJ990708_04 . 9A0 1 . CI 1 . o2 . tc 

Start 6680 

GI none 

Exons 6680. .7048, 8304. .8648, 8315. 



Seq. ID OJ990708_04.9A01.C11 
Strand 

End 12425 

Method TBLASTX : Cress 

End 8 64 8 

Score 307 
.8479 



35621 



Seq. No. 


35875 








Seq. ID 


OJ9907.p8_04.9A01 


.Cll 


Gene No. 


73950 








St rand 






Start 


12338 








End 


12425 




Name 


OJ990708 04 


. 9A01 . 


. Cll . o3 , 


. ts 


NC LI 1UU 


TRT.A9TX • ^nuhppn 




Start 


8304 ~~ 








End 


84 41 




GI 


none 








Score 


205 




Exons 


8304 8441. 


8315 . 


. .8440 










Seq. No. 


35875 








Seq. ID 


OJ990708_04.9A01 


.Cll 


Gene No . 


73950 








Strand 






Start 


12338 








End 


12425 




Name 


OJ990708 04 


. 9A01 . 


Cll . ol . 


. tm 


Method 


TBLASTX: Maize 




Start 


8906 ~~ 








End 


9814 




GI 


none 








Score 


144 




Exons 


8906. . 9037, 


8911 . 


. 9033, 


9103 . 


.9198, 9104. .9478, 9683. .9814 


Seq. No. 


35875 








q pn TP) 


OJ9Q070R 04 QA01 




Gene No . 


73950 








Strand 






Start 


12338 








End 


12425 




Name 


OJ990708 04 


. 9A01 . 


Cll . ol . 


tc 


Method 


.TBLASTX: Cress 




Stuart _ 


-9.10.l_.... 








. ,End._ .. . .. 


9517__ 




. GX_. -,. 


. . _~ none ^ 








- ..Score ... 






Rxons 

■LJ A V_/ 1 1 O 


9101 9517 


9136 . 


.. 9321 










Seq. No. 


35875 








Seq. ID 


OJ990708_04 . 9A01 


.Cll 


Gene No . 


73950 








Strand 






Start 


12338 








End 


12425 




Name 


OJ990708 04 


. 9A0 1 . 


Cll . o4 . 


t s 


Method 


TBLASTX: Soybean 




Start 


9158 ~~ 








End 


9328 




GI 


none 








Score 


198 




Exons 


9158 9328. 


9169 . 


. 9327 










Seq. No. 


35875 








Seq. ID 


OJ990708_04 . 9A01, 


.Cll 


Gene No . 


73950 








Strand 






Start 


12338 








End 


12425 




Name 


OJ990708 04 


, 9A0 1 . 


Cll . o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


9634 ~ 








End 


9835 




GI. 


none 








Score 


254 




Exons 


9634 9834 


9635 . 


• Zf O J J 










Seq. No. 


35875 








Seq. ID 


OJ990708_04 . 9A01. 


..Cll 


Gene No. 


'73950 








Strand 






Start . . 


12338- 








End 


1242.5 - ■ ■ 




Name 


OJ990708 04. 


9A01. 


Cll.o3. 


tc 


Method 


TBLASTX: Cress . 




.Start 


9646 








End 


9832 




GI 


none 








Score 


196 - * " 




Exons 


9646. .9831, 


9647. 


.9832 











Seq. No. 35875 

Gene No. 73950 

Start 12338 

Name OJ990708_04 . 9A01 . Cll . o3 . np 

Start 12338 

GI 5852084 

Exons 12338. .12425 

GI Descrip. (AL117264) zwh0007 . 1 [Oryza sativa] 



Seq. ID OJ990708_04.9A01.C11 
Strand 

End 12425 

Method AAT/NAP 

End 12425 

Score 82 



35622 V 



Seq. No. 35876 Seq. ID 

Gene No. 73951 Strand 

Start 679 End 

Name OJ990708_04 . 9A01 . C12 . ol . gs Method 

Start 679 End 

GI none Score 

Exons 679.. 818, 1910.. 2070 



OJ990708_04.9A01.C12 
+ 

2085 
GENSCAN 
2070 
.85 



Seq. No. 35876 Seq. ID 

Gene No. 73951 Strand 

Start 679 End 

Name OJ990708_04 . 9A01 . C12 . ol . tm Metho.d 

Start 1900 End 

GI none - Score 

Exons 1900.. 2085, 1908.. 2009, 2027.. 2071 



OJ990708_04.9A01.C12 
+ 

2085 

TBLASTX: Maize 

2085 

190 



Seq. No. 35877 
Gene No. 73952 
Start 1 

Name OJ9907 08_04 . 9A01 . CI 3 . ol . np 

Start., , 1. _ , 

.GI ,.6.63i771- ........ 

Exons 1..68, 151.. 326, 970.. 1143 

GI Descrip. (AC009917) Contains similarity to gb|Y13720 Hap2a transcription 
factor from Arabidopsis thaliana. 



Seq. ID 

Strand 

End 

Method 
End _ 



OJ990708_04 . 9A01 . C13 
+ 

11502 

. AAT/NAP ' . . 

.1.14 3, _ 



._.;,....aco i rg..^„.,2iL8. 



Seq. No. 35877 

Gene No. 73952 

Start 1 

Name OJ990708_04 . 9A01 . C13 . ol . gs 

Start 162 

GI none 
Exons 



162. .326, 970. .1150, 4189. .4262, 4859 
7731. .7804, 7880. .8246, 8347 
9229.. 9490, 9583.. 9690, 9737 
10540. .10793, 11182.. 11502 



Seq. ID OJ990708_04.9A01.C13 

Strand + 

End 11502 

Method GENSCAN 

End 11502 

Score .42 

5236, 5342. .7246, 
8554, 8627. .8745, 8826. .9124, 
9838, 9954.. 9976, 10034 .. 1047 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No/ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.35877 Seq. ID 

73952 Strand 

1 End 
OJ990708_04 . 9A01 . C13 . o2 . tm Method 

164 " End 

none ■ Score - 

164 . ,322, .165. .323 



OJ990708_04.9A01.C13 
+ 

11502 

TBLASTX: Maize 

323 . 

252 



35877 ■ 
73952 
4 

OJ990708_04. 9A01 . C13 . o2 . np 

4991 

5441880 

4991". .6002, 6447.. 6478, 6737. 
8826.. 9124, 9229.. 9490, 9563. 



Seq. " ID OJ990708_04.9A01.C13 
Strand + 
End 11502 
Method AAT/NAP 
End 10490 
Score 2758 

.7063, 7665.. 7804, 7913.. 8246, 
.9807, 10281.. 10490 
(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



35623 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35877 
73952 
1 

OJ990708_04.9A01.C13.ol.tm 
5558 
none 

5558.. 6025, 5563.. 6036, 6083.. 6154 



Seq. ID OJ990708_04.9A01.C13 
Strand 
End 

Method 
End 
Score 



+ 

11502 

TBLASTX: Maize 

6154 

372 



Seq. No. 35877 Seq. ID 

Gene No. 73952 . Strand 

Start 1 End 

Name OJ990708_04 . 9A01 . C13 . ol . tw Method 

Start 5852 End 

GI none Score 

Exons 5852.. 6001, 5854.. 6006, 5855.. 6031, 
6078. .6218 



OJ990708_04.9A01.C13 
+ 

11502 

TBLASTX: Wheat 
6229 
191 

6055.. 6123, 6056.. 6229, 



Seq. No. 35877 Seq. ID 

Gene No.. 73952. Strand 

Start .1 . End 

.Name, „ „ ;;._.OJ990758_04^9A01... C13 ...ol . gp_ s . Method \ 

at.ar.t_ :..1.7919.... .„ _ J„ .End _ .... 

GI . LIB3433-020-P1-K1-A6 • Score 

Exons 7919.. 7961, 9783.. 10169 

GI Descrip. ' 567 0155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



OJ990708_04.9A01.C13 
+ 

11502 . \ 

A^T/GAP . 
10169,. 
766 



Seq. No. 35877 

Gene No. 73952 

Start 1 

Name OJ990708_04 . 9A01 . C13 . o2 . tw 

Start 7971 

GI none 
Exons 



Seq. ID OJ990708_04.9A01.C13 
Strand 
End 

Method 
End 
Score 



+ 

11502 . 
TBLASTX .-Wheat 
8153 
92 



7971. .8024, 7985. .8035, 8033. .8152, 8034. .8153 



Seq. No. " 


35878 




Seq. ID 


OJ990708 


_04. 


9A01 


.CIS 


Gene No. 


73953 




Strand 


+ 








Start 


.1. . 




End 


550 








Name 


OJ990708 04. 9A01.C15.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


550 








GI . 


6069653 




Score "■ 


156 








Exons 


1. .550 ' 














GI Descrip. ■ 


. (AP000616) - hypothetical 


protein [Oryza 


sativa] . 








Seq. No. 


35878 




Seq. ID 


OJ9907 08 


_04. 


9A01 


.CIS 


Gene No. 


73954 




St r arid ' 










Start 


54 




End 


201 








Name 


OJ990708 04. 9A01.C15.ol 


.gs 


Method 


GENSCAN 








Start 


54 




End 


201 








GI 


none 




Score 


.51 








Exons 


54. .201 














Seq.' No. 


35879 




Seq. ID 


OJ990708_ 


_04. 


9A01 


.C16 


Gene No. 


73955 




Strand 










Start 


413 




End 


542 








Name 


OJ990708 04.9A01.C16.ol 


• gp 


Method 


AAT/GAP 









35624 



Start 
GI 

Exons 



413 

3761434 
413. .542 



End 
Score 



542 
201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. Sjeq,.„. JSlp,._ _ 
„ Gene.. No,..- 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



35880 
73956 
818 

OJ990708_01 . 9A01 . C2 . ol . np 
818 

5852175 

818. .1182, 1815. .1976, 12548. .12612 
(AL117265) zhbOOOS.l [Oryza sativa] 



Seq. ID OJ990708_01. 9A01.C2 
Strand + 

12612 
AAT/NAP 
12612 
293 



End 

Method 
End 
Score 



35880 
73956 
818 

OJ990708_01. 9A01.C2 .ol.gs 

1450 

none 

1450.. 1753, 1837... 1946 

-..-3J58JB0 ; _ , 

_7395.7 ; . ..„. _ 
2295. 

OJ990708 JD1 . 9A01 . C2 . o2 rgs 
2295 
none 



Seq. ID OJ990708_01.9A01.C2 

Strand + 

End 12612 

Method GENSCAN 

End 1946 

Score .54 



I,.. Secj._ ID_.Q.j9_gp 1Q£.J)X-MQX.JZ2„ 
.Strand,. . ... . ... ...... ., . 

End 5305 
Method GENSCAN 
End 5305 
Score .88 

2295. .2315, 2575. .2773, 2863. .2972, 3345. .3420, 5247. .5305 



35881 
73958 
1 

OJ990708_01.9A01.C3.ol.np 
1 

6714431 

1..33, 641. .1481, 1573. .3195 

(AC012328) putative cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 



Seq. ID OJ990708_01.9A01.C3 

Strand + 

End 3234 

Method AAT/NAP 

End 3195 

Score 1748 



35881 
73958 

1 . 

OJ990708_01 . 9A01 . C3 . ol . gs 

561 ■ 

none 

561. .1481, 1573. .3234, 

35881 
73959 
4631 

OJ990708_01. 9A01.C3.o2.tc 

705 

none 



Seq. ID OJ990708_01. 9A01.C3 

Strand + 

End 3234 . . 

Method GENSCAN 

End • ■ 3234- 

Score . . 98 ' 



Seq. ID OJ990708_01. 9A01.C3 
Strand 

End 6377 

Method TBLASTX : Cress 

End 3084 

Score 182 



705. .965, 1020. .1349, 1040. .1234, 1355. .1423, 1359. .1424, 
1662. .1853, 1663.. 1854, 1864. .1980, 3007.. 3084 



Seq. No. 



35881 



Seq. ID OJ990708_01.9A01.C3 



35625 




Gene No. 


73959 






Strand 






Start 


4631 






End 


6377 




Name 


OJ990708 01 


. 9A01 


.C3.o2.tm 


Mpf h r>H 


TRTASTX * Nta i 7P 
x ujjrio x /\ . Lid x 




Start 


.833 






End 


1 4 ft 4 




GI 


none 






Score 


1 S? 




Exons 


833. .958, 834. .980, 972. .1373 


, 1040 . 


124 6 1263 1 370 






1389 1484 


1392 


. .14 84 








Sea No 


35881 






Seq. ID 


OJ990708_01. 9A01. 


C3 


Gene No. 


73959 






Strand 






Start 


4631 






End 


6377 




Name 


OJ990708 01 


. 9A01 


.C3.o3. ts 


Method 


TBLASTX: Soybean 




Start 


1020 






End 


1484 




GI 


none 






Score 


160 




Exons 


1020 1157 


1040 


1153 1157 


.1234, 1158. .1373, 1307. .1357, 




1385 1483 


1389 


1484 1392 


.1484 






Seq. No. 


35881 






Seq. ID 


OJ990708_01.9A01. 


C3 


Gene No. 


73959 






' Strand 






Start 


4631 






End. 


6377 




Name 


OJ990708 01 


9A01 


.C3.o5.tw 


Method 


TBLASTX : Wheat .. 




Start. 


„„.,;1139 







.End._... . 


_14 24. _ , 




GI .' 


none 






„.Scor.e_ . 


,152....^^ _ 




Exons 


1139" .1934 


1140 


1 331 1 341 


.1424, 1355. .1423 




Sea No 


35881 






Seq. ID 


OJ990708_01.9A01. 


C3 


Gene No. 


73959 






Strand 






Start 


4 631 






End 


6377 




Name 


OJ990708 01. 


9A01 


.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1636 






End 


2321 




GI 


none 






Score 


277 




Exons 


1636 1863 


1638 


1 ft 9? 1 R63 


.2063, 11 


364.. 2061, 2053.. 2319, 




2103 . .2165, 


2169 


2321 








Seq. No. 


35881 






Seq. ID 


OJ990708JD1. 9A01. 


C3 


Gene No. 


73959 






Strand 






Start 


4631 






End' ■ 


6377 




Name 


OJ990708 01. 


9A01 


.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1645 






End. 


2016 




GI 


none 






Score 


254 




Exons 


1645 1863 


1653 


1 ft 6? 1 ft 63 


2015, U 


364. .2016 




Seq. No." 


35881 






Seq. ID 


OJ9907'08_01.9A01. 


C3' 


Gene- No. - 


7-3959 






Strand 






Start 


4 631 






End . 


6377 




Name 


OJ990708 01. 


9A01 


C3.o_4.tm 


Method 


TBLASTX: Maize 




Start 


■ 1662 ■ ■ ' 






End' 


2061 




GI 


none 






Score 


251 




Exon 4 ? 

J—J A S_/ llO 


1662.. 1853, 


1663. 


.1854, 1869.. 


2057, 1870. .2061 




Seq. No. 


35881 






Seq. ID 


OJ990708_01. 9A01. 


C3 


Gene No. 


73959 






Strand 






Start 


4631 






End 


6377 




Name 


OJ990708 01. 


9A01. 


C3'.ol. tc 


Method 


TBLASTX: Cress 




Start 


1981 






End 


2897 




GI 


none 






Score 


106 




Exons 


1981. .2061, 


1983. 


.2060, 2109.. 


2165, 2169. .2480, 2176. .24 


84, 



35626 



2470.. 2550, 2557.. 2895, 2676.. 2822, 2850.. 2897 



Seq. No. 35881 

Gene No. 73959 ■ 

Start 4631 

Name OJ990708JU . 9A01 . C3 . ol . 

Start 2169 

GI none 

Exons 2169.. 2594, 2176.. 2901, 

Seq. No. 35881 

Gene No. 73959 

Start 4631 

Name OJ990708_01 . 9A01 . C3 . o5 . 

Start 2328 

GI none 

Exons 2328.. 2450, 2329.. 2454, 
3007. .3069 



Seq. ID OJ990708JD1. 9A01.C3 
Strand 

End 6377 

tm Method TBLASTX : Maize 

End 3084 

Score 637 
2673.. 2900, 3004.. 3084 

Seq. ID OJ990708_01. 9A01.C3 
Strand 

End 6377 

ts Method TBLASTX : Soybean 

End 3069 

Score 148 
2476. .2829, 2655. .2825, 2839. .2901, 



Seq. No. 35881 Seq. ID 

Gene No. 73959 Strand 

S.fcart. .,. , „ ...4631..,.,. ,\ . _ End 

Name.., -0J99.Q7 0.8^0 1.. 9AQ1 . C3.. ol . tw ... , , Method... 

Start 2478 End 

GI none Score 

Exons 2478.. 2903, 2479.. 2904 



OJ990708_01.9A01.C3 

j6377_. 

. T.BLASTX Wheat „ ; 
2904 
678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35881 Seq. ID 

73959 Strand 

4631 End 

OJ990708_01 .9A01.C3.ol. gp Method 

3939 End 

2312838 Score 
3939. .4004 

1420932/gb|U61383|ORU61383 7 
4-coumarate-CoA ligase gene, 

35881 Seq. ID 

73959 Strand 

4631 End 

OJ990708_01 .9A01.C3.o2. gs Method 

4 631 -End 

none Score 
4631. .4818, 6010. .6100,. 6152. .6373 



OJ990708_01. 9A01.C3 

6377 
AAT/GAP 
4004 
71 



. Oe-21 Oryza rufipogon 
intron 1, partial sequence 



OJ990708_01. 9A01.C3 

6377 
GENSCAN 
6373 
.64 



Seq. No. 35881 

Gene No. ' 73959 * ' ; " : 

Start 4631 

Name OJ990708_01 . 9A01 . C3 . ol . ts 

Start 4871 

GI none 
Exons 



.Seq. ID OJ990708_01.9A01...C3 
Strand 

End 6377 

Method TBLASTX : Soybean 

End 5551 

Score 53 



4871. .5137, 4877. .4993, 5064. .5549, 5077. .5367, 5216. .5551 



Seq. No. 35881 

Gene No. 73959 

Start 4631 

Name OJ990708_01 . 9A01 . C3 . o2 . np 



Seq. ID OJ990708__01 . 9A01 .£3 
Strand 

End 6377 

Method AAT/NAP 



35627 




Start 4892 End 6377 

GI 4388829 Score 1287 

Exons 4892.-6377 

GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OctJ. IN U . 


^Sftft 1 

J J O O -L 








Seq. ID 


OJ990708_01. 9A01 


J 


Pono Mo 


/ J _7 J _7 








Strand 






Start 


4631 








End 


6377 




Name 


OJ990708 01 


. 9A0 1 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




O Lai L 


4 Q07 








End 


5569 




\J X 


n on d 








Score 


55 










■ • j ± j , 


S91 9 


.5569, 5220.. 5471 




jC4« In (J • 


^Sft ft 1 
J J O O -L 








Seq. ID 


OJ990708_01. 9A01 


V_, J 


belle LNU • 










Strand 






Start 


4631 








End 


6377 




Name 


OJ990708 01 


.9A01 


.C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Of- r +- 










End 


5701 




OT 


none . 








Score 


42 




E 1 von o 


COT c RRfif) 
JJlJ ... JJDU; 


R ^9 1 
jjii. 


. • j j j _? / 


R.4 ^0 

J T J W • 


.5561, 5582.. 5701 




o".q . , LyO ..... 


^ Rft ft 1 

, .... JJ O.O'l „ ....... „. 


- - - - -- 


. • v.,-.. ^ ^. 

v. v .« - . 




JSeq. , ID 


' . OJ99 0,7 .0. Q_p.i '.'9A0X 




Ccin q Mo 


/ jj J" 








Strand 






Start 


4631 








End 


6377 




Name 


OJ990708 01 


.9A01 


.C3.o6. 


ts 


Method 


TBLASTX : Soybean 




Cf- o T-+- 


SS7 Q 
j j / y . 








End 


575.8 




CI T 
oX 


none 








Score 


115 




Exons 


JJ/!?. . j / JO, 


Jul J 


• . J / J D 










O c U^ > IN (J . 


J J O O X 








Seq. ID 


OJ990708_01. 9A01. 


\^ j 


Can d M 

lie LNU . 


/ J _/ J _7 








Strand 






Start 


4631 








End 


6377 




Name 


OJ990708 01 


. 9A01 


.C3.o4 . 


tc 


Method 


TBLASTX: Cress 






Jul J 








End 


5854 




OT 
OX 


none 








Score 


189, 




Exons 


ecu Rft R4 

JDlJ. . J O J ** 














Con Mo 


^ Sfi ft 1 
jjooi 








Seq. ID 


OJ990708_01.9A01. 


C3 


bene lno . 


/ J Z7 J ZJ 








Strand 






Start 


4631 








End . 


6377 




Name 


OJ990708_01 


. 9A01 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




oLdl L 


" S 7 1 1 
J / X X 








End 


'6259 






none 








Score 


57 




Exons 


J / X X . . J'i?Z u , 


J / T O 


Rft R 9 


R Q 1 9 
j y X,Z . 


.6.259, 5-967.^6098, 6144. ..6257 


'Seq. Noi' 


35881 








Seq. ID 


OJ9907Q8_01. 9A01. 


C3 


Gene No. 


73959 








Strand 






Start 


4631 








End 


6377 




Name 


OJ990708 01 


.9A01 


-C3.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5825 








End 


6259 




GI 


none 








Score 


99 




Exons 


5825. .6259, 


5937 


. .6098, 


6165. 


.6257 






Seq. No. 


35881 








Seq. ID 


OJ990708_0i; 9A01. 


C3 


Gene No. 


73959 








Strand 






Start 


4631 








End 


6377 





35628 




Name 


OJ990708 01 9A01 C3 o4 ts 


Method 


TBLASTX : Soybean 






5937 ~~ 


End 


6376 




(IT 

\J X 


5509260 

*j *j \j z* \j \J 


Score 


111 




Pvon c: 


5937 6098 5942 6376 6144 


.6350, 6164. .6358 




CJ Dp^rr "i n 

\J X UCOUJ — L £J ■ 










Seq. No. 


35881 


OCLj . XL/ 


O.TQQ070R 01 QA01 


C3 


Gene No. 


73959 


O LI di 1U 






Start 


4 631 




6^77 

DO / / 




l\ ClillC 


O.T990708 01 9A01 P3 o3 t-r 




TRT QQTY • f-roc c 
1 DLnO I A . tress 




O Lai L 


6038 ~~ 

V V -J O 




6^07 




GI 


none 


Score 


138 






6038 6307 6047 6286 6057 


.6293 






Q ps rr 


35882 


Corf T n 


OJ990708_01. 9A01. 




fjpnp NO 


73960 


O C x 0.110. 


+ 




Start 


1 




8505 




Name 


OJ990708 01.9A01.C4.ol.np 


LYie Liioa. 


AAT/NAP 




Start 


1 




504 




(ZJ 
\J X 


6714431 


Score 


275 






1 . . 504 








f^T P)o q r~ "i n 
pj- v! v o o x.. 4- -* 


fAC0T?328} niifal - ! vp ppl 1 nln^p 


..synthase 


catalytic .s.uburvLL " 


..... i.. *■ . 


r A "r*;^ h n Hr^o^i ^ f 1 i ana 1 






*— 


O ti • In \J . 


35882 


Seq, ID 


ujyyu/uo ui.yAui. 




Gene No. 


73960 


Strand 


+ 




Start 


1 


End 


ocric 
ojUj 




Name 


OJ990708 01. 9A01.C4 .ol.gs 


Method 


GENSCAN 




O l_ Cl -L u 


43 


End 


8505 






none 


Score 


.75 




F" von c 


43.-536, 2719. .3561, 3968. .4137, 4348. 


.4413, 5327. .5481, 






6584. .6675, 8291. .8505 








Seq. No. 


35882 


Seq. ID 


OJ990708_01.9A01. 


C4 


Gene No. 


73960 


Strand 


+ 




Start 


1 


End 


8505 




Name 


OJ990708 01. 9A01.C4 .ol.gp 


Method 


AAT/GAP 




O Lai L 


418 


End 


750 




GI 


3761434 


Score 


577 






418. .750 








O C; L| . IN U . 


35882 • 


Seq. ID 


OJ99070.8_01.9A01. 


C4 


Gene No. 


73961 


Strand 






Start 


- 1893 


End 


2127 , 




Nairve 


OJ990708 01.9A01.C4.o2'.np ■■ 


Method . 


AAT/NAP. 




O Lai L 


1893 


End 


2127 




O X 


5852181 " ' " 


Score 


107 




P von <3 


1893. .2127 








CL J n P> <5 f T" 4 O 


(AL117265) zhbOOllil [Oryza sativa] 


"t 




Seq. No. 


35882 


Seq. ID 


OJ990708_01.9A01. 


C4 


Gene No. 


73962 


Strand 






Start 


2670 


End 


4873 




Name 


OJ990708 01.9A01.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


393 




GI 


none 


Score 


95 





Exons 1..69, 1..63, 6. .68, 118. .213, 138. .212, 300. .392, 304. .393 



35629 




Seq. No. . 


35882 


Seq. ID - 


OJ990708 


_01. 9A01. 


C4 


bene ino . 












OLaiL 


9 £7 n 

Z D / U 


Hina. 


A ft 7 7 






Name 


nTQQmnfi m oam ni +-o 

UJ^jU / UO U1.1?MU1.L4 .Ol.CS 


T\A ^ f~ lr\ /*4 


fppT A QTY • 
1 DLiHO 1 A . 


ooyoean 




Of 3 y>f 


1 


.Dna 


77 ft 
j / O 






C T 


none 


Score 


1 71 
1 J 1 






bxons 


1 i £9 "3 i fii 149 9in 


77 ft 








Seq. No. 


35882 


Seq. ID 


OJ990708 


_01. 9A01. 


C4 


ocllc LN(J . 


7 7Q69 


c +- ra nH 










9 ^7 n 

Z b / U 




A ft 7 7 
HO f j 






Name 


UUryU / UO Ul . 7nUl . L4 , Ol . IW 


Mq f" V"! /~>l/""l 

LYietnoa. 


TRT Z\ QTY • 
1 DxxriO 1 A . 






oian 


1 ~~ 
1 


Cjnci 


91 7 
ill J 






GI 


none 


Score 


338 






Exons 


1 917 7 919 
X. .ZlJ r J. ■ z x z 










Seq. No. 


35882 


Seq. ID 


OJ990708 


_01. 9A01. 


C4 


Gene No . 


7 7 Q £9 


Q f- y-anrl 

otrana 








olail 


9 £7 n 


Hina. 


A ft 7 7 






Name 


n TQomriQ ni qahi ca a1 -t-^ 


Method 


B. C TV « 
1 DLrtO 1 A . 


Cress 




C -i 1 v- +- 

, p .t a r £ ~ *~ *« v.. 






7 Q 7 


— — — 


™— 


..Ul ~. ^. 


.vt „,no.ne,_ . t . .,. - . „ , . „„.:_. 


. S„cor_e v 


1 CO 


~ ' "—«•-' — — 




Exons 


1 £ 01 n 91 9 fi Q 717 7Q7 










Seq. No. 


35882 


Seq. ID 


OJ990708 


_01. 9A01. 


C4 


Gene No. 


73962 


Strand 








Cf n r f 
o Lax L 


2670 


End 


4 R7 7 






Name 


OJ990708 01. 9A01.C4.o3.np 


Method 








C+- a v- f- 


2670 


End 


A ft 7 7 








6069653 


Score 


1 1 R ft 
llOO 






U 1 T» «-i o 


2670. .3709, 3794. .4637, 4672. 


.4873 








bi uescrip. 


(AP000616) hypothetical protein [Oryza 


■ 

sat 1 va ] 






Seq. No. 


35883 


Seq. ID 


OJ990708 


_01. 9A01. 


C5 




73963 


Strand 


X 






Of ar f 

o car c 


690 


End 


9 ft 9 1 
Z O Z 1 






Name 


OJ990708 01. 9A01.C5.ol.gs 


Method 










690 


End 


9 ft 9 1 






bl 


none 


Score 


£ 1 
. bl 






Exons 


690. .1055, 1796. .1823, 2402.. 


2497, 274J 


5 9 q 9 1 
j . . z 0 z 1 






Can Mo 


' '35883' 


Seq.^ ID 


OJ990708 


_01. 9A01*. 


C5 


Gene No. 


73963 . 


. Strand. 


+ ..... 






Start " 


"690 ' 


End 


2821 . 






Name 


OJ990708 01. 9A01.C5.ol.gp 


Method 


AAT/GAP 








2302 • " ' 


End 


2559 






r* t 


427610 


Score 


420 






Exons 


2302. .2559 










GI Descrip. 


5852172/emb|CAB55410. 1 | 4 . Oe- 


11 (AL117265) zhb0002.1 [Oryz< 




sativa] 










Seq. No. 


35883 


Seq. ID 


OJ990708 


_01.9A01. 


C5 


Gene No. 


73964 


Strand 


+ 






Start 


18037 


End 


18149 






Name 


OJ990708 01.9A01.C5.o5.np * 


Method 


AAT/NAP 






Start 


18037 


End 


18149 







35630 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6815099 Score 102 

18037. .18149 

(AP001081) hypothetical protein [Oryza sativa] 



OJ990708 01.9A01.C5 



35883 
73965 
2047 

OJ990708JD1. 9A01.C5.ol.np 
2047 
6630696 
2047. .2235 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2235 
AAT/NAP 
2235 
196 



Seq. No. 35883 Seq. ID 

Gene No. 73966 Strand 

Start 2411 End 

Name OJ990708__01 . 9A01 . C5 . o2 . np Method 

Start 2411 End 

GI 5852172 Score 

^Exp_rrs_ , ^^2AIX^25.A2L^^^ :_™™.„. 

..GI,, Descrip... . ( ALl.l 7 2 65 ) . . z hb.OQ 0 2 . 1 . [ Oryza sativa].. 



OJ990708_01. 9A01.C5 

2542 

AAT/NAP 

2542 

132 . . 



Seq. No. 35883 

Gene No. 73967 

Start 4743 

Name OJ9 907 08^01 . 9A01 . C5 . o4 . 

Start 1896 

GI none 

Exons 1896.. 2078, 1940.. 2077, 
2083. .2175, 2084. .2176 



Seq. ID OJ990708_01.9A01.C5 
Strand 

End 19612 

tm Method TBLASTX: Maize 

End 2176 

Score 100 
1948. .2082, 1951. .2082, 2082. .2174, 



Seq. No. 


35883 




Seq. ID OJ990708 01.9A01.C5 


Gene No. 


73967 




Strand 


Start 


4743 




End 19612 


Name 


OJ990708 01. 9A01.C5.o3.np 


Method AAT/NAP 


Start 


4743 




End 9561 .. 


GI 


29247 


81 . . 


Score 583 


Exons 


4743. 


.4767, 7324. .8073, 8231. 


.8277, 9540. .9561 


GI Descrip. 


(AC002334) putative cellulose 


synthase [Arabidopsis thaliana] 


Seq. No. 


358 8 3 




Seq. ID OJ990708_01. 9A0i;C5" 


.Gene No. 


73967- 




Strand 


Start ' „. 


4743 




End ' 19612 ■ ■ 


Name 


OJ990708 01.9A01.C5.o2.ts 


Method TBLASTX : Soybean 


Start 


7298'.' 




End * 14 4 19-" 


GI 


none 




Score 63 


Exons 


7298. 


.7417, 7325. .7420, 73^6. 


.7418, 7436. .7663, 7467. .7664, 




7664. 


.7801, 7668. .7793, 13919 


..14020, 13919. .14020, . 




13929 


..14021, 14042. .14254, 1404 9 .. 14162, 14217 .. 14255, 




14255 


..14419, 14259. .14417 




Seq. No, 


35883 




Seq. ID OJ990708_01.9A01.C5' fl 


Gene No. 


73967 




Strand 


Start 


4743 




End 19612 


Name 


OJ990708 01. 9A01.C5.o2.tm 


Method TBLASTX: Maize 



35631 



Start 7325 End 14594 

GI none Score 7 6 

Exons 7325. .7417, 7325. .7420, 7436. .7861, 7445... 7687, 7467. .7787, 

7877. .7936, 7936. .8004, 13919 14 008 , 13919 .'. 14020, 
13929. . 14021, 14042. .14449, 14045 .. 14 371, 14 055 .. 14 435, 
14460. . 14594, 14471. .14593 

Seq. No. 35883 Seq. ID OJ990708__01.9A01.C5 

Gene No. 73967 Strand 

Start 4743 End • 19612 

Name OJ990708_01 . 9A01 . C5 . o3 . tw Method TBLASTX : Wheat 

Start 7385 End 14273 

GI none Score 8 6 

Exons 7385. .7426, 7472. .7681, 7587. .7682, 13979 .. 14005, 14 063 .. 14272 , 
14082. .14117, 14217. .14273 

Seq. No. 35883 Seq. ID OJ990708_01 . 9A01 . C5 

Gene No. 73967 Strand 

Start 4743 End 19612 

Name OJ990708JD1 . 9A01 . C5 . o2 . tc Method TBLASTX: Cress 

Start 7385 End 14668.. . 

. GI „ „, none... _ . , „ , „. ....... Score 40^ , _■ 

JExo.ns ... .„.7 385_..7.4.11,, .-7.4.12... .X54.,6,,, 7.47.2.. .7.80.1, .15.87 ....7.7.9 3, .1X9.3 6 .... 8„0.3X,_.„._ 

13396. .13689, 13397 .. 13723 , 13397 .. 1372 6, 13979 .. 14005 > 
14052. .14147, 14081. .14668, 14188 .. 14 361 , 14 18 9 .. 14 371, 
14217. .14426 

Seq. No. 35883 Seq. ID OJ990708_01 . 9A01 . C5 

Gene No. 73967 Strand 

Start 4743 End 19612 

Name OJ990708_01 . 9A01 . C5 . o3 . gs Method GENSCAN 

Start 8693 End 19612 

GI none Score .61 

Exons 8693. .8886, 11102 11253, 12348 .. 13780, 13922 .. 14 663, 

15299. .15641, 19262 . . 1 94 08 , 19444. .19612 

Seq. No. 35883 Seq. ID OJ990708_01.9A01.C5 

Gene No.' 73967 Strand 

Start 4743 - End ' 19612 

Name OJ990708_01 . 9A01 . C5 . o4 . np Method AAT/NAP 

Start 12171 End 16524 

GI 6714431 Score 1586 

Exons ' 12171.". 13753, 13906 .'. 14679, 16473.. 16524 ... 

GI Descrip. (AC012328) putative cellulose synthase catalytic subunit 

[Arabidopsis thaliana] ".. * ■ 

Seq. No. '35883 ' ' J> ' Seq. ID OJ990708_01. 9A01 . C5 

Gene No. 73967 ■ Strand 

Start 4743 End 19612 

Name OJ9?0708_01 . 9A01 . C5 . o4 . tw Method TBLASTX : Wheat 

Start 12210 End 12406 

GI none Score 172 

Exons. 12210. .12404, 122 61 .. 124 04 , 12287 .. 12406, 12287. .12406 

Seq. No. 35883 Seq. ID OJ990708_01 . 9A01 . C5 

Gene No. 73967 Strand 

Start 4743 End 19612 



35632 



Name 

Start 

GI 

Exons 



OJ990708J31 . 9A01 .C5.ol.tm 

12222 

none 

12222. .12392, 12299 12364 , 
12788. .13126, 12828 .. 13172 , 



Method TBLASTX : Maize 

End 13283 

Score 50 
12416. .13171, 12465. .12743, 
13188. .13283 



Seq. No. 35883 

Gene No. 73967 

Start 4743 

Name OJ990708_01 . 9A01 . C5 . o3 . ts 

Start 12299 

GI none 
Exons 



Seq. ID OJ990708_01-9A01.es 



Strand 
End 

Method 

End 

Score 



19612 

TBLASTX: Soybean 

13051 

94 



12299. .12361, 12425 .. 12535, 12539 .. 128 95, 12875 1304 8 , 
12885. .1304 6, 12906. .1304 9, 12914. .13051 



Seq. No. 35883 Seq. ID 

Gene No. 73967 Strand 

Start 4743 End 

Name OJ990708_01 . 9A01 .C5.ol.tw Method 

Start 12407 End 

GI . none Score 
Exons . ..... 



OJ990708_01.9A01.C5 
19612 

TBLASTX: Wheat 
12896 

214 . . . . 



.124D7.....J2.-8.95 f .,.12„4fl8,^a2,6.77. f a2534....J283.6. f _1.2.6.9a...;.12.8.9.5^_... 
127 2,6 ..,,128.96 ...... ... ™„ 



Seq. No. ' 35883 

Gene No. 73967 

Start 4743 

Name 0 J990708_01 . 9A01 .C5.ol.tc 

Start 12479 

GI none 

Exons 12479. .12817, 124 92 .. 1264 7 , 
12909. .13172, 13188. .13274, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12821 

13301 



OJ990708 01.9A01.C5 



19612 

TBLASTX: Cress 
13378 
71 

12913, 12890. .13153, 
13378 



Seq. No. 


35883 






Seq. ID 


OJ990708_01.9A01 


.C5 


Gene No. 


73967 






Strand 






Start 


4743 






End 


19612 




Name 


OJ990708 01.9A01.C5 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


13055 






End 


13717 




GI 


none 






Score 


62 




Exons 


13055. 


.13171, 13065 


.13172, 


13188. .13274, 13255 .. 134 91 , 






13289. 


.13495, 13293 


. 13490, 


13496. .13717, 13584. .13712 




Seq. No. 


35883 






Seq. ID 


"OJ990708_01". 9A01 


.C5 


Gene .No. 


73967 - 






- Strand 






Start. ■ 


4743 






- . End - 


,19612 




Name 


OJ990708 01.9A01.-.C5 


o3 . tm* * 


Method 


TBLASTX: Maize 




Start 


' 13301 






End 


13759 " 




GI 


none 






Score 


144 




Exons 


133,01. 


.13759, 13302 


.13532, 


13540.. 13635 




Seq. No. 


35883 






Seq. ID 


OJ990708_01. 9A01 


.C5 


Gene No. 


73967 






Strand 






Start 


4743 






End 


19612 




Name 


OJ990708 01.9A01.C5. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


13343 






End 


13703 




GI 


none 






Score 


71 




Exons 


13343. 


.13495, 13364. 


.13489, 


13447. .13674, 134 96 .. 13699, 





35633 




13596. .13703 



Seq. No. 


35884 • 




Seq. ID 


OJ990708_01.9A01.C6 


Gene No. 


73968 




Strand 


+ 


Start 


20909 




End 


24726 


Name 


OJ990708 01.9A01.C6. 


o3.np 


Method 


AAT/NAP 


Start 


20909 




End 


24404 


GI 


5295951 




Score 


168 


F.xon s 


20909. .21132, 24356. 


.24404 






GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 




partial cds . (U23857 ) 


[Oryza 


sativa] 




Seq. No. 


35884 




Seq. ID 


OJ990708_01.9A01.C6 


Gene No. 


73968 




Strand 


+ 


Start 


20909 




End 


24726 


Name 


OJ990708 01.9A01.C6.o4.np 


Method 


AAT/NAP 


Start 


23385 




End 


24726 


GI 


2832681 




Score 


325 


Exons 

i-J A \^ 1 1 i^? 


23385.-23439, 23927. 


.24025, 


24135. .24187, 24459 .. 24532, 




24684. .24726 








GI Descrip . 


. (AL021712) putative. 


protein 


[Arabidopsis thaliana]. . 


.Seq Rq..„_„. 


35.a8A™ '"SZJl'l 




_ .Seq... .ID. 


1 0 J9 9 0.10 81m ... 9 AO. 


Gene No . 


73969 




Strand 




Start 


151 




End 


11555 


Name 


OJ990708 01.9A01.C6. 


ol . np 


Method 


AAT/NAP 


Start 


151 




End 


11555 


GI 


3445397 




Score 


1589 


J— I /V V^/ 1 1 o 


151. .235, 1518. .2185, 9860.. 


11555 




GI DescriD. 


(AJ010166) S-domain 


receptor 


-like protein kinase [Zea mays] 


Seq. No. 


35884 




Seq. ID 


OJ990708_01.9A01.C6 


No . 


73970 




Strand 




Start 


13886 




End 


16357 


Name 


OJ990708 01.9A01.C6. 


o2 .np 


Method 


AAT/NAP 


Start 


13886 




End 


16357 


GI 


3445397 




Score 


3717 


Exons 


13886.. 16357 








GI Descrip . 


(AJ010166.) S-domain 


receptor 


-like protein kinase [Zea mays] 


Seq. No. 


35884 




Seq. ID 


OJ990708J31.9A01.C6 


Gene No . 


73971 




Strand 




Start 


254 49 ' 




End ' 


25650 ' 


Name 


OJ99J3708 01.-9A01.C6. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


1556 




End 


.16201- 


GI 


none 




Score 


97 


Exons 


1556. ;171I, 1557. .17 


84, 1718 


. .1789,'' 1809. .2156, 1820 . .214 6, 




9897.. 10022, 9996.. 10127, 10557.. 10799 


, 10848. .10973, 




10998. .11039, 11088. 


. 11132, 


11226. . 11417, 11229. .11297, 




14015. .14263, 14042. 


. 14221, 


14277. .14540, 14279 .. 14809, 




14280. .14600, 14621. 


. 14806, 


14634 .. 14810, 15350. .15589, 




15500. .15586, 15638. 


. 15736, 


15638. . 157 60, 157 70. .15835, 




15878. .15919, 16049. 


. 16201 






Seq. No. 


35884 




Seq. ID 


OJ990708_01.9A01.C6 


Gene No. 


73971 




Strand 




Start 


25449 




End 


25650 



35634. 



Name 

Start 

GI 

Exons 



OJ990708_01 . 9A01 . C6 . ol . tm Method TBLASTX : Maize 

1559 End 14628 

none Score ' 93 

1559. .1717, 1578. .1742, 1721. .1804, 1722. .1790, 1802. .2146, 
1818. .214 4, 14 015. .14248, 14 034. .1424 6, 14 24 9. .14 599, 
14259. .14606, 14359. .14628 



Seq. No. 35884 

Gene No. 73971 

Start 25449 

Name OJ990708_01 . 9A01 . C6 . o3 . ts 

Start 1640 

GI none 
Exons 



Seq. ID OJ990708_01.9A01.C6 
Strand 

End 25650 

Method TBLASTX : Soybean 

End 14465 

Score 153 



1640. .1717, 1695. .2006, 1751. .1984, 1769. .2008, 14096 .. 14218, 
14157. .14234, 14210 .. 14425, 14210 .. 14 4 4 3, 14223. .14465 



Seq. No. 

Gene No. 

Start 

Name 

Start 
-GI_„_ 
.Exons. - . 



35884 
73971 
25449 

OJ990708_01 . 9A01.C6.ol . tw 

1877 



npne. 



Seq. ID OJ990708_01.9A01.C6 
Strand 

End 25650 

Method TBLASTX : Wheat 

End.. . 14750 _ 



/,..:.. _ S.coxe__ J5.iL 



... 18.7.7..,. 19.39., ,18.28... ,.19 3,4,.. .194 0.. ....21 52 , ..1 965 >„.. 2.13.6.^. .1.43.16.. ...1.43.9.8.,., 

14399. .14599,- 14424 ,. 14576, 145.97 .. 14749, " 14619. .14750 



Seq. No. 35884 

Gene No. 73971 

Start 25449 

Name OJ990708_01 . 9A01 . C6 . ol . ts 

Start 2009 

GI none 
Exons 



Seq. ID OJ990708_01.9A01.C6 
Strand 

End 25650 

Method TBLASTX : Soybean 

End 15026 

Score 156 



2009. .2146, 2010. .2153, 2035. .2154, 9895. .10140, 9897. .10169, 
10147. .10221, 14468. .14620, 14475 .. 14 594 , 14489 .. 14599, 
14603. .14959, 14 614 .. 14733, 14619 .. 14 921, 15009. .15026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35884 
73971 
25449 

OJ990708_01. 9A01.C6.o6.tm 

9897 
none 



Seq. ID OJ990708_01.9A01.C6 
Strand 

End 25650 

Method TBLASTX: Maize 

End 14 7*65 

Score 150 



9897.. 9974, 14 630 14 7 64 , 14631.. 14765 



Seq. No.. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



35884 
73971 
25449 

OJ990708JU . 9A01 . C6 . o3 . tm 

9978 

none 



Seq.. ID OJ990708_01.9A01.C6 

.' ' Strand -. ..." 

. End 25650 ■ _ . , 

Method TBLASTX : Mai ze 

End 15082 

Score 111 



9978. .10127, 9988. .10101, 14765 .. 15076, 14765 .. 14968, 
14769. . 15074, 15047. .15082 



Seq. No. 35884 

Gene No. 73971 

Start 25449 

Name OJ990708_01 . 9A01 . C6 . o2 . tw 

Start 10383 



Seq. ID OJ990708_01. 9A01.C6 
Strand 

End 25650 

Method TBLASTX : Wheat 

End 15532 



35635 



GI 

Exons 



none 



Score 



106 



10383. .10451, 10506. .10736, 15137. .15208, 15314. .15532, 
15324.. 15479 



Seq. No. 35884 

Gene No. 73971 

Start 25449 

Name OJ990708_01 . 9A01 . C6 . o5 . tm 

Start 10383 

GI none 

Exons 10383. .10448, 10518 .. 1064 0, 
15317. .15427, 15449. .15532 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_01.9A01.C6 

25650 

TBLASTX: Maize 

15532 

81 



10629. .10799, 15167. .15208, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35884 Seq. ID 

73971 Strand 
25449 End 
OJ990708_01 . 9A01 . C6 . o2 . ts Method 
10509 End 
none Score 

10509. .10739, 10555. .10731, 10740 

15329. ..15388, 15333 .. 15515, .15464 

JL5_5JiL_a5i^^ 



OJ990708 01.9A01.C6 



25650 

TBLASTX: Soybean 
15665 
78 

10877, 15314. .15529, 
15526, 15536. .15664, 



35884 
'73971 
25449 

OJ990708_01. 9A01.C6.o4 .ts 
10998 
none 
10998, 
11301, 
16103. 



,11198, 11002. 
11453, 11320. 
16186 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990708 01.9A01.C6 



,11127, 11181. 
,11457, 15788. 



25650 

TBLASTX : Soybean 
16186 
84 

11303, 11257. .11280, 
15931, 16031. .16090, 



Seq. No. 35884 Seq. ID 

Gene No. 73971 Strand 

Start 25449 End 

Name OJ990708_01 . 9A01 . C6 . o2 . tm Method 

Start 11121 End 

GI none Score 

Exons 11121. .11171, 11253. .114 20, 114 06. .114 92, 15960 

15962. .16024, 15988 .. 1602 6, 16015 .. 1614 9, 16017 

16022. .16300, 16023. .16172, 16205 .. 16300, 16212 

16334 . .16396, 16335 .. 16367, 1634 6 .. 16369 ' 



OJ990708 01.9A01.C6 



25650 

TBLASTX: Maize 
16396 
39 



,16025, 
16166, 
16301, 



Seq. No. 35884 . . ..; Seq. ID 

Gene No. 73971 . . # Strand 

Start 25449 ' End 

Name OJ990708_01 . 9A01 . C6 . o2 . tc Method 

Start 23366 End 

GI none Score 
Exons 



OJ990708_01.9A01.C6 
25650 

TBLASTX: Cress ■ 

24544 

95 



23366. .23443, 23373 .. 23438, 23926 .. 24 024 , 23928 .. 24020, 
24137. .24187, 24441 .. 24533, 24 455 .. 24 54 4 , 24461. .24529 



Seq. No. 35884 Seq. ID 

Gene No. 73971 Strand 

Start 25449 End 

Name OJ990708 01 . 9A01 . C6 . o4 . tm Method 



OJ990708_01.9A01.C6 
25650 

TBLASTX: Maize 



35636 



Start 
GI 

Exons 



23383 End 24533 

none Score 97 

23383. .23436, 23384 . . 234 4 3, 23385 .. 23438, 23387 .. 234 4 3, 

23926. .24024/ 23928 24023; 24137 .. 24 187, 244 4 1 .. 24 533, 

24458. .24532 " 



Seq. No. 35884 * 

Gene No. 73971 
Start 25449 

Name OJ990708_01 . 9A01 . C6 . o3 . tw 

Start 23390 
GI none 

Exons 23390. .23443, 23391 .. 23438 , 

23928. .24020, 24 136 .. 24 18 6, 
24461. .24532 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23396 

24137 



OJ990708 01.9A01.C6 



25650 

TBLASTX: Wheat 
24533 
76 

23443, 23926. .24024, 
24187, 24441. .24533, 



OcC] • IN O . 










beq . 1 u 


uj y yu / Uo 


U 1 . 


yAU 1 


. Co 


Gene No. 


73971 








Strand 










Start 


25449 








End 


25650 








Name 


OJ990708 01.9A01 


.C6 


,o3 


.gs 


Method 


GENSCAN 








Start 


25449 . . 








End 


25650 








^GLi;^, _ 


J..1A P.nje , ■ v „ 










.9 ■ 








^Exo.ns,., .. ... _ _ 


v '^5.4 4.9. ...25-6 50.,..^",. 


















Seq. No. 


35885 








Seq. ID 


OJ990708_ 


_01. 


9A01 


.C7 


Gene No. 


73972 








Strand 


+ 








Start 


919 








End 


1857 








Name 


OJ990708 01.9A01 


.C7 


ol 


gs 


Method 


GENSCAN 








Start 


919 








End 


1857 








GI 


none 








Score 


.99 








Exons 


919. . 1857 


















Seq. No. 


35885 








Seq. ID 


OJ990708_ 


_01. 


9A01 


,C7 


Gene No. 


73973 








Strand 


+ 








Start 


16358 








End 


21240 








Name 


OJ990708 01.9A01 


C7. 


o2. 


np 


Method 


AAT/NAP 








Start 


■ 14993 








End 


15297 








GI 


6815099 








Score 


84 








Exons 


14993. .15297 . 



















GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 


■ . 35885 




Seq. ID 


OJ99070.8 


Gene No. 


. 73973 




Strand 


+" 


Start 


16358 




End, • 


21240 


Name - 


OJ990708- 01, 9A0.1;C7.o5.gs 


■ . Method 


GENSCAN ' 


Start 


16358. 




End 


21240 


GI ■ 


none 




Score 


.94 


Exons 


16358. 


.17539, 18953. .19040, 


20855. .21240 


Seq. No. 


35885 




Seq. ID 


OJ990708 


Gene No. 


73974 




Strand 




Start 


3145 




End 


9726 


Name 


OJ990708 01.9A01.C7.o2.gs 


Method 


GENSCAN 


Start 


3145 




End ' 


9597 


GI 


none 




Score 


.56 


Exons 


3145. . 


3311, 4327. .4374, 4730 


. .4905, 6734. .6810, 




7561. . 


7613, 8588.. 8651, 9424 


. .9597 





35637 




Sea No 


35885 






Seq. ID 


OJ990708 


01 9A01 CI 


Gene No. 


73974 






Strand 






Start 


3145 






End 


9726 




Name 


OJ990708 01 


9A01. 


C7.ol.np 


Method 


AAT/NAP 




Start 


4300 






End 


9726 




GI 


6554178 






Score 


205 




R x n n <^ 


4300. .4330, 


7084. 


.7181, 7561 


..7684, 8587. .8651, 


9300 9512 




9603. .9726 












f^l T Dp qrrin 


(AC011661) T23J18 


.4 [Arabidopsis thaliana] 




Seq. No. 


35885 






Seq. ID 


OJ990708 


_01.9A01.C7 


Gene No . 


73975 






Strand 






Start 


12469 






End 


13198 




Name 


OJ990708 01. 


9A01. 


C7.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


6797 






End 


6983 




GI 


none 






Score 


248 




R von ^ 


6797 . . 6982, 


6798. 


.6983 








Seq. No. 


35885 






Seq. ID 


OJ990708 


_01.9A01.C7 


Gene No. 


73975 






Strand 






„StarJ^ 


.124 69 ■ . 






_.EncL , .. . 


a.3.!.aa 




Name 


^ OJ9 9 020YS01. 




C7.oi.i.s_7- 


, ...Method „ 


TBLASTX : 




Start 


6890 






End 


8650 


GI 


none 






Score 


76 




Exons 


6890. .7021, 


6891. 


.7010, 7116 


..7193, 7120. .7182, 


7561 7728 




8588. .8650 












Sea No 


35885 






Seq. ID 


OJ990708 


01 9A01 CI 




73975 






Strand 






Start 


12469 






End 


13198 




Name 


OJ990708 01. 


9A01. 


C7 .o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


6984 






End 


9541 




GI 


none 






Score 


52 




R x o n s 

J—J 1 1 O 


6984 . .7019, 


6986. 


.7021, 6986 


..7021, 7114. .7182, 


7 11 S 718^ 




7116. .7193, 


7560. 


.7679, 7561 


..7749, 7561. .7728, 


8559 8651 




8583. .8693, 


8588. 


.8674, 9160 


..9231, 9315. .9383, 


9316 9384. 




9428. .9541, 


9439. 


.9540 








Seq. No. 


35885 






Seq. ID 


OJ990708 


_01. 9A01.C7 


Gene No 


73975 






Strand 






Start . 


12469 






End 


13198 




Name 


OJ990708 01. 


9A01. 


C7.p3.gs 


Method 


GENSCAN 




Start 


124 69" ■ * 






End - 


13198 




GI ' " ' ' 


none 






Score 


. 62 




Rxnri ^ - 

1_J \J i x o 


12469. . 12760,. 128 


88.. -.13006, 


13082. .1.3198 




Seq. No. 


35885 






Seq. ID 


OJ990708 


_01. 9A01.C7 


Gene No. 


73976 






Strand 






Start 


16396 






End 


21255 




Name 


OJ990708 01. 


9A01. 


C7.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


16396 






End 


21255 




GI 


none 






Score 


121 




Exons 


16396. .16482 


, 16400. .16501, 


16424. .16504, 16540 


. .16578, 



21016. .21255 



Seq. No. 35886 Seq. ID OJ9907 08_01 . 9A01 . C9 



35638 



Gene No. 


73977 




Strand 


+ 


Start 


358 




End - 


3118 


Name 


OJ990708 01 . 9A01 .C9 


. ol . gs 


Method 


GENSCAN 


Start 


358 ~~ 




End ' 


3118 


GI 


none 




Score 


.44 


Exons 


358 . . 406, 436 . .457, 


459 1821 


, 1844. .2006, 2153. .2211, 




3068 . .3118 








Seq. No. 


35886 




Seq. ID 


OJ990708_01.9A01.C9 


Gene No . 


73977 




Strand 


+ 


Start 


358 




End 


3118 


Name 


OJ990708 01.9A01.C9 


. ol . np 


Method 


AAT/NAP 


Start 


432 




End 


2039 


GI 


6056428 




Score 


1061 


Exons 


432. .2039 








GI Descrip. 


(AC009525) Very similar to cellulose synthase catalytic subunit 




[Arabidopsis thaliana] 






Seq. No. 


35886 




Seq. ID 


OJ990708_til.9A01.C9 


Gene No. 


73977 




Strand 


+ 


Start 


358 




End 


3118 


Name 


.,OJ99Q.7,08,.01. 9A01,g.9„ 


..ol : ts_ 






Start.. . _ j 


: . 4.47. ... . „ 




-End 


..1181. ,^ I . 


GI 


none 




Score 


302 


Exons 


447. .725, 499. .726, 


726. .875, 


727 .. 921 


1029 1181 1036 1179 


Seq. No. 


35886 




Seq. ID 


OJ990708_01.9A01.C9 


Gene No. 


73977 




Strand 


+ 


Start 


358 




End 


3118 


Name 


OJ990708 01.9A01.C9 


o2. tc 




TRT.A^TX • Prpq q 

1 Lj JjnO L £\ * v_/ J_ C o o 


Start 


479 




End 


2284 


GI 


none 




Score 


38 


Exons 


479. .517, 525. .716, 


526. .717, 


730 822 


1942 2234 2284 


Seq. No. 


35886 




Seq. ID 


OJ9907 08 01 . 9A01 .C9 


Gene No. 


73977 




Strand 


+ ~~ 


Start ' 


358 




End - 


3118 


Name 


OJ990708 01.9A01.C9. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


508 




End 


876 


GI 


none 




Score 


280 


Exons 


508. .726, 516. .725, 


726. .875, 


727 . .876 




Seq." No. 


'35886 




Seq. ID 


OJ990708_01. 9A01.C9 ' 


Gene No. 


73977 • 




Strand 


+ . 


Start 


358 " " * ■ " • 




End 


3118 . 


Name 


. OJ.990708 01. 9A01.C9. 


o2.tm - 


Method . . 


TBLASTX: Maize. 


Start 


525 




End" 


921 


GI 


none 




Score 


276 


Exons 


' 525. .728, 526. .717, ' 


729. .875, 


730. .921 




Seq. No. 


35886 




Seq. ID 


OJ990708JD1. 9A01.C9 


Gene No. 


73977 




Strand 


+ 


Start 


358 




End 


3118 


Name 


OJ990708 01.9A01.C9. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


841 




End 


1755 


GI 


none 




Score 


103 


Exons 


841. .921, 1029. .1340, 1036. .1344, 1330 


. .1410, 1417. .1755, 



35639 



1464. .1682, 1710. .1742 



Seq. No. 


35886 




Seq. ID 


OJ990708 01.9A01.C9 


Gene No . 


73977 




Strand 


+ 


Start 


358 




End 


3118 


Name 


OJ990708 01 


. 9A01 . C9 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1029 ~~ 




End 


1942 


GI 


none 




Score 


622 


i_J *V \y H kJ 


1029 1454. 


1036 1776. 1494 


.1766, 1542. .1781, 1862. .1942 


Seq. No. 


35886 




Seq. ID 


OJ990708 01.9A01.C9 


Gene No . 


73977 




Strand 


+ 


Start 


358 




End 


3118 


Name 


OJ990708 01 


. 9A01.C9.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1188 




End 


1930 


GI 


none 




Score 


147 


Exons 


1188 . . 1310, 


1189. . 1314, 1336. 


.1689, 1515. .1685, 1699. .1776, 




1865. .1930 








Seq. No. 


35886 




Seq. ID 


OJ990708_01.9A01.C9 


Hpnp No 


73977 




Strand 


+ 


Start 


358 




.En.d 


..3.118, 


Name,. 


OJ990708 01 


.9A01 C9 ol tw 


. Method.... 


.. .TBLASTX.: Wheat _ 


Start 


' 1338 ~~ - 




End 


1776 


GI 


none 




Score 


674 


Kvnn 5 ! 

J—J \*r 1 1 h_> 


1338 1766 


1339 1776 






Seq. No. 


35887 




Seq. ID 


OJ9907 08_01 . 9A01 . C10 


Gene No. 


73978 




Strand 




Start 


1 




End 


1472 


Name 


OJ990708 01 


.9A01.C10.ol.np 


Method 


AAT/NAP 


Start 


1 — 




End 


1472 


GI 


5257273 




Score 


205 


Exons 


1 . .33, 1013 


. .1472 






GI Descrip. 


(AP000364) , 


Similar to myristoylated alanine-rich C-kinase 




substrate . 


(P26645) [Oryza sativa] 




Seq. No'. 


35888 




Seq. ID 


OJ990708_01 . 9A01 . Cll 


Gene No. 


73979 




Strand 


+ 


Start 


6304 




End 


7599 


Name 


OJ990708 01 


. 9A01.Cll.o3.np 


Method 


AAT/NAP 


Start 


- 6304 




End 


7599 


GI 


421954 




Score 


'672 


Exons 


6304 . .74-71, 


7514.. 7-599 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hypothetical protein 3 - potato transposori 'Tstl ■ 
gi|21433|emb|CAA.36615| (X52387) ORF3 fSolanum tuberosum]- 



35888 
73980 
1 

OJ990708_01.9A01.Cll.ol.np 
1 

2583130 

1.". 33,. 815. .1245, 1304. .4649- 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID " OJ990708_01.9A01.C11 

Strand - 

End .74 68 

Method AAT/NAP 

End 4 64 9 

Score 1495 



35640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35888 
73980 
1 

OJ990708_01, 

1085 

none 

1085. .2675, 
4068. .4574, 



9A01.Cll.ol.gs 



2753. .2799, 3011. 
4727. .5280, 5465. 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 74 68 

Method GENSCAN 
End 7132 
Score .46 

.3301, 3398. .3564, 3593.. 3950, 
.5899, 7044. .7132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35888 
73980 
1 

OJ990708_01, 

1316 

none 

1316. .1723, 



9A01.Cll.o4.tw 



1346. .1474 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7 4 68 

Method TBLASTX : Wheat 

End 1723 

Score 72 



Seq. No. 
Gene No . 
Start 
Name 
Start . 
.GI ... 
Exons 



35888 
73980 
1 

OJ990708_01, 

20.3.0 . ., . .. 

noae . .. 
2030. .2086, 



9A01.Cll.o2.ts 



2066. .2422 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Method TBLASTX: Soybean 

End 24 2.2. : 

Score . . 117 . .. .. . . . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35888 
73980 
1 

OJ990708_01. 

2114 

none 

2114 . .2335, 



9A01.Cll.o5.tw 



2118. .2330 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Method TBLASTX : Wheat 

End 2335 ' 

Score 161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI: 

Exons 



35888 
73980 
1 

OJ990708_01, 

2153 

none 

2153. .2524, 



9A01.Cll.o2. tm 



2163. .2534 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Method TBLASTX : Maize 

End 2534 

Score 128 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI * 
Exons 



35888 
73980 
lv 

.OJ9907.08J)1. 
2336 
• none 

2336. .2719, 



9A01..Cll.o2.'tw 



2364. .2720 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End • 7468 

Method . TBLASTX: Wheat 

End 2720 

Score 187 * 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



35888 
73980 
1 

OJ990708_01. 

2684 

none 

2684 . .2824, 



9A01.Cll.o3.tm 



2882.. 3157, 3173. 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Method TBLASTX : Mai ze 

-.End 3316 

Score 85 
.3316 



35641 



Seq. No. 35888 

Gene No. 73980 

Start 1 

Name ' OJ990708_01 . 9A01 , 

Start 2840 

GI none 

Exons 2840:. 3157 



Cll.o3.ts 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Method TBLASTX : Soybean 

End 3157 

Score 188 



Seq. No. 35888 

Gene No. 73980 

Start 1 

Name OJ990708_01 . 9A01 , 

Start 2891 

GI none 

Exons 2891.. 3058, 2892. 

3180. .3272 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Method TBLASTX : Wheat 

End 3272 

Score 176 
.3071, 2910. .3071, 3053. .3271, 3093. .3137, 



Cll.ol.tw 



Seq. No. 35888 

Gene No. 73980 

Start 1 

Name OJ990708_01 . 9A01 . 

Start. _ ... .„ 4.158,.. 

GI . none 

Exons 4158.. 4349, 4207, 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Cll.o6.tw Method . TBLASTX : Wheat 

. _ ,End.._„ .4544 _ 

. , . . , ......Score -. 51...... ^ ... .„ 

.4344, 4353. .4544, 4435. .4476 



Seq. No. 35888 

Gene No. 73980 

Start 1 

Name OJ9907 08JD1 . 9A01 . 

Start 6466 

GI none 

Exons 6466.. 6540, 6486. 

6659.. 6778, 6659. 



Cll.o4.tm 



6539, 6569. 
6784, 6660. 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 74 68 

Method TBLASTX : Mai ze 

End 6784 

Score 96 

.6649, 6622. .6663, 6652. .6774, 
.6779 



Seq. No. 35888 

Gene No. 73980 

Start 1 

Name OJ9907 08_01 . 9A01 , 

Start -67 94 

GI none 

Exons 6794.. 6862, 6872. 



Seq. No. 
Gene No . 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35888 
73980 
1 . . 

.OJ9907.08_01.9A01. 
6803 
none 

6803.. 7189, 6820. 



35888 
73980 
1 

OJ990708_01. 9A01.Cll.ol.ts 

6968 

none 

6968. .7429, 7042. .7269 



Seql ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Cll.ol.tm Method TBLASTX :Maize 

End 74 68 

Score 68 
.7468, 6896. .7093, 6940. .7176, 7198. .7458 



Seq. ID OJ990708_01.9A01.C11 
.Strand 

.End 7 4 68 

Method TBLASTX: Wheat 

End 7411 • 

.Score 274 

.7281, 7205. .7294, 7289. .7411 

Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Method TBLASTX : Soybean 

End 7429 

Score 278 



Cll.o3. tw 



.7185, 7204. 



35642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

■JSJb jarjt .. 
.Name, . , . 
Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



35888 
73980 
1 

OJ990708JH. 9A01.Cll.ol.tc 

6983 

none 

6983.-7432, 6985.. 7182 



Seq. ID OJ990708_01.9A01.C11 
Strand 

End 7468 

Method TBLASTX : Cress 

End 7432 

Score 284 



35889 
73981 
280 

OJ990708_01. 9A01.C12.ol.gp 
280 

uC-osflcypll2c08al 
280. .413 

M115936/gb|AAD03446.1| 1.0e-32 (AF118223) No definition line 
found [Arabidopsis thaliana] 1 



Seq. ID OJ990708_01.9A01.C12 

Strand + 

End 413 

Method AAT/GAP 

End 413 

Score 268 



35890 
73982 

/... 18 6.:.".;. ,._„.;„.„ J,...^_ . : ... 
. .. aJ9907.08_ 1 01..9A01.CL3..o.l...np . 
186 

4115936 
186. .273, 433. .560 

(AF118223) No definition line found [Arabidopsis thaliana] 



Seq. ID OJ990708_01.9A01.C13 
Strand 

End 560. 

Method - .AAT/NAP, . 

End 560 
Score 138 



35891 
73983 
1 

OJ990708_01. 9A01.C14 .ol.np 
1 

6056428 
1. . 664 

(AC009525) Very similar to cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 



Seq. ID OJ990708_01.9A01.C14 

Strand 

End 664 

Method AAT/NAP 

End 664 

Score 514 



35891 
73983 
1 

. OJ990708_01. 9A01.C14 .ol.tw 
16 

none .. . ..... . 

. 16:. .477/ 17*.:. 478. 

35891 
73983 
1 -i 

OJ990708_01 . 9A01 . C14 . ol . tm 
28 

none 

28. .657, 32. .322, 362. .658 

35891 
73983 
1 



Seq. ID OJ990708_01.9A01.C14 

Strand 

End 664 

Method TBLASTX : Wheat • 

End ' 478 

Score' 544 



Seq. ID OJ990708_01.9A01.C14 

Strand 

End 664 

Method TBLASTX: Maize 

End 658 

Score 149 



Seq. ID OJ990708_01.9A01.C14 

Strand 

End 664 



35643 



Name 

Start 

GI 

Exons 



OJ990708_01. 9A01 .C14 .ol.ts Method 
28 End 
none Score 

28. .117, 127. .480, 131. .301, 502. .657, 



TBLASTX : Soybean 

657 

77 

506. .652 



Seq. No. 35891 

Gene No. 73983 

Start 1 

Name OJ990708_01 . 9A01 . C14 . ol . tc 

Start • 61 

GI none 
Exons 



Seq. ID OJ990708_01.9A01.C14 
Strand 
End 

Method 
End 
Score 



664 

TBLASTX: Cress 

658 

36 



61. .399, 74. .106, 134. .352, 406. .486, 472.-657, 476. .658 



Seq. No. 


35892 


Seq. ID 


OJ990818_04 


. 9A01.C1 


Gene No. 


73984 


Strand 


+ 




Start 


413 


End 


550 




Name 


OJ990818 04.9A01.Cl.ol.gs 


Method 


GENSCAN 




Start 


413 


End 


550 




GI 


none 


Score 


.49 




Exons 


413. .550 








Seq.., No.. . 


, 358 93.. , ,„„ „ 


.JSe.q.. - ID. 


_O.J9.9Q81S_PJ. 


,9A0.U£3 


Gene No. 


.73,985 „ w .... ,..„. .... .... ... _ 


Strand 


. +..„ . 




Start 


455 


End 


524 




Name 


OJ990818 04.9A01.C3.ol.gp 


Method 


AAT/GAP 




Start 


455 


End 


524 




GI 


LIB3477-003-P1-K1-E9 


Score 


115 




Exons 


455.-524 








GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 35894 Seq. ID 

Gene No. 73986 Strand 

Start 1826 End 

Name OJ990818_04 . 9A01 . C4 . ol . gs Method. 

Start 1826 End 

GI none Score 

Exons . 1826.. 1903, 1988.. 2002 



OJ990818_04 . 9A01.C4 
+ 

2002 
GENSCAN 
2002 
.5 



Seq. No. 35894 Seq. ID 

Gene No. 73987 Strand 

Start 2 68 9 End 

-Name OJ9908 18_04 . 9A01 . C4 . ol . gp Method 

Start .. . . 2689 .. : End .. 

GI 557_1.R1084 Score 

Exons ' 2689.. 2751 

GI Descrip. 1 576771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 

*j sucrose-regulated mRNA, 3 1 1 -end sequence 1 



OJ990818_04 . 9A01.C4 
+ 

2751 

AAT/GAP. - 
27.51 . 

62.. . . ; . .. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35894 
73988 
4520 

OJ990818_04 . 9A01 .C4 .o2 .gs 

4520 

none 



Seq. ID OJ990818 04.9A01.C4 



Strand 
End 

Method 

End 

Score 



+ 

10531 
GENSCAN 
10531 
.8 



4520. .5027, 5152. .5365, 5432. .5648, 5788.-5853, 6078. .6146, 



35644 



7384. .7414, 8058. .8191, 10433. .10531 



Seq. No. 


35894 


Seq. ID 


OJ990818_04.9A01.C4 


fZc>n p Mo 
vjr "lie; iNu • 


73988 


Strand 


+ 


OLQi L 


4520 


End 


10531 




OJ990818 04.9A01.C4.ol.np 


Method 


AAT/NAP 


o Lai L 


5526 


End 


6614 


\j x 


2673918 


Score 


288 


F 1 von Q 


5526.-5648, 5788. .5853, 6078. .6146, 6558. .6614 


T Hp r i n 

OX L/C DOJ L£J . 


(APOO^Sfill unknown Drotpin 


[Arabidopsis thaliana] 


Seq. No. 


^SR Q4 

J _J O -7 *i 


Seq. ID 


OJ990818_04.9A01.C4 


Gene No. 


7^QRR 


Strand 


+ 


Start 


4520 


End 


10531 




OJ990818 04.9A01.C4.o2.gp 


Method 


AAT/GAP 


Of a 


6580 


End 


7148 


ox 


81056 1.R1084 


Score 


835 




6580. .7148 






O X Ucoulip i 


'57 6771/gb|U16256|OSU16256 


0.0e+00 Oryza sativa cone SRI 




sucrose-regulated mRNA, 3 ff 


-end sequence 1 


-M^ri- >!,•.„ J;^y. 


„ . I , 


_,.^e.q,_ip„ 


aJ„9.9.0mA,-Q4.^9A0J^Ci.^ . 


Gene. No. .. 


7398.9 ... . ..... . ..... 


..^Strand. . 


+ . . ... ..... . . 


Start 


16046 


End 


23862 


Name 


OJ990818 04.9A01.C4.o3.np 


Method 


AAT/NAP 




16046 


End 


20438 


OX 


5295955 


Score 


347 


£jAU11o 


16046. . 16417, 17802. .17864, 


18402. .18! 


515, 19196. .19261, 




19315. . 19663, 19793. .20438 






ox UcoLJ L£J . 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


35894 


Seq. ID 


OJ990818_04.9A01.C4 




73989 


Strand 


+ 


j Lai L 


16046 


End 


23862 


Name 


OJ990818 04. 9A01.C4.o5.gs 


Method 


GEN SCAN 


Cf a rt" 
OUal L 


17626 


End 


23862 


GI 


none 


Score 


' .47 


I* 1 v on q 


17 62 6. .17 660, . 1777 6. .17 932, 


18338. .18- 


456, 19201. .19357, 




19397. .19823, 21316 .. 2162 6, 


21685. .21736, 23795.-23862 




35894 


■ ; Seq... ID 


OJ990818__04 . 9A01.C4. 


rZon^ Mo 


73990 


Strand 




jLdl L 


1-1663 . 


. End 


13494 • . . 


Name 


OJ990818 .04.9A01.C4.o3.gs . 


Method' 


GENSCAN 


Start 


11663-.* 


End 


- 134 94 


ox 


none 


Score 


'.65 


Exons 


11663. .11770, 13489. .13494 






Seq. No. 


35894 


Seq. ID 


OJ990818_04.9A01.C4 


Gene No. 


73991 


Strand 




Start 


15909 


End 


16406 


Name 


OJ990818 04 . 9A01.C4.o4.gs 


Method 


GENSCAN 


Start 


15909 


End 


16406 


GI 


none 


Score 


.9 


Exons 


15909. . 16406 







35645 



Seq. No. 35894 
Gene No. 73991 
Start 15909 

Name OJ990818_04 . 9A01 . C4 . o2 . np 

Start 15912 

GI 3873677 

Exons 15912. . 16406 

GI Descrip. (Z71178) Similarity with 
accession number P43577) 
gi|4115737|dbj |BAA364 97| 
[Caenorhabditis elegans] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_04 . 9A01.C4 

16406 
AAT/NAP 
16406 
235 



yeast hypothetical protein (Swiss Prot 
[Caenorhabditis elegans] 
(ABO 17 628) acetyltransf erase 



Seq. No. 35894 
Gene No. 73992 
Start 23248 

Name OJ990818JD4 . 9A01 . C4 . ol . tm 

Start 4582 
GI none 

Exons 4582. .4644, 4583. .4645, 4735. 

4784. .4810, 4895. .4918, 4897. 
'5150. .5182. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4770, 4736 
.4941, 4964 



OJ990818 04.9A01.C4 



23740 

TBLASTX: Maize 
5182 
93 

4774, 4783.. 4809, 
5032, 4987.. 5028, 



Se.q>.. .No.... .... .,358 9.4... 

Gene No. 73992 

Start 23248 

Name OJ990818_04 . 9A01 . C4 . o3 . gp 

Start 23248 

GI . 576771 

Exons 23248..234S8, 23485,, 
GI Descrip. 



._-„._S.eq.„ID_ jOJ.9.9Q8iS_Q4.. 9A0U.C.4. 
Strand 

End 23740 
Method AAT/GAP 
End 23740 
Score 851 

.23740 

576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 1 -end sequence 



Seq. No. 


35895 








Seq. ID 


OJ990818 


_04.9A01.C5 


Gene No. 


73993 








Strand 


+ 




Start 


1017 








End 


1247 




Name 


OJ990818 .04 


. 9A01 


.CS.ol. 


gs 


Method 


GENS CAN 




Start 


1017 








End 


1247 




GI 


none 








Score 


1 




Exons 


1017. .1247 














Seq. No. 


35895 








Seq. ID 


OJ990818 


_04.9A01.C5 


Gene No. 


73994 








Strand 


+ 




Start 


1533 








"End ' 


4391 




Name 


OJ990818 04 


.9A01 


C5.o2. 


gs 


Method 


GENSCAN ' 




Start . 


.1533 








• End 


4283 




GI • . 


none 








.Score 


. .75 




Exons 


1533. .1721, 


1767 


.1791, 


2107 


'.2270, 2564'.. 2743, 


2884. .3027, 




3061. .3330, 


3354 


.3414, 


3719 


.3833, 3887.. 3987, 


4096. .4283 



Seq. No. 35895 

Gene No. 73994 

Start 1533 

Name OJ990818JD4 . 9A01 . C5 . o2 . np 

Start 1546 

GI 5922620 

Exons 1546.. 1762, 2616.. 2800, 2848, 
GI Descrip. 



Seq. ID OJ990818_04 . 9A01.C5 

Strand + 

End 4391 

Method AAT/NAP 

End 4391 

Score 680 

.3024, 3061. .3177, 4284. .4391 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 



35646 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj | BAA85196 . 1 1 (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 35895 

Gene No. 73995 

Start 4654 

Name OJ9908 18_04 . 9A01 . C5 . o3 . gs 

Start 4654 

GI none 
Exons 



Seq. ID OJ990818 04.9A01.C5 



Strand 
End 

Method 

End 

Score 



+ 

8795 
GENSCAN 
8795 
.46 



4654. .4842, 4888. .4912, 6227. .6290, 8324. .8511, 8581. .8795 



Seq. No. 35895 Seq. ID OJ990818_04 . 9A01 . C5 

Gene No. 73995 Strand + 

Start 4654 End 8795 

Name OJ9908 18_04 . 9A01 . C5 . o4 . np Method AAT/NAP 

Start 4667 End 6524 

GI 5922620 Score 189 

Exons 4667.. 4848, 6489.-6524 

GI Descrip. (AP0004 92 ) . EST D15357 (C0514 ) corresponds to a region of ..the. 

t . .prediAte.d_ge.ne".,,;, _hypp;thejtical^^ w 

- - , ,~ ,_giJ 601685.3JdbjJBAAa5.L96. II . (AP0.00570 ). EST. D 15.3.5-7 (.0.05.14,). 

corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 35895 Seq. ID OJ990818_04 . 9A01 . C5 

Gene No. 73996 Strand + 

Start 9893 End 11342 

Name OJ9908 18_04 . 9A01 . C5 . o5 . gs Method GENSCAN 

Start 9893 End 11342 

GI none Score .79 

Exons 9893.. 10087, 10105 .. 10317 , 10532 .. 10669, 10725 .. 10811, 
10905. .11342 



Seq. No. 


35895 




Seq. ID 


OJ990818_04 . 9A01 


.C5 


Gene No. 


73997 




Strand 


+ 




Start 


13718 




End 


18248 




Name 


OJ990818 0-4.9A01.C5. 


o5 . np 


•Method 


AAT/NAP . 




Start 


13204 




End 


18248 




GI 


4586112 




Score 


960 




Exons 


13204. .13248,- 14069. 


. 14354, 


14 4 09. .14 504, 15578. .1594 9, 






16117; .16344/ 16444. 


.16709, 


18190. .18248 




GI Descrip. 


(AL049638) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


358 95 : 




. Seq. ID 


OJ9908J8_O4 .9A01 


.C5 


Gene No . 


73997* 




Strand- 


+ 




Start 


13718 




End 


18248 




Name 


OJ990818 04.9A01.C5. 


06 . gs 


Method 


GENSCAN 




Start 


13718 




End 


16893 




GI 


none 




Score 


.79 




Exons 


13718. .14504, 15639. 


.15949, 


16117. . 1634 4, 16444 . .16893 




Seq. No. 


35895 ' 




Seq. ID 


OJ990818_04 . 9A01 


.C5 


Gene No. 


73998 




Strand 


+ 




Start 


39797 




End 


42321 




Name 


OJ990818 04.9A01.C5. 


olO . gs 


Method 


GENSCAN 





35647 



Start 


39797 




End 


42321 






GI 


none 




Score 


.48 






Exons 


39797 


..39948, 41094. .41285, 


41630. .41637, 42080. 


.42321 




Seq. No. 


35895 




Seq. ID 


OJ990818_ 


04 . 9A01 


.C5 


Gene No. 


73999 




Strand 


+ 






Start 


52247 




End 


53662 






Name 


OJ990818 04.9A01.C5.ol3.gs 


Method 


GENSCAN 






Start 


52247 




End 


53662 






GI 


none 




Score 


.71 






Exons 


52247, 


..52487, 52876. .53007, 


53323. .53453, 53645. 


• -J -J \j \j £. 




Seq. No. 


35895 




Seq. ID 


OJ990818_ 


04.9A01 


.C5 


Gene No. 


74000 




Strand 


+ 






Start 


58875 




End 


60270 






Name 


OJ990818 04.9A01.C5.ol5.gs 


Method 


GENSCAN 






Start 


58875 




End 


60270 






GI 


none 




Score 


.74 








58875, 


..58933, 59937.. 60270 












35895 




Seq. ID 


OJ990818_ 


_04 . 9A01 


..C5 


Gene, .Np.. 


\„ 7.4 001... 




._;.^trand;..: rfl 








Start... L 


,,1408 




.End , . 


[i48 6' ™7~ 




Name 


OJ990818 04. 9A01.C5.ol. "rip 


Method 


AAT/NAP : 






Start 


1408 




End 


1486 






GI 


6630699 


Score 


73 






Exons 


1408. . 


.1486 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 







gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 35895 
Gene No. 74002 
Start. 4529 

Name OJ990818_04 . 9A01 . C5 . o3 . np 

Start 4529 
GI 6630699 
Exons 4529. .4612 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990818_04.9A01.C5 
Strand 

End 4612 

Method AAT/NAP 

End 4 612 

Score 71 



Seq. No. ' 358 95 * 
Gene No. 74003- 

Start- • - 9182 

Name OJ990818J34, 9A01 . C5 . o4 . gs 

Start 9182" " 

GI none 
Exons 9182.. 9547 



Seq. ID OJ990818_04.'9A01.C5 

Strand - - 

End . 9547 ... 

Method GENSCAN 

End' 9547 

Score .77 



Seq. No. 35895 . Seq. ID 

Gene No. 74004 Strand 

Start 17160 ' End 

Name OJ990818_04 . 9A01 . C5 . ol . gp Method 

Start 17160 End 

GI 3759631 Score 

Exons 17160. .17576 



OJ990818_04. 9A01.C5 

26305 
AAT/GAP 
1757 6 
794 



35648 



Seq. No. 


35895 




Seq. ID 


OJ990818_04 . 


9A01 


.C5 


Gene No. 


74004 




Strand 








Start 


17160 




End 


26305 






Name 


OJ990818 04 9A01 CS 




Method 


GENS CAN 






ulai L 


17302 ~~ 




End 


26305 






GI 


none 




Score 


.49 






r von c* 


17302 18843 19422 


1 9835 


20542. .20848, 24310. .24 


4 94 






24454 24550 26234 


26305 










Seq. No. 


35895 




Seq. ID 


OJ990818_04. 


9A01 


.C5 


u" ilC IN U » 


74004 




Strand 








c-f- 3 rt 


17160 




End 


26305 






Name 


OJ990818 04 9A01 PS 


o2 gp 


Method 


AAT/GAP 






Start 


18513 ~ 




End 


18864 






GI 


2310627 




Score 


656 






P von <=; 


18513 18864 












Seq. No. 


35895 




Seq. ID 


OJ990818_04 . 


9A01 


.C5 


Gene No. 


74005 




Strand 








Start 


27033 




End . . 


31625 . 






.Name . 


O.7QQ081R 04 QA01 PS 


off rrc 


....^ Metho.d, 


.GENSC£N__ 






.pLdl L, , .... *. v .«■ 


97033 ~~ 




End. ........... 


.3.1.62.5. 






ri t 


none 




Score 


.82 . 






P von c 


97033 97100 97737 


* ^. / O X J / 


28458. .28550, 29226 .. 29369, 






30S44 307S3 31 1 ^8 


31 69 S 










Seq. No. 


35895 




Seq. ID 


OJ990818_04. 


9A01 


• C5 


Gene No. 


74005 




Strand 








Start 


27033 




End 


31625 






Name 


OJ990818 04.9A01.C5. 


o4 . gp 


Method 


AAT/GAP 






Start 


27607 




End 


29379 






GI 


LIB34 33-04 1-P1-K1-A6 




Score 


810 






Exons 


27607. .27815, 28458. 


.28550, 


29226. .29379 






GI Descrip. 


'2144166/pir | | JC5137 


6.0e-19 


beta-glucosidase (EC 3 


.2.1 


.21' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Bifidobacterium breve >gi_17 698 14_dbj_BAA1988 1_ 
beta-D-glucosidase [Bifidobacterium breve] 1 



(D88311) 



.35895 Seq. ID, 

74005 Strand 
27033 End 
OJ990818_04 . 9A01 . C5 . 06 . np Method 

27654" ' " End 

3874039 Score 



OJ990818_04.9A01.C5 
31625 

AAT/NAP . . 

29576 

276 



27654 . .27815, 284 58 .. 28550, 2922 6 2 936.9,/ 294 45 . . 2957 6 . 
(Z75526) Weak similarity . to Staphyloccus autolys.in gene 
■ (TR:G765072) ; cDNA" EST EMBL:M89336 comes from this gene; cDNA 
EST yk505dl2.3 comes from this gene [Caenorhabditis elegans] 



35895 
74006 
32880 

OJ990818_04. 9A01 .C5.o9.gs 

32880'- 

none 

32880. .32981, 32996 .. 33121, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_04.9A01.C5 

38295 
GENSCAN 
38259 
.45 



35165. .35438, 36772. 



36869. .37255, 37379 .. 374 56, 37885.-37 929, 38092, 



,3680.6, 
.38259 



35649 



Seq. No. 


35895 




Seq. ID 


OJ990818_ 


04 . 9A01 , 


. C5 


Gene No. 


74006 




Strand 








Start 


32880 




End 


38295 






Name 


OJ990818 04.9A01.C5, 


. o7 . np 


Method 


AAT/NAP 






Start 


32978 




End 


38295 






GI 


6288682 




Score 


710 






Exons 


32978. .33121, 35165, 


. .35404, 


36869. .37138, 37199, 


372 5 5 






37379. .37456, 37668, 


. .37752, 


38198. .38295 






GI Descrip. 


(AF031487) bZIP transcription factor 


[Nicotiana 


t" a rnml 

U aJJGIv LULL J 


1 
i 


Seq. No. 


35895 




Seq. ID 


OJ990818_ 


04 . 9A01 . 


, C5 


Gene No. 


74007 




Strand 








Start 


43509 




End 


45535 






Name 


OJ990818 04.9A01.C5. 


. oil . gs 


Method 


GENSCAN 






Start 


43509 




End 


45535 






GI 


none 




Score 


.81 






Exons 


43509. .43532, 43837, 


, .43930, 


43972. .44090, 44485. 


. .44682, 






44713. .44862, 45137. 


, .45182, 


45450. .45535 







Seq. No. 

-Gene_Np..__„_ 

Start 

Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35895 . Seq. ID OJ990818JD4 . 9A01 ..C5 

- 7 4 05 8„ „ _ „ ^ _ ^ S.txaad„ _ . . „ 

,.47210,, .._;.„'_ .. ........... ..End ... .. 4997.2.^_ 

OJ990818_04 . 9A01.C5-.o8.np Method AAT/NAP 

47210 End 49972 

2224931 Score 1069 

47210. .47278, 4 8722 4 8 902 , 48949. .49972 

(AF004215) ethylene-insensitive3-like3 [Arabidopsis thaliana] 
gi | 6692737 | gb | AAF24843 . 1 | AC012 679_14 (AC012679) 
ethylene-insensitive3-like3 (EIL3) [Arabidopsis thaliana] 



35895 Seq. ID 

74008 Strand 

47210 End 
OJ990818_04 . 9A01.C5.ol2.gs Method 

48137 End 

none „ Score 

48137.. 49972 



OJ990818_04 .9A01.C5 

49972 
GENSCAN 
49972 
.99 



Seq. No. 35895 

Gene No. 74009 

Start 53433 ' 

Name ' OJ9908 18_04 . 9A01 . C5 . oil . 

Start ... 9296 • • ■ 

GI " ' none 

Exons . 9296.. . 9454,. 9316. .9459 



tm 



Seq. ID 
Strand 
End . " ■ 
Method 
End 
. Score 



OJ990818_04 . 9A01.C5 
57929 

TBLASTX: Maize 

9459 

192 



Seq. No. 35895 

Gene No. 74009 

Start 53433 

Name OJ990818_04 . 9A01 . C5 . olO . tm 

Start 10733 

GI none 

Exons 10733. . 10813, 10734 .. 108 14 , 
10928. .11032, 10947. .11003, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10903. . 10941, 10904 
10948. . 11019, 11040 



OJ990818JD4.9A01.C5 
57929 

TBLASTX: Maize 

11105 

120 

10942, 
•1-11*05 



Seq. No. 



35895 



Seq. ID OJ990818_04.9A01.C5 



35650 



Gene No. 


74009 






Strand 






Start 


53433 






End 


57929 




Name 


OJ990818 04.9A01.C5 


.o7 . ts 


Method 


TBLASTX: Soybean 




Start 


15662 






End 


16202 




GI 


none 






Score 


312 




Exons 


■ 15662. 


.15952, 15670 


. . 15948, 


16114. .16200, 16116. .16202 




Seq. No. 


35895 






Seq. ID 


OJ990818JD4.9A01 


.C5 


Gene No. 


74009 






Strand 






Start 


53433 






End 


57929 




Name 


OJ990E 


il8_04.9A01.C5 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15899 






End 


16607 




GI 


none 






Score 


73 




Exons 


15899. 


.15952, 16114 


. . 16344, 


16116. .16337, 16159. .16356, 






16441 . 


.16536, 16443 


. .16523, 


16542. .16607, 16543. .16605 




Seq. No. 


35895 






Seq. ID 


OJ990818_04 . 9A01 


.C5 


Gene No. 


74009 






Strand 






Start 


53433 






End 


57929 




Name 


OJ9908 


I18_04.9A01.C5, 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start . 


16252 






End 


16713 




GI 


^npoe.._. 






_.._SAQx.e „ 


. IQD W 




... Exons.. 


...J,. .16252.. 


^Z634l7"ij5^I- 


"ri .64 as.," 


..1.6 .4 67 .,...1.6664.,.. 1646.8,.. .167.13.., 




Seq. No. 


35895 






Seq. ID 


OJ990818_04.9A01 


.C5 


rr; Gene. 'No. 


74009 






Strand 






|IJJ" Start 


53433 






End 


57929 




: .!' Name 


OJ990818 04.9A01.C5. 


. o5 . t s 


Method 


TBLASTX : Soybean 




Start 


17311 






End 


17562 




W GI 


none 






Score 


158 




i[\ Exons 


17311. 


.17562, 17315. 


. . 17560 








Seq. No. 


35895 






Seq. ID 


OJ990818_04 . 9A01 


.C5 


;! E . Gene No. 


74009 






Strand 






|«j Start 


53433 






End , 


57929 




"'-.I Name 


OJ9908 


18_04.9A01.C5. 


. 08 . tm 


Method 


TBLASTX : Maize 




j SE: Start 


17506 






End 


17745 




S; GI 


none 






. -.Score 


108 




.]]. Exons 


17506. 


.17586, 17507. 


, . 17572, 


17573. . 177 


43, 17575. .17745 




Seq. No. 


35895 






Seq. ID 


OJ990818_04 . 9A01 


. C5 


Gene No. 


74009 






Strand 






Start 


53433 






End 


57929 




Name • 


OJ9908 


18^04 . 9A01.C5. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


- - -17848 






End 


18372 




. GI 


none 






Score 


129 




Exons 


17848. 


.18012, 17864. 


. 18013, 


18101. .1834 6, 18103. .18324, 






18338. 


.18367, 18349. 


. 18372. 








Seq. No. 


35895 






Seq. ID 


OJ990818_04 . 9A01, 


. C5 


Gene No. 


74009 






Strand 






Start 


53433 






End 


57929 




Name t 


OJ990818 04.9A01.C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


27657 






End 


28554 




GI 


none 






Score 


91 




Exons 


27657. 


.27806, 27657. 


.27815, 


27658. .27816, 28322 .. 28351, 






28420. 


.28554, 28455. 


.28550 









35651 



Seq. No. 35895 Seq. ID 

Gene No. 74009 Strand 

Start ' 53433 " End * 

Name OJ9908 18_04 . 9A01 . C5 . o4 . tm Method 

Start 27753 End 

GI none Score 

Exons 27753. .27818, 27754 .. 278 16, 28452 .. 28556, 28455 

28457. .28552, 29223 .. 29372, 29223 .. 29372, 29224 

29430. .29579, 29434. .29577, 2944 1 29581, 30541 

30542. .30754, 3054 4 .. 307 65, 30582. .30752 



OJ990818 04.9A01.C5 



57929 

TBLASTX: Maize 
30765 
70 



,28550, 
,29373, 
,30744, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35895 
74009 
53433 

OJ990818_04 .9A01.C5.o2. tw 
29233 



OJ990818 04.9A01.C5 



none 
29233. 
29277, 
30541. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.29274, 29235. .29273, 29274 .. 29372 , 29276 29377 , 
.29372, 29433. .29579, 29434 .. 29577 , 29435 .. 29584 , 
.30705, 30542. .30709, 30566. .30706 



57929 

TBLASTX: Wheat 

30709 

79 



Seq. N.a. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35895., , S_e.q.,„ID 

74009 Strand 
53433 End 
OJ990818_04.9A01.C5.o9.tm Method 
31157 End 
none Score 

31157. .31201, 31158. .31202, 31254 

31371. .31433, 31380 .. 31553, 31381 



.O.J.990818. 0.4...9AQ1-.C5. 



57929 

TBLASTX: Maize 
31554 
46 

31319, 31272. .31346, 
31554 



Seq. No. 35895 
Gene No. 74009 
Start " 53433 

Name OJ990818_04 . 9A01 . C5 . o3 . tc 

Start 32987 
GI none 
Exons 32987. 

36845, 

37641, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 04.9A01.C5 



.33124, 35153. .35251, 35166. 
.37138, 36867. .37001, 37098. 
.37730 



57929 

TBLASTX: Cress 
37730 
70 

35252, 35237. .35416, 
37139, 37379. .37468, 



Seq. No. . 35895 

Gene No. 7 4 009 

Start 53433 

Name OJ9908 18_04 . 9A01 . C5". o8*. ts ' 

Start 35132 

GI ' none 

Exons . ■ 35132. .35416, 3514 4 .. 35260 , 

i 

Seq. No. 35895 

Gene No. 74009 

Start 53433 

Name OJ990818_04 . 9A01 . C5 . o3 . tm 

Start 35333 

GI none 

Exons 35333. .35416, 35352 .. 354 17 , 
37095. .37148 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818__04 . 9A01.C5 
57929 

TBLASTX: Soybean 
.35416 
80 



35163. .35285, 35352.. 35387 

Seq. ID OJ990818_04.9A01.C5 
Strand 

End 57929 

Method TBLASTX : Maize 

End ■ 37148. 

Score 77 
36866. .37138, 36870 .. 37019, 



35652 



Seq. No. 


35895 






Seq. ID 


OJ990818 


_04.9A01 


,C5 


fi(=>np No 


74009 






Strand 










53433 






End 


57929 






LNCllUC 


OJ990818 04.9A01.C5 




Method 


TBLASTX : 


ouyucai 1 




O La 1 L 


36873 






End 


37468 




GI 


none 






Score 


168 






Hi A. 1 1 O 


36873 


..37148, 36875 


^7 1 "3ft 

. . .J / X J U , 


37379. .37468 






Seq. No. 


35895 






Seq. ID 


OJ990818 


_04.9A01 


.C5 


Gene No. 


74009 






Strand 








O Lai L 


53433 






End 


57929 






Name 


OJ990818 04.9A01.C5 




Method 


TBLASTX: 


Wiled L. 




o Lai t 


36890 






End 


37715 






GI 


none 






Score 


67 






Pvnnq 


36890 


.37138, 36891 


. .37010, 


37092. .37139, 37379 


. .37468, 






37641 


.37715 












Seq. No. 


35895 






Seq. ID 


OJ990818 


_04.9A01 


C5 


Gene No. 


74009 






St ra nd 








Start 


53433 






End 


57929 






Name , 


. Ojaa08.18_.CL4., 9AQ.1, .C5„. o.l.jt.m. 


, Method.. 


T B.L AS.T X : M a i z e. ^ 




.O X. Cl X, L, - ^ „ 




1 ■■- - ■ * — — -* 


" 


„JIncL 


,,.4.8.4 ai.,.-. 




— 


PT 
\J X 


none 






Score 


130 








A Q 1 Q 0 

4 0 1 y z. . 


/I Q 9 Q £ /i 01 Q/i 

. 4 0 z y 0 , 4 0 x y 4 


. 4 oz y o , 


48220. .48 


297, 48278 


A Q A d Q 






A Q 0 Q 1 

4 0 z. y x . 




. 4 0 4 y u , 


48375. .48 


491 






Cpn Ma 


jj 0 y 0 






Seq. ID 


OJ990818 




PR 


Gene No. 


7 4 on Q 






Strand 








Start 


53433 






End 


57929 






Name 


OJ990E 


il8_04.9A01.C5 


06 . tm 


Method 


TBLASTX: 


Maize 




O l_ d X U 


48493 






End 


48989 






PT 


none 






Score 


63 






tr von q 


48493. 


.48621, 48494 


.48613, 


48614. .48 


850, 48614 


. .48847, 






48805. 


.48900, 48806, 


.48901, 


48806. .48 


979, 48901 


. .48987, 






48905. 


.48988, 48916, 


.48987, 


48918. .48 


989 








35895 






Seq. ID 


OJ990818 


_04 . 9A01. 


PS 


Gene No. 


74009 






Strand 








Start 


53433 






End 


57929 






Name 


OJ990£ 


18_04 . 9A01.C5. 


ol. tc 


Method 


TBLASTX: 


Cress 






48943 






End 


. 50002 






GI 


none 






Score 


59 






Hi A^ 1 1 O - 


48943. 


.49026, 48950. 


.49090, 


48963. .49061, 49081 


. .49296, 






49100, 


.49474, 49110. 


.49457, 


49503. .49742, 49505 


. .49774.,.. 






49679. 


...50002 












Qf^ci Mn 


35895 






Seq. ID 


OJ990818 


JD4.9A01. 


PR 


OCllC INU. 


74009 


'i 




Strand 








Start 


53433 






End 


57929 






Name 


OJ9908 


18_04 .9A01.C5. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


48983 






End 


50003 






GI 


none 






Score 


49 






Exons 


48983. 


.49018,' 48984. 


.49019, 


49084 .49284, 49088 


. .49291, 






49103. 


.49294, 49110. 


.49295, 


49285.-49422, 49289 


. .49468, 






49290. 


.49469, 49496. 


.49717, 


49511. .49762, 49524 


. .49730, 






49802. 


.49900, 49947. 


.50003 











35653 



Seq. No. 35895 
Gene No. 74009 
Start 53433 

Name OJ990818_04 . 9A01 . C5 . ol . tm 

Start 48989 
GI none '.-> 

Exons 48989. 

49289. 

49540. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.49030, 48990. .49028, 4 9082 .. 4 9294 , 49104 
,49489, 49290. .49484, 4 9511 .. 4 9756, 49524 
,49758, 49799. .49939 



OJ990818_04.9A01.C5 

57929' 

TBLASTX: Maize 

49939 

35 

49295, 
49730, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



35895 
74009 
53433 

OJ990818_04 . 9A01.C5.o9.np 
53433 
833835 
53433. 
56278. 
57533. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
55087 
56792 



55189, 
56867, 



OJ990818 04.9A01.C5 



57929 
AAT/NAP 
57928 
1190 

55318. 
57373. 



,55939, 
.57434, 



53540, 54090. .54369, 
56365, 56491. .56568, 
57607, 57746.. 57928 
(U26025) amygdalin hydrolase isoform AH . I precursor [Prunus 
se.r_otina]_. p .....v. , , . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35895 . Seq. ID 

74009 Strand 

53433 End 
OJ990818_04. 9A01.C5.o5.gp . Method 

53849 End 

3768017 Score 
53849. .54354 

5030906/dbj IBAA78708.il 9. 
[Polygonum tinctorium] 

35895 Seq. ID 

74009 Strand 

53433 End 
OJ9908 18_04 . 9A01 . C5 . ol4 . gs Method 

54083 End 

none Score 
54083. 
56491. 
57746. 



,54369, 55087. 
,56568, 56792. 
,57892 



OJ990818_04.9A01.C5 

57929 
AAT/GAP 
54354 
934 



Oe-19 (AB003089) beta-glucosidase 



OJ990818 04.9A01.C5 



57929 
GENSCAN 
57892 
.83 

55939, 56278. .56365, 
57431, 57583. .57607, 



,55189, 55318. 
,56867, .57373. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35895 
74009 
53433 
OJ990818 
54089 . 
•none 
54089 
55801 
57531 



04.9A01.C5.o2.tm 



54148, 54161. 
55959, 55802. 
57566, 57566. 



,54337, 
,55921, 
,57610 



Seq. ID 
. Strand 
End 

Method 
End 
Score 

55324 

56769 



OJ990818 04-:9A01.C5 



57929 

TBLASTX: Maize 
57610 
204 

55779, 55430. .55792, 
56870, 56793. .56876, 



Seq. No. 
Gene No. 
Start 
Name 



'.358 95 
74009 
53433 
OJ990818 



04.9A01.C5.o2.ts 



Seq. ID 

Strand 

End 

Method 



OJ990818__04.9A01.C5 
57929 

TBLASTX: Soybean 



35654 



Start 
GI 

Exons 



54092 End 57817 

none Score 316 

54092. .54370, 55085 .. 55165, 55315 55938 , 55325 .. 55921 , 

56277. .56381, 564 8 9 .. 56566, 564 90 .. 56567 , 56793 56870, 

57367. .57432, 57540 .. 57566, 57566 57610, 57746. .57817 



Seq. No. 35895 
Gene No. 74009 
Start 53433 

Name OJ990818_04 . 9A01 . C5 . o2 . tc 

Start 54152 
GI none 
Exons 54152, 

55424 . 

57743, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 04.9A01.C5 



.54262, 55085. .55186, 55277. 
.55576, 55631. .55921, 56277. 
.57805 



57929 

TBLASTX: Cress 
57805 
36 

55315, 55411. .55935, 
56363, 56793. .56870, 



OJ990.818 04.9A01.C5 



Seq. No. 35895 Seq. ID 

Gene No. 74009 Strand 

Start 53433 End 

Name OJ990818J)4 . 9A01 . C5 . ol . tw Method 

Start 55408 . _ End 

..GI._ ^,.,none, ; .. w.., .. Score. 

Exons . . 55.408-.,. 55.935,^55430,.., 55573,,... 55709. ..5.5936, .558.58 . .,559.38 , 

56277. .56357, 562 93 .. 56358 , 562 96 56370, 567 93 56870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



57929 

TBLASTX: Wheat 
.56870 
104 



35895 Seq. ID 

74009 Strand 

53433 End 

0 J9 9 0 8 1 8_0 4 . 9A0 1 . C5 . o 6 . gp Method 

56831 End 

454557 Score 



OJ990818_04.9A01.C5 

57929 
AAT/GAP 
57929 
643 



56831. .56867, 57373 .. 57431, 57533 57607, 57746. .57929 
2144166/pir | IJC5137 6.0e-19 beta-glucosidase (EC 3.2.1.21) 
Bifidobacterium breve >gi_JL7 698 14_dbj_BAA1988 1_ (D88311) 
beta-D-glucosidase [Bifidobacterium breve] 



Seq. No. 


' 35896 










Seq. ID 


OJ990818 


Gene No. 


74010 










Strand 


+ 


Start 


832 . 










End 


2824 


Name 


OJ990* 


318_ 


04.9A01 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


832 










End . 


2824 


GI 


none 










Score 


.77 


Exons 


832. A 


395, 


2664 . . 


2824 








Seq. .No.'., 


.358 96 










Seq. I'D-. 


OJ990818 


Gene No. 


74011 










Strand 




Start 


4792 










End * 


5907 


Name 


OJ990818 


04 .9A01 


.C6.o2. 


gs 


Method 


GENSCAN 


S-lpart 


4792 










End 


5907 


GI 


none 










Score 


. 67 


Exons 


4792. . 


,518 


9, 5432 


. .5647, 


5721. 


.5907 




Seq. No. 


35897 










Seq. ID 


OJ990818 


Gene No. 


74012 










Strand 




Start 


1404 










End 


3729 


Name 


OJ990818 


04 .9A01 


.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


1117 










End 


1417 



35655 



GI 87700_1.R1084 Score 508 

Exons 1117.. 1417 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
SI, ........... 

,Exons 

GI Descrip. 



35897 
74012 
1404 

OJ990818_04 . 9A01 . C7 . ol . np 
1144 
6118076 
1144. .1198, 
3298. .3729 

(AF163097) dalcochinin 8 1 -O-beta-glucoside beta-glucosidase 
precursor [Dalbergia cochinchinensis] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_04.9A01.C7 

3729 
AAT/NAP 
3729 
897 



1353. .1675, 1846. .1948, 2040. .2661, 3137. .3224, 



35897 
74012 
1404 

OJ9908 18_04 .9A01.C7.o2. gp 
1214 .. . . 
.167 6.8._l...R10,a.4. 



OJ990818 04.9A01.C7 



Seq. ID _ 
Strand 

End 3729 
Method AAT/GAP 

. End 2186 

.. .Score. ._112.8. . ^ „*j_^.. 

.1214. ...1.6.75 ,.,.1.84 6.. ..1.9.4.8,. .204.0.. ...218.6... ..... _ ..... 

'833835 5.0e-39 (U26025) amygdalin hydrolase isoform AH I 
precursor [Prunus serotina] 1 



Seq. No. 


35897 








Seq. ID 


OJ990818_04.9A01.C7 


Gene No. 


74012 








Strand 




Start 


1404 








End 


3729 


Name 


OJ990818 04 


. 9A01 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1389 








End 


1894 


GI 


none 








Score 


110 


Exons 


1389. . 1571, 


1413 


. . 1676, 


1489. 


..1677, 18 


44 . . 1894 


Seq. No. 


35897 








Seq. ID 


OJ990818__04 . 9A01.C7 


Gene No. 


74012 








Strand 




Start 


1404 








End 


3729 


Name 


OJ990818 04 


. 9A01, 


.C7.o2. 


gs 


Method 


GENSCAN 


Start 


1404 








End 


3375 


GI 


none 








Score 


.78 


Exons 


1404. .1675, 


1846. 


. .1948, 


2040. 


.2661, 3137. .3224, 3298. .3375 


Seq. No. 


35897 








Seq. ID 


OJ990818_04 ."9A01.C7 


Gene No. - ■■ 


74012 








Strand 




Start , . 


1404 








- End ' 


3729 


Name 


OJ990818 04 


. 9A01. 


,C7.ol. 


tm 


Method 


TBLASTX < Maize 


Start 


1410 








End 


3364 


GI 


none 








Score 


64 


Exons 


1410. .1721, 


1489. 


. .1593, 


1844 . 


.1921, 20 


46. .2495, 2161. .2496, 




2518. .2643, 


2523. 


. .2654, 


3136. 


.3249, 32 


96. .3364 


Seq. No. 


35897 








Seq. ID 


OJ990818_04.9A01.C7 


Gene No. 


74012 








Strand 




Start 


1404 








End 


3729 


Name 


OJ990818 04 


. 9A01. 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1410 








End 


3385 


GI 


none 








Score 


75 



35656 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1410. .1472, 1467. .1652, 1489. .1581, 1838. .1924, 2037. .2660, 
2155. .2307, 2214. .2495, 2353. .2661, 3127. .3216, 3128. .3253, 
3136. .3225, 3296. .3385, 3297. .3374 



35897 Seq. ID 

74012 Strand 

1404 End 

OJ990818_04 .9A01.C7.ol.tc Method 

1473 End 

none Score 



OJ990818_04 . 9A01.C7 
3729 

TBLASTX: Cress 

3270 

116 



1473. .1574, 1844. .1945, 2124. .2477, 2133. .2657, 2347. .2679, 
3136. .3270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



..Seq. No..... 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ' Descrip . 



35897 
74012 
1404 

OJ990818_04 .9A01.C7.ol.tw 

2130 
none 

2130. .2657, 2155. .2295, 2425. 
3137.. 3217, 3155.. 3247, 330.5. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2643, 2523 
.3364 



OJ990818 04.9A01.C7 



3729 

TBLASTX: Wheat 
3364 
93 

2654, 3136.. 3.216, 



O J9 9 0.8,1 8. .0A.,9AQL.,d AW 



..-358 9.7..... ...... ...... ,, . „ S.e.q....J 

74012 Strand 
1404 End 3729 

OJ990818_04 . 9A01.C7 .o3.gp Method AAT/GAP 

2218 End 3224 

62176_1.R1084 Score 966 

2218. .2661, 3137. .3224 

1 114974/ sp | P26204 | BGLS_TRIRP 1.0e-37 NON-CYANOGEN IC 

BETA-GLUCOSIDASE PRECURSOR >gi_674 91_pir GLJY31 

beta-glucosidase (EC 3.2.1.21) precursor (clone TRE361) - white 
clover >gi_21955_emb_CAA4 0058.1_ (X56734) beta-glucosidase 
[Trifolium repens] ' 



35897 Seq. ID 

74012 ' Strand 
1404 End 
OJ990818_04.9A01.C7.o4.gp ■ Method 
3304 End 
4880905 Score 
3304 . .3375 
114974/sp| P26204 
BETA-GLUCOS I DASE 
beta-glucosidase 
clover >gi 21955 



OJ990818_04.9A01.C7 

3729 
AAT/GAP 
3375 
110 



[Trifolium repehs] 



BGLS_TRIRP 1.0e-37 NON-CYANOGENIC 

PRECURSOR >gi_67 4 9 l_pir GLJY31 

(EC 3.2. 1.21)' precursor (clone TRE361) - white 
emb CAA40058.1_ (X56734) beta-glucosidase 



Seq. No. 35898 Seq. ID OJ990818_04 . 9A01 . C9 

Gene No. 74013 Strand 

Start 1 End 374 

Name OJ990818_04 . 9A01 . C9 . ol . gp Method AAT/GAP 

Start 1 End 374 

GI LIB3432-009-P1-K1-H11 Score . 703 

Exons 1..374 

GI Descrip. '2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 



35657 



GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4 151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 1 



Seq. No, 35898 

Gene No. 74013 

Start 1 

Name OJ9908 18_04 . 9A01 . C9 . ol . gs-. 

Start 70 

GI none 

Exons 7 0.. 290 



Seq. ID OJ990818_04.9A01.C9 

Strand 

End 374 

Method GENSCAN 

End 290 

Score . 63 



Seq. No. 35899 Seq. ID OJ990818_04.9A01.C11 

Gene No. 74014 Strand. + 

Start 1 End 73 

Name ' OJ990818_04 . 9A01 . Cll . ol . gp Method AAT/GAP 

Start 1 End 73 

GI LIB3433-006-Q6-K6-A3 Score 137 

Exons 1 . . 73 

GI Descrip. '2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
... GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4 15.1925 
. w ...«iAFJJD.8j5£pJ_CYIl..pmtMa. lArabi^Pp^ _ ? _™ ; 



Seq. No. 


35900 




Seq. ID 


OJ990818_04 


. 9A01 


C12 


Gene No. 


74015 




Strand 


"+ 






Start 


1 




End 


591 






Name 


OJ990818 04.9A01.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


591 






GI 


5922623 




Score 


139 






Exons 


1..84, 252. .327, 489. .591 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 








gi | 6016856 |dbj IBAA85199 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


35900 




Seq. ID 


OJ990818_04 


9A01 


C12 


Gene No. 


74015 




Strand 


+ 






Start 


1 




'"-End 


591 






Name 


OJ990818 04V9A01.C12.ol 


gs 


Method 


GENSCAN 






Start 


252 




End 


517 






GI 


none 




Score 


.81 






Exons 


252. .327, 444. .517 












Seq. No. 


35901 




' Seq. ID ' 


OJ990818_04' 


9A01. 


C13 


Gene No. 


74016 




■ Strand 








Start 


193 . 




.End 


432 ' 






Name 


OJ990818 04.9A01.C13-.ol 


gs 


Method 


GENSCAN 






Start 


" 193 




*' End 


"432 






GI 


none 




Score 


.58 






Exons 


193. .432 












Seq. No. 


35902 




Seq. ID 


OJ990818_04 . 


9A01. 


C14 


Gene No. 


74017 




Strand 








Start 


1 




End 


291 






Name 


OJ990818 04.9A01.C14.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


291 






GI 


5803259 




Score 


399 • 






Exons 


1. .291 













35658 



GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



Seq...Np. 35902 

Gene No'/" 74017 

Start 1 

Name OJ990818_04 . 9A01 . C14 . ol . gs 

Start 26 

GI none 

Exons 26.. 185 



Seq. ID OJ990818_04.9A01.-C14 
Strand 

End 291 

Method GENSCAN 

End 185 

Score .87 



Seq. No. 35903 

Gene No. 74018 

Start 62 

Name OJ990818_04 . 9A01 . C15 . ol . tm 

Start 17 

GI none 

Exons 17.. 232, 23.. 226 



Seq. ID OJ990818_04.9A01.C15 

Strand + 

End 2 64 

Method TBLASTX : Maize 

End 232 

Score 223 



Seq. No. 35903 

Gene No. 74018 

Start 62 

Name_ 0J$M8X$^PA>£hQXJll5~>J>XJ3^ 

.Starts,,. 62.,..',. 

GI none 

Exons 62.. 264 



Seq. ID OJ990818_04.9A01.C15 
Strand + 

End 264 . . . 

M&XhpA^^JSMS£.&S^ . . - 

,,.End._. ..-,264,, _ 

Score .48 



Seq. No. 35904 

Gene No. 74019 . 

Start 841 

Name OJ990818_04 . 9A01 . CI 6 . ol . gs 

Start 841 

GI none 

Exons 841.. 965 



Seq. ID OJ990818_04.9A01.C16 
Strand 

End 965 

Method GENSCAN 

End 965 

Score . 7 



Seq. No. 35905 

Gene No. 74020 

Start 197 

Name OJ990818_04 . 9A01 . C19 . ol . tm 

Start 78 

GI none 
Exons 



Seq. ID OJ990818_04.9A01.C19 

Strand + 

End 611 

Method TBLASTX: Maize 

End ' 598 

Score 113 



78. .170, 78. .155, 80. .169, 161. .394, 173. .385, 304 .. 399, 
499. .546, 503. .598 



Seq. No. 35905 - 

Gene No.. ' - . 74020 ' 
Start 197 

Name OJ990818_04 . 9A01 . C19 . ol . gs 

Start . 197 

GI none 

Exons 197.. 275, 498.. 611 



Seq. ID OJ990818_04.9A01.C19 

Strand +. 

End 611 

Method " GENSCAN 

End 611 

Score . 5 



Seq. No. 35906 

Gene No. 74021 

Start 184 

Name OJ990818_04 . 9A01 . C21 . ol . gs 

Start 184 

GI none 



Seq. ID OJ990818_04.9A01.C21 

Strand + 

End 668 

Method GENSCAN 

End 664 

Score .91 



35659 



Exons 



184. .383, 581. .664 



Seq. No. 35906 Seq. ID 

-Gene No. 74 021 Strand 

Start 184 End 

Name OJ990818_04 . 9A01 . C21 . ol . tm Method 

Start 203 End 

GI none Score 

Exons 203. .250, 208. .249, 270. .389, 314. .364, 

490. .537, 494. .544, 533. .667, 539. .667, 



OJ990818_04.9A01.C21 
+ 

668 

TBLASTX : Maize 

668 

69 

321. .380, 484. .537, 
540. .668, 540. .668 



Seq. No. 


35907 


Seq. ID 


OJ990818_ 


04.9A01.C23 


Gene No. 


74022 


Strand 


+ 




Start 


241 


End 


598 




Name 


OJ990818 04. 9A01.C23.ol.gs 


Method 


GENSCAN 




Start 


241 


End 


588 




GI 


none 


Score 


.78 




Exons 


241. .308, 345. .588 








Seq. No. 


35907 


Seq. ID 


OJ990818_ 


04 ..9A01.C23 


Gene No.. 


74022 


Strand 


+ 










_J598 




Name. ; . t 


. ....QJ990A18„ 0.4..9A01.,.C23..pl. np.. .. 


.Method 


, ..AAT/NAP...... 




Start 


259 


End 


598 




GI 


3522946 


Score 


155 




Exons 


259. .598 








GI Descrip 


(AC004411) putative cytochrome P450 [Arabidopsis 


thaliana] 



Seq. No. 


35908 


Seq. ID 


OJ990818 


_04.9A01.C24 


Gene No. 


74023 


Strand 






Start 


1 


End 


1542 




Name 


OJ990818 04.9A01.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1542 




GI 


6907089 


Score 


1959 




Exons 


1..108, 208. .812, 840. .1186, 


1214 . . 1542 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


35908 


Seq. ID 


OJ990818 


_04.9A01.C24 


Gene No. 


74023 


Strand . 






Start 


1 


End 


1542 




Name 


OJ990818 04.9A01.C24.ol.gs 


Method 


GENSCAN 




Start 


17 


End 


1542 




GI . 


none 


Score 


.82 




Exons 


17. .108, 542. .627/ 647. .800, 


842. .943, 


948. .114 


3/ 1489.. 1542 


■Seq. No. 


35909 


Seq. ID 


OJ990818 


_04.9A01.C25 


Gene No. 


74024 


Strand 


+ 




Start 


1 


End 


842 




Name 


OJ990818 04 . 9A01.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


842 




GI 


2191183 


Score 


424 




Exons 


1..229, 279. .842 








GI Descrip. 


(AF007271) similar to the ligand-gated 


ionic channels family 




[Arabidopsis thaliana] 








Seq. No. 


35909 


Seq. ID 


OJ990818 


_04.9A01.C25 


Gene No. 


74024 


Strand 


+ 





35660 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



842 

AAT/GAP 
842 
469 



OJ990818_04 . 9A01 .C25.ol.gp 
605 

27747_1.R1084 
605. .842 

, 5852172/emb|CAB55410.1| 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] ' 



Seq. No. 35910 Seq. ID 

Gene No. 74025 Strand 

Start . 147 End 

Name OJ990818_04 . 9A01 . C2 6 . ol . gs Method 

Start 147 End 

GI none Score 

Exons 147 . . 274 



OJ990818__04 . 9A01 .C26 
274 

GENSCAN 
274 
. 69 



Seq. No. 
Gene No. 
Start 
Name 
Start 

-SL_ ™ 

„Exc-ns_, 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35911 
74026 
1 

OJ990818__02 .9All.C2.ol. np 

1 

■igfiOJL.8.£._ . 

.1 ...331 ; . , , _ 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990818_02.9A11.C2 
Strand 

End 331 
Method AAT/NAP 
End ... 331 

.Scp£e__„lJ5J?, ; 



35912 
74027 
2100 

OJ9908 18_02 .9All.C3.ol. gp 
2100 
427610 
2100. .2357 

5852 172 /emb | CABS 54 10 . 1 | 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 



Seq. ID OJ990818_02. 9A11.C3 

Strand + 

End 2357 

Method AAT/GAP 

End 2357 

Score 420 



Seq. No. 


35912 








Seq. ID 


OJ990818_02.9A11.C3 


Gene No. 


74028' 








Strand 




Start 


1845 








End 


3715 


Name 


OJ990818 02. 


, 9A11 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1694 








End 


1974 


GI 


none 








Score 


100 


Exons - 


1694 . . 1876, 


1738 


. .1875, 


1746. 


.1880, 1749. .1880, 1880. .1972 




1881. .1973, 


1881 


. .1973, 


1882. 


.1974 




Seq. No. 


. 35912 








Seq. ID" 


OJ990818_02. 9A11.C3 


Gene No. 


74028 








' Strand 




Start 


' 1845 








End 


'3715 


Name 


OJ990818 02. 


9A11 


.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1845 








End 


-p715 


GI. 


6630.696 








Score 


198 


Exons 


1845. .2033, 


3653 


. .3715 









GI Descrip. 



Seq. No. 
Gene No. 



(AP000969) ESTs D22 114 (C10364 ) , AU076106 ( E204 23 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein- from transposon Tnt 1-94. (P10978) [Oryza sativa] 



35912 
74028 



Seq. ID 
Strand 



OJ990818 02.9A11.C3 



35661 



Start 


1845 


End 


3715 




Name 


OJ990818 02. 9All.C3.o2.np 


Method 


AAT/NAP 




Start 


2209 ~ 


End 


3715 




GI 


5852172 


Score 


138 




Exons 


2209. .2340, 3650. .3715 " 








GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sat i va ] 






Seq. No. 


35913 


Seq. ID 


OJ990818 02 9A11 


. C4 


Gene No. 


74029 


Strand 


+ — 




Start 


16962 


End 


17074 




Name 


OJ990818 02.9All.C4.o3.np 


Method. 


AAT /NAP 




Start 


16962 


End 


17074 




GI 


6815099 


Score 


102 




Exons 


16962. .17074 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


Cat i Vr5 1 




Seq. No. 


35913 


Seq. ID 


OJ990818_02.9A11 


-C4 


"Gene No. 


74030 


Strand 






Start 


356 


End 


7448 




Name 


OJ990818 02.9All.C4.ol.gs 


Method 






Start 


356 


End 


7448 




GI. „ 


. . none. . . T ... _ . . . "._ 


... .Score, . 


, 4 2. _ _ 






. T 35.6_. ,3.9.2., ..a.3J.a..-..30.2f .,_625.L . 




^ 7 4 4 8, _ 




Seq. No. 


35913 


Seq. ID 


OJ990818 02 9A11 


. C4 


Gene No . 


74030 


Strand 






Start 


356 


End 


7448 




Name 


OJ990818 02.9All.C4.ol.np 


Method 


AAT/NAP 




Start 


1421 


End 


7247 




GI 


6056428 


Score 


1700 




Exons 


1421.. 3026, 6251. .6998, 7156 


. .7247 






GI Descrip. 


(AC009525) Very similar to cellulose synthase catalytic 


il^ii iti "i t" 

O KJ-kJ LAI 1 -i. L. 




[Arabidopsis thaliana] 








Seq. No. 


35913 


Seq. ■ ID 


OJ990818_02.9A11 


C4 


Gene No. 


74031 


Strand 






Start 


7618 


End 


18537 




Name 


OJ990818 02.9All.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


1518 


End 


12208 




GI 


none 


Score 


72 




Exons 


1518.. 1598, 1650. .1925, 1695 


..2426, 1696. .1968, 2008. .2433, 




1114 7. .11317, 11224 .. 1128 9, 


11341. . 12096, 11390. . 11668, 






11713. .12051, 11753. . 12097', 


12113. . 12208 




Seq. No. 


35913 


Seq. ID ■ 


OJ990ai8_02.. 9A11. 


C4 


Gene No. 


74031 ■ 


Strand 






Start ' 


7618 


End 


18537 ' 




Name 


OJ990818 02.9All.C4.o4.tw 


Method " 


TBLASTX: Wheat 




Start 


1518 . } 


End 


11331 




GI 


none 


Score 


58 




Exons 


1518. .1619, 1519. .1626, 11135 1132 9, 11186 .. 11329, 






11212. .11331, 11212. .11331 








Seq. No. 


35913 


Seq. ID 


OJ990818_02. 9A11. 


C4 


Gene No. 


74031 


Strand 






Start 


7618 


End 


18537 




Name 


OJ990818 02.9All.C4.o2.tc 


Method 


TBLASTX: Cress 





35662 



Start 
GI 

Exons 



1518 End 13593 

none Score 152 

1518. .1595, 2640. .2732, 2745. .2936, 2746. .2937, 2945. .2983, 
6308. .6334, 6335. .6469, 6395. .6724, 6510. ,6716, 6800. .7000, 
12321. .12614, 12322. .12648, 12322 12651, 12904 .. 12 930 , 
12977. .13072, 13006 .. 13593, 13113 .. 13286, 13114 .. 13296, 
13142. .13351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35913 
74031 
7618 

OJ990818_02.9All.C4.o3.ts 

1518 
none 



Seq. ID OJ990818_02. 9A11.C4 
Strand 

End 18537 

Method TBLASTX : Soybean 

End 11976 

Score 101 



1518. .1595, 1701. .1763, 1767. .1973, 1768. .1968, 2124. .2279, 
2149. .2241, 11224. .11286, 11350 .. 11460, 114 64 .. 11820, 
11800. .11973, 11810. .11971, 11839. .11976 



m 

O 
W 
O 

fu 
o 
h 
o 



Seq. No. 
Gene No. 
Start 

.N.am^ ... 

Start. . v 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start. • 
GI 

Exons 



35913 Seq. ID OJ9908 18_02 . 9A11 . C4 

74031 Strand 

7618 End 18537 

AJ990B18^Q2 ,.9AU^C.4...P.l ...tw. . , Method ...... TBLASTX : WJieAt. , 

.1632 _ _ , . End . , .11821 . . ...... .. „ „ 

none Score 238 

1632.'. 1925, 1695.'. 2123, 1696. .2124, 11332 .. 11820 , 11333 .. 1 1602, 
11623. .11820, 11651. .11821 



35913 
74031 
7618 

OJ990818_02.9A11.C4 .ol.tc 
1707 
none 

1707. .2045, 1720. .1752, 1780. .1998, 2052. .2132, 2118. .2426, 
2122. .2433, 2541. .2621, 11404 .. 11742 , 114 17 .. 11572 , 
11746. .11838, 11815. .12078, 11834 .. 120 97 , 12 113 .. 12199, 
12226.. 12303 



Seq. ID OJ990818_02.9A11.C4 
Strand 

End 18537 

Method TBLASTX : Cress 

End 12303 

Score 36 



35913 
74031 
7618 

OJ990818_02. 9A11.C4 .ol.ts 

2281 

none 



Seq. ID OJ990818_02. 9A11.C4 
Strand 

End 18537 

Method TBLASTX: Soybean 

End 12642 

Score 72 



2281. ..24 33, 2283. .2426,- 2541,. 2735, .258-7. .2736, -2736. .2 963,. 
273.7.. 3015, 11980. ..12096, 11990 . .12097 , 12113 .. 12 1 99, 
12180*1.12416, 12214. .12420, 12218 .. 124 15,' 12421 .. 12642 , 
12509.. 12637 



Seq. No. . 35913 

Gene No. 74031 

Start 7618 

Name OJ9908 18_02 . 9A11 . C4 . o3, tm 

Start 2541 

GI none 

Exons 2541.. 2732, 2587.. 2733, 2734. 



Seq. ID OJ990818_02.9A11.C4 
Strand 

End . 18537 

Method TBLASTX : Mai ze 

End 12 687 

Score 80 

.2937, 2745.-2936, 1222 6 .. 12687 , 



12227. .12448, 124 65 .. 12602 , 12506. .12613 



35663 



Seq. No. 35913 

Gene No. 74031 

Start 7618 

Name OJ990818_02 . 9A11 . C4 . o2 . tw 

Start 2586 

GI none 
Exons 



Seq. ID OJ990818 02.9A11.C4 



Strand 
End 

Method 

End 

Score 



18537 

TBLASTX: Wheat 

12628 

124 



2586. .2735, 2587. .2736, 2736. .2954, 2737. .2946, 12268 .. 12420 , 
12289. :12414, 12372 .. 12599, 12421 .. 12624 , 12521. .12628 



Seq. No. 35913 

Gene No. 74031 

Start 7618 

Name OJ990818JD2 . 9A11 . C4 . o2 . ts 

Start 6221 

GI none 
Exons 



Seq. ID OJ990818_02.9A11.C4 
Strand 

End 18537 

Method TBLASTX : Soybean 

End 13344 

Score 63 



6221. .6340, 6248. .6343, 6249. .6341, 6359. .6586, 6390. .6587, 
6587. .6724, 6591. .6716, 1284 4 .. 12945, 12844 .. 12945, 
12854. .12946, 12 967 .. 13179, 12974 13087 , 13142 .. 13180, 
13180. .13344, 13184. .13342 



Gene . No.. . 

Start 

Name 

Start 

GI 

Exons 



J5,9,l,3„.. 
7.4031 
7618 
OJ9908 
6248 
none 
6248. . 
6800. . 
12854 . 
13385. 



18 02.9All.C4.o2.tm 



Strand...,..- . /. 

End 18537 
_ Method TBLASTX: Maize 

End 13519 
Score 7 6 

6340, 6248.. 6343, 6359.. 6784, 6368.. 6610, 6390.. 6710, 
6928, 6831. .6929, 1284 4 .. 12933, 12844 .. 12945, 
.12946, 12967. .13374, 12970 .. 13296, 12 980 .. 13360, 
.13519, 13396. .13518 



Seq. No. 35913 

Gene No. 74031 

Start 7618 

Name . OJ9908 18_02 . 9A11 . C4 . o3 . tw 

Start 6308 

GI none 
Exons 



Seq. ID OJ990818_02.9A11.C4 
Strand 
End 

Method 
End 
Score 



18537 

TBLASTX: Wheat 

13198 

86 



6308. .6349, 6395. .6604, 6510. .6605, 12904 .. 12930, 12988 .. 131 97 , 
13007. .13042, 13142. .13198 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



35913 
74031 
7618 

OJ990818_02.9A11.C4 .o2.gs 
7618 

none ' ' - 



Seq. ID OJ990818_02.9A11.C4- 
Strand 

End. 18537 

.Method GENSCAN 

End 18537 

Score . 62 



7618. .7811, 10027. . 10178, 11273 .. 12705, 12847 .. 13588 , 
14224,. .14566, 18 187 .. 18333, 18369.. 18537 



Seq. No. 35913 

Gene No. 74031 

Start 7 618 "^ ■ 

Name OJ990818_02 . 9A11 . C4 . o2 . np 

Start 11096 

GI 6714431 
Exons 



Seq. ID OJ990818_02.9A11.C4 
Strand 

End 18537 

Method AAT/NAP 

End 15449 

Score 1586 



11096. .12678, 12831. .13604, 15398. .154 4 9 



35664 



GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



(AC012328) putative cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 



35914 Seq. ID 

74032 Strand 
2502 End 
OJ990818_02. 9A11. CS.ol. gp Method 
2502 End 
uC-osflcyp022c06b2 Score 
2502. .2598 

'5042437/gb|AC007789.1 IAC007789 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



OJ990818_02.9A11.C5 
+ 

2598 
AAT/GAP 
2598 
149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35914 
74033 
1526 

OJ990818_02 .9All.C5.ol. np 



OJ990818 02.9A11.C5 



Seq. ID 

Strand - 

End 2890 

Method AAT/NAP 

1341 End 2890 

3176715 Score 624 

1341. .1406, 1498. .2182, 2872. .2890 

(AC002392) putative receptor-like protein kinase [Arabidopsis. 
.thai i a na, ] „. . . „ . ; : 



Seq. No. . 35914 Seq. ID 

Gene No. 74033 Strand 

Start 1526 End 

Name OJ990818_02. 9A11 . C5 . ol . gs Method 

Start 1526 End 

GI none Score 

Exons 1526.. 2268 



OJ990818_02. 9A11.C5 

2890 
GENSCAN 
2268 
.97 



Seq. No. 


35914 








Seq. ID 


OJ99081S 


_02. 9A11.C5 


Gene No. 


74033 








Strand 






Start 


1526 








End 


2890 




Name 


OJ990818 02 


. 9A11 


.CS.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1556 








End 


2156 




GI 


none 








Score 


97 




Exons 


1556. . 1711, 


1557 


. .1784, 


1718. 


.1789, IE 


J09. .2156, 


1820. .2146 


Seq. No. 


35914 








Seq. ID 


OJ990818 


__02.9A11.C5 


Gene No. 


74033 








Strand 






Start 


1526 








End 


2890 




Name 


OJ990818 02 


9A11 


.CS.ol. 


tm 


Method 


' TBLASTX: 


Maize 


Start 


1559- 








End 


2146 




GI 


none . 








Score 


' 93 - 




Exons 


1559. . 1717, 


1578 


. .1742, 


1721. 


.1804, 1722. .1790, 


1802. .2146, 




1818. .2144 














Seq. Nq. 


35914 








Seq. ID 


OJ990818 


_02. 9A11.C5 


Gene No. 


74033 








Strand 






Start 


1526 - 








End 


2890 




Name 


OJ990818 02. 


9A11 


.CS.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1577 








End 


2146 




GI 


none 








Score 


58 




Exons 


1577. .1717, 


1578 


. . 1721, 


1703. 


.1954, 1707. .1964, 


1839. .1955, 




1840. . 1956, 


1935 


. .2111, 


1952. 


.2146, 1967. .2140 





35665 



Seq. No. 35914 

Gene No. 74033 

Start 1526 

Name OJ990818_02 . 9A11 . C5 . ol . tw 

Start 1877 

GI none 
Exons 



Seq. ID OJ990818_02.9All.C5 



Strand 
End 

Method 

End 

Score 



2890 

TBLASTX: Wheat 

2156 

55 



1877. .1939, 1878. .1934, 1940. .2152, 1965. .2156 



Seq. No. 35915 Seq. ID 

Gene No. 74034 Strand 

Start 621 End 

Name OJ990818_02 . 9A11 . C6 . ol . gs Method 

Start 621 End 

GI none Score 

Exons 621.. 690, 1204.. 1355 



OJ990818JD2. 9A11.C6 
+ 

1355 
GENSCAN 
1355 
.72 



Seq. No. 35915 Seq. ID 

Gene No. 74035 Strand 

Start 466 End 

Name OJ990818JD2 . 9A11 . C6 . ol . np Method 

Start 466 End . 

..GI 4.2.63&3I„„_ . „ _ .. _L JSAoxe™ 

Exons.. ,_. . . 4 6.6 . ...558 67.5 ... 97 5 48.65 . . 4 910 _ " 

GI Descrip. 



OJ990818_02.9A11.C6 

8118 
AAT/NAP 
4910 . . 

„102 _ • 



(AC006067) putative retroe.lement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 35915 

Gene No. 74035 

Start 466 

Name OJ9908 18_02 . 9A11 . C6 . o2 . gs 

Start 2116 

GI none 
Exons 



8118 
GENSCAN 
7858 
.44 

2116. .2780, 2868. .5581, 6367. .6434, 6926. .7858 



Seq. ID OJ990818_02.9A11.C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 


35915 




Seq. ID 


OJ990818_02. 9A11.C6 


Gene No. 


74035 




Strand 




Start 


466 




End 


8118. 


Name 


OJ990818 02 


.9All.C6.o2.np 


Method 


AAT/NAP 


Start 


5075 




End 


8118 


GI 


3445397 




Score 


777 


Exons 


5075. .5118, 


6823. .8118 






GI Descrip. 


(AJ010166) 


S-domain receptor- 


like protein kinase [Zea mays 


Seq. No. 


35915 




Seq. ID 


OJ990818_02. 9A11.C6 


Gene No. 


• 74035 




Strand . 




Start 


466 




End 


8118 . 4 


Name 


OJ990818 02 


. 9Al'l.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6867 




End 


7193 


GI 


none 




Score 


177 


Exons 


6867. .7112, 


6869.. 7141, 7119. 


.7193 





Seq. No. 35915 Seq. ID 

Gene No. 74035 Strand 

Start 466 End" 

Name OJ990818JD2 . 9A1 1 . C6 . o2 . tm Method 

Start 6867 End 

GI none Score 



OJ990818_02. 9A11.C6 
8118 

TBLASTX: Maize 

7096 

82 



35666 



Exons 



6867.. 6980, 6869.. 6985, 6974.. 7096, 6975.. 7073 



Seq. No. . 35915 

Gene No. 74035 

Start 466 

Name OJ990818_02. 9A11 . C6 . ol . tc 

Start 6869 

GI none 
Exons 



Seq. ID OJ990818_02.9A11.C6 
Strand 

End 8118 

Method TBLASTX : Cress 

End 8104 

Score 63 



6869. .6994, 6968. .7099, 6990. .7049, 7529. .7771, 7820. .7945, 
7970. .8011, 8060. .8104 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

JS±,<arJ^ 

..Name. „ 

Start 

GI 

Exons 



35915 
74035 
466 

OJ990818_02. 9A11 .C6.ol. tm 

7355 

none 



35915 
74035 

„^OJ9.9.0818_.02..9All„..C6..o2,.ts.- . - 
7481 
none 

7481. .7711, 7527. .7703, 7712. 



Seq. ID OJ990818_02. 9A11.C6 
Strand 

End 8118 

Method TBLASTX : Mai ze 

End 7771 

Score 96 



7355. .7420, 7490. .7612, 7601. .7771 



Seq. ID OJ990818_02. 9A11.C6 

Strand - ' .... . 
.£ncl_„ _8.!!.8_ 

Method . ... .TBLASTX : Soybean, 

End 7849 

Score 78 
.7849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35916 
74036 
2158 

OJ990818_02 . 9A11 . C7 . ol . gp 
2158 

uC-osroM202028b06al 
2158. .2608 

*3445397/emb|CAA09029.1| 1.0e-28 (AJ010166) S-domain 
receptor-like protein kinase [Zea mays] ' 



Seq. ID OJ990818_02. 9A11.C7 

Strand + 

End 2608 

Method AAT/GAP 

End 2608 

Score 898 



35916 
74037 
2345 

OJ990818__02 .9All.C7.ol. gs 

2345 
none 

2345. .4819 



Seq. ID OJ990818_02.9A11.C7 
Strand 

End 4934 

Method GENSCAN 

End. 4819 

Score 1 * 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



35916 
74037 
2345 

OJ990818_02. 9A11 .C7.ol.np 
2348 
3445397 
2348. .4819 

(AJ010166) S-domain receptor-like protein kinase [Zea mays] 



Seq. ID OJ990818_02.9A11.C7 
Strand 

End 4 934 

Method AAT/NAP 

End 4819 

Score 3714 



35916 
74037 
2345 



Seq. ID OJ990818_02.9A11.C7 
Strand 

End 4 934 



35667 




Name OJ990818_02 . 9A11 . C7 . o2 . gp Method AAT/GAP 

Start 4492 End 4934 

GI uC-osroM202028b06bl Score 866 

Exons 4492.. 4934 

GI Descrip. 1 34 4 5397/emb | CAA09029 . 1 | 3.0e-45 (AJ010166) S-domain 
receptor-like protein kinase [Zea mays] 1 













Qorr Tn OTQQHP1 ft 09 1 P7 

oeq. iu yjoyyuoxo uz . yrtii . l / 




74038 










OLdll 












Name 


OJ990818 02 


.9A11 


. C7 . 0 1 . 


tc 


Method TBLASTX : Cress 


Start 


2477 








End 4 663 


rij 


none 








ocoxve 4 D 


Exons 


0 All 979R 


9 ROZl 


■ . ZOO J, 


97 Q 

z / jy . 


"3009 97Z11 ^971 01 AO ^0^9 
. J U UZ , Z / ft X . . OZ / X , Z/4Z. . J U OZ , 




Qfifl^ ^96R 

jUO J . . jZDO; 




"}97 9 
■ . JZ / Z , 


jOIz . 


4 0 c; 1 "3Q£9 ZlOZlR /II AA /I 1 QQ 

. 4 uo x, jyoz . . hvho f fixuu. . 4 x yo , 




/i Af) 4999 


4 9^9 
1Z jZ 


Zl 9 Q7 
. . ft Z 7 / , 


4 0 

fl Jfi U . 


. fi J 0 X , 4 3 X X . .fiODO 


oeq. ln o . 










Qq/t TH PiTQQOQIQ 09 Qnl 1 ni 


Gene No. 


74038 








Strand - ~~ 


Start 


5572 








End 5796 


Name 


n TQQOfi 1 PI D9 


• z>t\ x x 


p 7 ^ 1 




LYieunoQ i dXjMo i a . L v ia j. ze 


Q+- a r*+- 


2477 





' ~ 


— • — - 


ITr-»/-J TAQA 


P T 

X ....... 


. . none „ 








. ocox.e ... . x ox -•. .-^ .. . ^ 


IT v An c* 


9/177 9710 
Z4//..Z/XU, 


9 Zl Q£ 
Z *i :? O 


97 Ofi 
. . Z / U 0 , 


z / X 1 . 


*30£1 9791 "30£Q 9Q91 "50QO 

. jUoI, z / zl . . o U Oo , zozl. . juyu 


Coo- Mrs 
Octj. LN O . 










c Qrr TH Pi TQQAQ1 Q 09 Q7\1 1 r*l 

oeq. XLJ UJyyUoXo Uz . ^nll .L / 


Gene No. 


74038 








Strand - ~ 


Start 


5572 








End 5796 


Name 


n TQQOft 1 P 09 


. zsr\± X 


P7 ^ 7 


L5 


LYieunoci i dXj.ho i a . ooyoean 


O Lalt 


9 R ^ 

Z J JO 








TTn/H 9 Q 9 7 

tjna z y z / 


VaX 


none 








ocore 4y 


U 1 v /"\ o 


Zjjo . . Z 00 U , 


ZDli7 




9 £7 9 
Z D / Z . 


9QP7 OC79 9QAC ococ 9Q97 

.zoo/, zo/z. .z^ud, zooD. .zyz/ 


C 0 n Mrs 
Oct]. LN O . 










Qi^/^r TH HTQQOQ1 Q 09 QZil 1 r*7 


bene lno . 


7 /i m q 

/ fiU JO 








Q 4- >- — i t~i /~1 

otidna - 


Start 


5572 








End 5796 


Name 


OJ990818 02 


. 9 Al l 


.C7.ol. 


tw 


Method TBLASTX : Wheat 


C-(- -j y-t- 


97 Qfi 








T7nH ^9 19 

Hjna jziz 


VjX 


none 








ocore y / 




9 7 qq 9 p ^o 


ZoDl 


. . jUDI, 


Z O 0 0 . 


"^O^Q TACQ "3911 QAQI OOI O 

.ouoo, jUoy . .jzxx, jUoi . . jziz 


oeq . LNO . 


^ ^ Q*l £ 








Ccrr Tn Pi TQQHQ1 Q AO QaI 1 C~l 


bene lno . 


7 yl O ^ Q 
/ 4 U O O 








Strand — 


o Ldl L. 


S S7 9 








PnH ^70^ 

Hillv_l J / y O 


Name 


OJ990818 02: 


. 9A.11, 


.C7-.ol. 


ts 


Method TBLAST-X : Soybean 


Start 


2930 








End 34 88 


GI 


none 








Score ' 133 


Exons 


2930. .3082, 


2937, 


. .3056, 


2951. 


.3061, 3065. .3421, 3076. .3195, 




3081. .3383, 


3471, 


. .3488 






Seq. No. 


35916 








Seq. ID OJ990818 02.9A11.C7 


Gene No. 


74038 








Strand 


Start 


5572 








End 5796 


Name 


OJ990818 02. 


. 9A11. 


.C7.o4. 


tm 


Method TBLASTX : Mai ze 


Start 


3092 








End 3227 


GI 


none 








Score 150 


Exons 


3092. .3226, 


3093, 


, .3227 







35668 




Seq. No. 


35916 








Seq. ID 


OJ990818 


_02. 9A11.C7 


Gene No. 


74038 








Strand 






Start 


5572 








End 


5796 




Name 


OJ990818 02. 


9A11 


.C7 .o3. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


3227 








End 


3544 




GI 


none 








Score 


353 




Exons 


3227. .3538, 


3227 


. . 3430, 


3231 . 


.3536, 3509. .3544 




Seq. No. 


35916 








Seq. ID 


OJ990818 


_02. 9A11.C7 


Gene No. 


74038 








Strand 






Start 


5572 








End 


5796 




Name 


OJ990818 02. 


9A11 


. C7.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3599 








End 


3994 




GI 


none 








Score 


48 




Exons 


3599. .3670, 


3607 


. . 3660, 


3776. 


.3994, 3786. .3941, 


3787 . . 3822 


Seq. No. 


35916 








Seq. ID 


OJ990818 


_02. 9A11.C7 


Gene No. 


74038 








Strand 






Start 


5572 








End 


5796 




Name 


OJ990818 ' 02 . 


9A11 


. C7 .o2 . 


ts 


Method 


TBLASTX: 


Soybean 


...Starts 


„3JJ7.6.,j ~„ 








...End 


.4127 


*" •* ■ ■ ■ 


.GI ... 


none .. ....... 








Score , 


139 ... 




Exons 


3776. .3991, 


3795 


. . 3977, 


3926. 


.3988, 3998.. 4126, 


4001 . . 4120 




4002 . .4127 














Seq. No. 


35916 








Seq. ID 


OJ990818 


02 9A11 CI 


Gene No. 


74038 








Strand 






Start 


5572 








End 


5796 




Name 


OJ990818 02. 


9A11 


C7 ,o2 . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


4422 








End 


4858 




GI 


none 








Score 


39 




Exons 


4422. .4487, 


4424 


.4486, 


4450. 


.4488, 4477. .4611, 


4479. . 4628 




4484 . .4762, 


4485 


.4634, 


4667 . 


.4762, 4674. .4763, 


4796 . . 4858 




4797 . .4829, 


4808 


.4831 










Seq. No. 


35916 








Seq. ID 


OJ990818 


_02.9A11.C7 


Gene No. 


74038 








Strand 






Start 


5572 








End 


5796 ; 




Name 


OJ990818 02. 


9A11 . 


C7 . o3 . 


on 


Method 


AAT/GAP 




Start 


5572 ~ 








End 


5796 




Gr 


none 








Score 


300 




Exons 


5572 . . 5796 














Seq-. No. 


" '35917 ' 








Seq. ID 


OJ990818 


_02.9A11.C9 


Gene No. 


74039 








Strand 


+ • 




Start 


3289 








End 


5292 




Name 


OJ990818 02. 


9A11. 


C9.ol. 


gp 


Method 


AAT/GAP 




Start 


3289 








End 


5108 




GI 


1881 3.R1084 








Score 


794 




Exons 


3289. .3412, 


3877. 


.4005, 


4493. 


.4591, 4701. .4753, 


5025. .5108 


GI Descrip. 


' 2832681 /emb ICAA1 6781. 1 | l.Oe 


-38 (AL021712) putative prote: 




[Arabidopsis 


thaliana] ' 










Seq. No. 


35917 








Seq. ID 


OJ990818_ 


_02.9A11.C9 


Gene No. 


74039 








Strand 


+ 




Start 


3289 








End 


5292 





35669 



Name OJ990818_02 . 9A11 .C9 - ol . np Method AAT/NAP 

Start 3951 End 5292 

GI 2832681 Score 325 

Exons 3951. .4005, 4493. .4591, 4701. .4753, 5025. .5098, 5250. .5292 

GI Descrip. (AL021712) putative protein [Arabidopsis thaliana] 



Seq. No. 35917 Seq. ID 

Gene No. 74040 Strand 

Start 721 End 

Name OJ990818_02. 9A11 .C9.ol .gs Method 

Start 721 End 

GI none Score 

Exons 721. .794, 1466. .1504, 1534. .1731, 2032 
2928. .3059, 3222. .3437 



OJ990818_02.9A11.C9 

3437 
GENSCAN 
3437 
.58 

..2144, 2623. .2825, 



Seq. No. 35917 

Gene No. 74041 

Start 3932 

Name OJ990818JD2 . 9A11 . C9 . ol . tc 

Start 3932 

GI none 

J3x fc Qnjs._ ; 



Seq. ID OJ990818_02. 9A11.C9 
Strand 

End 5110 

Method TBLASTX : Cress 

End 5110 

Score 95 



. ,3:9 3£,-..J AD 9.,....„3 9 39 • ,39.0J , ' 4:4,9.2 , ,,A5,90 , .... 4,4 9 A ^A53Su^A2QX^A25. 3.,.. 
. 50.07. .,.50.9.9,. .5.021. .,.5110,. 5.0 2 .7... .,5.0 95... . , 



Seq. No. 35917 

Gene No. 74041 

Start 3932 

Name OJ9908 18_02 . 9A11 . C9 . ol . tm 

Start 3949 

GI none 

Exons 3949.. 4002, 3950.. 4009, 3951. 

4494. .4589, 4703. .4753, 5007, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4004, 3953 
.5099, 5024 



OJ990818 02.9A11.C9 



5110 

TBLASTX : Maize 
5099 
97 

4009, 4492.. 4590, 
5098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35917 Seq. ID 

74041 Strand 

3932 End 

OJ99081 s 8_02 . 9A11 .£9...ol . tw Method 

3956 ' : ' End " 

none Score 



OJ990818_02.9A11.C9 
5110 

TBLASTX: Wheat 

5099 

76 



3956. .4009, 3957. .4004, 3962. .4009, 4492 .. 4590, ' 4494 .. 4586, 
4702. .4752, 4703. .4753, 5007. .5099, 5027. .5098 



Seq. No.' 35918 

Gene No. 74042 ■ 
Start - ; ' '853 : . . " 

Name ■ OJ9 908 18_02 . 9^11 . C10 . ol . gs 

Start 853 

. GI none 
Exons 



Seq. ID- OJ990818J02. 9A11.C10 



Strand 
End ' 
Method 
End 
Score 



1723 
GENSCAN 
1723 
.71 



853. .965, 989. .1036, 1392. .1567, 1713. .1723 



Seq. No. 35919 

Gene No. 74043 

Start 10278 . 

Name OJ990818_02 . 9A11 . Cll . o3 . gs 

Start 10278 

GI none 

Exons 10278. .11459, 14 1 10 .. 14 17 6, 14774. .15159 



Seq. ID OJ990818 02.9A11.C11 



Strand 
End 

Method 

End 

Score 



15159 
GENSCAN 
15159 
.74 



35670 




Seq. No. 


35919 




Seq. ID 


OJ990818_02.9A11. 


Cll 




74044 




Strand 


+ 




jLai l 


1 Q7 




End 


20874 




IN dlllfc: 


OJ990818 02 9A11 Cll 


• \J -J . LJ o 


Method 


GENSCAN 




O Lai L 


1 97^ ~~ 




End 


20650 




r<T 

O X 






Score • 


.74 




F" von q 


19735 19952, 20039 


. 20172 , 


20194. .20367, 20580.. 20650 




Seq. No. 


35919 ' 




Seq. ID 


OJ990818_02.9A11. 


Cll 


Gene No. 


74044 




Strand 


+ 




Start 


19735 




End 


20874 




Name 


OJ990818 02 9A11 Cll 


. o 1 . np 


Method 


AAT/NAP 




Start 


20157 ~~ 




End 


20874 




GI 


2213632 




Score 


708 




Exons 


20157 . . 20874 










\J I UdDL-I I VJ . 


fAfOOOIOl) F21J9 24 


[Arabidopsis thaliana] 




Seq. No. 


35919 




Seq. ID 


OJ990818_02. 9A11. 


Cll 


Con p Mn 


74 045 




Strand 


+ 




Start 


2 6471 




End . 


.27715 




Name 


O,TQ90R18 0? 9A1 1 PI 1 


,,p7 ..gs_ 


__.Met J .hp.d„^ 


GENSCAN. 






26471 _ . 




_ End....... _ 


,27 7 15. 


,» - * 


CT 
o x 


none 




Score 


. 66 






26471 ?77 1 S 










Seq. No. 


35919 




Seq. ID 


OJ990818_02.9A11. 


Cll 


(TipinA Mo 

UCIIC Vi\J * 


74046 




...Strand 






O Lai L 


792 




End 


3433 




Name 


OJ990818 02.9A11.C11 


. ol . gs 


Method 


GENSCAN 




O Lai L 


792 




End 


3433 




O X 


none 




Score 


.75 




IT 1 ynn d 


792. .959, 1481. .1533, 2413. 


.2437, 2508 


..2556, 3228. .3433 


Seq. No. 


35919 




Seq. ID 


OJ990818_02. 9A11. 


Cll 




74047 




Strand 






u Lai L 


17605 




End 


18834 




alllC 


OJ990818 02.9A11.C11 


. o4 . gs 


Method 


GENSCAN ' 




Start 


. 17605 




End . 


18834 




GI 


hone 




Score 


.74 






17605. .18834 










Seq. No'. 


. 35919 




Seq. ID 


OJ990818_02. 9A11. 


Cll. 


o n Nl o 


74048 




Strand 






O Ldi L 


21057 ' ' 




End 


26848' ' 




LN O.J.Llt. 


OJ9.90818 02.9A11-.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




O Lai L 


717 




End 


903 




CL T 
VJ X 


none , 




Score 


248 




EtAUilO 


717. .902, 718. .903 






* j 




Seq. No. 


35919 




Seq. ID 


OJ990818_02. 9A11. 


Cll 


Gene No. 


74048 




Strand 






Start 


21057 




End 


26848 




Name 


OJ-990818 02.9A11.C11 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


810 




End 


2570 




GI 


none 




Score 


76 




Exons 


810. .941, 811. .930, 


1036. . 1113, 1040. . 


1102, 1481. .1648, 





35671 



2508. .2570 



o e CJ . IN (J . 


35919 






Seq. ID 


. OJ990818_02.9A11 


.Cll 


Gene No. 


74048 






Strand 






Start 


21057 






End 


26848 




LVdiUC 


OJ990818 02.9A11.C11 


.06. tm 


Method 


TBLASTX: Maize 




OLdl L 


904 






End 


3458 




o x 


none 






Score 


52 






904. . 


939, 906. .941, 


906. . 941 


, 1034. .1102, 1035. .1103, 






1036. 


.1113, 1481. .1669, 1481 


..1648, 2479. .2571, 2503. .2613, 




2508. 


.2594, 3080. .3151, 3235 


..3303, 3236.. 3271, 3369.. 3458, 




3371. 


.3454 










Seq. No. 


35919 






Seq. ID 


OJ990818JD2.9A11 


.Cll 


Gene No. 


74048 






Strand 






OL.di.L- 


21057 






End 


26848 




Name 


OJ990818 02.9A11.C11 


. oo . tm 


Method 


TBLASTX: Maize 






i mm 






End 


26848 






none 






Score 


104 










. X U *t X f 


10404 . . 10517, 104 60. . 10525, 






1 A Q A 1 


1/1QQ7 1/1QQ'} 


1 C,1 

. 1 JlJJ/ 


18520. . 185 64, 18 643 18798 , 






9 £7 




,2 6697.,„._ 


.2.652J5 ... 2.6.68 6 , 2 677J .,...2.6.8.4.8-... 




JC(^. 1M (J . 


35919 




■ • - - 


Seq. ID 


OJ990818_02. 9A11 


.Lll 


oferllc 1NO . 


74048 






Strand 






jLdi L 


£ 1 U 3 / 






End 


26848 




Name 


uj yyu 


D1 Q Pl9 Q7i 1 1 PI 1 

Dies . y/iii .til 




Method 


TBLASTX: Wheat 




; OLClI L 


lyobi 






End 


20279 




O X 


none 






Score 


73 




U 1 -v /-\ »-> o 


19861 


..19977, 20037. 


.20279, 


20051. .20236 




1 Seq. No. 


35919 






Seq. ID 


OJ990818_02. 9A11 


pi 1 
Lll 


Hone KT /-\ 


74048 






Strand 






CH- =s -r t- 
j jLdXL 


21057 






End 


26848 




Name 


OJ990! 


318_02.9A11.C11 


. 0-3 . tm 


Method 


TBLASTX: Maize 




O Ldi L 


20075 






End 


20399 




r:T 

KJ X 


none 






Score 


72 




Exon s 


20075 


..20125, 20082. 


. z u 1 00 , 


20135. .20293, 20136 .. 2027 9, 






20228 


...20398,. 20256. 


. #1 u 0 .7 , 


20280. .20399 




O t: . In U . 


35919 






Seq. ID 


OJ990818_02. 9A11 


Cll 




74048 






Strand 






o Ldi L 


21057 






End 


26848 




Name 


OJ990* 


318_02.9A11.C11 


. ol . tw " 


Method 


TBLASTX: Wheat 




O L.C1X L 


20280- 






End 


20566 ' 




X 


none 






Score 


367 




Exons 


20280 


..20564, 20282. 


.20566 








Seq. No. 


35919 






Seq. ID 


OJ990818_02.9A11. 


Cll 


Gene No. 


74048 






Strand 






Start 


21057 






End 


26848 




Name 


OJ990818 02.9A11.C11 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


20402 






End 


20856 




GI 


none 






Score 


101 




Exons 


20402 


.20563, 20402. 


.20572, 


20403. .20564, 20570 .. 20752 ,• 






20740 


.20787, 20791. 


.20856 









35672 



Seq. No. 35919 

Gene No. 74048 

Start 21057 

Name . OJ990818_02 . 9A11.C11 .o3. tw 

Start ' 20570 

GI none' 
Exoris 



Seq. ID OJ990818_02.9A11.C11 
Strand 

End 26.84 8 

Methb'd . TBLASTX : Wheat 
End * 20844 

Score 67 



20570. .20608, 20583 20609, 20611 .. 20703, 20618 20704 , 
20671. .20844, 2067 1 .. 2084 1 , 20727. .20843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 

.JName, 

. Star.t 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35919 
74048 
21057 

OJ990818_02. 9All.Cll.o6.gs 

21057 

none 



Seq. ID OJ990818_02.9A11.C11 
Strand 

End 26848 

Method GENSCAN 

End 25620 

Score .57 



21057 . .21443, 2204 1 .. 22150, 22773 .. 22 991 , 22996 .. 231 96, 
23997. .24072, 25321 .. 25531, 25565. .25620 

35919 Seq. ID OJ990818_02 . 9A11 . CI 1 

74048 Strand 

21057 End 26848 

^J.19M13^0^3AU^QU,s>X,Xm IJ&thod XElASXXlttaizSL- 

.. . 2.1.0.6,9..... _ End. ..2.2.0.2.4-^ 

" none Score 205 

21069. .21230, 21538 .. 21 618 , 21724 .. 22023, 21725. .22024 



35920 
74049 
2461 

OJ990818_02 . 9A11 . C13 . o2 . np 
2461 
2583130 
2461. .3018 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ990818_02.9A11.C13 

Strand + 

End 3018 

Method AAT/NAP 

End 3018 

Score 270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



35920 
74050 
1 

OJ990818JD2. 9A11 .C13.ol.np 

1 

421954 

1. .807 ~ . 

■hypothetical protein 3 - potato transposon Tstl 
gi|21433|emb|CAA366-15| .(X52387) ORF3.. [Solanum tuberosum] 



Seq. ID OJ990818_02.9A11.C13 
Strand 

End 807 

Method AAT/NAP 

End 807 

Score 446 



35920 ■ 

74050 

1 

OJ990818_02 . 9A11 . C13 . ol . ts 
4 

none 



Seq. ID OJ990818__02.9A11.C13 

Strand 

End-'--" . 807 

Method TBLASTX : Soybean 

End 369 

Score 88 



4. .270, 14. .268, 280. .330, 334. .369 



35920 
74050 
1 



Seq. ID OJ990818__02.9A11.C13 

Strand 

End * 807 



35673' 



IMdlUC 


O.TQQORIfi 02 QAl 1 P1 3 ol 


Cf arf 
O Lai L 


4 ~ 




none 




4 309 14 292 


Corr Mo 


35920 


Gene No. 


74050 


Start 


1 


Name 


OJ9908 18 02 9A11 CI 3 ol 


o i_ ai L, 


217 ~~ 




n on o 


F von q 


217 297 218 295 254 




334 453 338 460 449 


Seq. No. 


35920 


Gene No. 


74051 


rh 


2566 


mo 


O.TQ90R1R 02 QAl 1 fl 3 o2 


Of 3 r f- 
OLal I 


2 5 66 ~~ 


PT 

X 


none 


UAVl 1 O 


2566 2757 2634 2675 


Seq... No,,..,,... 


' 35321... .1 ZZ . - .V" rr 


Gene No. 


74052 


Start 


277 


IN CliLIC 


O.T9Q0R1R 02 QAl 1 P1 4 ol 




277 ~ 


O X 


none 




277 443 540 R^fl 1049 




35921 


npna Nlo 


74052 


Start 


277 


Name 


OJ990818 02.9All.C14.ol. 


u Lai L 


292 

Z? c. 


O J. 


4 5fi 24 47 

4 J,Oi,4 1 / 




292 2523 257fi 2717 


T Hp q o t* i o 


7AP007071 1 nnf ^-h i -wo non — 




f At^Hi HriHQ i c f ha 1 "i anal 
. [fiiaJJiuupai a L I la X lalla j 


Seq. No. 


35921 


Gene No. 


74052. 


O Ldl L 


2 7 7 


Naitie 


OTQQDP1 fi 09 QAl 1 PI 4 <^9 


OLaLL 


5 2 5 _ 


(11 
O X 


n Ann 

1 1 iyi it; 




525 6R4 Q5Q 1017 

DO 4 . . -7 J^, XUX/ 


Seq. No. 


35921 


Gene No. 


74052 " 


Start 


277 


Name 


OJ990818 02.9All.C14.ol. 


Start 


569 


GI : .. 


none 


Exons' 


569. .661, 570. .788, 704. 


Seq. No. 


35921 



Method 

End 

Score 



TBLASTX: Wheat 

309 

65 



Seq. ID OJ990818_02.9A11.C13 

Strand 

End 807 

Method TBLASTX: Maize 

End 64 5 

Score 83 



Seq. ID OJ990818_02.9A11.C13 
Strand 

End 2952 

Method TBLASTX : Wheat 

End 2952 

Score 106 
L..2952, 2766. .2903 

Z " Seq ID.". .0 J9 908 18.' ,0.2 , ikxiZSlA 



Strand 
End 

Method 

End 

Score 



+ 

2717 
GENSCAN 
2668 
.75 

.2668 



Seq. ID OJ990818_02.9A11.C14 

Strand + 

End 2717 

Method AAT/NAP 

End 2717 

Score 1251 



Seq. ID OJ990818_02.9A11.C14 

Strand - + 

End '2717 . 

Method TBLASTX : Maize 

End . 1157 , .. 

Score 85 



Seq. ID OJ990818_02.9A11.C14 

Strand + 

End 2717 

Method TBLASTX : Wheat 

End 950 

Score 233 



Seq. ID OJ990818 02.9A11.C14 



35674 



Gene No. 74052 Strand 

Start 277 End 

Name OJ990818_02 . 9A1 1 . C14 . o2 . t s Method 

Start 684 End 

GI none Score 

Exons 684.. 1001 



+. 

2717 

TBLASTX: Soybean 

1001 

188 



Seq. No. 35921 Seq. ID 

Gene No. 74052 Strand 

Start 277 End 

Name OJ9908 18_02 . 9A11 . C14 . o2 . tw Method 

Start 1121 End 

GI none Score 

Exons 1121. .1477, 1122. .1505, 1476. .1529 



OJ990818_02.9A11.C14 
+ 

2717 

TBLASTX: Wheat 

152 SF*" 
388 



Seq. No. 35921 Seq. ID 

Gene No. 74052 Strand 

Start 277 End 

Name OJ990818_02 . 9A11 . C14 . ol . tm Method 

Start 1307 End 

GI none Score 

.Ex&na ; 13.0.7..,.a.6J-8.,.a3AJ„,a.6.8.8„ ;.„._. 



OJ990818_02.9A11.C14 
+ 

2717 

TBLASTX: Maize 

1688 

297 



Seq. No. 35921 Seq. ID 

Gene No. 74052 Strand 

Start 277 End 

Name OJ990818_02 . 9A11 . C14 . ol . ts Method 

Start 1419 End 

GI none Score 

Exons 1419.. 1775, 1755.. 1811 



OJ990818_02.9A11.C14 
+ 

2717 

TBLASTX: Soybean 

1811 

177 



Seq. No. 35921 Seq. ID 

Gene No. 74052 Strand 

Start 277 End . 

Name OJ990818_02 . 9A11 . C14 . o4 . tw Method 

Start 1536 End 

GI none Score 

Exons 1536.. 1727, 1544.. 1723 



OJ990818_02.9A11.C14 
+ 

2717 

TBLASTX: Wheat 

1727 

227 



Seq. No. 35921 Seq. ID 

Gene No. 74052 Strand 

Start 277 End 

Name OJ990818_02.9A11.C14 ,o3.tw Method 

Start -2118 • • • . . End 

GI- none ' Score 

Exons 2118.. 2525, '2367.. 2495 



OJ990818_02.9A11.C14 
+ 

2717 ■ 
TBLASTX: Wheat 
2525 • 
297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35922 
74053 
1 

OJ990818_02. 
1 

5257273 
1..23, 1087. 



9All.C15.ol. 



.1374 



np 



Seq. ID OJ990818_02.9A11.C15 

Strand + 

End 1374 

Method AAT/NAP 

End 1374 

Score 186 



(AP000364) Similar to myristoylated alanine-rich C-kinase 
substrate. (P26645) [Oryza sativa] 



35675 



Seq. No. 35923 

Gene No. 74054 

Start 134 

Name OJ990818__02 . 9A11 . CI 6 . ol . 

Start 134 

GI none 

Exons 134.. 312 



gs 



Seq. ID OJ990818_02.9A11.C16 

Strand 

End 312 

Method GEN SCAN 

End .312 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name _ 
Start. . 
GI 

Exons 



35924 
74055 
1 

OJ990818_02.9All.C17.ol.np 

1 

6056428 
1. .702 

(AC009525) Very similar 
[Arabidopsis thaliana] 

35924 
74055 
1 

..OJ i 95'0SJ.8_02...9All,.C3L7.. ol.. gs 

none 
15. .695 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



OJ990818_02 . 9A11 . C17 
702 

AAT/NAP 

702 

442 



to cellulose synthase catalytic subunit 



Seq. ID OJ990818_02.9A11.C17 

Strand 

End 702 

.Method.,; GENSCftR „ _ 

End _.6.95 .'„._ „ r „,,. 

Score .95 • 



Seq. No. 35924 

Gene No. 74055 

Start 1 

Name OJ9908 18_02 . 9A11 . C17 . ol . 

Start 42 

GI none 

Exons 42. .134, 222. .701, 238., 

Seq. No. 35924 

Gene No. 74055 

Start 1 . 

Name OJ990818_02 . 9A11 . C17 . ol . 

Start 168 

GI none 

Exons 168. .659, 233.. 319, 235. 

" Seq. No. '35924 
Gene No. . 7 4 055 ■ 

Start" 1 

Name OJ990818_02 . 9A11 . CI 7 . ol . 

Start 222 

GI none 

• } Exons 222.. 515, 238.. 465 

Seq. No. 35924 

Gene No. 74055 

Start 1 

Name OJ990818_02 . 9A11 . C17 . ol . 

Start 243 

GI none 

Exons 243.. 581, 256.. 288, 340. 



tm 



465 



tw 



.660 



ts 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818__02.9A11.C17 
702 

TBLASTX: Maize 

701 

129 



Seq. ID OJ990818_02.9A11.C17 
Strand 

End 702 

Method TBLASTX : Wheat 

End 660 

Score 51 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_02.9A11.C17 

702 •■ 
TBLASTX: Soybean 
515 
124 



OJ990818_02.9A11.C17 
702 

TBLASTX: Cress 

668 

36 



.462, 588. .668 



35676 




Seq. No. 


35925 


Seq. ID 


OJ990818_02.9A11. 


,C18 


Gene No. 


74056 


Strand 


+ 




Start 


1 


End 


780 




Name 


OJ990818 02.9All.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


780 




GI 


421955 


Score 


734 






1. .780 








n T Dp esrrin 


hypothetical protein 4 - potato transposon Tstl 






gi | 21434 | emb | CAA36616 | (X52387) 0RF4 [Solanum tuberosum] 




Seq. No. 


35925 


Seq. ID 


OJ990818_02. 9A11. 


C18 


npnp No 


74057 


Strand 


+ 






1430 


End 


1552 




Name 


OJ990818 02.9All.C18.ol.gs 


Method 


GENSCAN 




Start 


1430 


End 


1552 




GI 


none 


Score 


.57 




R von s 


1430. .1552 








Seq. No. 


35925 


Seq. ID 


OJ990818_02. 9A11. 


C18 


Gene No. 


74058 . 


Strand 


+ 




..Start. ... ... . 


_..17Q3_ _ _ 


...End „ 


.J.7.6SL. „ 






. QJ9908ia .Q2..*9A11 ..Cl&.ol ...gp„ 


...Met had 


..AAT/.GA.R "„.^„ 




O Lai L 


1703 


End 


1768 






2312838 


Score 


71 






1703. .1768 










1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


35925 


Seq. ID 


OJ990818_02. 9A11. 


C18 


fipnp No 


74059 


Strand 






O 1— CI J- u 


2473 


End 


5146 




Name 


OJ990818 02. 9All.C18.o3.tw 


Method 


TBLASTX: Wheat 




Start 


6 


End 


392 




GI 


none 


Score 


105 






6. .125, 146. .277, 147. .392, 348. .386 






Seq. No. 


35925 


Seq. ID 


OJ990818_02. 9A11. 


CIS 


Qpnp No 


74059 


Strand. ' 






Start 


2473 


End 


5146 




Name 


OJ990818 02.9All.C18.o3.tm 


Method 


TBLASTX: Maize 




Start 


138 


End 


800 - 




GI 


none 


iScore 


321 




pvnnc 

1—1 AUl 1 O 


138. .488, 236. .487, 564. .800, 


575. .643 






Seq. No. 


35925 


. Seq. ID 


OJ990818_02..9A11. 


CI 8 




74059 


Strand 






Start 


2473 


End 


5146 




IN aluc 


OJ990818 02.9All.C18.ol.ts 


Method 


TBLASTX: Soybean 




Start 


156 


End 


836 




GI 


none 


Score 


395 




Exons 


156. .491, 158. .643, 340. .630, 


570. .836, 


714. .830 




Seq. No. 


• 35925 


Seq. ID 


OJ990818_02. 9A11. 


C18 


Gene No. 


74059 


Strand 






Start 


2473 


End 


5146 




Name 


OJ990818 02.9All.C18.o2.gs 


Method 


GENSCAN 





35677 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



2473 
none 

2473. .4134, 4226. 



End 5146 
Score .97 



,5146 



OJ990818 02.9A11.C18 



35925 Seq. ID 

74059 Strand 

2473 End 5146 

OJ990818_02 9All.C18.o2. np Method AAT/NAP 

2512 End 4998 

6714431 Score 1748 
2512. .4134, 4226. .4998 

(AC012328) putative cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. &ejq.._ No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



35925 
74059 
2473 

OJ9908 18_02 . 9A11 . C18 . ol . tm 

2623 

none 



Seq. ID OJ990818_02.9A11.C18 
Strand 
End 

Method 
End 
Score 



5146 

TBLASTX: Maize 

3538 

129 



2623. .2703, 2791. .3531, 2807. .3034, 3113. .3538 



.359.25_._ ... ... _ 

74059 
2473 

OJ990818_02.9All.C18.o2.tc 

2623 
none 

2623. .2700/ 3727. .3843, 3853. 
4284. .4352, 4358. .4687, 4473. 



Seq ...ID OJ-990.8.m_ n 2 .„9AH,.X:.l.a, 
Strand 
End 

Method 
End 
Score 

.4044, 3854 
.4667, 4742 



5146 

TBLASTX: Cress 

5002 

150 

4045, 4283..4348, 

5002 



Seq. No. 35925 

Gene No. 74059 

Start 2473 

Name OJ990818_02 . 9A11 . C18 . o4 . ts 

Start 2638 

GI none 

Exons 2638. .2700, 27 91 . .'28 68 , 2867 . 
3257. .3379 



OJ990818_02.9A11.C18 
5146 

TBLASTX: Soybean 

3379 

69 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3052, 2878. .3231, 3253:. 3378, 



Seq. No. 35925 

Gene No. 74059 

Start 2473 

Name OJ99081'8_02 . 9A11 . C18 . ol . tw 
Start V 2737' . 
GI . none 

Exons 2737.. 3228, 2804.. 3229 

Seq. No. 35925 

Gene No. 74059 

Start 2473 

Name OJ990818_02 . 9A11 . C18 . ol . tc 

Start 2812 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_02. 9A11 .CI 8 
514 6 

TBLASTX: Wheat 
3229 " • 
512 . 



OJ990818_02.9A11.C18 
5146 

TBLASTX: Cress 

3726 

36 



2812. .3150, 2825.-2857, 2909. .3031, 3157. .3237, 3223. .3531, 
3227. .3538, 3542. .3598, 3646. .3726, 3647. .3724 



35678 




Seq. No. 


35925 








Seq. ID 


OJ990818_02.9A11.C18 


Gene No." 


74059 








Strand 




Start 


2473 








End 


5146 


Name 


OJ990818 02 


. 9A11 


.C18.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


3386 ~~ 








End 


4071 


GI 


none 








Score 


95 


Exons 


3386 . . 3538, 


3388 


. .3654, 


3542 . 


.3604, 3644. .3844, 3646. .3843, 




3815 . .4069, 


3844 


. . 4071 








Seq. No. 


35925 








Seq. ID 


OJ990818_02.9A11.C18 


Gene No. 


74059 








Strand 




Start 


2473 








' End 


5146 


Name 


OJ990818 02 


. 9A11 


. C18 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3646 ~ 








End 


4045 


GI 


none 








Score 


142 


Exons 


3646. .3837, 


3650 


. .3838, 


3853. 


.4044, 3854. .4045 


Seq. No. 


35925 








Seq. ID 


OJ990818_02.9A11.C18 


Gene No. 


74059 








Strand 




Start 


2473 








End 


5146 


Name 


OJ990818 02 


. 9A11 


. C18 . o2 


. tw 


Method 


TBLASTX: Wheat . . 


Start. 


3.6,91 „ 


~* ' 






JSn.cj 


^1Q62__ 


GL_, 


none 








Score . 


...13.5... < ^ 


Exons 


3691 . . 3843, 


3692 , 


. . 3844 , 


3844 . 


.4062, 3£ 


J45..4054 


Seq. No. 


35925 








Seq. ID 


OJ990818_02.9A11.C18 


Gene No. 


74059 








Strand 




Start 


2473 








End 


5146 


Name 


OJ990818 02, 


. 9A1 1 . 


. C18 . o2 , 


. tm 


Method 


TBLASTX: Maize 


Start 


4223 ~~ 








End 


4874 


GI 


none 








Score 


82 


Exons 


4223 . . 4315, 


4223 , 


..4318, 


4334 . 


.4735, 4337. .4444, 4461. .4667, 




4727 . .4873, 


4749, 


. .4874 








Seq. No. 


35925 








Seq. ID 


OJ990818_02.9A11.C18 


Gene No. 


74059 








Strand 




Start 


* 2473 








End 


5146 


Name 


OJ990818 02, 


, 9A11 . 


, C18 . o3 . 


. ts 


Method 


TBLASTX: Soybean 


Start 


4223 ~~ 








End 


4687 


GI 


none 








Score 


64 


Exons 


4223 . . 4315, 


4223 . 


, .4318, 


4224 . 


.4322, 4334. .4549, 4350. .4400, 




4473 . .4550, 


4550 . 


, .4687,. 


4554 . 


.4667 




Seq. No. 


35925 








-Seq. ID 


OJ990818_02.9A11.C18 


.Gene No: 


' • 7 4 059 ' 








Strand 




Start 


2473 








End 


514 6 . ' 


Name 


OJ990818 02 


9A1 1 . 


C18 . o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4 283 ~ ■• 








End 


4568 


GI 


none 








Score 


42 


Exons 


4283. 4366, 


4284 . 


. 4352, 


4376 . , 


.4567, 4473. .4568 


Seq. No. 


35926 








Seq. ID 


OJ990818_02.9A11.C21 


Gene No. 


74060 








Strand 




Start 


107 








End 


601 


Name 


OJ990818 02. 


9A11. 


C21.ol. 


ts 


Method 


' TBLASTX: Soybean 


Start 


81 








End 


601 


GI 


none 








Score 


63 



35679 




Pynn c; 

L—t *\ 1 lO 


81 200 108 ?fH 10Q 901 


1 60 907 


9 1 Q 446 9^0 A Al 




S79 601 






Qprr Mn 

O ^ • W • 


35926 


UCL| . 1U 


OTQQOfilR 09 QA1 1 P91 


Gene No. 


74060 






Start 


107 


End 


601 


Name 


OJ990818 02. 9All.C21.ol.np 


Method 


AAT/NAP 


Start 


107 


End 


601 


GI 


6714 4 31 


OLUl c 


9 


ill A VJ1 1 O 


1 07 4 98 S4 4 601 

X W < . • 1 ^ (J / «J 4 4 • i UV/1 






\J J- 1— / \^ O J L I—/ * 


fACOIP^PR} nnfflfi vp ppI lnln«!p 
^ riu u i 6 J c u y UuLai L vc LCllUlUoc 


cunt ha co 


/-""> 2 i" a 1 t r -f- i • o 1 1 V^ii i n i +* 

UdtaXy U1L. oUIJlinXL 




[ni. uk/XUuyO± D LllaXXullu J 






k_J ~ ^ • 1<U • 


35926 


C^rr t n 

O ti . X 


O.TQQ081P 09 Q&11 H91 


Gene No. 


74060 


Strand 




Start 


107 


End 


601 


Name 


OJ990818 02 9A11 C21 ol tm 


Mpf h nd 


J. O 1 /\ • L Ja X C 


Start 


108 ~ 


End 


601 

U U X 


GI 


none 


Score 


7 6 


P. von ^ 


108 200 108 90^ 10Q 901 


91 Q 4 Q4 


998 467 9^0 dQ^ 

f Z^O. .40// Z0U..4_?0/ 




572 601 






,Seq... No._. 


_3.5926 1 , 


..Seq. ID. 


QJ 9 90 8 18 02 ..9AH"."Z21,* 


Gene .No. 


74060 


Strand 




Start 


107 


FnH 


601 


Name 


n,TQQ081 8 0? QA1 1 P91 nl rrQ 


X/f ^ +* V* /-v 
He LilOCl 


O III IN oV^xt.N 


Start 


111 _ 
11 J. 


FnH 


40/ 


GI 


none 


Score 


8 7 


F. ynn <=; 

i_l V_y 1 1 O 


111 .. 4 67 






Seq. No. 


35926 


Seq. ID 


OJ990818JD2 . 9A11 . C21 


Gene No. 


74060 


Strand 




Start 


107 


FnH 


601 

uUl 


Name 


OJQQ081 8 09 QA1 1 P91 nl 1-o 




TRT A QTY - Procc 
1 iOXjrt.0 I A . Oicjjb 


Start 


117 _ 




4 Q4 

4 _7 4 


GI 


none 


Score 




Exons 


117 203 118 201 237 494 


9 SO 4 R6 

^ JU • t 4J\J 




Seq. No. 


35926. 


Seq. ID' 


0 J9908 18_02 . 9A1 1 . C2 1 


Gene No. 


74060 


Strand 




Start 


107 


FnH 


601 

U \J X 


Name 


0,1990818 OP QA1 1 P91 nl i-w 




I DXjr\o 1 A . vVflcal 


Start 


168 _ 


FnH 


4 £ S 
4 D D 


GI 


none 


Score 


8 6 


L-i *\ U1IO 


168 909 464 ^70 ■ 46R 






™ vJ • L V W • 


35927 


O fc; ^ . XL* 


UUjyUoUij J4.l7DX3.UX 


Gene No . 


74061 


Strand 


+ ~ 


Start 


1 


End 


171 


Name 


OJ990808 34.9B15.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


171 


GI 


183 6.R1084 


Score 


342 


Exons 


1. .171 






GI Descrip. 


1 133748/sp| P12149|RR12_ORYSA 3.0e-66 CHLOROPLAST 30S RIBOSOMAL 



PROTEIN S12 >gi_70961_pir_R3R212 ribosomal protein S12 - rice 
chloroplast >gi_12 13603_emb_CAA33929_ (X15901) ribosomal protein 
S12 [Oryza sativa] >gi_22 6658_prf 1603356CJ ribosomal protein 



35680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name,..,/...,.. 
Start... 

Exons 



S12 [Oryza sativa] 1 

35927 
74061 
1 

OJ990808_34 . 9B15 . CI . ol . tc 
1 

none 

1. .45, 2. .169, 2. .169, 3. . 

35927 
74061 
1 

OJ990808_34 . 9B15 . CI . ol . tw 
1 

none 



Seq. ID OJ990808_34 . 9B15.C1 

Strand + 

End 171 

Method TBLASTX: Cress 

End 170 

Score 273 



170 



Seq. ID OJ990808_34 . 9B15.C1 

Strand + 

End 171 

Method TBLASTX : Wheat 

End 171 

Score 311 



1..45, 2. .169, 2. .169, 3. .170, 100. .171 



35927 
74061 

.1 End 
„0 JS3Q.8 Q8_.34 ,..9B1.5....Ql.,.p,l- ? tm_ _ . Method 

1... . . ." .... ..... .- .End .. .... 

none Score 

1..45, 2. .169, 2. .169, 100. .171 



Seq. ID OJ990808_34 . 9B15.C1 
Strand + 

171 ... 

IBL&S.TX;.Mai-Z,e. 

.171..." ,. , >_ . 

311 



Seq. ID OJ990808_34 .9B15.C1 
Strand + 

171 

AAT/NAP 
171 
283 



End 

Method 

End 

Score 



Seq. No. 35927 
Gene No. 74061 
Start 1 

Name OJ990808_34 . 9B15 . CI . ol . np 

Start 1 
GI 133748 
Exons 1 . . 171 

GI Descrip. CHLOROPLAST 30S RIBOSOMAL PROTEIN S12 gi | 70961 | pir | | R3RZ12 : 
ribosomal protein S12 - rice chloroplast 

gi I 1213603 |emb|CAA33929| (X15901) ribosomal protein S12 [Oryza 
sativa] gi | 226658 | prf | | 1603356CJ ribosomal protein S12 [Oryza 
sativa] 



Seq. No. 


35928 




Seq. ID 


OJ99080* 


3_34 . 9B15 


,C2 


Gene No. 


74062 




Strand 








Start 


. 1 




End 


303 






Name 


OJ990808 


34.9B15.C2.ol.tm 


Method 


TBLASTX 


Maize 




Start- 


1 




End 


303 






GI , 


'-■ none 




Score 


.56 ' : . 






Exons 


1..24, 3. 


.-2-6, 24.. 59, 25.. 87,- 


26. . 97, 


28..-. 126, 


79. . 159, 






135. .266, 


135. . 170, 136. . 303, 


259. . 28E 


i 






Seq. No. 


35929 




Seq. ID 


OJ99080S 


3_^4 . 9B15 


.C3 


Gene No. 


74063 




Strand 








Start 


186 




End 


665 






Name 


OJ990808 


34.9B15.C3.ol.np 


Method . 


AAT/NAP 






Start 


186 




End 


665 






GI 


129861 




Score 


825 







Exons ' 186 . . 665 

GI Descrip. CYTOCHROME B6-F COMPLEX SUBUNIT 4 (17 KD POLYPEPTIDE) 

gi I 65640 | pir [ | WMRZ17 plastoquinol--plastocyanin reductase (EC 



35681 



1.10.99.1) 17K protein - rice chloroplast 

gi|669083|emb|CAA33978| (X15901) cytochrome b/f [Oryza sativa] 



Seq. No. 35929 Seq. ID 

Gene No. 74064 Strand 

Start 1608 End 

Name OJ990808_34 . 9B15 . C3 . ol . ts Method 

Start 80 End 

GI none Score 

Exons 80. .136, 178. .276, 180. .707, 182. .730, 



316. , 
1198, 



753, 1007. 
.1290 



,1033, 1055. .1141, 1056 



OJ990808_34.9B15.C3 
1847 

TBLASTX: Soybean 

1290 

593 

184. .744, 207. .746, 
. 1139, 1171. . 1290, 



cpn Kin 


35929 






c pn t n 




Hpnp Mo 


74064 






O LI dllVJ. 




Cf a rt 


1608 








1 R4 7 


Name 


OJ990808 34 


. 9B15.C3.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


301 






■ End 


506 




none 






Score 


288 




301. .504, 303. .506 










„„_:3.5.923_:. 




— — 


_.Seq._m 


w 0 J 9 9 Q&Q&^A^ SB 15..J13 1 


f^ono Mo 


_ ._740.6.4..,„. 






^..Strand 




C+-3 r -|- 


1608 






End 


1847 


in ciiut; 


OJ990808 34 


.9B15.C3.o2. 




Method 


TBLASTX:: Cress 


Start 


507 






End 


788 


GI 


none 






Score 


310 


Exons 


507. .788, 508. .753 








Seq. No. 


35929 






Seq. ID 


OJ990808_34 .9B15.C3 


Gene No. 


74064 






Strand 




Start 


1608 






End 


1847 


Name 


OJ990808 34 


9B15.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1199 






End 


1439 


GI 


none 






Score 


72 


Exons 


1199. .1243, 


1201. .1242, 


1245 


. .1439, 1247. .1438 


Seq. No. 


35929 






Seq. ID 


OJ990808_34 .9B15.C3 


Gene No. 


74064 • 






Strand 




Start 


1608 






End 


1847 


Name 


OJ990808 34 


9B15.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1376 






•■• End 


1847 


GI 


none 






Score 


67 


Exons 


1376. .1429, 


1376. .1429, 


1473 


. .154 7," 1481. .1552, 14 82. .1550, 




1588. .1845, 


1605; .1721, 


1605 


. .184 7, 1606. .1845,. 17 61. .'184 7 



Seq. No. 35929 

Gene No. 74064 

Start 1608 

Name OJ990808_34 . 9B15 . C3 . o2 . ts 

Start 1513 

GI none 

Exons 1513 . . 1548, 
1589. . 1846 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_34 . 9B15.C3 
1847 

TBLASTX : Soybean 

1847 

47 



1520. .1549, 1578. .1712, 1578. .1847, 1579. .1845, 



Seq. No. 35929 Seq. ID OJ990808_34 . 9B15 . C3 

Gene No. 74064 Strand 

35682 



art 

o Lai L 


iUUO 


Hil L\Ji 


1 R4 7 


Name 


D.TQQOftnft ^4 QR1 S nl -hm 

<JUI7^UOUO ■ 3D1J . \^ J • (J X ■ Uill 


L w icJ L. I1UU 




OL.di.l_. 




Hil 1U 


1 ft47 
104 ' 


wX 


■n on es 




71 ^ 


Pvnn c 


XDUJ. • X O *a / , XOVJD. . lOI J 










o tr . x u 


n.TQQfiROR "34 QR1 R CI 


(^f=rip No 


74 064 


Strand 




Start 


1608 


End 


1847 


Name 


OJ990808 34.9B15.C3.o2.np 


Method 


AAT/NAP 


uLai L 


1608 


End 


1847 ■ 




343210 


Score 


412 


Exon s 


1608. .1847 








(M35995) apocytochrome b6 


(alt.) [Oryza sativa] 




gi|226762|prf | I1604469A cytochrome b6 


[Oryza sativa] 




35930 


Seq. ID 


OJ990808_34 . 9B15.C4 


OCllC LN . 


74065 


Strand 


+ 


Start 


1 


End 


170 


Name 


■ OJ990808 34.9B15.C4.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


170 


O X^. ^ _ .. _ 


265.3, 1,,R1084„ „ _ 


,§cpre , _ 


_.316.... , . . 


P V ATI C 


1,,. i.70. ..... ... 






f2 T Hoc r 1 Tin 
ox ucaoiip. 


' 11998/emb|CAA33959| 5.0e- 


35 (X15901) 


ORF85 [Oryza sativa] 




>gi_226619_prf 1603356AR 


ORF 85A [Oryza sativa] ' 


Seq. No. 


35930 


Seq. ID 


OJ990808_34 . 9B15.C4 


Gene No . 


74066 


Strand 




O Lai L 


48 


End 


722 


Name 


OJ990808 34 . 9B15.C4 .ol. tm 


Method 


TBLASTX: Maize 


q+- o rt- 


30 


End 


449 




none 


Score 


641 




30. .434, 30. .431, 32. .439, 


417. .449 




Con Wo 


35930 


Seq. ID 


OJ990808_34.9B15.C4 


Gene No. 


74066 


Strand 




Start 


48 


End 


722 


M 3 m C- 

LN dlUC 


OJ990808 34.9B15.C4.ol.ts 


Method 


TBLASTX : Soybean 


Q 4- -a -v-f- 
OLdl L 


30 - 


End • 


614 


\J X 


none 


Score 


56 


Th 1 VOT"l c; 


30. .107, 48. .107, 129. .185 


, 134. .196, 


134. .193, 216. .431, 




219.. 431, 262.- .465, 419.. 556, 453.. 614, 469.. 609. 


Seq." No. 


35930 


Seq. ID 


OJ990808_34 . 9B15.C4 


Gene No . ■ 


- 74066 • ■ ' 


Strand ' 




O .L- d X L- 


48 


End 


722 ' . . 


Name 


OJ990808 34 . 9B15.C4 .ol. tc 


Method 


TBLASTX: Cress 


D L dx L 


47 


End 


608 


VJJ X 


none 


Score 


109 


Exon s 


47. .136, 48. .131, 115. .183 


, 117. .605, 


123. .608, 226. .606 


Seq. No. 


35930 


Seq. ID 


OJ990808_34 . 9B15.C4 


Gene No. 


74066 


Strand 




Start - 


48 


End 


722 


Name 


OJ990808 34.9B15.C4.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


605 


GI 


none 


Score 


.76 



35683 



Exons 



48. .388, 473. .514, 548. .605 



Seq. No. 35930 Seq. ID OJ990808_34 . 9B15 . C4 

Gene No. 74066 Strand 

Start 48 End 722 

Name OJ990808_34 . 9B15 . C4 . ol . np Method AAT/NAP 

Start 51 End 605 

GI 140291 Score 977 

Exons 51 . . 605 

GI : -Descrip. HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir || S05116 
hypothetical protein 185 - rice chloroplast 
gi| 11997 | emb I C AA3 3 9 5 8 | (X15901) ORF185 [Oryza sativa] 
gi I 226618 Iprf | | 1603356AQ ORF 185 [Oryza sativa] 



Seq. No. 35930 Seq. ID OJ990808_34 . 9B15 . C4 

Gene No. 74066 Strand 

Start 48 End 722 

Name OJ990808_34 . 9B15 . C4 . o2 . gp Method AAT/GAP 

Start 174 End 722 

GI 7528_2.R1084 Score 1037 

Exons 174 . .722 . . 



J£RO.T.EI.N„ (.QRE„X8.5J. „^gi^8.25 41^1x^5(351 1.6... hypothetical. px.Qt.eln.18.5. 
- rice chloroplast >gi_ll'997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_22 6618_prf 1603356AQ ORF 185 [Oryza sativa] ' 



Seq. No. 35931 Seq. ID 

Gene No. 74067 Strand 

Start" . 1 End 

Name OJ990808_34 . 9B15 . C5 . ol . np Method . 

Start 1 End 

GI 133416 Score 

Exons 1. .4 80 

GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA CHAIN gi | 66970 | pir | ( RNRZB 
DNA-directed RNA polymerase (EC 2.7.7.6) beta chain - rice 
chloroplast gi | 11971 | emb | CAA33986 | (X15901) RNA polymerase beta 
subunit [Oryza sativa] 



OJ990808_34.9B15.C5 
+ 

480 

AAT/NAP 

480 

797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35932 
74068 
123 

OJ990808 34 . 9B15 . C6 . ol . tm 



Seq. ID OJ990808_34. 9B15.C6 



94 

none 

94.. 150, 95'. 
415.'. 621 



,166, 96. 



Strand 
End 

Method 
End 
".Score 
170,.. 261.-. 605, 



700 

TBLASTX: Maize 

630 

78 

261. .608,* 27.1: ..630, 



Seq. No. 35932 Seq. ID OJ990808_34 . 9B15 . C6 

Gene No. 74068 Strand 

Start 123 End 700 

Name OJ990808_34 . 9B15 . C6 . ol . gp Method AAT/GAP 

Start 123 End 700 

GI 14384_1.R1084 Score 985 

Exons 123.. 700 

GI Descrip. ' 588 1726/dbj | BAA84 4 17 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] ' 



35684 



Seq. No. 


35932 






Seq. ID 


OJ990808_34.9B15 


.C6 


Gene No. 


74068 






Strand 






u Lai. L 


X o 






PnH 


700 






O.TQQOROft 
\JU zt y u o u o 


Id QR1 R Pfi 






TRT aQTY* Whoaf 




Start 


225 ~ 






Hi I 1U 


7 nn 

f u u 




GI 


none 






Score 


71 ft 
/ X o 




F* von 


22S 698 


<J X . . U J U , 


271.. 699, 


P7S 700 






Seq. No. 


35932 






Seq. ID 


OJ990808_34 .9B15 


-C6 


Gene No. 


74068 






Strand 






Start 


123 






FnH 


700 




NT a m o 


O.TQQOft Oft 


"34 QR1 C, p£ 


- 

. o j. . gs 




P IT NT Q P Zi M 






6 Jl 








0 *± 4 












S cor e 


ft 7 
■ 0 f 




Hi AUX 1 O 














Seq. No. 


35932 






Seq. ID 


OJ990808 34 9B15 


. C6 


Gene No. 


74068 






Strand 






Start 


123 






End 


700 




Name 


OJ990808 


34.9B15.C6. 


ol . np 


Method 


AAT/NAP 




Start 


234 






End 


700 






. .£31012 












Exons.,.- 















GI Descrip. ribulose-bisphosphate carboxylase (EC 4 . 1 . 1 . 39 ) large chain 
rice chloroplast gi | 11955 | emb | CAA2847 5 | (X04789) 
ribulose-1 , 5-bisphosphate carboxylase (AA 1 - 477) [Oryza 
sativa] 



Seq. No. 


35932 




Seq. ID 


OJ990808_34.9B15 


.C6 


Gene No. 


74068 




Strand 






Start 


123 




End 


700 




Name 


OJ990808 34.9B15.C6, 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


241 




End 


510 




GI 


none 




Score 


359 




Exons 


241. .342, 243. .509, 


243. .509, 


379. .510 






Seq. No. 


35933 




Seq. ID 


OJ990808_34 .9B15 


.C7 


Gene No. 


74069 




Strand 






Start 


.1 




End 


640 




Name 


OJ990808 34.9B15.C7. 


, o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


640 




GI • 


2.498930 




Score 


■758 




Exons 


1..413, 581. .640 











GI Descrip. 



DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAST RULAT I ON 
■ PROTEIN), gi | 1203794 (U18774 ) Sog [Drosophila melanogaste.r] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35933 Seq. ID 

74069 Strand 

1 End 

OJ990808_34 . 9B15 . C7 . ol . gs Method 

19 End 

none Score 
19. .413, 581.. 640 



OJ990808_34 .9B15.C7 
640 

GENSCAN 

640 

1 



Seq. No. 
Gene No. 
Start 



35934 
74070 
662 



Seq. ID 

Strand 

End 



OJ990808_34.9B15.C8 
875 



35685 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ990808 34.9B15.C8.ol.ts 



Method TBLASTX : Soybean 



15 End 874 

none Score 59 

15. .62, 15. .59, 16. .69, 59. .124, 65. .157, 66. .158, 99. .170, 
253. .318, 253. .312, 260. .313, 366. .527, 369. .545, 371. .547, 
394. .528, 530. .574, 548. .574, 725. .868, 725. .874, 733. .873 



35934 
74070 
662 

OJ990808_34.9B15.C8.ol.tm 

221 

none 



Seq. ID OJ990808_34.9B15.C8 
Strand 

End 875 

Method TBLASTX : Mai ze 

End 829 

Score 62 



221. .250, 224. .250, 226. .252, 226. .252, 251. .478, 252. .545, 
254. .541, 255. .545, 256. .546, 256. .546, 533. .577, 539. .577, 
578. .601, 579. .605, 608. .826, 609. .827, 613. .828, 614. .829 



Seq. No., 
Gene No. 
Start * 
Name 

Star.t _ , _, 

.GI , 

Exons 

GI Descrip. 



OJ990808_34. 9B15.C8 
875 

AAT/GAP 

_5&U.~ - 



35934 Seq. ID 

74070 Strand 

662 End 

OJ990808_34.9B15.C8.ol.gp . Method 

.. 414 ,__JEnd 

.L.IB3431-017-P1tK1-H4_.. . _ Score . . ... 283. ._;./._"_ ,-. J „. . _ . 

414. .581 

, 1173189/sp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_121614 l_emb_CAA60309_ (X86563) ribosomal protein S12 

[Zea mays] 1 



Seq. No. 


35934 




Seq. ID 


OJ990808_ 


_34.9B15.C8 


Gene No. 


74070 




Strand 






Start 


662 




End 


875 




Name 


OJ990808 


_34.9B15.C8.ol.np 


Method 


AAT/NAP 




Start 


414 




End 


527 




GI 


12415 




Score 


198 




Exons 


414 . .527 










GI Descrip. 


(X60548) 


chloroplast ribosomal protein 


S12 [Zea 


mays] 


Seq. No. 


35934 




Seq. ID 


OJ990808_ 


_34 . 9B15.C8 


Gene No. 


74070 




Strand 






Start 


662 




End 


875 • 




Name 


OJ990808 


_34.9B15.C8.ol.gs 


Method 


GENSCAN 




Start • 


•662 




End 


856 ■ 




GI 


none 




• Score 


.51 




Exons 


662. .856 










Seq. No. 


35934 




Seq. ID 


OJ990808_ 


_34 . 9B15.C8 


Gene y No. 


74070 




Strand 






Start 


662 




End 


875 




Name 


OJ990808 


_34.9B15.C8.o2.np 


Method 


AAT/NAP 




Start 


665 




End 


875 




GI 


116526 




Score 


368 




Exons 


665. .875 










GI Descrip. 


PROBABLE 


CLPP-LIKE PROTEASE 


(ENDOPEPTIDASE CLP) 


(ORF 216) 



gi I 82522 | pir | | JQ0251 hypothetical 24. 7K protein (rpsl2-psbN 
intergenic region) - rice chloroplast gi | 12012 | emb | CAA33972 | 



35686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

. GI_, w 

.Exons 



(X15901) ORF216 [Oryza sativa] gi | 226633 | prf | | 1603356BG ORF 216 
[Oryza sativa] 



Seq. ID OJ990808_34 . 9B15.C9 

Strand + 

End 1542 

Method AAT/NAP 

End 638 

Score 923 



35935 
74071 
1 

OJ990808_34 .9B15.C9.ol .np 
1 

133435 
1..638 

DNA-DIRECTED RNA POLYMERASE BETA 1 CHAIN gi | 66983 | pir | | RNRZC1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 
chloroplast gi | 11972 | emb | CAA33 987 | (X15901) RNA polymerase beta 1 
subunit-1 [Oryza sativa] gi | 226690 | prf || 1 603356Q RNA polymerase 
beta 1 -! [Oryza sativa] 



35935 
74071 
1 

OJ990808_34 . 9B15 . C9 . ol . tc 
2 



Seq. ID OJ990808_34.9B15.C9 

Strand + 

End 1542 

Method TBLASTX : Cress 

End 559 . . 



. _nor\e, Scoxe _231 _ 

...2... -15A, J....1.5.5.,,,t4J: i ,,"257.,..; 153 ... 26.3,, „. 1.5.4.. _ 318 .3.13.. 55.3 
315..557> 326. .559 



Seq. No. 35935 

Gene No. 74071 

Start 1 

Name OJ990808_34 . 9B15 . C9 . ol . gs 

Start 49 

GI none 
Exons 



Seq. ID OJ990808_34 . 9B15.C9 

Strand + 

End 1542 

Method GENSCAN 

End 1521 

Score .57 



49. .97, 191. .317, 345. .487, 1013. .1521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35935 
74071 
1 

OJ990808_34. 9B15 . C9 . o2 . ts 

101 - 

none 



Seq. ID OJ990808_34 . 9B15.C9 

Strand + 

End 1542 

Method TBLASTX : Soybean . 

End 537 

Score 55 



101. .166, 116. .154, 153. .257, 154. .258, 155. .271, 298. .537, 
299. .508, 309. .536 



'35935 
■ 74071 

.1 ' ' . ; 

OJ990808_34 . 9B15 . C9 . ol . tm 
203 
none 



Seq. ID OJ990808_34 . 9B15.C9 

Strand + ■■ 

End ' 1542 

Method TBLASTX : Maize \ 

End 535 

Score • 69 



203. .271, 205. .258, 298. .534, 299.. 535 



Seq. No. 35935 

Gene No. 74071 

Start 1 

Name OJ990808_34 . 9B15 . C9 . ol . ts 

Start 539 

GI none 
Exons 



Seq. ID OJ990808_34 . 9B15.C9 

Strand + 

End 1542 

Method TBLASTX : Soybean 

End ' 1542 

Score 57 



539. .610, 567. .614, 739. .786, 743. .787, 805. .837, 837. .887, 



35687 



840. .887, 886. .969, 887. .970, 888. .977, 889. .978, 905. .988, 
967. .1542, 969. .1541 



Seq. ID OJ990808_34 . 9B15.C9 
Strand 
End 

Method 
End 
Score 

543. .644, 54-6. .641, 739. .786, 743. .787, 805. .837, 837. .887, 
840. .887, 886. .969, 887. .970, 888. .977, 889. .978, 905. .988, 
967. .1035, 969. .1034, 974. .1036, 974. .1036 



Seq. No. 35935 

Gene No. 74071 

Start 1 

Name OJ990808_34 . 9B15 . C9 . o2 . tm 

Start * 543 

GI none 
Exons 



+ 

1542 

TBLASTX: Maize 

1036 

114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35935 Seq. ID 

74071 Strand 

1 End 

OJ990808_34 . 9B15 . C9 . o2 . np Method 

841 End 

133446 Score 
841. .1542 

. DNA-DIRECTED RNA POLYMERASE BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 

DN&-dAxe^£^^ :. 

. ch 1 ox op la .'si.;, gi.l .1.1,9 73XembJ.CAA3.19.aa I . .( XI 5 901 .RNA p.ol yme r,a.s e^be.t a ' 
subunit-2 [Oryza sativa] - - ...... 



OJ990808_34 .9B15.C9 
+ 

1542 
AAT/NAP 
1542 
1166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Staxt 

GI 

Exons 

GI Descrip. 



35935 
74071 
1 

OJ990808_34, 

932 

none 



Seq. ID OJ990808_34.9B15.C9 



9B15.C9.o2.tc 



Strand 
End 

Method 

End 

Score 



+ 

1542 

TBLASTX: Cress 

1324 

62 



932. .970, 967. .1323, 969. .1322, 1253. .1324 



35936 . Seq. ID 

74072 Strand 

7 7 End 
OJ990808_34 . 9B15 . C10 . ol . gs Method 

7 7 End 

none Score 
77. .194, 500. .954 



OJ990808_34.9B15.C10 

+ 

1016 
GENSCAN 
954 
.69 



OJ990808 
+ 

1016 
AAT/NAP 
1016- • . 
1236 



34 . 9B15.C10 



35936 Seq. ID 

74072 Strand 
77 . End 

OJ990808_34. 9B15 . C10 . ol . np- Method 
280 . '.\ End 

131323 Score 
280. .1016 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K gi | 72688 | pir | | F2RZG 
psbG protein - rice chloroplast gi | 11988 | emb | CAA34 000 | (X15901) 
psbG; PSII G protein [Oryza sativa] gi | 226609 | prf | | 1603356AF 
photosystem II G protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



35936 Seq. ID 

74073 Strand 

1116 End 

OJ990808_34 . 9B15 .C10 . o2 . np Method 



OJ990808_34 , 
+ 

1467 
AAT/NAP 



9B15.C10 



35688 



Start 1116 End 1467 

GI 128857 Score 633 

Exons 1116.. 1467 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT J (ORE 159) 

gi| 82539|pir| IS05106 hypothetical protein 159 - rice chloroplast 
gi|11987|emb|CAA33999| (X15901) ORF159 [Oryza sativa] 
gi I 226608 | prf | I1603356AE ORF 159 [Oryza sativa] 



Seq. No. 35936 Seq. ID OJ990808_34 . 9B15 . CIO 

Gene No. 74074 Strand 

Start 1 End 1467 

Name OJ990808_34 . 9B15 . CIO . ol . gp Method AAT/GAP 

Start 1 End 318 

GI 2409_1.R1084 Score 632 

Exons 1 . . 318 

GI Descrip. 1 128690/sp | P12126 | NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_1198 9_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 ........ 



.Seq..,'.No...-.^. J . 3.5.9.3.6 . ■ . 

Gene No; 74074 

Start 1 

Name OJ990808__34 . 9B15 . CIO . ol . tm 

Start 1 

GI none 
Exons 



Seq. ..ID. .0 J 9 9,0.8 0.8_3-4 ...9B1A.JI1.Q. 
Strand 

End 1467 

Method TBLASTX: Maize 

End 14 67 

Score 439 



1..285, 2. .301, 2. .295, 306. .857, 327. .857, 337. .861, 475. .858, 
833. .913, 834. .914, 844. .915, 847. .915, 914. .1012, 915. .1052, 



915. .1016, 925. .1041, 1026, 
1055. .1459 



1058, 1035.. 1466, 1039.. 1467, 



Seq. No. 35936 Seq. ID 

Gene No. ' 74074 Strand 

Start 1 End 

Name. OJ990808_34 . 9B15 . C10 . o3 . ts Method 

Start 1 End 

GI none . ■ Score 

Exons 1..291, 5. .289, 5. .292 



OJ990808_34.9B15.C10 
1467 

TBLASTX : So.ybean 

292 

390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35936 \ - - Seq.. ID 

74074 ." Strand 

1 ' End 
OJ990808_34-.9B15.C10.p3.tc . . Method 

1 , • ... . . End - 

none Score 

1..249, 5. .217, 26. .250, 43. .249, 266. 



OJ990808_34 . 9B15.C10 
1467 

TBLASTX: Cress 

2 98. 

334 
.298 



Seq. No. 35936 Seq. ID OJ99O808_34 . 9B15 . C10 

Gene No. 74074 Strand 

Start 1 End 

Name OJ990808_34 . 9B15 . C10 . ol . ts Method 

Start 294 • End • 

GI none Score 

Exons 294. .914, 330. .911, 337. .912, 912. .977, 



1467 

TBLASTX: Soybean 
977 
540 
912. . 977 



35689 



Seq. No. 35936 

Gene No. 74074 

Start" 1 

Name OJ990808_34 . 9B15 . CIO . ol . tc 

Start 329 

GI none 
Exons 



Seq. ID OJ990808_34.9B15.C10 
Strand 

End 1467 
Method TBLASTX: Cress 
End 1044 
Score 333 

329. .643, 330. .758, 337. .759, 590. .760, 753. .809, 754. .912, 
796. .867, 857. .916, 857. .913, 912. .1019, 912. .1016, 913. .1044, 
916. .1026 



Seq. No. 35936 

Gene No. 74074 

Start 1 

Name OJ990808_34 . 9B15 . C10 . ol . tw 

Start 360 

GI none 

Exons 360.. 890, 360. .890, 361.. 891 



Seq. ID OJ990808_34 . 9B15.C10 
Strand 

End 1467 

Method TBLASTX : Wheat 

End 891 

Score 542 



Seq. No. 
Gene No." 
Start 

,.Name 

S.t.ar£...„.. 
GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990808_34 . 9B15.C10 
Strand 

End 1467. . 



35936 
74074 

1 .... 

^.QJS.WBP3^3^9^15^1D„tj?2^. ts__._Me ( t.hQd XBLASX^jjJp^bjaaA 

..110.6. ..... .End . .... -.1.467...... . ...... . ... 

none Score 521 

1106. .1459, 1122. .1466, 1122. .1466, 1123. .1467 



35936 
74074 
1 

OJ990808_34.9B15.C10.o2.tc 

1131 

none 



Seq. ID OJ990808_34. 9B15.C10 
Strand 

End 1467 

Method TBLASTX : Cress 

End 14 67 

Score 466 



1131. .1466, 1133. .1459, 1140. .1466, 1141. .1467 



35937 
74075 
1990 

OJ990808_34 . 9B15 . Cll . ol . gp 
1990 

LIB34 31-013-P1-K1-B3 
1990. .2105 

1 60020 93 /emb | X84 14 9 . 1 I CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 f 



Seq. ID OJ990808_34. 9B15.C11 

Strand + 

End 2105 

Method AAT/GAP 

End 2105 

Score 181 



-Seq.- No. 35937 

Gene No. 7.4 076 ... . ~ • 

Start 2010 

Name. OJ990808_34 . 9B15 . CI 1 . ol . gs 

Start 2010 

GI none 

Exons 2010.. 2554, 3741.. 3801 



Seq,. .ID ■ OJ99.0808_34.-9B15.C11 

Strand. + . 

End 4745 

Method GENSCAN 

End 3801 

Score .81 



Seq. No. 35937 

Gene. No. 74076 

Start 2010 

Name OJ990808_34 . 9B15 . Cll . o2 . np 

Start 2010 



Seq. ID OJ990808_34.9B15.C11 
Strand ' + 
End 4745 
Method AAT/NAP 
End 2612 



35690 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



133958 Score 1021 

2010. .2612 

CHLOROP.LAST 30S RIBOSOMAL PROTEIN S4 gi | 70878 | pir | | R3RZ4 
ribosom'al protein S4 - rice chloroplast gi 1 11986 | emb | CAA33998 
(X15901) rps4; ribosomal protein S4 [Oryza sativa] 
gi I 226607 |prf | | 1603356AD ribosomal protein S4 [Oryza sativa] 



35937 
74076 
2010 

OJ990808_34. 9B15 . Cll . o3 . np 
■ 3585 
669081 
3585. .3708, 4451. .4745 
(X15901) ORF170 [Oryza sativa] 



Seq. ID OJ990808_34.9B15.C11 

Strand + 

End 4745 

Method AAT/NAP 

End 4745 

Score 555 



Seq. No. 35937 Seq. ID OJ990808_34 . 9B15 . Cll 

Gene No. 74077 Strand 

Start 1 End 312 

Name OJ990808_34 . 9B15 . Cll . ol . np Method AAT/NAP 

Start 1 .„ . End . 312 

6_7£3.7J2J„™ : ^ m _Scpxe~- • 

Exons 312___ J . . .1 ... ...... ... . 

GI Descrip. (AJ271079) hypothetical protein [Oenothera elata subsp. hookeri] 

Seq. No. 35937 Seq. ID OJ990808_34 . 9B15 . Cll 

Gene No. 74078 Strand 

Start 242 End 1258 

Name OJ990808_34 . 9B15 . Cll . o4 . tc Method TBLASTX : Cress 

Start 242 End 378 

GI none Score 145 

Exons 242. .367, 243. .368, 244. .375, 244. .378 

Seq. No. 35937 Seq. ID OJ990808_34 . 9B15 . Cll 

Gene No. 74078 - Strand 

Start 242 End 1258 

Name OJ990808_34 . 9B15 . Cll . o2 . tm Method TBLASTX : Maize 

Start 267 End 1258 

GI none Score ■ 141 

Exons 267.. 368, 268.. 381, 271.. 381, 308 382, -375 443, 379.. 456, 

380. .457, 380. .457, 452. .550, 453. .551, 511. .558, 630. .722, 

- - ■ 634. .732, 638. .757, 641. .733, 725. .760, 727. .756, 756. .992, 

756. .992, 757. .993, 766. .996, 767. .997, 977. .1147, 989. .1150,. 

■ 990. .1148, 1143. .1226, .1145. .1258 

Seq,. No. .35937 ... Sep,. ID.' OJ990808_34 . 9B15 . Cll .. 

Gene No. 74078* Strand 

Start 242 End 1258 

Name OJ990808_34 . 9B15 . Cll ..o2 . tw Method TBLASTX : Wheat-, 

Start 619 . End 881 

GI none Score 73 

Exons 619. .693, 619. .705, 693. .881, 717. .758, 724. .777, 756. .872, 
757. ..873, 764. .874 

Seq. No. 35937 Seq. ID OJ990808_34 . 9B15 . Cll 

Gene No. 74078 Strand 

Start 242 End 1258 



35691 



Name 

Start 

GI 

Exons 



OJ990808_34 . 9B15 -Cll.o3.ts Method TBLASTX : Soybean 

638 End 905 

none Score 82 

638. .760, 642. .734, 643. .759, 716. .766, 722. .883, 756. .905, 
756. .866 



Seq. No. 35937 
Gene No. 74079 
Start 1618 

Name OJ990808_34 . 9B15 . Cll . ol . tc 

Start 1618 
GI none 

Exons 1618.. 1713, 1627.. 1713, 1632. 

1896. .1967, 1919. .1966, 1981. 
1986. .2615 



Seq. ID OJ990808_34.9B15.C11 
Strand 

End 2912 

Method TBLASTX : Cress 

End 2615 

Score 82 

.1721, 1634. .1753, 1637. .1714, 
.2115, 1985. .2614, 1985. .2605, 



Seq. No. 35937 
Gene No. 74079 
Start 1618 

Name OJ990808_34 . 9B15 . Cll . o5 . tm 

Start 1852 

GI ,none.._. „_.„.■ ; 1 

.Exons. 18.52.. ,1.8.78 ,. ,1854 .... 1877,, 1815 . 

1887. .1997, 1909. .2001, 1967, 

1996. .2109 



Seq. ID OJ990808_34.9B15.C11 
Strand 

2912 

TBLASTX: Maize 
2109 . 

4.4 „ ■ 



End 

Method 
End 

..Scor^e_ _ 

.1913, JL87.6... 1.995,., .L88.6. aa&9.,,. 
.2107, 1995. .2108, 1996.. 2109, 



Seq. No. 35937 

Gene No. 74079 

Start 1618 

Name OJ990808_34 . 9B15 . Cll . ol . ts 

Start 1887 

GI none 

Exons 1887.. 1943, 1987.. 2082, 1988. 
2170. .2391 



Seq. ID OJ990808_34 . 9B15.C11 
Strand 

End 2912 

Method TBLASTX : Soybean 

End 2391 

Score 41 

.2389, 1989.. 2390, 1996.. 2391, 



Seq. No. 35937 

Gene No. 74079. 

Start 1618 

Name OJ990808_34 .-9B15 . Cll . ol . tw 

Start 2342 

GI none 

Exons 2342.. 2665, 2343.. 2636, 2624 
2704'. .2742 



Seq. ID OJ990808_34. 9B15.C11 
Strand- 
End 2912 
Method TBLASTX : Wheat 
End 2742 
Score 446 

.2680, 2624. .2686, 2625. .2693, 



Seq." No. ' 35937 . . 

Gene No.' 7 4 079 ... 

Start 1618 

Name OJ990808_34 . 9B15 . Cll . o3 . tm 

Start 2370 

GI none 

Exons 2370.. 2405, 2397.. 2825, 2401. 

2677. .2829, 2829. .2912, 2830. 



Seq. ID OJ99.0808_34.9B15. Cll 
Strand 

End 2912 

Method TBLASTX : Mai ze 

End 29-J2 

Score . 639 

.2604, 2402. .2827, 2403. .2828, 
.2910, 2831. .2911 



Seq. No. 35937 

Gene No. 74080 

Start 2993 ' 

Name OJ990808 34 . 9B15 . Cll . o4 . tm 



Seq. ID OJ990808_34 . 9B15.C11 
Strand 

End 337 9 

Method TBLASTX : Mai ze 



35692 




Start 


2993 










End 


3379 




GI 


none 










Score 


97 




Exons 


2993. 


.3088, 


3002. 


. . 3088, 


3003. 


. .3089, 3003. .3092, 


3004 . . 3093, 




3083. 


.3178/ 


3088 . 


. .3336, 


3091. 


.3375, 3224. .3355, 


3359. . 3379 


Seq. No. 


35937 










Seq. ID 


OJ990808 


: 34.9B15.C11 


Gene No. 


74081 










Strand 






Start 


3504 










End 


4710 




Name 


OJ990808 34 


.9B15. 


,Cll.o3 


.tc 


Method 


TBLASTX : 


Cress 


Start 


3504 










End 


4294 




GI 


none 










Score 


201 




Exons 


3504 . 


.3563, 


3560. 


.3742, 


3560. 


.3742, 3570. .3749, 


3835 . . 3918, 




3840. 


.3932, 


3840. 


.3920, 


3931. 


.4044, 3941. . 4045, 


3941 . .4057, 




4045. 


.4164, 


4052. 


.4168, 


4053. 


.4169, 4079. .4210, 


4174 . .4227, 




4175. 


. 4210, 


4238 . 


.4294, 


4262. 


.4282 






Seq. No. 


35937 










Seq. ID 


OJ990808 


34.9B15.C11 


Gene No. 


74081 










Strand 






Start 


3504 










End 


4710 




Name 


OJ990! 


308 34 


. 9B15. 


Cll.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


3545 










End 


4701 




..QL~ 












_J>qo.r<=__ 


35 




Exons ; ; ^ 


. 35.4 5. , 


. 35^6.57 


, 3565~ 




336.6" 


. 3710 ,...35.67. ...37.4 6.,. 


3568 i . 3771, 




3694 . . 


. 4350, 


3725 . 


.4354, 


3728 . 


.4318, 3741. .4349, 


4347. .4499, 




4348. - 


.4413, 


4349. 


.4699, 


4364 . 


.4699, 4453. .4701 




Seq. No. 


35937 










Seq. ID 


OJ990808 


34 9B15 Cll 


Gene No. 


74081 










Strand 






Start 


3504 










End 


4710 




Name 


OJ990S 


308_34 


.9B15. 


Cll.o2, 


>ts 


Method 


TBLASTX: 


Soybean 


Start 


3555 










End 


4231 


GI 


none 










Score 


225 




Exons 


3555. , 


. 3716, 


3562 . 


. 3729, 


3563. 


.3730, 3808.. 3831, 


3809. . 3835, 




3830. . 


.3901, 


3843. 


. 3887, 


3847 . 


.3921, 3902.. 3928, 


3962 . . 3997, 




3964. . 


,3987, 


4040. 


.4168, 


4050. 


.4169, 4076. .4198, 


.4170. . 4211, 




4171. . 


,4230, 


4175. 


. 4231 










Seq. No. 


35937 










Seq." ID 


OJ990808 


_34. 9B15.C11 


Gene No. 


74081 










Strand 






Start 


3504 










End 


4710 




Name 


OJ990E 


i08_34, 


. 9B15 . 


Cll.o2. 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4359 










End 


4710 




GI 


none 










Score 


377 




Exons 


4 359. . 


,4709, 


4359. 


.4499,. 


4360. 


.4707, 4453'. . 4710 




Seq. No. 


35937 






*■ - - ■ " 




Seq. ID 


.OJ9908Q8 


_34 . 9B15.C11 


Gene No'. 


74081 










Strand 






Start 


3504 










End 


4710 




Name 


OJ990808 34, 


. 9B15 . 


Cll . o4 . 


ts 


•Method 


TBLASTX: 


\y V m^/ \^ CJ. i 1 


Start 


4570 










End 


4688 


GI 


none 










Score 


187 




Exons 


4570. . 


4680, 


4570. 


.4686, 


4572. 


.4688 






Seq. No. 


35938 










Seq. ID 


OJ990808 


_34.9B15.C12 


Gene No. 


74082 










Strand 


+ 




Start 


632 










End 


1103 




Name 


OJ990808_34. 


9B15. 


C12.ol. 


np 


Method 


AAT/NAP 





35693 



Start 632 End 1103 

GI 131136 Score 825 

Exons 632.. 1103 

GI Descrip. PHOTOSYSTEM I P700 CHLOROPHYLL A APOPROTEIN Al 

gi I 72671 |pir | | A1RZP7 phot osys tern I P700 apoprotein Al - rice 
chloroplast gi | 11982 | emb | CAA33996 | (X15901) PSI P700 apoprotein 
Al [Oryza sativa] gi | 226605 | prf | | 1 603356AB photosystem I P700 
apoprotein Al [Oryza sativa] 



O € Cj . IN o . 






oeq. iu 


PTQQnQflQ LA QDI*; pi 0 


bene wo . 


"7 / n q *? 




St rand 




OLdlt 


Z D 1 




_na 


1 U DO 


Name 


uuyyuouo j4 . jdj. 0 . li^ . 01 . 


fm 

LIU 




1 d1j/\o 1 a t Max ze 


Qforf 


2 ~ 




End 


1036 


GI 


none 




Score 


65 


Exons 


2. .55, 2. .58, 3.'. 59, 99. 


.179, 


99. .179, 


100. .180, 101. .181, 




1U J. . IOU, 10^..ZDj, I/O. 


9 9ft 
. Z Z 0 , 


176. .232, 


217.. 297., 230.. 334, 




9*31 "390. 9Q*3 *3*?7 'Ji 9 


. O DZ , 


312. .359, 


344. .379, 374. .403, 




j / j . . 4U^i f jyy . . DID/ 4 ud . 


C91 
. DZ X , 


407. .535, 


497. .610, 510. .587, 




J J / . . IUjD/ joj . . 1 UJ4 








C A Ha 

be q,._ iNj p. v m _ 


*? R Q *? Q 




...Seq._IP„ 


.Sa9.9Q.8JI8^3,4... 


Gene. .No.,, . . 


..7108.3..... .' . .„ 




. Strand. 




Start 


251. 




End 


106 f ' 


Name 


piTQQnfinR *? 4 QDi q pi 9 ^1 

UUyyUOUO j4 . !?Dl J . LIZ .Ol . 


gp • 


Method 


AAT/GAP 


Of 3 -y-f- 

DtaiC 


9 m 

Z D I 




End 


508 


C T 


np-nof i M9n9noQKm ^ 1 
ul os rxixizuzuo odu /ax 




Score 


505 


Exons 


Z D I . .DUO 








ueoCiip. 


x x yD / / eiuD 1 Aij^ui 1 unuoA^ 


■ 9 n^. 
. z . ue 


-52 Rice complete chloroplast 




genome 1 








Seq. No. 


35938 




Seq. ID 


OJ990808_34.9B15.C12 








Strand 




Of 3 r-4- 


9 R 1 
Z O X 




End 


1068 


Name 


PiTQCtnfinfi *3/l QDi c; pi 9 ~i 
UU jjUtJUO J4.yjDXO.UXZ.OX. 


4- — 
tc 


Method 


TBLASTX: Cress**' 


Of a -y-f- 


A ft 6 
4 O D 




End 


853 


PT 
bl 


no_ne 




Score 


45 . , 


iitXons 


4oo. , jij, du y . . d yz , 00/. 


.OOO, 


587. .853 




Seq. No. 


35938 




Seq. ID 


OJ990808_34.9B15.C12 


bene ino . 


74083 




Strand 




b tar c- 


251 




End 


1068 . 


Name 


OJ990808 34.9B15.C12.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


.486 




End ■ 


904 


GI 


none 




Score • 


45 


Exons 


486-. .515, . 567. .656, 568. 


.897,' 


568. .900, 


569.. .904,- 587. .904 


Seq. No. 


35938 




Seq. ID 


OJ990808_34.9B15.C12 


Gene No. 


74083 




Strand 




Start 


251. 




End 


1068 


Name 


OJ990808 34.9B15.C12.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


854 




End 


1068 


GI 


none 




Score 


312 


Exons 


854. .1066, 854. .1042, 856. .1068, 856'.. 1068 


Seq. No. 


35939 




Seq. ID 


OJ990808_34.9B15.C13 


Gene No. 


74084 




Strand 





35694 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI" 

Exons 



End 

Method 
End 
Score 



OJ990808_34 . 9B15 . C13 . ol . gp 
1 

LIB347 4-003-P1-K1-F1 
1. .251 

, 114521/sp| P12084 |ATPA_ORYSA 1.0e-78 

>gi_67827_pir PWRZA H+-transporting 

alpha chain 
ATPase alpha 



251 

AAT/GAP 
251 .. 
4 94" 



ATP SYNTHASE ALPHA CHAIN 
ATP synthase {EC 3.6.1.34) 
rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 
subunit [Oryza sativa] >gi_226696_prf 1603356X 



ATPase alpha [Oryza sativa] 1 

35940 Seq. ID 

74085 Strand 
1 End 
OJ990808_34 . 9B15 . C14 . ol . np Method 
1 End 
131148 Score 
1. .340 

PHOTOSYSTEM I P700 CHLOROPHYLL A APOPROTEIN A2 

gi| 72674 |pir | IA2RZP7 photosystem I P700 apoprotein A2 - rice 

chloroplast gi | 1198 1 | emb | CAA33995 | (X15901) PSI P700 apoprotein 

..apoprotein. A2.. [Oryza ..sat.iv.aj _ . . . ,., i 



OJ990808_34 . 9B15 .CI 4 
340 

AAT/NAP 

340 

576 



35940 
74085 
1 

OJ990808_34 . 9B15 . C14 . ol . tm 
2 

none 



; Seq. ID OJ990808_34.9B15.C14 



Strand 
End 

Method 

End 

Score 



340 

TBLASTX: Maize 

340 

245 



2. .160, 2. .151, 6. .161, 78. .161, 158. .340, 159. .338 



Seq. No. 35940 

Gene No. 74085 

Start 1 

Name OJ990808_34 . 9B15 . CI 4 . ol . ts 
Start - 20 

GI none 
Exons 



Seq. ID OJ990808_34.9B15.C14 
Strand 
End 

Method 
End 
Score 



340 

TBLASTX : Soybean 
336 
^163 



20. .163, 20. 
280. .336 



151, 159. .230, 159. .332, 160. .231, 275. .328, 



Seq. No. 
Gene No. 
Start 
Name " 
Start.-' 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



35940 Seq. ID OJ990808_34.9B15.C14 ■ 

74085 . Strand 

1 • End 340 

OJ99'0808_34.9B15.C14.ol.gp'- Method. . AAT/GAP 
• 35 ...... End 340 ... 

uC-osflcyp021gl0bl Score' 551" 

35. .340 

l 131148/sp|P12156|PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem 

P700 apoprotein A2 - rice chloroplast >gi_1198 l_emb_C AA3 3 9 9 5_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 
>gi_226604_prf_1603356AA photosystem I P700 apoprotein A2 
[Oryza sativa] 1 



35940 
74085 



Seq. ID 
Strand 



OJ990808 34.9B15.C14 



35695 



Start 
Name 
Start 
GI 

Exons 



OJ990808_34 . 9B15 . C14 . ol . tc 
44 

none 



End 

Method 

End 

Score 



340 

TBLASTX: Cress 

338 

131 



44. .163, 44. .151, 159. .230, 159. .338, 169. .231, 275. .331, 
280. .336 



Seq. No. 35941 

Gene No. 74086 

Start 205 

Name OJ990808_34 . 9B15 . C15 . ol . tc 

Start 2 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2. .43, 2. .46, 3. .44, 118. .183, 121. .183, 183. .317, 193. .318, 
204. .314 



OJ990808_34.9B15.C15 
+ 

395 

TBLASTX: Cress 

318 

50 



Seq. No. 
Gene No. 
Start 
Name 
Start 

G,.L 

.Exons.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. -j 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35941 
74086 
205 

OJ990808_34 . 9B15 . C15 . ol . tm 
2 

none_ _ ; 



Seq. ID OJ990808_34.9B15.C15 



Strand 
End 

Method 
End 



+ 

395 

TBLASTX: Maize 
395 

~ 



......Z..v4.6. / ,.,3........4A r _61....33. / ..J5.2„..... 115., 8.8 ...114 ,_.._9J5 ...12.5. ^,111. U.8Z, . 

112". . 219, 113. .181, 177. .395, 179.'. 385, 180. .386 



35941 
74086 
205 

OJ990808_34 . 9B15 . C15 . ol . ts 

118 

none 



Seq. ID OJ990808_34.9B15.C15 
Strand + 
End . 395 

Method ' TBLASTX: Soybean 
End 333 
Score 36 



118. .183, 119. .181, 177. .326, 177. .332, 178. .333 



9B15.C15.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_ 
+ 

395 

AAT/NAP 

315 

178 



34.9B15.C15 



35941 
74086 
205 

OJ990808_34. 
205 

129871 
205. . 315 

CYTOCHROME B6-F COMPLEX SUBUNIT 5 gi | 6564 4 | pir | | WMRZ4 cytochrome 
b6-f complex 4.2K protein - rice chloroplast 

gi I 100947 | pir | | A32159 plastoquinol— -plastocyanin reductase (EC 
1. 10. 9911) ' chain V - mai-ze ■ chloroplast gi I 214 724 3 | pir | | S68166 
cytochrome b6-f complex chain 5.- beet chloroplast... 
gi I 12006 |emb|CAA33967| (X15901) cytochrome b /f complex subunit 
5 [Oryza sat'iva] g 



35942 Seq. ID 

74087 Strand 
1 End 
OJ990808_34 . 9B15 . C16 . ol . np Method 
1 End 
133446 Score 
1. .522 

DNA- DIRECTED RNA POLYMERASE BETA" CHAIN gi | 66986 | pir | | RNRZC2 

DNA-directed RNA polymerase (EC 2.7.7.6) beta 1 -2 chain - rice 



OJ990808_34.9B15.C16 
+ 

522 

AAT/NAP 
522 
,886 



35696 



chloroplast gi | 11973 | emb | CAA33988 | 
subunit-2 [Oryza sativa] 



(X15901) RNA polymerase beta 1 



Seq. No. 35942 Seq. ID 

Gene No. 74088 Strand 

Start 150 End 

Name OJ990808_34 . 9B15 . C16 . ol . gs Method 

Start 150 End 

GI none Score 

Exons 150. .334 



OJ990808_34.9B15.C16 
334 

GENSCAN 

334 

.79 



! It 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No..'.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



35943 Seq. ID OJ990808_34 . 9B15 .-CI 7 

74089 Strand 

1 End 196 

OJ990808__34 . 9B15 .C17 . ol . np Method AAT/NAP 

1 End 196 

140473 Score 320 

1. .196 

ACETYL-COENZYME. A CARBOXYLASE CARBOXYL TRANSFERASE SUBUNIT BETA 
(ACCASE BETA CHAIN) gi | 82516 | pir | UQ0234 hypothetical 12. 5K 
protein (rbcL-psal intergenic region) - rice chloroplast 

.gm.msj-e^ , 

.gi I..2.2.6.6X6.J pr.f LU 60.3 3.5. 6AN JDRE ;XQ,6 J.Or.yza. s.atiya], .... - 



35943 ' ■ Seq. ID 

74090 Strand 

234 End 
OJ990808_34 . 9B15 . C17 . ol . gs Method 

234 End 

none Score 

234. .272, 448. .648 



OJ990808_34.9B15.C17 
656 

GENSCAN 

648 

.49 



OJ990808 34.9B15.C17 



35943 Seq. ID 

74090 Strand 
234 End 656 

OJ990808_34 . 9B15 . C17 . o2 . np Method AAT/NAP 
394 End 656 

82520 Score 467 

394. .656 

hypothetical 16K protein (rbcL-psal intergenic region) - rice 
chloroplast gi | 11 994 | emb | CAA34 006 | (X15901) ORF133 [Oryza 
sativa] gi I 226615 ! prf | 11603356AM ORF 133 [Oryza sativa] 



35944 • Seq. ID 

• 74091 • . ■ . Strand 

562 . - .... - End 

OJ9'90808_34 . 9B15 . C18 . ol . gp Method 

562 End 

LIB34 31-028 -P1-N1-A10 Score 
562. .632, 660. .1006 

, 4680203/gb|AAD27566. 1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



OJ990808_34 . 9B15.C18 

+ . - ' 

1006 
AAT/GAP 
1006 
750 



35944 
74092 
2953 

OJ990808_34 . 9B15 . C18 . o2 . np 



Seq. ID OJ990808_34.9B15.C18 

Strand + 

End 4050 

Method AAT/NAP 



35697 




Start 


2953 






End 


4 nso 


GI 


4 680186 






Score 


JO J 


Exons 


2953 3010 


3850. .4050 








GI Descrip. 


f AF111709) 


unknown [Oryza sativa subsp 


• JLl iV_i J_ d J 


Seq. No. 


35944 






Seq. ID 


OJ990808_34 . 9B15.C18 


vj^iiw Li ■ 


74093 






Strand 




Start 


1184 






End 


4147 


Name 


OJ990808 34 


. 9B15.C18.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


700 






End 


2018 


GI 


none 






Score 


136 


p von ^ 


700 792 7 


81. .864, 874. 


. . 1014 


, 875. .1015, 962. .1057, 994 .. H 




1060 1101 

-L \j \J \J « i X 1 v 1 f 


1060. . 1104, 


1065. 


.1106, 1099. .1656, 1114. .1431, 




1388 1657 


1661. .2017, 


1662. 


.2018 




Seq. No. 


35944 






Seq. ID 


OJ990808_34.9B15.C18 


Gene No. 


74093 






Strand 




Start 


1184 






End 


4147 


Name 


OJ990808 34 


. 9B15.C18.ol. 


.np 


Method 


AAT/NAP 


Start 


1184 ~ 






End 


4147 


GI 


6742729 






Score 


2534 




1184 2923 


4107 4147 








n T. . Hp qprin 


( AF1211391 ' 


RIM2, protein. 


...[ Or^y za^sat i va , 




Seq . No . 


3594 4 






Seq. ID 


OJ990808_34 . 9B15.C18 


Gene No. 


74093 






Strand 




Start 


1184 






End 


4147 


Name 


OJ990808 34 


.9B15.C18.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1281 ~~ 






End 


1730 


GI 


none 






Score 


81 


F.xon *3 

1_J V-/ 1 1 k_> 


1281 1532 


1282. .1431, 


1282. 


.1656, 1388.. 1657, 1661.. 1726, 




1662 1730 










Seq. No. 


35944 






Seq. ID 


OJ990808_34.9B15.C18 


Gene No. 


74093 






Strand 




Start 


1184 






End 


4147 


Name 


OJ990808 34 


. 9B15.C18.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1658 ~~ 






End 


1975 


GI 


none 






Score 


121 


Exons 


1658 1975, 


1662. .1964 








Sea No 


35944 






Seq. ID 


OJ990808_34 . 9B15.C18 


Gene No. 


74093 






Strand 




v Start 


1184 






End • 


4147 


Name 


OJ990808 34 


. 9B15..C18.02. 


tw;. 


Method 


.TBLASTX: Wheat 


Start 


2019 ~~ 






End 


2429 


GI 


none 






Score 


75 


P von ^ 


2019 210 5 


2021. .2110, 


2021. 


.2104, 212 


18. .2353, 2178. .2354, 




2366 2428 


2379. .2429 








Seq. No. 


35944 






Seq. ID 


OJ990808_34 . 9B15.C18 


Gene No. 


74093 






Strand 




Start 


1184 






End 


4147 


Name : 


OJ990808 34 


.9B15.C18.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2462 






End 


2704 


GI 


none 






Score 


93 


Exons 


2462. .2704, 


2520. .2699 









35698 



Seq. No. 


35944 


Seq. ID 


OJ990808_34 . 9B15.C18 


Gene No. 


74093 


Strand 




Start 


1184 


End 


4147 


Name 


OJ990808 34 . 9B15 . CI 8 . o2 . tm 


Method 


i ourio l i\ , lid J. 6C 


Start 


2534 ~ 


End 


2898 


GI 


none 


Score 


52 


Exons 


2534. .2728, 2738. .2863, 2857. 


. 2898 




Seq. No. 


35944 


Seq. ID 


OJ990808_34 . 9B15.C18 


Gene No. 


74093 


Strand 




Start 


1184 


End 


4147 


Name 


OJ990808 34 9B15 C18 o3 tw 


Method 


TBLASTX: Wheat 


Start 


2568 ~~ 


End 


2895 


GI 


none 


Score 


156. 


Exons 


2568. .2774, 2573. .2776, 2573. 


.2776, 2777.. 2863, 2778.. 2864, 




2878 . .2895 






Seq. No. 


35944 


Seq. ID 


OJQQ0R0R ^4 QRi s PI R 


Gene No. 


74093 


Strand 




Start 


1184 


' End 


4147 


JSIame.., .„ . _ 


. ..QJA90.8Q8^.34 . 9B15..C1.8 .,o2 . gp 


^Method _ 


.AAJ/GAP__ 


..Start.. 


...J3j50i2_,^_ _ 


..End 


.3983 ... . 


GI ' 


uC-osflcyp033a04bl 


Score 


659 


Exons 


3602. .3983 






GI Descrip. 


' 6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


SQ Oy~\7'7^ oaf i \TZi nonnm i 
— ' -/ y /Ld oaLi va <^ciiumj 




DNA, chromosome 1, clone : P07 11E10 1 


Seq. No. 


35945 


Seq. ID 


O.T9Q0R0R "34 QR-T-R PI Q 


Gene No. 


74094 


Strand 


+ _ 


Start 


982 


End 


5505 


Name 


OJ990808 34.9B15.C19.o2.np 


Method 


AAT /NAP 


Start 


982 


End 


S SOS 

*J *J \J *J 


GI 


1486263 


Score 


RO 


Exons 


982.. 1132, 5162.. 5505 






GI Descrip. 


(D86853) extensin [Catharanthus roseus 


] 


Seq. No. 


35945 


Seq. ID 


OJ990808_34 . 9B15.C19 


Gene No. 


74095 


Strand 




Start 


696 


End 


5477 . 


Name 


OJ990808 34. 9B15 . C19 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


279 • • 


End 


471 • - 


GI 


none 


Score 


89 


Exons 


279. .44-9, 285. .455/ 400-. .471 






Seq. No. 


35945 - - 


Seq. ID 


OJ990808_34 . 9B15.C19 


Gene No . 


74095 


Strand 




Start 


696 


End 


5477 


Name 


OJ990808 34 . 9B15 . C19 . o3 . tw 


Method 


TBLASTX: Wheat 


Start 


283 


End 


429 


GI 


none 


Score 


156 


Exons 


283. .429, 285. .428 






Seq. No. 


35945 


Seq. ID 


OJ990808_34.9B15.C19 


Gene No. 


74095 


Strand 




Start 


696 


End 


5477 


Name 


OJ990808 34.9B15.C19.ol.np 


Method 


AAT /NAP 



35699 




Start 


284 




End 


2627 


GI 


4680203 




Score 


1174 


Exons 


284. .1349, 2584. .2627 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


35945 




Seq. ID 


OJ990808_34.9B15.C19 


Gene No. 


74095 




Strand 


- 


Start 


696 




End 


5477 


Name 


OJ990808 34.9B15.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


285 




End 


564 


GI 


none 




Score 


63 


Exons 


285.-557, 286. .363, 412 


. .564 






Seq. No. 


35945 




Seq. ID 


OJ990808_34.9B15.C19 


Gene No. 


74095 




Strand 


- 


Start 


696 




End 


5477 


Name 


OJ990808 34.9B15.C19.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


289 




End 


725 


GI 


none 








Exons 


289.. 561, 297.. 593, 588 


. .650, 


651. .725 




Spa No 


„359A5., V™ . 






.QJSmaS 3!,9BX5^_£i£ 


.Gene.. No.._,_... 


_ .7,40.95 ,..„ , 


.„ . 


,.S.trand, 





Start 


696 




End 


5477 


Name 


OJ990808 34 . 9B15'.C19.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


642 




End 


4772 


GI 


none 




O LU i. c 


1 61 


Exons 


642.. 899, 647.. 889, 655 


. .897, 


657. .908, 


658. .900, 891. .1043 




905. .1024, 4722. .4772 








Seq. No. 


35945 




Seq. ID 


OJ990808_34.9B15.C19 


Gene No. 


74095 




Strand 


- 


Start 


696 




End 


5477 


Name 


OJ990808 34.9B15.C19.ol 


gs 


Method 


GENSCAN 


Start 


696 




End 


5477 


GI 


none 




Score 


.88 


Ex on s 


696. .1349, 4678. .4798, 5359.. 


5477 




Seq. No. 


35945 




Seq. ID 


OJ990808_34 . 9B15.C19 


Gene No. 


74095 




Strand 




Start 


696 




End 


5477 


Name 


OJ990808 34.9B15.C19.ol 




Method 


AAT/GAP 


Start 


1211. 




' End 


1837 


GI 


- 2310235 




Score ■ 


292 


Exons 


1211.;1349, 1800. .1837 . 








GI Descrio 


5852182/emb|CAB55420.1.| 


;9'.0e- 


13 ' (AL1172.65) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


35945 




Seq. ID 


OJ990808_34 . 9B15.C19 


Gene No. 


74095 




Strand 




Start 


696 




End 


5477 


Name 


OJ990808 34. 9B15.C19.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2750 




End 


3044 


GI 


none 




Score 


70 


Exons 


2750. .3043, 2751. .2912, 


2855. 


.3043, 2937. .3044 


Seq. No. 


35945 




Seq. ID 


OJ990808_34.9B15.C19 



35700 




Gene No. 


74095 




Strand 




Start 


696 




End 


5477 


Name 


OJ990808 34 9B15 C19 o2 


, tw 


Method 


TBLASTX: Wheat 


Start 


3120 ~ 




End 


3487 


GI 


none 




Score 


154 


Exons 


3120 .3374, 3122. .3439, 


3122 . 


.3223, 3296.. 3487 


Seq. No. 


35945 




Seq. ID 


OJ990808_34.9B15.C19 


Gene No. 


74095 




Strand 


- 


Start 


696 - 




End 


5477 


Name 


OJ990808 3'4. 9B15.C19.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


3216 ~~ 




End 


3685 


GI 


none 




Score 


62 


Exons 


3216. .3302, 3314. .3685 








oeq . no . 


jj y ft 0 




Seq. ID 


OJ990808_34 . 9B15 . CI 9 


Gene No. 


74095 




Strand 


- 


Start 


696 




End 


5477 


Name 


OJ990808 34.9B15.C19.o2. 




Method 


AAT/GAP 


Start 


4350 ~ 




End 


4953 


GI 


2428943 




Score . 


705 . 


F, von s 


4350 4543, 4678 4953 








Sea No 


3594 6 




Seq. ID 


OJ990808_34 . 9B15.C20 


Gene No. 


74096 




Strand 


+ ' 


Start 


330 




End 


1835 


Name 


OJ990808 34.9B15.C20.ol. 


np 


Method 


AAT/NAP 


Start 


330 




End 


1835 


GI 


4008006 




Score 


44 


Exons 


330. .400, 1574. .1835 








Dp srrin 

VJ -X- L/Cu^X t - ^ * 


(AF084034) receptor-like protein kinase [Arabidopsis thaliana] 


Sea. No. 


35946 




Seq. ID 


OJ990808_34.9B15.C20 


Gene No . 


74097 




Strand 




Start 


487 




End 


1835 


Name 


OJ990808 34.9B15.C20.o2. 


np 


Method 


AAT/NAP 


Start 


487 . . 




End ■ 


1835 


GI 


6721157 




Score 


49 


F.xon s 


487. .741, 1690.. 1835 








GI Descrip. 


(AC016829) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 




thaliana] 








Seq.' "No." 


35 94 6" 




Seq. ID 


OJ990808_34 . 9B15.C20 . 


Gene No. 


74097 ■ - 


» 


Strand 




Start 


.487 




End ■ 


1835 ' . . - 


Name 


OJ990808 34.9B15.C20.ol. 


gs" 


Method 


GENSCAN ■ 


Start 


1426 . 




End 


1821 


GI 


none 




Score 


.93 . 




1426. .1821 






-* 


Seq. No. 


35947 




Seq. ID 


OJ990808_34.9B15.C21 


Gene No. 


74098 




Strand 


+ 


Start 


4985 




End 


14156 


Name 


OJ990808 34. 9B15.C21.o3. 


np 


Method 


AAT/NAP 


Start 


4985 




End 


8199 


GI 


1076685 




Score 


132 


Exons 


4985. .5105, 5669. .5862, 


8157. . 


8199 








35701 







(~1 T riDCpri n 
\j J. ucotiip) 


SPF1 protein - sweet potato 


gi 1 484261 | dbj |BAA06278| (D30038) 




SPF1 protein [Ipomoea batatas] 






OcC] . INO * 


35947 


Seq. ID 


OJ990808_ 


^ A Qni c; poi 


rnn£i NT /~\ 

bene no . 


74098 


Strand 


+ 




Start 


4985 


End 


14156 




Name 


OJ990808 34 . 9B15 . C21 . o3 . gs 


Method 


GEN SCAN 




O Lai L 


8012 


End 


14156 




c T 


none 


Score 


.76 




T7 1 v r*\ t™i o 


8012. .9092, 10564. .10697, 1077 9. .10928, 


11020. . 


1 1 ooo 
1 1 JOO , 




11883. . 11974, 13335. .13414, 


13490. .13601, 13651 






13933. .14156 








Cq/v NT f\ 
OCL]. IN U . 


35947 


Seq. ID 


OJ990808_ 


_34 . 9B15.C21 


Gene No. 


74099 


Strand 


+ 




Start 


17997 


End 


22899 




Name 


OJ990808 34 . 9B15 . C2 1 . ol . gp 


Method 


AAT/GAP 




Oldi L 


17710 


End 


19729 






36232 1.R1084 


Score 


1211 




daOIIo 


17710. . 18070, 18570. .18657, 


19007. .19144, 19632 






'2737973 2.0e-38 (U83625) protein kinase ZmMEKl 


[ Zea mays ] V . 




359.4X....„,_.,^^.,,.:. , 


.^S.eq'.. .,ID.;., 


.OJ.9.908..0& 


"5 A Q _ 1 no 1 

_o.4.....y b,io_.,U£ J — , 




74099 


Strand 


+ 




Start 


17997 •; 


End 


22899 




Name 


OJ990808 34.9B15.C21.o4.np 


Method 


AAT/NAP 






17997 


End 


22685 






2737973 


Score 


1507 






17997. .18070, 18570 .. 18 657 , 


19007. .1914 


[4, 19632 






19988. .20170, 20289 .. 20509, 


22452. .22497, 22596 




(?T Hoc t^i 


(U83625) protein kinase ZmMEKl [Zea mays] 




C /"f Mr\ 

oeq. in 0 . 


35947 


Seq. ID 


OJ990808_ 


_34.9B15.C21 


Gene No. 


74099 


Strand 


+ 




Start 


17997 


End 


22899 




Name 


OJ990808 34.9B15.C21.o5.gs 


Method 


GENS CAN 






17997 


End 


22688 






none 


Score 


.7 




Exons 


17 997. .18070, 18570. .18657, 


1900-7. .19144, 19632 






19988. .20170, 20289 .. 20509, 


21672. .21729, 22596 


oo/toq 
. . ZZdoo 


0 0 /-r vr^ 
0 c: 14 . 1M (J . 


35947 


Seq. ID 


OJ990808_ 


_34 . 9B15.C21 




74099 


Strand 


+ ■ 




Start 


17997 


End 


22899 




Name • - 


OJ990808 34.9B15.C21.o2.gp 


^. Method ■ 


AAT/GAP.. 




OLdl 1 


20019 ,. , 


End 


22899 




c t 


5446 1.R1084 


Score 


1264 






20019. .20170, 20289. .20509, 


22452. .22497, 22596, 


. .22899. 




, 5852182/emb|CAB55420.1| 9.0e-13 (AL117265) z ; hb0012.1 [Oryza 




sativa] 1 








Seq. No. 


35947 


Seq. ID 


OJ990808_ 


_34 . 9B15.C21 


Gene No. 


74100 


Strand 


+ 




Start 


24491 


End 


24845 




Name 


OJ990808 34.9B15.C21.o3.gp 


Method 


AAT/GAP 




Start 


24491 


End 


24845 




GI 


2310398 


Score 


656 





35702 



Exons 



24491. .24845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..js.e^jaa-™ . 
,,G.eae._No....v~ ■. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35947 Seq. ID 

74101 Strand 

24896 End 

OJ990808_34 . 9B15 . C21 . o5 . np Method 

24896 End 

3858883 Score 



OJ990808_34.9B15.C21 
+ 

29261 
AAT/NAP 
29261 
129 



24896. .24980, 27888.-28568, 29104. .29261 

(U67056) myosin I heavy chain kinase [Acanthamoeba castellanii] 
gi 1 4206769 (AF104910) myosin I heavy chain kinase [Acanthamoeba 
castellanii] 



35947 Seq. ID 

74101 Strand 

24896 End 
OJ990808_34 . 9B15 . C21 . o7 . gs Method 

26061 End 

none Score 

26061. .26066, 26158.. 26262 



OJ990808_34.9B15.C21 
+ 

29261 
GENSCAN 
26262 
.4 



_ OJL9.9Q8A8 „3„4.,„9B.k5^Q2,L 



_3 5.94 7.. ~ .^-_v™Se.q.. ,ID 

„7_410.2,.....- _ .;„.„. ...Strand _ 

437 End 7220 

OJ990808_34 . 9B15 . C21 . ol . np Method AAT/NAP 
4 37 End 4 4 92 

6539558 Score 3010 

437. .4492 

(AP000836) Similar to putative polyprotein (AC006248) 
sativa] 



[Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35947 
74102 
437 

OJ990808 34 . 9B15 . C21 . o2 . np 



OJ990808 34.9B15.C21 



Seq. ID 
Strand 

End 7220 
Method. AAT/NAP 
End 5751 
Score 384 
5453, 5532.. 5751 

(AC016829) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 
thaliana] 



3627 
6721157 
3627. .3678, 



5047.. 5105, 5209. 



Seq. No. 35947 Seq. ID 

.Gene. No. 74102 ' Strand 

Start " 437 End 
Name. .. . OJ990808_34 . 9B15 . G21. o2 . gs . .Method " 

Start 5200 End 

GI none Score" 

Exons 5200.. 5400, 5532.. 5884, 7145.. 7220 



OJ990808_34.9B15.C21 
7220 

GENSCAN . 
'7220 
.49 



Seq. No. 35947 Seq. ID 

Gene No. 74103 Strand 

Start 24688 End 

Name OJ990808_34 . 9B15 . C21 . 06 . gs Method 

Start 24688 • End 

GI none Score 

Exons 24688. .25032 



OJ990808_34 . 9B15 . C21 

25032 
GENSCAN 
25032 
. 99 



35703 



Seq. No. 35947 Seq. ID 

Gene No. 74104 Strand 

Start 28057 End. 

Name OJ990808_34 . 9B15 . C21 . o5 . ts Method 

Start 434 End 

GI none Score 

Exons 434.. 946, 953.. 1114 



OJ990808_34 . 9B15.C21 
29649 

TBLASTX: Soybean 

1114 

130 



Seq. No. 35947 

Gene No. 74104 

Start 28057 

Name OJ990808_34 . 9B15 . C21 . o5 . tc 

Start 470 

GI none 
Exons 



Seq. ID OJ990808_34.9B15.C21 
Strand 
End 

Method 
End 
Score 



29649 

TBLASTX: Cress 

1141 

98 



470. .721, 510. .680, 736. .861, 839. .925, 950. .1141, 986. .1135 



Seq. No. 35947 
Gene No. 74104 
Start 28057 

Name OJ990808J34 . 9B15 .C21 . 06. tm 

Start 473 \ 

J3 J_ _ m ™,__,_np 4 ne__,_, „. 

Exo,ns_... 173 .....8.5.6, -J7 4.. . 85I_ 



Seq. ID 
Strand 
End 

Method 
End 

.S_cQr,e__,_ 153.. 



OJ990808_34.9B15.C21 
29649 

TBLASTX: Maize . 

857 . . . 



Seq. No. ' \ 35947 Seq. ID 

Gene No. 74104 Strand 

Start 28057 End 

Name OJ990808_34 . 9B15 . C21 . o5 . tw Method 

Start 500 End 

GI none Score 

Exons 500.. 718, 716.. 919 



OJ990808_34.9B15.C21 
29649 

TBLASTX: Wheat 

919 

105 



Seq. No. 


35947 










Seq. ID 


OJ990808_34 . 9B15.C21 


Gene No. 


74104 










Strand 




Start 


28057 










End 


29649 


Name 


OJ990808 34 


.9B15. 


C21.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


1001 










End 


1390 


GI 


none 










Score 


267 


Exons 


1001. , 


.1387, 


1005. 


.1388, 


1265. 


.1390 




Seq. No. 


35947 










Seq. ID 


OJ990808_34 . 9B15.C21 


Gene No. . 


74104 










Strand 




Start 


28057 










End 


29649 


Name 


OJ990808 34, 


.9B15. 


C21.o3 


. tw 


Method 


TBLASTX: Wheat . 


Start 


. 1157 










End ' 


1823 . , 


GI - 


none 










Score 


81 


Exons 


1157. . 


.1279, 


1271. 


'. 1486, 


1478. 


.1822, 1524.. 1667, 1526.. 1693, 




1692. . 


.1823 












Seq. No. 


35947 






"t 




Seq. ID 


OJ990808_34.9B15.C21 


Gene No. 


74104 










Strand 




Start 


28057 










End 


29649 


Name 


OJ990808 34. 


. 9B15. 


C21.o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


- 1490 










End 


2017 


GI 


5509260 ' 








Score 


166 


Exons 


1490. . 


,2017, 


1521. 


. 1865 








GI Descrip. 

















35704 




Seq. No. 


35947 








Seq. ID 


OJ99080E 


i_34.9B15.C21 


Mo 

uCllC ln n • 


7 4 1 0 4 








OLI ai 1U 






OLdl L 


9R0S7 








RnH 


9Q64 Q 
c. y \j *i 




Name 


D.TQQ0R0R 14 


QR1 S 


P9 1 ol 


• LL. 


ric H lvJLi 


TRT A9TY * 


ur es s 


Cf-3 r f 


1 604 _ 








FnH 


1 R 6fl 

I O v O 






none 








JLUJ. c 


7 9 

/ y 






1604 IRS? 


1 604 


1 R 67 

• * X O D f f 


1 6Q9 

1 \J J c. 


1 fl 6R 

. * X O D O 






Seq. No. 


35947 








Seq. ID 


OJ99080G 


_34.9B15.C21 


UCllC LN n • 


74 104 








Of- r^nH 

O L X al 1H 






O L Cl J. L 


9R0S7 








FnH 

XjI ILi 


9 Q64 Q 
y \j i y 






O.TQQOROR 14 


9B15 


P91 oS 


. tm 


M^f hnH 
lic Limn 




"1 *7 ca 

L'ld I t; 


OLdi L 


1643 ~~ 








FnH 

Hi 1 ILL 


1 Q60 

I -7 U U 




GI 


none 








Score 


297 




F v on q 


1 64 "3 1 960 


1644 


. 1952 










Seq. No. 


35947 








Seq. ID 


OJ99080S 


_34.9B15.C21 


Po n o Mo 


74104 








OLI a.i in 








9R0S7 

60UJ / 








FnH 


9 Q64 Q 




Name 


n.TQQOROR 14 


QR1 s 


P91 ol 


. Lb 


I v Jt3 LflOLl 


TRT Z\QTY • 


ooyDcdn 




9 14 S ~ 


~* * * " 


„„_. 




FnH 


9R9 4 






n on o 








. S,c ore 


4 R 






9 14 S 9R 94 


914 6 

Z O 4 O 


94 R 6 


9 S 9 Q 
Z O Z y 


9R1 Q 






Seq. No. 


35947 








Seq. ID 


OJ990808 


_34.9B15.C21 




74 104 

/ *± I U *i 








OLI cLi 1LI 






Of-, r-j- 


o Q n R7 * ' 








FnH 


9 Q64 Q 




Name 


n.TQQOROR 14 


QR1 S 


k^Z 1 .04 


j- r, 
. IC 




TRT A QTY • 


Cress 


Of o >-+- 


9161 ~~ 
Z. _> D O 








FnH 


9fi 0 Q 




o X 


none 








olui t; 


9 S 1 
^, «j i 




IT vnn q 

LiAUi 1 0 


9161 9R0Q 














Seq. . No. 


35947 








Seq. ID 


OJ990808 


_34.9B15.C21 


(?anQ Mo 

UCllC IN n . 


7 4104 

/ 4 1 L 1 *i 








Strand 






Of a rf- 

O Lai L 


9R0S7 








End 


29649 






O.TQQ0R0R 14 


QR1 S 
y d x o « 


P91 o4 

Ls I • \J 4 


. Lilt 


Method 


TBLASTX : 


rial Z.fci 


O Lai L 


9496 ~~ 

/L ^± c. \J 








End 


2851 




.GI 


none 








Score 


46 






9496 94 Q4 


9449 

1 4 Z. . 


94R6 


9 S01 


..2851, 2502. .2837 




Seq. No. 


35947 








Seq. ID 


OJ990808 


_34 . 9B15.C21 


f^ono Mo 

UCIIC V4KJ • . 


74104 








Strand 






O Lai L 


9R0S7 








End 


29649 




Name 


D.TQ'QOROR 14 


QR1 S 


P91 o9 


• L W 


Method .■ 


TBLASTX : 


1/vilcaL 


Of a r f 
O Lai L 


9 4 Q*R ■ _ 








End 


3040 




GI 


none 








Score 


40 






94 Qfl 9RR7 

^ 4 JO i • ^ JO / , 


9 SOR 


9R61 


9 R Q4 


.3040, 2610.. 2846, 


9717 9QQS 


Seq. No. 


35947 








Seq. ID 


OJ990808 


_34 . 9B15.C21 


Gene No. 


74104 








Strand 






Start 


28057 








End 


29649 




Name 


OJ990808 34. 


9B15. 


C21.o4 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3131 








End 


3581 




GI 


none 








Score 


45 




Exons 


3131. .3211, 


3132. 


.3209, 


3216 


.3299, 3218.. 3301, 


3302. .3580, 



3372. .3581 



35705 




Seq. No. 


35947 




Seq. ID 


OJ990808 


:_34.9B15, 


.C21 


Gene No . 


74104 




Strand 








Start 


28057. 




End 


C. J \J *± zs 






Name 


OJ990808 34 


9B15.C21.o7.tm 


Method 




lid x c 




Start 


3197 ~~ 




End 


3602 






GI 


none 




Score 


112 






Exons 


3197 . . 3295, 


3302.. 3601, 3386.. 3592, 34 


26 3602 






Seq. No. 


35947 




Seq. ID 


OJ990808 


_34.9B15. 


.C21 


Gene . 


74104 




Strand 








Start 


28057 




End 


7 964 9 






Name 


OJ990808 34 


9B15.C21.o8.tm 


Method 


TRLASTX * 


Mai ze 




Start 


4055 _ 




End 


4348 






GI 


none 




Score 


77 






Exons 


4055. . 4348, 


4074. .4172 










Seq. No. 


35947 




Seq. ID 


OJ990808 


_34.9B15. 


,C21 


Gene No. 


74104 




Strand 








Start 


28057 




End 


29649 






Name 


OJ990808 34 


9B15.C21.o2.tc 


Method 


TBLASTX: 


^ J_ t o o 




Start 


5,2.0.9 ™,.. 




_.._End,. 


...5.6.93 









none 




.... Score. , . 


,105 






Exons 


5209 5403, 


5213. .5401, -5404 


1..5454, 5521. .5691, 


5526 5£ 






5529 5693 












Seq. No. 


35947 




Seq. ID 


OJ990808 


_34. 9B15. 


C21 


Gene No. 


74104 




Strand 








Start 


28057 




End 


29649 






Name 


OJ990808 34 


9B15.C21.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


5209 ~~ 




End 


5694 




GI 


none 




Score 


125 






Exons 


5209 5403, 


5213. .5398, 5386. .5454, 5397. .5453, 


5521. .5694, 




5526. .5693 












Seq. No. 


35947 




Seq. ID 


OJ990808 


_34. 9B15. 


C21 


Gene No. 


74104 




Strand 








Start 


28057 




End 


29649 






Name 


OJ990808' 34 


9B15.-C21.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


5212 _ 




End 


5693 






GI 


none 




Score 


149 






Exons 


5212 . .5403, 


5213. .5395, . 5386 


i". .5454, 5397.. 5453, 


5526. .5693, 




5530 5691 












Sea. No 


35947 . 




". Seq. ID 


OJ990.808. 


_34.9B15. 


C2.1 


fipnp No 


74104 




■ Strand 








Start 


28057 




End " 


29649 






Name 


OJ990808 34. 


9B15.C21.ol.tm 


Method 


TBLASTX:] 


Maize 




Start 


-;17993 




End 


22724 






GI 


none 




Score 


117 






Exons 


17993. . 18070 


, 17994. .18071, 


18565. .18666, 19007 


. .19156, 






19009. . 19149, 19014. .19154, 


19619. .19858, 19620 


. .19877, 






19629. .19859 


, 19973. .20170, 


19985. .20170, 19987 


. .20184, 






20288. .20509 


, 20289. .20507, 


22446. .22496, 22450 


. .22497, 






22453. .22497 


, 22577. .22699, 


22590. .22721, 22595 


. .22720, 





22596. .22724 



35706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
. jGejie. Nq .„ 
.Start, . 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. .Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



35947 
74104 
28057 

OJ990808_34 . 9B15 . C21 . ol . tc 
18565 



End 

Method 
End 

none Score 
18565. . 18639, 1901 9 19156, 1 9027 1914 9, 19620 .. 19877 , 
19643. . 19858, 19985 .. 20170, 19987 20166, 20283 .. 204 62 , 
20288. .20461, 20388 .. 20507 , 20420.. 20503 



Seq. ID OJ990808_34.9B15.C21 
Strand 

29649 

TBLASTX : Cress 
20507 
83 



35947 
74104 
28057 

OJ990808_34 . 9B15 . C21 . ol . ts 
18565 



OJ990808 34.9B15.C21 



none 
18565, 
19640. 
20307. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

18657, 19019. .19156, 19620 .. 19877 , 19638 .. 19838, 
19858, 19985. .20170, 19985 20185, 20301 .. 20396, 
20390, 20321. .20395, 20388 20507 , 20399.. 20503 



29649 

TBLASTX : Soybean 

20507 

82 



Seq. ID 

_,Stranci . .. 
_End. . _ 
Method 
End 
Score 



35947 

74,101_ .... „ .. _ „ 

. 2805.7_ _ 

OJ990808_34 . 9B15 . C21 . ol . tw 
19985 
none 

19985. .20170, 19987. .20169, 
20405. .20446, 20412. .20447 

35947 

74104 Strand 

28057 End 

OJ990808_34 . 9B15 . C21 . 08 . gs Method 

28057 End 

none Score 



OJ990808_34 . 9B15.C21 

.29JBA9.IZZ7S. Z . ",~ T~ 
TBLASTX: Wheat 
20447 
259 



20274. .20396, 20288 .. 20395, 



Seq. ID OJ990808_34.9B15.C21 



29649 
GENSCAN 
29649 
.74 • 



28057. .28343, 28839 .. 28976, 29156 .. 2924 1, 29600. .29649 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_ 
+ 

238 

AAT/NAP 
238 
"194 



34.9B15JC23 



35948 
74105 
128 

OJ990808_34 . 9B15 . C23 . ol . np 
128 

132927 
128. .238 

.CHLOROPLAST 50S RIBOSOMAL PROTEIN L36 gi | 7 1364 | pir |. | R5RZ36 • 
ribosomal protein L36 r rice chloroplast g.i 1 1363596 | pir | | S58585 
ribosomal protein L36 - maize chloroplast gi | 12020 | emb | CAA33981 | 

(X15901) ribosomal protein L36 [Oryza sativa] gi 1342626 (M35956) 
50S ribosomal protein (secX) [Zea mays] gi | 902255 | emb | CAA60319 | 

(X86563) ribosomal protein L36 [Zea mays] gi 1226641 



35948 Seq. ID 

74106 Strand 

416 End 

OJ990808_34'. 9B15 . C23 . o2 . tm Method 

1 End 

none Score 



OJ990808_34.9B15.C23 
+ 

631 

TBLASTX: Maize 

270 

40 



35707 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

Seq. No. 
Gene No. 

Name. -: 

Start 

GI 

Exons 

GI Descrip. 



1,-27, 24 . .242, 30. .242, 31. .249, 52. .270, 71. .268 



35948 
74106 
416 

OJ990808_34. 9B15 . C23 . ol . tm 

287 . 

none 



Seq. ID OJ990808_34.9B15.C23 

Strand + 

End 631 

Method TBLASTX : Mai ze 

End 631 

Score 40 



287. .304, 288. .359, 289. .366, 307. .594, 315. .383, 368. .595, 
371. .592, 593. .631, 594. .629, 595. .630 



35948 
74106 
416 

OJ990808_34. 9B15.C23.ol. ts 

383 

none 



Seq. ID OJ990808_34.9B15.C23 

Strand + 

End 631 

Method TBLASTX : Soybean 

End 631 

Score 84 



383. .484, 390. .479, 391. .483, 464. .631, 464. .625 



35948 
74106 

...416 . . 

. OJ990.8.08_34,. 9.B15...C2.3„..o.2 . np_ 
416 

133726 
416. .631 

CHLOROPLAST 30S RIBOSOMAL PROTEIN Sll gi | 70943 | pir | | R3RZ11 
ribosomal protein Sll - rice chloroplast gi | 12019 | emb | CAA33980 | 
(X15901) ribosomal protein Sll [Oryza sativa] 

gi I 226640 | prf | | 1603356BP ribosomal protein Sll [Oryza sativa] 



Seq. ID OJ990808_34.9B15.C23 
Strand + 

„En.cL .„,™63X. _ 

Method .. ..AAX/.NAP ^ . „ 

End 631 
Score 363 



Seq. No. 


35949 


Seq. ID 


OJ990808_34. 


9B15 


.C24 


Gene No. 


74107 


Strand 


+ 






Start 


1 


End 


244 






Name 


OJ990808 34.9B15.C24.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


244 






GI 


4680185 


Score 


234 






Exons 


1. .244 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica]. 






Seq. No. 


35949 


Seq. ID 


OJ990808_34 . 


9B15 


.C24 


Gene No. 


74108 • 


Strand- 








Start ■' 


' 7 ' ' • 


End . 


93 






Name 


OJ990808 34.9B15.C24..ol.gs 


Method 


GENSCAN 






Start 


7 • ' . ... 


End . . 


.93 .. 






GI 


none ■ 


Score 


.58 






Exons 


7.. 93 . - ■ 










Seq. No. 


35950 


Seq. ID 


OJ990808_34. 


9B15 


.C25 


Gene No. 


74109 


Strand 








Start 


1 


End 


689 






Name 


OJ990808 34.9B15.C25.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


689 






GI 


6815115 


Score 


1159 






Exons 


1. . 689 










GI Descrip. 


(AB037543) ATP synthase beta 


subunit [Oryza sativa] 







35708 



Seq. No. 35950 Seq. ID OJ990808_34.9B15.C25 

Gene No. 74109 Strand 

Start 1 End 689 

Name OJ990808_34 . 9B15 . C25 . ol . ts Method TBLASTX : Soybean 

Start 1 End 574 

GI none Score 711 

Exons 1..510, 1..558, 3. .572, 3. .572, 248. .574 

Seq. No. 35950 Seq. ID OJ990808_34.9B15.C25 

Gene No. 74109 Strand 

Start 1 End 689 

Name OJ990808_34 . 9B15 . C25 . ol . tc Method TBLASTX : Cress 

Start 3 End 689 

GI none Score 97 

Exons 3. .95, 3. .689, 4. .510, 5. .688 

Seq. No. 35950 Seq. ID OJ990808_34.9B15.C25 

Gene No. 74109 Strand 

Start 1 End 689 

Name OJ990808_34 . 9B15 . C25 . ol . tm Method TBLASTX : Maize 

Start 3 End 689. 

.. ,GI n.o.ae„„; „ ,™_S.CQre _42.6_..^_ _ 

...Exons . . . _ 3-.,. .4.85,. 7 . ...4 74 ,...129 ... 4.8.5., .48.6., 644, 5Q.4.. ...689, J52 1~.~64 6., 1,5.9-5 Z 6.78 

Seq. No. 35950 Seq. ID OJ990808_34.9B15.C25 

Gene No. 74109 Strand 

Start 1 End 689 

Name OJ990808_34 . 9B15 . C25 . ol . gs Method GENSCAN. 

Start 33 End . 623 

GI none Score . 69 

Exons 33. . 623 

Seq. No. 35950 Seq. ID OJ990808_34.9B15.C25 

Gene No. 74109 Strand 

Start 1 End 689 

Name OJ990808_34 . 9B15 . C25 . ol . tw Method TBLASTX : Wheat 

Start . 204 End . 689 

GI none '"'Score 237 

Exons 204. .485, 205. .474, 210. .479, 504. .566, 573 .. 611, 622 .. 678, 
. 636. .689 

Seq. No. 35950 Seq. ID OJ990808_34.9B15.C25 

Gene' No. 7*4109 ' '* ' Strand - 

Start 1 . , . ■ End 689 

Name • ■ . ' OJ990808_34 . 9B15 . C25 . o2 . ts * Method " TBLASTX: Soybean 

Start - 57 6 % End -.68 9 

GI none Score 168 

Exons 576. .689, 577. .687 

Seq. No. 35951 Seq. ID OJ990808_34.9B15.C26 

Gene No. 74110 Strand + 

Start 118 End 190 

Name OJ990808_34 . 9B15 . C26 . ol . gp Method AAT/GAP 

Start 118 End 190 

GI LIB3477-003-P1-K1-E9 Score 111 

Exons 118.. 190 

GI Descrip. • 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



35709 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] r 



O tr • LN \J . 


O u y *J ± 


C orr T Pi 

oeq . i u 


UU-7-7UOUO Ofl 


qd 1 c; c 0 £ 




7 4 111 


o l rana 






O Lai L 


s Ql 




Do J 




Name 




L v ie t noa 






OLuI L 


R Ql ~~ 

J -7 ± 


Hi 11 a. 


DO D 






none 


Score 








591. .685 








Seq. No. 


35951 


Seq. ID 


OJ990808_34 


.9B15.C26 


\JCilC LNVJ. 


74112 


Strand 








614 


End 


758 




Narne 


OJ990808 34 . 9B15 . C26 . ol . np 


Method 


AAT/NAP 






614 


End 


758 




PT 


1076685 


Score 


132 




TI 1 

i_xuns 


614. .758 








ui uescrxp. 


SPF1 protein - sweet potato gi | 4 84261 | dbj | BAA06278 


f m n n t q \ 




SPF1 protein [Ipomoea batatas 


] 






Se.q.... Np.. 


. 35952.. ;;, . 


Seq. ID 


...O49.90.8A.8_3.-l 


,9B1.5..C27„ 




..74.113 .- ' _ r . - 


. Strand. 


+_ ... 




Otail. 


648 


End 


699 




Name 


OJ990808 34.9B15.C27.ol.gp" 


Method 


AAT/GAP 




C -(- -j 


648 


End 


699 






2653 1.R1084 


Score 


104 






648. .699 








GI Descrip. 


, 11998/emb|CAA33959| 5.0e-35 


(X15901) 


ORF85 [Oryza 


sativa] 




>gi_226619_prf 1603356AR ORF 


85A [Oryza sativa] 1 




Seq: No. 


35952 


Seq. ID 


OJ990808_34 . 


9B15.C27 


Gene No. 


74114 


Strand 






Start 


1 


End 


660 




Name 


OJ990808 34 . 9B15 . C27 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


643 




GI 


122779 


Score 


1144 




Exons 


1. . 643 









GI Descrip. POTENTIAL HEME-BINDING PROTEIN (ORF 230) gi | 82542 | pir | | S05118 



hypothetical protein 230 - rice chloroplast 
gi|11999|emb|CAA33960| (X15901) ORF230 [Oryza sativa] 
gi | 226620 | prf | | 1603356AT ORF 230 [Oryza sativa] ■ 



Seq. No.. 


35952 




Seq. ID. 


OJ9908.08_34.9B15 


Gene No. 


" 74114 




Strand 




Start 


1 




End 


660 - 


Name 


OJ990808 34.9B15.C27 


.bl. ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


656 


GI 


none 




Score 


454 


Exons 


2. .652, 3. .626, 205. 


651, 243 


. . 656 




Seq. No. 


35952 




Seq. ID 


OJ990808_34 . 9B15 


Gene No. 


74114 




Strand 




Start 


1". 




End ' 


660 


Name 


OJ990808 34.9B15.C27 


o2.tc 


Method 


TBLASTX: Cress. 


Start 


2 




End 


262 


GI 


none 




Score 


186 



35710 




Exons 2.. 262, 3.. 260 



O C . IN U > 








q^o T n 

DfcSLj . ± U 


O.TQQOftOfi *}4 QR1 R P97 




7 4 114 






Of ran H 






1 
X 








660 


Name 


O.TQQOft Oft 


*34 QR1 ^ P97 ol 


. Lt 


L v lc LIlvJQ 


TRT AQTY-Procc! 
1 dLno 1 A . ^Ic 5 S 


O Lei I. L 


9R9 ~ 








660 




none 






Scoire 


9 9 a 

^ Z 0 


Exons 




09.A CRR Ofll 


660 


4^4 660 




Seq. No. 


35953 






Seq. ID 


OJ990808_34.9B15.C28 




7 4 1 1 S 






O L X. Cl 1 1 Li 




o Lai L 


^4 






PnH 


£61 

DOl 


Vi QillC 


w <wj j ^ y u u u 


34 9B15 C28 ol 


. tw 


UC LI 1UU. 


TRT.A9TX • Whpflt" 




O 








4^9 




none 








R7 


Exons 


^ 4 1 ^ 


1 04 19 Q9 


1 Q6 


9Q1 901 


97ft 96Q ^10 40^ 4, 




40^ 452 










Seq. No. 


35953 






Seq. ID 


OJ990808_34.9B15.C28 


Gene No. 


74115 






Strand 




..SXar.t 


..,.548 , 






_ End..,, .. 


..6,61 , 


Name, „ ... .„ 


' . .OJ990.8.08. 


3.4..9B15.C2.8....01 




.Method. 


. TBLAS.TX.:Sayhe.an,„. _,. . . 


Start 


524 






End 


661 


GI 


none 






Score 


128 


Exons 


524-. .652, 


539. .661 









Seq. No. 35953 Seq. ID OJ990808_34.9B15.C28 

Gene No. 74115 Strand 

Start 548 End 661 

Name OJ990808_34 . 9B15 . C28 . ol . np Method AAT/NAP 

Start 548 End 634 

GI 140301 Score 144 

Exons 548. . 634 

GI Descrip. HYPOTHETICAL 3.2 KD PROTEIN (ORF 29) 

gi| 6686168 | sp | P56789 | YCF6_ARATH HYPOTHETICAL 3.2" KD PROTEIN YCF6 
gi I 82526|pir| | JQ0212 hypothetical 3K protein (trnl-trnC 
intergenic region) - rice chloropiast gi | 11970 | emb | CAA33985 | 
(X15901) ORF29 [Oryza sativa] gi | 29242 60 | emb | CAA774 12 |. (Z00044) 
Ycf6 protein [Nicotiana tabacum] gi | 4 9588 66 | dbj | BAA78039 . 1 | 
(AB027572) ORF29 [Triticu 

Seq. No." 35954* ' Seq. ID OJ990808_34.9B15.C29 

Gene No.- 74116 Strand + 

Start '. 1 . . End 301 

Name ■ OJ990808_34 . 9B15 . C29 . ol . gp Method ■ AAT/GAP 

Start I End 301 ' 

GI uC-osflm202104g03bl Score 598 

Exons 1..301 . f 

GI Descrip. ' 131211 /sp | P194 43 | PSAJ_MAIZE . 6 . 0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloropiast >gi__552734 (J04502) ORF42 [Zea 
mays] >gi_90224 l_emb_CAA60305_ (X86563) psaJ [Zea mays] 1 



Seq. No. 
Gene No. 
Start 



35955 
74117 
1 



Seq. ID 

Strand 

End 



OJ990808_ 
+ 

555 



34.9B15.C30 



35711 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990808_34.9B15.C30.ol.np Method AAT/NAP 
1 End 555 

131154 Score 1004 

1. .555 

PHOTOSYSTEM I P700 CHLOROPHYLL A APOPROTEIN A2 

gi I 72 673 | pir | IA2NTP7 photosystem I P700 apoprotein A2 - common 
tobacco chloroplast gi | 11829 | emb | CAA77351 | (Z00044) PSI P700 
apoprotein A2 [Nicotiana tabacum] gi | 225197 | prf | | 1211235AB 
photosystem I P700 apoprotein A2 [Nicotiana tabacum] 

35955 Seq. ID OJ990808_34.9B15.C30 

74118 Strand + 

706 End 1014 

OJ990808_34.9B15.C30.o2.np Method AAT/NAP 

706 End 1014 

133783 Score 530 

706. .1014 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S14 gi | 7098 9 | pir | | R3RZ14 
ribosomal protein S14 - rice chloroplast gi | 11 934 | emb | CAA31596 | 
(X13208) ribosomal protein S14 (AA 1 - 103) [Oryza sativa] 
gi | 1 1 9 8 0 | emb | CAA3 3994 1 (X15901) ribosomal protein S14 [Oryza 

v sat iya ] „gij 2 2j5697, | pxll LU5Q33.5 6.Y . r.ibpspmai ^ prot^Xn^MA^lQ&z^ „ 

_s.a.tiva] .. _ -....„,. . . ...... ..... , .„ , 



oeq. NO . 






Seq. ID 


OJ990808_34.9B15.C30 


Gene No . 


7/1 1 1 Q 

/ 4 1 1 y 




Strand 










End 


1848 


Name 


OJ990808 


34. 9B15.C30.ol.tc 


Method 


TBLASTX: Cress 


Start 


15 




End 


408 


GI 


none 




Score 


444 


Exons 


15. .239, 


16. .240, 17. .244, 


241. .408, 243. .407 


Seq. No. 


35955 




Seq. ID 


OJ990808_34.9B15.C30 


Gene No. 


74119 




Strand 




Start 


1603 




End 


1848 


Name 


OJ990808 


34. 9B15.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


15 




End 


785 


GI 


none 




Score 


977 


Exons 


15. .575, 


16. .534, 17. .571, 


569. .610, 569. .625, 573. .626, 




580. . 627, 


659. .685, 669. .686, 687. .785, 


688. .771 


Seq. No. 


35955 . 




Seq. ID • 


OJ990808_34.9B15.C30 


Gene No. 


74119 




Strand" 




Start 


1603 




End 


1848 


Name ' 


■ OJ990808 


34 . 9B15.C30.ol..ts 


' ' Method 


TBLASTX: Soybean' 


Start 


16 




End 


8.03 


GI 


none 




Score 


977 


Exons 


16. .534, 


16. .534, 18. .584, 


657. .803, 706. .771 


Seq. No. 


35955 




Seq. ID 


OJ990808_34 ^9B15.C30 


Gene No. 


74119 




Strand 




Start 


1603 




End 


1848 


Name 


OJ990808 


34 . 9B15.C30.o2.tc 


Method 


TBLASTX: Cress 


Start 


450 




End 


1119 


GI 


none 




Score 


130 


Exons 


450. .560, 


451. .534, 675. .806, 702. .725, 


703. .771, 820. .1020, 




825. .1022 


, 825. .1040, 1048. 


.1119, 1050. 


. 1118 



35712 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35955 
74119 
1603 

OJ990808_34. 

1399 

none 

1399. .1470, 
1603. .1845, 



9B15.C30.o3. tc 



1400. .1471, 1403. 
1646. . 1846 



OJ990808_34.9B15.C30 
1848 

TBLASTX: Cress 

1846 

92 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1471, 1410. .1475, 1603. .1836, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35955 Seq. ID OJ990808_34.9B15.C30 

74119 Strand 

1603 End 1848 

OJ990808_34 . 9B15 . C30 . ol . gp Method AAT/GAP 

1575 End 1848 

LIB3431-040-P1-K2-C1 Score 471 

1575. .1848 

' 114 521/sp | P12084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

.AXBas.e.,.alp.ha.„^[Qr.y:zA^J3Atiy^JJ.;-.-_ „. _ , 



35955 Seq. .ID 

74119 Strand 

1603 End 
OJ990808_34 . 9B15 . C30 . o2 . gs Method 

1603 End 

none Score 
1603. .1778 



OJ99080S_34.9B15z.C30 

1848 
GENSCAN 
1778 
. 61 



Seq. No. 35955 Seq. ID OJ990808_34.9B15.C30 

Gene No. 74119 Strand 

Start 1603 End 1848 

Name OJ990808_34 . 9B15 . C30 . o3 . np Method AAT/NAP 

Start 1606 End 1848 

GI • . 114521 - Score . 395 

Exons 1606.. 1848 

GI Descrip. ATP SYNTHASE ALPHA CHAIN gi | 67827 | pir | | PWRZA H+-transporting 
synthase (EC 3.6.1.34) alpha chain - rice chloroplast 
' gi|11979|emb|CAA33993|- (X15901) ATPase alpha subunit [Oryza 
sativa] gi | 226696 I prf | I 1603356X ATPase alpha [Oryza sativa] 



ATP 



Seq. No. 


35955 








Seq. ID 


OJ990808_34. 9B15 


.C30 


Gene .No. 


. ' 74119 • 








Strand 






Start 


1603 . 








End 


1848 




Name 


OJ990808 34. 


9B15 


,C30.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1609 








End 


1846 




GI 


none 








Score 


- ; 228 




Exons 


1609. .1845, 


1609 


. .1845, 


1610. 


.1846, 1646. .1846 




Seq. No. 


35956 . 








Seq. ID 


OJ990808_34. 9B15 


.C31 


Gene No. 


74120 








Strand 


+ 




Start 


535 








End 


1,172 * 




Name 


OJ990808 34. 


9B15 


C31 .o2. 


np 


Method 


AAT/NAP 




Start 


535 








End 


784 




GI 


897640 








Score 


144 





35713 



Exons 

GI Descrip. 



535. .784 

(M10124) unknown protein [Nicotiana tabacum] 
gi I 224352 | prf | | 1102209F ORF 6 [Nicotiana sp.] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35956 Seq. ID 

74120 Strand 

535 End 

OJ990808_34 . 9B15 . C31 . ol . gp Method 

627 End 

2135JL.R1084 Score 
627. .1172 

1 11957/emb 1X15901 | CHOSXX 1.0e-159 Rice complete chloroplast 
genome 1 



OJ990808_34.9B15.C31 
+ 

1172 
AAT/GAP 
1172 
1072 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35956 Seq. ID 

74121 Strand 

128 End 

OJ990808__34 . 9B15 . C31 . ol . tm Method 

60 End 

none Score 



OJ990808_34.9B15.C31 
1232 

TBLASTX: Maize 

1228 

62 



60. .122, 68. .127, 74. .127, 122. .403, 122 643,. 132 662, . 
.6,3X1 . 31.6^655.... -MA,^ _613^-$X%~JXS,...-$ 4 4.,,; 8 A2..„. .9,0,3. ,_8 1.8 ^ ,S3JU _ 

82.4..., 93.4, .887.. ..964,. 8.91. .....9.7,1,™ 8.9 4.. , 9.65 , .895 ... . ,972.,, .960, ...10.5.5, 

965.. 1069, 965.. 1111, 1051.. 1182, 1061.. 1189, 1073..1189-, 
1098. .1190, 1179. .1223, 1190. .1228, 1190. .1228 



Seq. No. 


35956 




Gene No. 


74121 




Start 


128 




Name 


OJ990808 34.9B15.C31.ol, 


.ts 


Start 


77 




GI 


none 




Exons 


77. .112, 132. .632, 134., 


. 628, 




893. .964, 897. .965, 898, 


. .957, 




1055. .1126, 1058. .1102, 


1063. 




1136. .1183, 1179. .1223, 


1194. 


Seq. No. 


35956 




Gene No. 


74121 




Start 


128 




Name 


OJ990808 34.9B15.C31.ol. 


. tc 


Start 


125 




GI 


none 




Exons 


125. .535, 132. .536, 162. 


. .536 


Seq. No. ■ 


35956 




Gene No. 


74121 




Start 


128 




Name 


OJ990808 34.9B15.C31.ol, 


• gs 


Start 


128 




GI 


none 




Exons 


128. .528 




Seq. No. 


35956 




Gene No. 


74121 




Start 


128 




Name 


OJ990808 34.9B15.C31.ol. 


.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_34.9B15.C31 
1232 

TBLASTX : Soybean 

1224 

572 

673. .702, 791. .808, 
, 989.. 1036, 995.. 1036 



Seq. ID OJ990808_34.9B15.C31 
Strand 
End 

Method 
End 
Score 



1232 

TBLASTX: Cress 

536 .. . 

441 



§eq. ID 

Strand 
End 

Method 

End 

Score 



Seq.' ID 

Strand 

End 

Method 



OJ990808_34 . 9BL5 .C31 

1232 
GENSCAN 
528 
.'97 



OJ990808_34.9B15.C31 

1232 
AAT/NAP 



35714 



Start 131 End 906 

GI 114633 Score 617 

Exons 131.. 535, 761.. 906 

GI Descrip. ATP SYNTHASE B CHAIN (SUBUNIT I) gi | 67 930 I pir || PWWT1 

H+-transporting ATP synthase (EC 3.6.1.34) chain I - wheat 
chloroplast gi | 311717 | emb | CAA26438 | (X02595) CF-0 subunit I 
[Triticum aestivum] 



OJ990808 34.9B15.C31 



Seq. No. 35956 Seq. ID 

Gene No. 74121 Strand 

Start 128 End 

Name OJ990808_34 . 9B15 . C31 . ol . tw Method 

Start 199 End 

GI none Score 

Exons 199. .549, 204. .554, 214. .552, 550. .630, 558. .644, 558. .626, 
560. .643 



1232 

TBLASTX: Wheat 

644 

505 



Seq. No. 
Gene No. 
Start 
Name 
Starjt„. 
-GI_, 
Exons 



35956 
74121 
128 

OJ990808_34 . 9B15 . C31 . o2. tw 

366 ________ 



Seq. ID OJ990808_34.9B15.C31 
Strand 

End 1232 

Method TBLASTX: Wheat 

;_.End _ .._1232_ 



none.;,'... ^. . .J3.co.re „. 43 , _ 

866. .970, 868. .903,. 893. .979, 897. .983, 900. .9.80, 980. .1063, 
981. .1064, 982. .1092, 983. .1063, 1066. .1188, 1067. .1189, 
1179. .1232, 1188. .1232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35957 
74122 
268 

OJ990808_34 . 9B15 . C33 . ol . np 



Seq. ID OJ990808_34.9B15.C33 
Strand 

End 574 

Method AAT/NAP 

End 477 

Score 382 



268 
82536 
268 . . 477 

hypothetical 8 . 3K protein (trnl-trnC intergenic region) - rice 
chloroplast gi | 11968 | emb | CAA33983 | (X15901) ORF70 [Oryza sativa] 





gi|226686|prf | | 1603356L 


ORF 70 [Oryza 


sativa] 




Seq. No. 


35957 


Seq. ID 


OJ990808_34.9B15. 


.C33 


Gene No. 


74122 


Strand 






Start 


268 


End 


574 




Name 


OJ990808 34.9B15.C33.ol. 


. tm Method 


TBLASTX: Maize 




Start 


371 


End 


574 




GI 


none 


Score 


106 




Exons 


' 37i. .445,. 373. .444, 431. 


. .574, ' 43.9'. .5.64 






Seq. No. 


35958 


Seq. ID 


OJ990808_34.9B15. 


.C34 


Gene No. 


74123 


Strand 






Start 


78 


End 


233 




Name 


OJ990808. 34. 9B15.C34.ol. 


, gs Method 


GENSCAN 




Start 


78 


End 


214 




GI 


none 


Score 


.74 




Exons 


78. .214 








Seq. No. 


35958 


Seq. ID 


OJ990808_34.9B15. 


.C34 


Gene No. 


74123 


Strand 






Start 


78 


End 


233 





35715 



Name OJ990808_34 . 9B15 . C34 . ol . np Method AAT/NAP 

Start 96 End 233 

GI 131273 Score 235 

Exons 96.. 233 

GI Descrip. PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 
gi| 82553|pir MS01385 photosystem II chlorophyll a-binding 
protein psbB - rye chloroplast gi | 12222 | emb | CAA30519 | (X07672) 
psbB protein (AA 1-508) [Secale cereale] 



oeq. IN O . 


35959 


Seq. ID 


OJyyUoUo 34.9B15 


Gene No. 


74124 


Strand 


+ 


Start 


1 


End 


100 


IN allltr 


OJ990808 34 . 9B15.C35.ol, 


. np Method 


AAT/NAP 


O +- r f 
Otall 


1 


End 


100 


C T 


226689 


Score 


149 


TP vr s*\ t*\ 

Lxons 


1. .100 








RNA polymerase beta [Oryza sativa] 




Seq. No. 


35960 


Seq. ID 


OJ990808__34 .9B15 


Gene No. 


/ ft 1 c 0 


Strand 




Of 3 

OLdll 


1 


End 


2042 


Nam^. 


_ .QJ9.908Q8. 3.4 ...9315 ..C3jS_.pl.. 


..np..„ „.Me.thj?_cL., f 


MT7NAP_„__ „. 


otarx ...... . 


..,1 


..End.. 


..10.04 ... _ 


bl 


4680204 


Score 


396 


Exons 


1..1004 






GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


35960 


- Seq. ID 


OJ990808_34.9B15 


Gene No. 


/4 Lib 


Strand 






1 


End 


2042 


Name 


OJ990808 34.9B15.C36.ol. 


gs Method 


GENSCAN 


OLdlL 


353 


End 


2042 


C T 


none 


Score 


.77 


Exons 


353.. 766, 834.. 989, 2034 


i. .2042 




beq. no. 


35961 


Seq. ID 


OJ990808_34.9B15 


Gene No. 


74126 


Strand 




Start 


1 


End 


2704 


Name 


OJ990808 34.9B15.C39.ol. 


np Method 


AAT/NAP 


otart 


1 


End 


965 


bJ. 


4467124 


Score 


496 


Ex on 


1..965 






GI Descrip. 


(AL035538) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


35961 ■ 


.Seq, ID 


*OJ99080'8_34 . 9B15, 


Gene No. 


74126 


Strand 




Start 


1 


End 


2704 


Name 


OJ990808 34. 9B15.C39.ol. 


gs Method 


GENSCAN 


Start 


53 


End 


2704 


GI 


none 


Score 


.51 


Exons 


53.. 697, 705. .997, 1525. 


.1553, 1785. .1* 


357, 1973.. 2078, 




2534 . .2704 






Seq. No. 


35961 


Seq. ID 


OJ990808_34 .9B15. 


Gene No. 


74127 


• Strand 




Start 


2818 


End 


2915 


Name 


OJ990808 34 . 9B15.C39.ol. 


ts Method 


TBLASTX: Soybean 



35716 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



86 

none 

86. .316, 102. .317 



End 317 
Score 116 



OJ990808 34.9B15.C39 



35961 Seq. ID 

74127 Strand 
2818 End 2915 

OJ990808_34 . 9B15 . C39 . o2 . np Method AAT/NAP 
2818 End 2915 

6721562 Score 118 

2818. .2915 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



beq. no. 


35962 


Seq. ID 


OJ990808__34.9B15.C40 


Gene No . 


74128 


Strand 


+ 


Start 


1591 


End 


2083 


Name . 


OJ990808_34 . 9B15 . C4 0 . ol . np 


Method 


AAT/NAP 


SLart^ 




.End- - - 


2083 


taJL^, .... . 




.Score 


L91.__ _ ', 


Exons 


1591.. 1908, 2054.. 2083 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


beq. No. 


35963 


Seq. ID 


OJ990808_34 . 9B15.C41 


Gene No . 


74129 


Strand 


+ 


Start 


236 


End 


1957 


Name 


OJ990808 34.9B15.C41.ol.np 


Method 


AAT/NAP 


otart 


236 


End 


1957 




6063554 


Score 


230 


Exons 


236. .498, 597. .857, 1782. .1957 




GI Descrip. 


....(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) ,098611 (E0464) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


35963 


Seq. ID 


OJ990808_34.9B15.C41 


Gene No. 


74130 


Strand 




Start 


452 


End 


913 


Name 


OJ990808 34.9B15.C41.ol.gs 


Method 


GENSCAN 


Start 


452 ; . 


End 


913 


GI 


none 


Score" 


.63 . ; 


Exons 


452. . 913 






Seq. No. 


35964 


Seq. ID 


•OJ990808_34.9B15.C42 


Gene No. 


74131 


Strand 


+ 


Start 


617 


End 


710 


Name 


OJ990808 34.9B15.C42.ol.tm 


Method 


TBLASTX: Maize 


Start 


15 


End 


297 


GI 


none 


Score 


380 


Exons 


15. .296, 16. .297, 16. .297 






Seq. No. 


35964 


Seq. ID 


OJ990808_34.9B15.C42 


Gene No. 


74131 


Strand 


+ 


Start 


617 


End 


710 


Name 


OJ990808 34 . 9B15 . C42 . ol . tc 


Method 


TBLASTX: Cress 



35717 



Start 
GI 

Exons 



27 End 454 

none Score 53 

27. .206, 43. .108, 93. .200, 100. .201, 183. .254, 193. .297, 

214. .252, 314. .391, 319. .390, 329. .391, 384. .416, 385. .435, 

386. .454, 387. .452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

, Exons . 



35964 Seq. ID 

74131 Strand 

617 End 

OJ990808_34. 9B15 . C42 . ol . ts Method 

70 End 

none Score 



OJ990808_34.9B15.C42 
+ ' ' 

710 

TBLASTX : Soybean 

475 

48 



70. .105, 107. .175, 115. .147, 153. .266, 193. .267, 202. .267, 



289. .318, 309. .389, 325. .411; 
371. .475, 387. .473 



329. .403, 355. .474, 370. .435, 



Seq. ID 

Strand 

End 

Method 
End 



35964 
74131 
617 

OJ990808_34. 9B15 . C42 . o2 . tm 
383 

^aaae , , , „ 

..383 .,..4.56.,, ..a8.4..„.A94 / .-.4.7 i 5.....5Ql. r ....4 96.... 5.58,,. ...4.9.8... ,.5.5 4 .9.9..... 5l5„8 

543. .665, 557. .658, 592. .660, 632. .679, 633.. 680, 637. .681, 

637. .684, 686. .709 



OJ990808_34.9B15.C42 
+ 

710 

TBLASTX : Maize 
709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990808_34.9B15.C42 
+ 

710 

AAT/GAP 

710 

167 



35964 Seq. ID 

74131 Strand 
617 End 
OJ990808_34 . 9B15 . C42 . ol . gp Method 
617 End 
2409_1.R1084 Score 
617. .710 

1 128690/sp| P12126|NU3C_ORYSA 2.0e-56 NADH- PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_6 61 61_pir DERZN3 NADH 

■ dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_1198 9_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_22 6610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] ' 

35965 Seq. ID OJ990808_34 . 9B15 . C4 3 

74132 - • Strand - . . 
1 " End ' 203 
OJ990808_34.9B15.C43.ol.np Method AAT/NAP 

1 . End . 193 . * • 

131267 Score '333 

1..193 

PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 
gi I 82440 | pir | IS04100 photosystem II chlorophyll a-binding 
protein psbB - barley chloroplast gi | 11594 | emb | CAA322 64 | 
(X14107) chlorophyll a-binding protein [Hordeum vulgare] 



35965 
74132 
1 

OJ990808 
19 



34.9B15.C43.ol.gs 



Seq. ID 

Strand 

End 

Method 
End 



OJ990808_34 . 9B15.C43 
203 

GENSCAN 
203 



35718 



C T 


none 


Score 


. DO 


TP "V^ /"\ O 


iy . t l U J 






Seq. No. 


35965 


Seq. ID 


OJ990808_34.9B15.C43 


Gene No. 


74133 


Strand 




OLdlL 


^ 4 O 


i^na 


JO / 


Name 




Method 


1 tSLAb 1 a : Ma i ze 


Of -i yf 


y / 


Lnu 


*3 Q *7 

Jo / 




none 


Score 


Til 

oil 


Exons 


y / . . z o / , yo..zoU/ j.ui..zoo, 


Z OU . . ODD , 


i /l. . JO /, Z / 1 . . Jo 4 


oeq. no. 


jj y do 


beg . i u 


ujyyuoUo o4.yDio.L4o 




74133 


u L. J. ul 1 *wl 




Start 


246 


End 


387 


Name 


OJ990808 34 . 9B15 . C43 . ol . gp 


Method 


AAT/GAP 


OLdl L. 


9 A 




J / 4 




JU1DJ4JZ U3 / rl l\l nO 


Score 


1 / u 


Exons 


O A C T "7 A 
Z 4 O . . J / 4 






GI Descrip. 


1 1 yo / / eiTLD | AID yUl | LnUbAA /. 


ue-jz Kice 


complete chloroplast 




genome 1 










' O ^ y-T T Pi 

,~ n -Q e q . . _ JLJ4 . 


A TQQHQriQ "5/1 QD1 R- C* A A 

— Q jy~? u pUo^^^^p,^. , 4 ,4 ... , . „ 




74.13.4 .... _ _ . J \~ 


^.Strand. 




o car u 


187 


• End 


933 


Name 


• OJ990808 34 . 9B15.C44 .ol.np 


Method 


AAT/NAP 


Start 


187 


End 


933 


GI 


82523 


Score 


1273 


Exons 


187. .933 






GI Descrip. 


hypothetical 29K protein (trnH-trnV intergenic region) - rice 




chloroplast gi | 12034 | emb|CAA33940 | (X15901) ORF249 [Oryza 




sativa] gi | 12068 | emb | CAA33921 | {X15901 


) ORF249 [Oryza sativa] 




gil 226655|prf | | 1603356CF 0RF 249 [Oryza sativa] 


beq. NO . 


35966 


Seq. ID 


OJ990808_34 .9B15.C4 4 


kJfcJilc 1NU. 


74135 


Strand 




otart 


1001 


End 


1121 


Name 


OJ990808 34 . 9B15 . C44 . o2 . np 


Method 


AAT/NAP . 


Start 


1001 


End 


Ii21 


GI 


2130154 


Score 


155 


Exons 


1001. .1121 






GI Descrip. 


hypothetical protein 241. - 


maize chloroplast 




gil 902268 | emb I CAA60333 | {X86563.)" ORF241 [Zea mays] 




gi I 902303 | emb ICAA60367 | (X86563) ORF241 [Zea mays]" . 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35967 . 

74136 

287 

OJ990808 34 . 9B15.C45. ol.np 



Seq.. ID OJ990808_34.9B15.C45 

Strand + 

End' 565 

Method AAT/NAP 

End 565 

Score 491 



287 

132804 
287. .565 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L23 gi | 7 1 300 | pir | | R5RZ23 
ribosomal protein L23 - rice chloroplast gi | 12031 | emb | CAA33938 | 
(X15901) ribosomal protein L23 [Oryza sativa] 

gi|12071|emb|CAA33923| (X15901) ribosomal protein L23 [Oryza 
sativa] gi | 226652 | prf | | 1603356CC ribosomal protein L23 [Oryza 
sativa] 



35719 



Seq. No. 35967 Seq. ID OJ990808_34.9BI5.C45 

Gene No. 74137 Strand + 

Start 587 End 2067 

Name OJ990808_34 . 9B15 . C4 5 . o2 . np Method AAT/NAP 

Start 587 End 2067 

GI 1213600 Score 1389 

Exons 587.. 976, 1640.. 2067 

GI Descrip. (X15901) ribosomal protein L2 [Oryza sativa] 

gi | 1213602 | emb | CAA33928 | (X15901) ribosomal protein L2 [Oryza 
sativa] gi | 226679 | prf | | 1603356DG ribosomal protein L2 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35967 Seq. ID OJ990808_34.9B15.C45 

74138 Strand + 

2087 End 2332 

OJ990808_34 . 9B15 . C45 . o3 . np Method AAT/NAP 

2087 End 2332 

82538 Score 439 

2087. .2332 

hypothetical 9K protein . (rpsl 9-rpl2 intergenic region) - rice 
. chloroplast. .gi.L12028J emb | CAA33936.I . lX15,a0JJ.,PBF8.a^.Oxy.z„a_ad.tAmL 
.gi.l 120.14 [emb |. CAA 3.3 9.2.6. L ..'(.X15.90.1) .„ORF82" .[Oryza . sativa] 

gi I 226650 Iprf | | 1603356CA ORF 82 [Oryza sativa] 



Seq. No. 35967 Seq. ID 

Gene No. 74139 Strand 

Start 2332 End 

Name OJ990808_34 . 9B15 . C45 . o4 . np Method 

Start 2332 End 

GI 1213601 Score 

Exons 2332.. 2583 

GI Descrip. (X15901) ribosomal protein S19 [Oryza sativa] 

gi|226648 Iprf M1603356BY ribosomal protein S19 [Oryza sativa] 



OJ990808_34.9B15.C45 
+ 

2583 
AAT/NAP 
2583 
440 



Seq. No. 


35967 


Seq. ID 


OJ99080S 


t_34.9B15.C45 


Gene No. 


74140 


Strand 






Start 


2232 


End 


2583 




Name 


OJ990808 34.9B15.C45.o3.tw 


Method 


TBLASTX: 


Wheat 


Start 


6 


End 


233 




GI 


none 


Score 


214 




Exons. 


6... 152, 6..167 V 174; .233, 175. 


.231 






Seq. No. 


35967 


Seq. ID 


OJ990808 


:_34 . 9B15.C4 5 


Gene No. ' 


74140 


Strand 






Start 


2232 


End. 


2583 . 




Name 


OJ990808 34.9B15.C45.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


82 


End 


1300 




GI 


none 


Score 


85 




Exons 


82. .168, 84. .167, 92. .172, 173. .247, 174. .269, 


175. .261, 




181. .279, 266. .703, 266. .679, 


588. .695, 


652. .975, 698. .976, 




700. .978, 771. .980, 984.-. 1103, 


988. .1104, 992.. 


1105, 1091.. 




1104. .1298, 1125. .1298, 1129.. 


1299, 1259. .1300 




Seq. No. 


35967 


Seq. ID 


OJ990808 


_34.9B15.C45 


Gene No. 


74140 


Strand 






Start 


2232 


End 


2583 





35720 



Name 

Start 

GI 

Exons 



OJ990808_34 . 9B15 . C4 5 . o2 . tm Method 
204 End 
none Score 



TBLASTX: Maize 

980 

682 



204. .695, 206. .703, 206. .694, 697. .726, 698. .727, 698. .727, 
700. .735, 728. .901, 729. .794, 730. .978, 730. .975, 771. .980 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35967 
74140 
2232 

OJ990808_34 .9B15.C4 5.ol. tw 

234 

none 



Seq. ID OJ990808_34.9B15.C45 
Strand 
End 

Method 
End 
Score 



2583 

TBLASTX: Wheat 

610 

579 



234. .536, 235. .609, 235. .609, 236. .610, 236. .610 



35967 
74140 
2232 

OJ990808_34 . 9B15 . C45 . o2 . ts 

272 

none 



Seq. ID OJ990808__34.9B15.C45 
Strand 
End 

Method 
End 
Score 



2583 

TBLASTX : Soybean 

848 

548 



272. .703,. 278. .694, 697. .843, 698... 844, 698. .844, 700. .846, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons- 



35967 
74140 
2232 

OJ990808_34. 9B15 . C4 5 . ol . ts 
849 



OJ990808 34. 9B15.C45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1299, 1223. .1300, 1254. .1481, 
1484, 1306. .1482, 1484. .1528, 1484. .1525, 1485. .1526, 
1633, 1520. .1618, 1604. .1702, 1605. .1802, 1620. .1829, 
2064, 1770. .2009, 1774. .2118, 1775. .2065, 2313. .2339, 
2338, 2343.-2567, 2343. .2567, 2344. .2577, .2429. .2581 



1244, 937.. 1230, 1222. 



none 
849. . 
1305. , 
1487. . 
1735. . 
2315. , 

35967 
74140 
2232 

OJ990808__34 . 9B15 . C45 . ol . tm 

1204 

none 



2583 

TBLASTX : Soybean 

2581 

453 



Seq. ID OJ990808_34.9B15.C45 
Strand 
End 

Method 
End 
Score 



2583 

TBLASTX: Maize 

2033 

1295 



1204.-. 1575, 1209. .2009, 1211. .2032, .1212. .2033 



Seq. No. 35967 

Gene No. 74140 

Start 2232 

Name OJ990808_34 . 9B15 . C4 5 . o2 . tc 

Start 1554 

GI none 

Exons 1554.. 1871, 1634.. 1702, 1635. 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990808_34 . 9B15.C45 
2583 

TBLASTX: Cress 

2442 

358 



,1883, 1640. .1879, 1893. .2009, 



1894. .2064, 1897. .2064, 1899. .2066, 1946. .2065, 2122. .2151, 
2123. .2152, 2123. .2152, 2126.:2203, 2146. .2202, 2153. .2203, 
2154. .2204, 2343. .2441, 2344. .2442, 2350. .2439 



Seq. No. 
Gene No. 
Start 



35967 
74140 
2232 



Seq. ID 

Strand 

End 



OJ990808 34.9B15.C45 



2583 



35721 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990808_34 . 9B15 . C45 . o2 . tw 

1586 

none 

1586.. 1702, 1587. .1892, 1587, 



35967 
74140 
2232 

OJ990808_34, 

2215 

none 

2215. .2304, 
2306. .2380, 



9B15.C45.o3.tm 



2216. 
2306. 



.2317, 2216. 
.2374, 2313. 



Method TBLASTX : Wheat 
End 1893 
Score 514 
.1892, 1588. .1893 



.Seq. ID 
Strand 
End 

Method 
End 
Score 
.2317, 



OJ990808 34.9B15.C45 



2583 

TBLASTX : Maize 
2583 
155 

2256. .2345, 2260. .2319, 



.2582, 2347. .2583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

jG.I_.Qe.s p,r.i p., 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



35967 Seq. ID OJ990808_34.9B15.C45 

74140 Strand 

2232 End 2583 

OJ990808_34 . 9B15 . C45 . ol . gp Method AAT/GAP 

2232 End 2583 

3073_1.R1.084 1 Score 700 

2232.. 2583 

J,X^9My,MPlEXZXA 6 LHR3_Q.RY.SA. 5 v pe-.a5.;j:HLORO.P^ 

.ERQTEIEL S3L >„gi_.7.0867_pir__R3RZ3. ribosomal .protein ..S3 rice.. 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



OJ990808_34.9B15.C46 
+ 

1554 
AAT/GAP 
1282 
870 



35968 Seq. ID 

74141 Strand 
835 End 
OJ990808_34 . 9B15 . C46 . o2 . gp Method 
835 End 
41109_1.R1084 Score 
835. .1282 

T 132712/sp|P12138|RK16_ORYSA 4.0e-56 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L16 >gi_71250_pir R5R216 ribosomal protein L16 - rice 

chloroplast >gi_669084_emb_CAA33933_ (X15901) ribosomal protein 

L16 [Oryza sativa] >gi_22664 5_prf 1603356BV ribosomal protein 

L16 [Oryza sativa] 1 



35968 Seq. ID 

74141 Strand 
835 ;" . " End 

OJ990808_34 . 9B15 . C4 6 .pi . np Method 
848 * End 

132712 Scor^ 
848.'. 1255 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L16 gi | 7 1250 | pir | | R5RZ 1 6 
ribosomal protein L16 - rice chloroplast gi | 669084 | emb |-£AA33933 | 
(X15901) ribosomal protein L16 [Oryza sativa] 

gi I 226645 | prf | 1 1603356BV ribosomal protein L16 [Oryza sativa] 



OJ990808_34 . 9B15.C4 6 
+ 

1'554 
AAT/NAP 
1255 
689 



35968 Seq. ID 

74141 Strand ■ 

835 End 

OJ990808_34 . 9B15 . C4 6 . ol . gs Method 

896 End 



OJ990808_34.9B15.C46 
+ 

1554 

GENSCAN 

1538 



35722 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

896. . 1232, 1402. . 1538 



Score 



,46 



Seq. No. 
Gene No. 
Start 
Name 
Start 

G.I/ 

.Exons .... 
GI Descrip. 



Seq.- -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35968 Seq. ID OJ990808_34 . 9B15 .C4 6 

74141 Strand + 

835 End 1554 

OJ990808_34 . 9B15 . C4 6 . o3 . gp Method AAT/GAP 

1290 End 1554 

LIB3432-004-P1-K1-G2 Score 508 

1290. .1554 

' 132672/sp| P12137 |RK14_ORYSA 4.0e-50 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932__ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22664 4_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



OJ990808_ 
+ 

1554 
AAT/NAP 
1554 
_.2.9L9__ 



34.9B15.C46 



35968 Seq. ID 

74141 Strand 
835 End 
OJ990808_34. 9B15 . C4 6 . o2 . np Method 
1368 End 

,1^2^72^._,_^.__;_„: Scsre_ 

..136.8 ,...1.554. , ^ ... . , .... .... _ 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L14 gi | 7 1224 | pir t | R5RZ14 
ribosomal protein L14 -rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 22664 4 | prf | 1 1 60335 6BQ ribosomal protein L14 [Oryza sativa] 

35968 Seq. ID OJ990808_34 . 9B15 . C4 6 

74142 Strand 

1 End 561 

OJ990808_34 . 9B15 . C4 6 . ol . gp Method AAT/GAP 
1 End 561 

2291_1.R1084 Score 1084 

1..561 

'133936/sprP1214 6|RR3_pRYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3.- rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 
S3 [Oryza sativa] >gi_22 664 6_prf_1603356BW ribosomal protein S3 
[Oryza sativa] 1 



35968 
74142 
1 

OJ990808_34 . 9B15 . C4 6 . o2 tw 
1 

none 



Seq. ID OJ990808_34.9B15.C46 

Strand - 

End 561 

Method TBLAST'X: Wheat . 

End ■ 419 

Score 8 6 



1..93, 1..99, 105. .206, 106. .213, 109. .189, 111. .206, 207. .293, 
208. .294, 208. .294, 241. .417, 246. .296, 261^.419, 269. .4i8 



35968 
74142 
1 

OJ990808_34 . 9B15 . C4 6 ..o3 . tm 
2 

none 



Seq. ID OJ990808_34.9B15.C46 

Strand 

End 561 

Method TBLASTX : Mai ze 

End 178 . 

Score 40 



2. .52, 4. .147, 4. .51, 43. .147, 105. .152, 111. .152, 142. .177, 



35723 




145. .177, 149. .178 



beq . no . 


jjyoo 






beq. id 


ujyyuoUo J4.ybib.G4b 


Gene No . 


*7 /I 1 A O 






0 4- V —k -r\ *J 

bt rand 




0 4- -i -v 4- 

btart 


1 






_na 


DOl 


Name 


ujyyuoUo o4.ybio.G4b.oz 


.tm 




Metnoa 


TBLASTX : Mai ze 


btart 








_na 


£ >i 0 

o4 z 


GI 


none 






Score 


4 4 


Exons 


ZZD , . Zo / , Zoo . . D j 1 , Zhj 


.275, 


Zoo . . 0 o4 , 


Zy3..b41, z94..54z 


Seq. No. 


35968 






Seq. ID 


OJ990808_34.9B15.C46 


Gene No. 


74143 






Strand 




G4- -a v~+- 

otarr 










y 1 1 


Name 




tw 






TT3T Zi C'T'V • Ta7V> naf 

1 Dj_i/\b 1 a : wneat 


o 4 i >-+■ 

otan 


jUd 






bna 


Q 1 1 

y 1 1 


GI 


none 






Score 


4 / 


Exons 


en/; c tq c;ri'7 con coc 
jUd. . jjo, oU / . . Dob 


.666, 


oy 0 . . boo , 


bbl..b9b, o9/../20, 




by y . . i zz , /U0..0J1, /jo 


.840, 


T y| 1 Off 

/ 4 1 . .0 bb , 


1/1 OO/T OO/" f\1 A 

/41..00D, O36..910, 




837. .911 










Seq. No. 


35968 






Seq. ID 


OJ990808_34 . 9B15.C4 6 


.Ge,ne„ No... . . 


_ ^ .7.4.1.4,4 . _ , 






_S,t rand_ 




. Start . .... 


. 852... . 






. Ead„ - 


3. 7 ™ ;7H" ' ^ . rrz~r 


Name 


OJ990808 34 . 9B15.C46.ol. 


tc 




Method 


TBLASTX: Cress 


O 4 1 v- 4- 

btart 


852 






End 


1325 


Gi 


none 






Score 


297 


Exons 


852. .1163, 854. .1174, 860. 


.1159, 898. .1173, 1154. .1219, 




1293. . 1325 










beq. no. 


35968 






Seq. ID 


OJ990808_34.9B15.C46 


Gene No. 


74144 






Strand 




btart 


852 






End 


1553 


Name 


OJ990808 34.9B15.C46.ol. 


tm 




Method 


TBLASTX: Maize 


O 4 i v- 4- 

b ti a rt 


852 






End 


1553 


GI 


none 






Score 


951 


Exons 


852.. 1553, 857.. 1552 










Seq. No. 


35968 






Seq. ID 


OJ990808_34.9B15.C46 


Gene No. 


74144 






Strand 




btart 


852 






End 


1553 


Name 


OJ990808 34.9B15.C46.ol. 


ts 




Method 


TBLASTX: Soybean 


G4 1 v- 4- 

bt art 


852 






End 


1553 


C T 

GI 


none 






Score 


368 " 


Exons 


852. . 1238, 854 . . 1243, 857. 


.991, 862. .1257, 895. .1257, 




1040. .1273, 1334-. .1453, 


1359. 


.1460, 144 


8. . 1552, 1449. . 1553 


beq . no . 


35968 






Seq. ID 


OJ990808_34 . 9B15.C46 


Gene No. 


74144 






Strand 




Start 


852 






Eno! 


1553 


Name 


OJ990808 34.9B15.C46.ol. 


tw 




Method 


TBLASTX: Wheat 


Start 


943 






End 


1334 


GI 


none 






Score 


535 


Exons 


943. .1326, 944. .1327, 1277 


.1330, 1281. 


.1334, 1282. .1332 


Seq. No. 


35968 






Seq. ID 


OJ990808_34.9B15.C46 


Gene No. 


74144 






Strand 




Start 


852 






End 


1553 



35724 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,GI_De scrip/. 



OJ990808_34 . 9B15 . C4 6 . o2 . tc 

1359 

none 

1359. .1460, 1361. .1453, 1448. 



Method TBLASTX : Cress 
End 1541 
Score 135 
.1540,. 1449. .1541 



OJ990808 34.9B15.C47 



35969 _ Seq. ID 

74145 Strand 

1 End 233 
OJ990808_34 . 9B15 . C47 . ol . np Method AAT/NAP 

1 End 233 

225269 Score 349 
1. .233 

NADH dehydrogenase 2-like ORF 260 [Nicotiana tabacum] 



OJ990808_34 . 9B15.C48 
+ 

177 

AAT/NAP 

177 

293 



35970 Seq. ID 

74146 Strand 
1 End 
OJ990808_34 . 9B15 . C4 8 . ol . np Method 
1 End 
131332 Score 
1..177 

PHOTO SYSTEM, 1 1 ,10.. KD,.,PHOSPH.pPRQTE I N gi J 7 27 16 1 pir I | F2R Z0p 

..photosyst em . 1 1 „phasphpprotein . psbH-., r .xice..., chl.or.oplast ..,^„„ 

gi I 11953 | emb.|CAA31204 | (X12695) 10 kD phosphoprotein (AA 1 - 
[Oryza sativa] gi | 12016 | emb | CAA3397 61 (X15901) PSII lOkDa 
phosphoprotein [Oryza sativa] gi | 22 6635 | prf | | 1603356BJ 
photosystem II lOkD phosphoprotein [Oryza sativa] 



Seq. No. 


35970 






Seq. ID 


OJ990808_34 . 9B15.C48 


Gene No. 


74147 






Strand 




Start 


82 






End 


533 


Name 


OJ990808 


34.9B15.C48.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


486 


GI 


none 






Score 


328 


Exons 


2. .79, 3. 


.227, 4. .228, 


6. .233, 


8. .235, 


134. .244, 213. .290, 




223. .294, 


224. .289, 224 


. .295, 


265. .294, 


282.. 332, 282.. 332, 




283. .333, 


284. .334, 323 


. .454, 


334 . .366, 


338. .418, 412. .453, 




460. .486 










Seq. No. 


■ 35970 






Seq. ID 


OJ990808_34 . 9B15.C48 


Gene No. 


74147 






Strand 




Start 


82 






End 


533 


Name 


OJ9908'0'8 


34 .9B15.C48.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2 . 






End 


315 


GI ' , 


none 






Score 


165 


Exons 


2.; 79, 3, 


.179, 4. .192, 


6. .17 9, 


264. .314, 264. .314,' 265. -,315 


Seq. No. 


35970 






Seq. " ID 


OJ990808_34.9B15.C48 


Gene No. 


74147 


"t 




Strand 




Start 


82 






End 


533 


Name 


OJ990808 


34.9B15.C48.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6 






End 


192 


GI 


none 






Score 


267 


Exons 


6. .179; 7 


. . 192 








Seq. No. 


35970 






Seq. ID 


OJ990808_34. 9B15.C4 8 


Gene No. 


74147 






Strand 





35725 



Start 82- End 533 

Name OJ990808_34 . 9B15 . C48 . ol . gp Method AAT/GAP 

Start 82 _~ : End 533 

GI uC-osflcyp003hllbl 'Score 872 

Exons 82.. 533 

GI Descrip. 1 131332/sp | P0944 9 I PSBH_ORYSA 1.0e-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa]'' 



OJ990808_34.9B15.C49 
+ 

219 

AAT/GAP 

219 

393 



Seq. No. 35971 Seq. ID 

Gene No. 74148 Strand 

Start 1 End 

Name OJ990808_34 . 9B15 . C49 . ol . gp Method 

Start 1 End 

GI 2721_1.R1084 Score 

Exons 1. .219 

GI Descrip. 1 114 622/sp | P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

_ CSiJBUN IT, ,J,L >jgi_..6 JS2.9_.pA r_LKRZX JA + - 1 ran spor ting_S,TJL -S_yatfea.s^e„. 

...(-EG J3 ...6„...L^.3.4..)~.chain_,L-— ri.ce„ chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
■ sativa] >gi_22 6695_prf 1603356W ATPase I [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35971 Seq. ID 

74148 Strand 

1 End 
OJ990808_34. 9B15 . C4 9 . ol . tm Method 

19 End 

none Score 
19. .138, 19. .138 



OJ990808_34.9B15.C49 
+ 

219 

TBLASTX: Maize 

138 

176 



OJ990808 34.9B15.C50 



35972 Seq. ID 

74149 Strand 
1 End 133 

OJ990808_34. 9B15 . C50 . ol . gp Method AAT/GAP 
1 End 133 

42732_1.R1084 Score 266 

1. .133 

U14657/sp|P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN. 
PRECURSOR (SUBUNIT IV) >gi_67 926_pir_LWRZ6 H+-transporting ATP 
synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf__1603356U ATPase a [Osyza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



35972 

74150 .j 
265 

OJ990808_34. 9B15 . C50 . ol . ts 

249 

none 

249. .701, 254. .841, 259. .831 

35972 
74150 



Seq. ID OJ990808_34.9B15.C50 
Strand 
End 

Method 
End 
Score 



844 

TBLASTX: Soybean 

841 

318 



Seq. ID OJ990808_34.9B15.C50 
Strand 



35726 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



265 



End 

Method 
End 
Score 



844 

AAT/NAP 
844 
948 



OJ990808_34 . 9B15 . C50 . ol . np 
265 

133912 
265. .844 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S2 gi | 70859 | pir | | R3RZ2 
ribosomal protein S2 - rice chloroplast gi | 11974 | emb | CAA33989 | 
(X15901) ribosomal protein S2 [Oryza sativa] 
gi 1226692 |prf | | 1603356T ribosomal protein S2 [Oryza sativa] 



beq. no. 


3o y / z 


beq. id 


OjyyUoUo 34 . yBib 


. CoU 


Gene No . 


H A 1 a A 

/41oU 


Strand 






Start 


o d c 

265 


End 


844 




Name 


OJ y y(J o (Jo 34 . 9Blo . C50 . ol . tm 


Method 


TBLASTX : Maize 




Start 


A O 1 

4 o 1 


End 


1 O A 




GI 


none 


Score 


A O A 

480 




Exons 


481. .780, 481. .780 








Seq. No. 


Joy / z 


Seq. ID 


/"\TAAAOAO o yi A n 1 C 

OJyyOouo 34 . 9B15 


. C50 


Gene No . 


/ 4 loO 


Strand 






Start 


0 /" c 

1 D J 


End 


84 4. 




, t Name_„. 


/^taaaoao o / ■ a r> 1 c pen _i — 

_ Qsiyj? .0JiU,o,_3 4 B 1J^. Qz>i)„f£>l ... t,.c___ 


.Me£hpcL.,_ 


.TBLASTX ^Cre.s.s 




_.S,tart . 


..4oo . ... .... . 


End, . , 


O /I 1 

o4 i, . „ , _ . ....... . 


_ 


GI 


none . 


Score 


1 1 A / 

llo 




Exons 


485. .598, 487. .600, 594. .818, 


595. .828, 


596. .841 




beq. No. 


jj y / J 


Seq. ID 


ojyyuouo 34.yBio 


. Col 


Gene No . 


74151 


Strand ■ 






Start 


r~ jo 

50 


End 


196 




Name 


OjyyUoUo 34 . yBlo . Co 1 . ol . tc 


Method 


TBLASTX : Cress 




Start 


o a 

z y 


End 


188 




GI 


none 


Score 


54 




Exons 


zy..i/o, ji. ,oi, 31. .1//, 3z . . 


175 , 45 . . 


188 




Seq. No. 


35973 


Seq. ID 


OJ990808_34.9B15 


C51 


Gene No . 


74151 


Strand 






Start 


50 


End 


196 




Name 


OJ990808 34.9B15.C51.ol.ts 


Method 


TBLASTX : Soybean 




Start 


44. 


End 


174 




GI 


none 


Score 


177 




Exons 


44. .172, 45. .173, 46. .174, 48. 


.173 






Seq. No. . 


' 35973 


Seq.' ID" 


OJ990808_34..9B15. 


C51 


Gene No. 


74151 


Strand 






Start • . 


50 


.End 


196 . 




Name 


OJ990808 34.9B15..C51.ol.np 


Method 


AAT/NAP 




Start 


50 


End 


196 




GI 


1262595 


Score 


186 




Exons 


50. .196 








GI Descrip. 


(D17510) PSII I protein [Pinus thunbergii] 




Seq. No. 


35974 


Seq. ID 


OJ990528_27.9B05. 


C2 


Gene No. 


74152 


Strand 


+ 




Start 


131 


End 


326 




Name 


OJ990528 27.9B05.C2.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


326 




GI 


none 


Score 


.75 





35727 



Exons 



131. .326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35975 Seq. ID OJ990528_27 . 9B05 . C3 

74153 Strand 

27 End 191 

OJ990528_27 . 9B05 . C3 . ol . gp Method AAT/GAP 

27 End 191 

30101_1 .R1084 Score 277 

27. .191 

? 5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



35975 Seq. ID 

74153 Strand 

27 End 

OJ990528_27 . 9B05 . C3 . ol . ts Method 

41 End 

none Score 
41. . 166 



OJ990528_27.9B05.C3 
191 

TBLASTX : Soybean 

166 

174 



Seq. No. 35975 Seq.' ID 

„Ge,ne. Jto, 7 4,1 5 3_,._™ w . _ _ -S t r arid., . . 

.Star.t__.„ 27.. „ ....... .. . End ' . 

Name OJ990528_27 . 9B05 . C3 . ol . tc ' Method 

Start 4 4 » ■ End 

GI none " Score 

Exons 44 . . 166 



OJ990528 27.9B05.C3 



191 . ..... . . 

TBLASTX: Cress 

166 

174 



Seq. No. 35976 Seq. ID 

Gene No. 74154 Strand 

Start 236 End 

Name OJ990528_27 . 9B05 . C4 . ol . gs Method 

Start 236 End 

GI none Score 

Exons 236. . 945 



OJ990528_27. 9B05.C4 
+ 

945 

GENSCAN 

945 

.88 



Seq. No. 35976 

Gene No. 74155 

Start 13068 

Name OJ990528_27 . 9B05 . C4 . o4 . gs 

Start 13068 

GI none 

Exons 13068. .13142, 13230 .'. 13370 , 
13980. .14383 . 



Seq. ID OJ990528_27. 9B05.C4 

Strand + 

End 14383 

Method GENSCAN 

End 14383 

Score .49 
13453. . 13610/ 13814. .13938, 



Seq. No. 35976 Seq. ID 

Gene No. 74156 Strand 

Start 17532 .End 

-Name OJ990528_27 . 9B05 . C4 . o5 . gs Method 

Start 17532 End 

GI none Score 

Exons 17532. . 18359 



• OJ990528_27.-9B05-.C4 
+ 

18396 
GENSCAN 
18359 
.51 



Seq. No. 35976 Seq. ID 

Gene No. 74156 Strand 

Start 17532 End 

Name OJ990528_27 . 9B05 . C4 . o2 . np Method 



OJ990528_27.9B05.C4 
+ 

18396 
AAT/NAP 



35728 



O Ldl L 


17805 




End 


1 QTQC 


P T 


4966347 




Score 


A 9ft 


Exons 


17805. .18396 






P T" o o v l o 

o± uescnp. 


(AC006341) 


Similar to gb|AJ012423 wall 


-dssocidLea Kinase &. rr 




Arabidopsis 


thaliana. 






Q *a o- Mo 
O tr q . LN U . 


35976 




Seq. ID 


OJ990528_27.9B05.C4 


Gene No. 


74157 




Strand 




Start 


5181 




End 


18392 


Name 


OJ990528 27 


. 9B05.C4.ol.tm 


Method 


TBLASTX: Maize 


Q+- a v-4- 

olait 


358 




End 


18392 


PT 


none 




Score 


62 


Exons 


358. .444, 487. .660, 17811 .. 17891, 17907 .. 18392 , 17915 .. 18130, 




18167. .18391 






Corf Mo 
oeq. IN O . 


35976 




Seq. ID 


OJ990528_27.9B05.C4 


Gene No. 


74157 




Strand 




Start 


5181 




End 


18392 


Name 


OJ990528 27 


.9B05.C4.ol.tc 


Method 


TBLASTX: Cress 




394 




End 


18392 


PT 


none 




Score 


62 


ExQns . , „ 


394. .465, 4.9.3. . 66 6.,_ 178.1.1 . .lit 


391,_!2g95. , , 1.80aa^UZ9J„0^UA392, A 




..1.7915 ... 183.76,.. 1815.3 . ..J 838.9 . ^ 






Seq. No. 


35976 




Seq. ID 


OJ990528_27.9B05.C4 


Gene No. 


74157 




Strand 




Of a y*4- 


5181 




End 


18392 


Name 


OJ990528 27 


.9B05.C4 .ol.ts 


Method 


TBLASTX: Soybean 


o car l 


487 




End 


18392 


PT 


none 




Score 


105 


Exons 


487.. 660, 17805. .17894, 17910 


.18392, 


17912. .18388 


Q ^ o Mo 

oeq. in o . 


35976 




Seq. ID 


OJ990528_27 .9B05.C4 


Gene No. 


74157 




Strand 




Start 


5181 




End 


18392 


Name 


OJ990528 27 


. 9B05.C4 .o3.gs 


Method 


GENSCAN 


Of a 

otaru 


5181 




End 


11718 


P T 


none 




Score 


.47 


Exons 


5181. .5292, 


5449. .5573, 6754.. 


6925, 8952. .9058,. 9178. .9543, 




9795. .9922, 


10150. .10263, 11661. .11718 




Seq. No. 


35976 




Seq. ID 


OJ990528_27.9B05.C4 


Gene No. 


74157 ' 




Strand 




OldlL 


5181 




End 


18392 • 


Name 


OJ990528 27 


. 9B05.C4 .ol! tw 


Method 


TBLASTX: Wheat 




5504 




End 


18248 


P T - 


none 




Score 


202 


Exons 


' 5504. .5563, 


17925. .18248 






Cart Mo 

oeq. NO . 


35976 




Seq. ID 


OJ990528_27.9B05.C4 


uCHC LNW. 


74157 




Strand 




Start 


5181 




End 


18392 


Name 


OJ990528 27 


9B05.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


6658 




End 


7010 


GI 


none 




Score 


48 


Exons 


6658. .6714, 


6670. .6717, 6722. . 


6742, 6743.. 6823, 6752.. 6844, 




6769. .6846, 


6797. .6880, 6834.. 


6887, 6835.. 6879, 6927.. 7010, 



35729 




6928. .7008, 6942. .7010 



beq. no. 


Joy// 


beq. id 


/-\ to nn c o o none 

OJ99U52b 2 / . yBUb 


Co 


Gene No. 


n a i c o 

/4 loo 


Strand 


+ 




Start 


69 


End 


7 64 




Name 


ojyyuozo ^ / . yBUo . Co . oi . gs 


Metnou 


GENSCAN 




Start 


by 


T-> __ 

End 


1 f A 

7 64 




f~* T 

GI 


none 


Score 


. 4 1 




Exons 


69 . .7 64 








Seq. No. 


35977 


Seq. ID 


OJ990528_27.9B05, 


C5 


Gene No. 


74159 


Strand 






Start 


1 


End 


1445 




Name 


OJ990528 27.9B05.C5.o2.np 


Method 


7\ 7\ rp / VT 7\ V) 

AA1 / NAF 




Start 


1 


End 


1 A A C 

14 4 5 




GI 


6539588 


Score 


93 




Exons 


1..20, 1270. .1445 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


35977 


Seq. ID 


OJyyUozb 27.9B05. 


C5 


Gene No. 


74160 


Strand 






.Sjt.arX . _ 


„.1612 . ; ; 


. : End... . . .... 


.1.78 T Q. „ T 





Name 


. OJ990528 27...9B05..C5..,o2.o;s._ 


. Method .. . 


GENSCAN 




Start 


1612 


End 


1 h o r\ 

1 / b u 




GI 


none 


Score 


. 61 




Exons 


1612 . .1780 








Seq. No. 


35978 


Seq. ID 


OjyyUoZb Z/.9BU5. 


Co 


Gene No. 


74161 


Strand 






Start 


583 


End 


lobO 




Name 


OJ990528 27 . 9B05 . C6 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


583 


End 


1145 




GI 


none 


Score 


185 




Exons 


583. .681, 772. .813, 849. .1145 








Seq. No. 


35978 


Seq. ID 


OJ990528_27. 9B05. 


C6 


Gene No . 


' 74161 ' 


,S±rand 






S t a r t 


583 


End 


1380 




Name 


OJ990528 27.9B05.C6.ol.ts 


Method 


TBLASTX : Soybean 




b tart 


772 


End 


1281 




GI 


none 


Score 


51 




Exons 


772. .807, 84 9. .950,- 939. .1106 


, 1135.. 1164, 1237.. 1281 




Seq. No. 


35978 


Seq. ID 


OJ990528_27. 9B05. 


C6 


Gene No. 


74161 


Strand 






Start 


583. 


End 


1^80 


- 


Name 


OJ990528 27.9B05.C6.ol.tm' ' 


Method ' 


TBLASTX: Maize 




Start 


993 


End 


1380 




GI 


none 


Score 


151 




Exons 


993. .1139, 1113. .1352, 1123.. 


1377, 1132.. 1380 




Seq. No. 


35979 


Seq. ID 


OJ990528_27. 9B05. 


C7 


Gene No. 


74162 


Strand 


+ 




Start 


620 


End 


718 




Name 


OJ990528 27. 9B05 . C7 . ol . gp 


Method 


AAT/GAP 




Start 


620 


End 


718 




GI 


72793 1.R1084 


Score 


116 





35730 



Exons 620.. 718 

GI Descrip. ■ 604 1757/gb | AC011806 . 1 | AC011806 2.0e-27 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 


35979 


Seq. ID 


OJ99052 


Gene No. 


74163 


Strand 


+ 


Start 


1310 


End 


2713 


Name 


OJ990528 27.9B05.C7.o2.np 


Method 


AAT/NAP 


Start 


1310 


End 


2713 


GI 


6721512 


Score 


79 


Exons 


1310. .1414, 2696. .2713 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


35979 


Seq. ID 


OJ99052 


Gene No. 


74164 


Strand 




Start 


1 


End 


250 


Name 


OJ990528 27.9B05.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


250 


GI 


4582447 


Score 


124 


Exons 


1. .250 







GJ„.Des^rip^._XAj^ retrpejLeme.at. „re_ye.rse ,.trans.Qrapi:.a^e,,. 
„ „. . {Arabid.op.sis. thaliana}... ... . . w ...... ,.. 



Seq. No. 


35979 




Seq. ID 


OJ990528_27.9B05.C7 


Gene No. 


74165 




Strand 




Start 


2930 




End 


3238 


Name 


OJ990528 27.9B05, 


. C7.o3.np 


Method 


AAT/NAP 


Start 


2833 




End 


2965 


GI 


5724773 




Score 


57 


Exons 


2833. .2965 








GI Descrip. 


(AF160183) contains similarity to Antirrhinum majus hypothetical 




protein TNP2 (GB: 


:X57297) ; may 


be a pseudogene [Arabidopsis 




thaliana] 








Seq. No. 


35979 




Seq. ID 


OJ990528_27. 9B05.C7 


Gene No.. 


74165 




Strand 




Star.t 


2930 




End 


3238 


Name 


OJ990528 27.9B05, 


.C7 .o2 .gs 


Method 


GENSCAN 


Start 


2930 




'End 


3238 


GI 


none 




Score 


.68 


Exons 


2930. .3136, 3152. 


,.3238 






Seq. No. 


' 35980 




Seq.; ID 


OJ990528_27. 9B05.C8 . 


Gene No. 


74166 ' 




Strand 


+ ' 


•Start 


800,0 




End 


10208 , ■ 


Name 


OJ990528 '27. 9B05. 


,C8 .o3.gs 


'Method 


GENSCAN 


Start 


8000 




End 


10208 


GI 


none 




Score 


.74 


Exons 


8000. .8233, 8250. 


,.8422, 8437., 


.8919, 10107. ..10208 


Seq. No. 


35980 




Seq. ID 


OJ990528_27.9B05.C8 


Gene No. 


74167 




Strand 




Start 


1762 




End 


7 657 


Name 


OJ990528 27.9B05. 


.C8.ol.np 


Method 


AAT/NAP 


Start 


1726 




End 


7657 


GI 


6466937 




Score 


2111 



35731 



Exons 1726.. 5860, 7626.-7657 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


T r Art A 

35980 








Seq. ID 


OJ990528_27.9B05.C8 


Gene No. 


74 167 








Strand 




Start 


1 1 c o 

1 / 62 








End 


7657 


Name 


ojyyuozo 2 f 


nn A C 


Co . 02 . 


gs 


Method 


GENSCAN 


Start 


1/62 








End 


7648 


GI 


none 








Score 


.76 


Exons 


1762. . 1866, 


1963 


.2160, 


2263 


.2604, 2685.-3757, 3848. .4411 




A A A~\ CQ1 c 


ar\ a 1 


£1A ^ 




.7648 




Seq. No. 


Ann 

35980 








Seq. ID 


/~\ T O A A COO A A 1 A n A C /"t O 

OJy9uo28 27.9B05.C8 


Gene No. 


74167 








Strand 




Start . 


1 / oZ 








End 


1 65 / 


Name 


OJ99Q528 27 


. 9B05 . 


C8 . o4 . 


tm 


Metnod 


1 BLAb ix : Mai ze 


Start 


1792 








End 


2142 


GI 


none 








Score 


141 


Exons 


1/92. .2142, 


i *7 a 0 

1 /y 0 . 


A 7, A O 

.2103 








S,eq,.. .No...... 


_ ,3.598.Q__ 








_Seq._ID. 


_OJ95.0^2.8^22,.9BQl.„Ca. 


Gene No.. . ... 


„ . 7.416J. ■ ... . 







- - • 


..Strand. 




Start 


1 H (2 O 

1 /62 








End 


7 657 " " 


Name 


OJ990528 27 


. 9B05 . 


C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2236 








End 


2816 


GI 


none 








Score 


148 


Exons 


2236 . . 2610, 


2610 . 


.2816 








Seq. No. 


O C A O A 

35980 








Seq. ID 


OJ990528_27.9B05.C8 


Gene No . 


74 1 67 








Strand 




Start 


17 62 








End 


7657 


'Name 


OJ990528 27 


9B05 . 


C8 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2437 








End 


2996 


GI 


none 








Score 


48 


Exons 


24 37. .2 610, 


24 38. 


. 2602 , 


2 610 . 


.2996, 2617. .2721, 2776. .2931 


Seq. No. 


O C A O A 

35980 








Seq. ID 


OJ990528_27.9B05.C8 


Gene No. 


74167 








Strand 




Start 


1 "7 £T A 
1/62 








End 


7657 


Name 


^vTAAACAO O "7 

OJ990528 2 / , 


9B05 . 


C8 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


2664- 








End 


3006 


GI 


none 








-Score 


108 


Exons 


2 664 . . 2987 ,. 


27 67 . 


. 3006 








Seg. No. 


35980 




* 




Seq. ID 


- OJ990528_27, 9B05.G8 


Gene No. 


74167 








Strand 




Start 


1762 








End 


7657 


Name 


OJ990528 27. 


9B05. 


C8 .o5. 


tm 


Method 


TBLASTX : Maize 


Start 


3138 








End 


3431 


GI 


none 








Score 


83 


Exons 


3138. .3272, 


3306. 


.3431, 


3328. 


.3420 




Seq. No. 


35980 








Seq. ID 


OJ990528_27. 9B05.C8 


Gene No. 


74167 








Strand 




Start 


1762 








End 


7657 


Name 


OJ990528 27. 


9B05. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 



35732 



Start 
GI 

Exons 

Seq. No, 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
..Ggne „No^. 
Start.. .... 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



3306 
none 

3306. .3731 

35980 
74167 
1762 

OJ990528_27, 
3534 . 
none 

3534.'. 3689, 

35980 
74167 
1762 

OJ990528_27, 

3752 

none 

3752. .3856, 

35980 

„ 7 4.1 6.7... 

..1762. 

OJ990528_27. 

3864 

none 

3864. .4070 

35980 
74167 
1762 

OJ990528_27. 

4020 

none 

4020. .4412, 

35980 
74167 ' 
1762 

OJ990528_27. 

4074 

none 

4074'. .44i2, 

35980 . *' /. - 
74167 • . . 
1762 

OJ990528_27. 

5636 

none 

5636. .5863, 

35981 
74168" 
1 

OJ990528_27. 
1 



End 
Score 



3731 
231 



Seq. ID OJ990528_27.9B05.C8 
Strand 

End 7657 

Method TBLASTX : Mai ze 

End 3944 

Score 147 
3574. .3690, 3683. .3853, 3728. .3820, 3864. .3944 



9B05.C8.o3.tm 



9B05.C8 .o2. ts 
3862. .4092, 3867, 

9B05.C8.o4.tw 



9B05.C8 .o2. tm 
4024. .4413, 4439. 

9B05.C8.ol.tw 

4107.;.4397, 4436'; 

9B05.C8.o6.tm 
5637. .5768 

9B05.C9.ol.np 



Seq. ID OJ990528_27.9B05.C8 
Strand 

7657 

TBLASTX: Soybean 
4097 
82 



End 

Method 
End 
Score 
.4097 



Seq. ID OJ990528__27. 9B05.C8 

..St x.an.dl.-. - . .. „ _ _ „ , 

End.. „, 7.657. _ „. 

Method TBLASTX: Wheat 

End 4070 

Score 179 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4504 

Seq. ID 

Strand 

End 

Method 
End 
Score 
i4'555 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 
End 



OJ990528_27.9B05.C8 
7657 

TBLASTX: Maize 

4504 

138 



OJ990528_27.9B05.C8 
7657 

TBLASTX: Wheat 

4555 

118 



OJ990528_27...9B05.C8 
7657 ' 

TBLASTX: Maize 

5863 

89 



OJ990528_27. 9B05.C9 
+ 

3153 

AAT/NAP 

3153 



35733 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4826399 Score 483 

1..43, 1152. .2020, 3100. .3153 

(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 



35981 Seq. ID 

74168 Strand 

1 End 

OJ990528_27 . 9B05 . C9 . ol . gs Method 

1025 End 

none Score 

1025. .2074, 2104. .3009 



OJ990528_27. 9B05.C9 
+ 

3153 
GENSCAN 
3009 
.65 



Seq. No. 35981 Seq. ID 

Gene No. 74168 Strand 

Start 1 End 

Name 0 J990528_27 . 9B05 . C9 . o2 . np Method 

Start 1159 End 

GI 6587820 Score 

Exons 1159.. 2071 

GI Descrip. (AC010924) Contains similarity to gb|AJ009695 wall-associated 

kinase 4 from Arabidopsis thaliana and contains a protein kinase 
. ... .'.PF 1.000,69 domain. . ... . ...'-„.- 



OJ990528_27. 9B05.C9 
+ 

3153 
AAT/NAP 
2071 
459 



Seq. No. 35981 . Seq. ID 

Gene No. 74168 Strand 

Start 1 End 

Name OJ990528_27 . 9B05 . C9 . o3 . np Method 

Start 1159 End 

GI 6587816 Score 

Exons 1159.. 2073 

GI Descrip. (AC010924) Contains similarity to gb|AJ009696 wall-associated 

kinase 1 from Arabidopsis thaliana and contains a protein kinase 
PF| 00069 domain. 



OJ990528_27. 9B05.C9 
+ 

3153 . 
AAT/NAP 
2073 
473 



Seq. ID 
Strand 

End 17326 
Method AAT/NAP 
End 17083 
Score 273 
13550, 13867. .13923, 14224 
15055, 15417. .15526, 16714 



OJ990528_27. 9B05.C9 
+ 



Seq. No. 35981 
Gene No. 74169 
Start 10591 

Name OJ990528_27 . 9B05 . C9 . o4 . np 

Start 10090 
GI 2245062 
Exons 10090. . 10179, 13469 

14491. . 14562, 15002 

17006. . 17083 " . 
GI Descrip. (Z97342) hypothetical protein [Arabidopsis thaliana] 



14262, 
16764, 



.Seq. No. 
Gene No . 
Start 
Name 
Start 
GI 

Exons 



35981 • ... 
74169 
10591 

OJ990528_27. 9B05 . C9 . o3 . gs 
10591 



none 
10591. 
12997. 
14528. 
16623. .17326 



,10786, 
,13082, 



. Seq. ID 
Strand 

End 17326 
Method, GENSCAN 
End 17326 
Score .63 
11370. . 11457, 11537. . 11613, 12218 
13469. .13550, 138 67 .. 13923, 14224 



OJ : 990528_27. 9B05.C9 
+ 



14562, 14620. .14660,., 15002. .15055, 15138, 



.12264, 
.14262, 
,15167, 



Seq. No. 



35981 



Seq. ID OJ990528 27.9B05.C9 



35734 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



74169 Strand 
10591 End 
OJ990528_27 . 9B05 . C9 . o3 . gp Method 
10737 End 
1397JL.R1084 Score 

10737. .10786, 11370 .. 11457 , 11537 

12198. .12264, 12997 .. 13082 , 13469 

14224. .14262, 14491 14562, 



+ 

17326 
AAT/GAP 
15711 
2320 

11613, 11933. .11972, 
13550, 13867. .13923, 



15002. .15055, 15138. .15711 
, 2245062/emb|CAB10485.1| 6.0e-46 (Z97342) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 35981 

Gene No. 74170 

Start 3669 

Name OJ990528_27 . 9B05 . C9 . ol . ts 

Start 1196 

GI none 

Exons 1196.. 1792, 1213. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_27.9B05.C9 
7571 

TBLASTX: Soybean 

2796 

508 



1782, 2278. .2358, 2434. .2517, 2608. .2796 



Seq. No. 35981 
Gene No. ' 74170' 

. S£3rt_^.„ „J3A6. ■.. 

.Name ..... . _ ,QJ99Q.52,8^27 ..9B05...C9,. pi ...tc_ 

Start 1208 

GI none 

Exons 



Seq. ID OJ990528_27.9B05.C9 
Strand 

,EiwU„ J153X-±-±- _ 

Method.. . TBLASTX :£r„es.s 
End- ■ 2796 
Score 60 



1208. .1282, 1291. .1770, 1295. .1792, 1832. .1996, 2182. .2358, 
2197. .2358, 2541. .2567, 2614. .2796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35981 
74170 
3669 

OJ990528_27. 9B05.C9.ol. tm 

1208 

none 



Seq. ID OJ990528_27.9B05.C9 
Strand 
End 

Method 
End 
Score 



7571 

TBLASTX: Maize 

2796 

69 



1208. .1282, 1213. . 1275, 1295. .1786, 1309. .1524, 1561. .1785, 
1841. .2005, 2197. .2358, 2602. .2796 



Seq. No. 35981 

Gene No. 74170 

Start 3669 

Name OJ990528_27 . 9B05 . C9 . ol . tw 

Start 1396 

GI* none 
Exons 



Seq. ID OJ990528_27.9B05.C9 
Strand 
End 

Method 
End 
Score 



7571 

TBLASTX: Wheat 

2817 

55 



1396. .1443, 1397. .1468, 1472. .1657, 1492. .1629," 1669. .1776, 
1670. .1777, .2698. .2817 .. ' ' 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35981 Seq. ID OJ990528_27 . 9B05 . C9 

7 4170 ""^Strand 

3669 M End 7571 

OJ990528_27. 9B05 . C9 . ol . gp Method AAT/GAP 

3669 End 4897 

11657_1.R1084 Score 1687 

3669.. 4260, 4523. .4729, 4807.. 4897 

, 6015437/dbj | AB008112.il AB008112 3.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 



35981 



Seq. ID OJ990528_27.9B05.C9 



35735 



Gene No. 74170 Strand 

Start 3669 End 7571 

Name OJ990528_27 . 9B05 . C9 . o4 . t s Method TBLASTX : Soybean 

Start 3872 End 4263 

GI none Score 57 

Exons 3872. .3904, 3997. .4038, 4001. .4039, 4129. .4263, 4130. .4243, 

4147. .4263 

Seq. No. 35981 Seq. ID OJ990528_27 . 9B05 . C9 

Gene No. 74170 Strand 

Start 3669 End 7571 

Name OJ990528_27 . 9B05 . C9 . o2 . gs Method GENSCAN 

Start 3997 End 7571 

GI none Score .87 

Exons 3997. .4292, 4666. .4729, 4807. .4963, 5696 5794 , '6188 6327, 

7125. .7571 

Seq. No. 35981 Seq. ID OJ990528_27 . 9B05 . C9 

Gene No. 74170 Strand' - 

Start 3669 End . 7571 

Name . . OJ990528_27 . 9B05 . C9 . o2 . gp Method AAT/GAP . '.. 

Staj:j£_^;__^l.SA™^ l : .End , 1219. ^ . 

.GI - ... .. ... . .. , J30101_l . R1.08A . .Score 1.513.... . _ 

.Exons 5188. .5606, 5696... 5794, 5882. .5981, 6188. .6327, 7125. .7279 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-149 Oryza satiya 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 

Seq. No. 35981 Seq. ID OJ990528_27 . 9B05 . C9 

Gene No. 74170 Strand 

Start 3669 End 7571 

Name 0 J990528_27 . 9B05 . C9 . o2 . ts Method TBLASTX : Soybean 

Start 5314 End 5982 

GI none Score 210 

Exons 5314.. 5607, 5316.. 5609, 5691.. 5813, 5693.. 5797, 5722.. 5808, 

5884. .5982 

Seq. No. 35981 Seq. ID OJ990528_27 . 9B05 . C9 

Gene No. 74170 Strand 

Start 3669 End 7571 

Name OJ990528_27 . 9B05 . C9 . o5 . ts Method TBLASTX : Soybean 

Start 6187 End 7262 

GI none Score 118 

Exons. 6187. .6294, 6188. .6364, 6188 .. 62 95, '6288 .. 6335 , 6295. .6336, 

7140. .7262 

Seq. No. 35981 *' Seq. ID OJ990528_27.9B05.C9 

Gene No. " -74171 Strand 1 

" Start 10681 End 13926 

Name 0 J990528_27 . 9EJ05 . C9 . o3 . ts Method TBLASTX : Soybean 

Start 10681 End 13926 

GI none Score 83 

Exons 10681. .10785, 11369. . 11458, 11375 .. 11458 , 11537 .. 11602, 

11538. .11609, 12981. .13085, 12991 .. 13089, 134 93 .. 1354 9, 

13494 . .13553, 13867.. 13926 

Seq. No. 35981 Seq. ID OJ990528_27 . 9B05 . C9 

Gene No. 74171 Strand 



35736 



Start 
Name 
Start 
GI 

Exons 



10681 End 

OJ990528_27. 9B05.C9.o2. tc Method 

10734 . End 

none Score 

10734. .10784, 10735 10785 , 11368. 

11369. . 11458, 11376. .11468, 11525. 
11541. . 11618 



13926 

TBLASTX: Cress 
11618 
89 

,11457, 11368. . 11457, 
,11617, 11537. .11608, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

Star.t „. 

.Name/.^_._, 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35982 Seq. ID OJ990528_27 . 9B05 . C10 
74172 Strand 

501 End 1979 

OJ990528_27 . 9B05 . C10 . ol . gp Method AAT/GAP 
501 End 1979 

LIB3477-003-P1-K1-E9 Score 135 

501. .527, 810. .902, 1958. .1979 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

35983 Seq. ID OJ990528_27.9B05.C11 
.74173 Strand ' + 

,J.. .~ . - End, 326,0„, : 

J)JS90528_Z7^9£0i.jh;^ 

1 End 3259 

729880 * Score 923 

1..40, 1342. .1558, 2386. .2495, 2573. .2738, 3132. .3259 

CASEIN KINASE II BETA CHAIN (CK II) gi | 1076299 | pir || S47967 

casein kinase II (EC 2.7.1.-) beta chain CKB1 - Arabidopsis 

thaliana gi 1468264 (L22563) casein kinase II beta subunit CKB1 

[Arabidopsis thaliana] 



35983 Seq. ID 

74173 Strand 

1 End 
OJ990528_27. 9B05 . Cll . ol . gs Method 

1273 End 

none Score 

1273. .1558, 2386. .2681 



OJ990528_27.9B05.C11 
+ 

3260 
GEN SCAN 
2681 
.66 



Seq. No. 

Gene No. 
•Start 

Name * 

Start 
■GI.. •• 

Exons 

GI Descrip. 



27.9B05.C11 



Seq. No. 
Gene No. 
Start 
Name 



35983 Seq. ID OJ990528_ 

74173 Strand + 

1 End 3260 

OJ990528_27.9B05.Cll.ol.gp ' Method AAT/GAP '. 
1418 End 3260 

LIB3432-034-P2-K1-H4 ' - Score" "990 

1418. .1558,' 2386. .2495, 2573. .2738, 3132. .3260 
'729882/spl P40229|KC2C_ARATH 5.0e-99 CASEIN KINASE II BETA 1 1 

CHAIN (CK II) >gi_1076300_pir S47968 casein kinase II (EC 

2.-7.1.-) beta chain CKB2 - Arabidopsis thaliana >gi_467975 
(U03984) casein kinase II beta subunit CKB2 [Arabidopsis. 
thaliana] >gi_224 5122_emb_CAB1054 4 . 1_ (Z97343) casein kinase 
beta chain CKB2 [Arabidopsis thaliana] ' 



II 



35983 Seq. ID 

74174 Strand 
3128 End 

OJ990528 27.9B05.Cll.ol.tc Method 



OJ990528_27.9B05.C11 
8454 

TBLASTX: Cress 



35737 



Start 
GI 

Exons 



1334 End 3262 

none Score 78 

1334. .1504, 1334. .1552, 1371. .1553, 1399. .1563, 2385. .2495, 

2386. .2493, 2388.-2495, 2568. .2693, 2575. .2742, 2576. .2743, 

3131. .3262, 3133. .3261 



Seq. No. 35983 
Gene No. 74174 
Start 3128 

Name OJ990528_27 . 9B05 . Cll . ol . tm 

Start • 1334 

GI none 

Exons 1334.. 1561, 1337.. 1507, 1399. 

2567. .2743, 2568. .2738, 2572. 
3376. .3402, 3451. .3534 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 27.9B05.C11 



8454 

TBLASTX: Maize 
3534 
167 

1560, 2385..252S, 2385.-2495, 
2742, 3131.. 3262, 3133.. 3261, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

„SI _ 

Exons„ _.=. 



35983 Seq. ID 

74174 Strand 

3128 End 

OJ990528_27 . 9B05 . Cll . ol . ts Method 

1340 End . 



OJ990528_27.9B05.C11 
8454 

TBLASTX: Soybean 
3280 



„n.Qoe ww _ Sc-p.Ee X0& _ 

. 13.4.0 ...1.531,,. 13.58 . ..1.5.0A, ..13ZL....15.5.9. r ....1399..,a 5.6.0.,. .23.8.5 . ..25.25.,,, 

2385. .2495, 2567. .2743, 2572. .2784, 3109. .3276, 3131. .3280, 

3133. .3279 



Seq. No. 35983 Seq. ID 

Gene No. 74174 Strand 

Start 3128 End 

Name OJ990528_27 . 9B05 . Cll . o2 . gs Method 

Start 3128 End 

GI none Score 
Exons 



OJ990528_27.9B05.C11 

8454 
GENSCAN 
8454 
.51 



3128. .3606, 5807. .5837, 7995. .8106, 8294. .8454 



Seq. No. 35983 Seq. ID 

Gene No. 74174 Strand 

Start f - :if '-3128 End 

Name OJ990528_27 . 9B05 . Cll . o2 . gp ' Method 

Start 3265 End 

GI none Score 

Exons 3265.. 3572 



OJ990528_27.9B05.C11 

8454 
AAT/GAP 
3572 
572 



Seq. No. 
Gene No^. 
Start- 
Name, . 
Start 
GI 

Exon,s 

GI Descrip. 



35984" . . " 

74175 

I ' 

OJ990528_27. 9B05.C12.ol.np 
1 

6681335 



Seq. ID OJ990528 . 27 .'9B05 . C12 



Strand. 
End 

Method 

End 

Score 



+ 

6155 ' 
AAT/NAP 
6155 
744 



1..291, 1011. .1274, 1732. .1854, 2595 .. 3002 ,- 6069 .. 6155 
(AC015985) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 35984 Seq. ID 

Gene No. 74175 Strand 

Start t 1 End 

Name OJ990528_27.9B05.C12.ol-.gs Method 

Start 10 End 

GI none Score 



OJ990528_27.9B05.C12 
+ 

6155 
GENSCAN 
3194 
.83 



35738 



Exons 10.. 291, 1011.. 1274, 1732.. 1854, 2595.. 3194 



Seq. No. 35984 Seq. ID OJ990528_27.9B05.C12 

Gene No. 74176 Strand 

Start 3938 End 6393 

Name OJ990528_27 . 9B05 . C12 . ol . gp Method AAT/GAP 

Start 3938 End 6185 

GI 19698_1.R1084 Score 1179 

Exons 3938.. 4519, 6121.. 6185 

GI Descrip. 1 24 9304 6/sp | Q4 008 9 | ATP4_IPOBA 6.0e-54 ATP SYNTHASE- DELTA 1 1 

CHAIN, MITOCHONDRIAL PRECURSOR >gi_822 97_pir A41740 

H+-transporting ATP synthase (EC 3.6.1.34) delta ' ' chain 
precursor - sweet potato >gi_217 938_dbj_BAA01511_ (D10660) 
mitochondrial Fl-ATPase delta subunit [Ipomoea batatas] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

J5xons__ ( 



35984 Seq. ID 

74176 Strand 
3938 End 

OJ990528_27 . 9B05 . C12 . o2 . gs . Method 
4175 End 

none . Score 



OJ990528_27 . 9B05 . C12 

6393 
GENSCAN 
6393 
.77 



j 175 ..,X512,^ 5.9,4 A_. ,.6.0.5,6., J 6.121.. ,.62.16.,.. i256^..6J39.3„ 



Seq. No. . 35984 - 

Gene No. 74177 

Start 6875 

Name OJ990528_27 . 9B05 . C12 . o2 . ts 

Start 52 

GI none 
Exons 



Seq. ID OJ990528_27.9B05.C12 
Strand 
End 

Method 
End 
Score 



11637 

TBLASTX: Soybean 

1890 

163 



52. .228, 1003. .1068, 1005. .1100, 1005. .1091, 1097. .1276, 
1101. .1280, 1101. .1292, 1726. .1890, 1731. .1856, 1738. .1857 



Seq. No. 


35984 


Seq. ID 


OJ990528_27.9B05.C12 


Gene No. 


74177 


Strand 




Start 


6875 


End 


11637 


Name 


OJ990528 27.9B05.C12.o4.tc 


Method 


TBLASTX: Cress 


Start 


>-.100 


End 


1259 


GI 


.none 


Score 


92 


Exons 


100. .204, 250. .291,. 1005. .1091, 1008.. 


1088, 1110. .1259, 




1112. . 1258 






Seq. No. 


35984 


Seq. ID 


OJ990528_27 . 9B05 . C12 


Gene No . 


74177 


Strand 




Start 


6875 


End 


11637 


Name 


- OJ990528 27.9B05.C12:o3. tw . 


' ..Method 


TBLASTX.: Wheat 


Start 


163 . 


End 


.1259 


GI 


hone 


Score 


70 


Exons 


163. .204, 1008. .1052, 1053.. 


1091, 1110 


..1259, 1130. .1258 


Seq. No. 


35984 


Seq. ID 


OJ990528_27.9B05.C12 


Gene No. 


74177 


Strand 




Start 


6875 


End 


11637 


Name 


OJ990528 27.9B05.C12.o3.tm 


Method 


TBLASTX: Maize 


Start 


■ 1158 


End 


2906 


GI 


none 


Score 


102 


Exons 


1158. .1256, 1732. .1857, 1734 


..1859, 2580. .2906, 2594. .2764 



35739 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35984 
74177 
6875 

OJ990528_27 . 9B05 . C12 . o3 . tc 

1729 

none 



Seq. ID OJ990528_27.9B05.C12 
Strand 
End 

Method 
End 
Score 



11637 

TBLASTX: Cress 

2906 

155 



1729. .1857, 1740. .1856, 2580. .2906, 2594. .2827 



Seq. No. 35984 

Gene No. 74177 

Start 6875 

Name OJ990528_27 . 9B05 . C12 . o2 . tw 

Start 1774 

GI none 

Exons 1774.. 1857, 2580.. 2906, 2597. 



Seq. ID OJ990528_27.9B05.C12 
Strand 
End 

Method 
End 
Score 
.2755 



11637 

TBLASTX: Wheat 

2906 

71 



Seq. No. 35984 Seq. ID 

Gene No. 74177 - Strand 

Start 6875 End 

Name OJ990528_27 . 9B05 . C12 . o3 . ts Method 

Start '2579 End 

GJ_... none. . . . S„co_re 

Exons..., .'. ....... 2579. 28.4.2,. .25.80 . ..2.906 



OJ990528_27.9B05.C12 
11637 

TBLASTX: Soybean 
2906 

.309 _____ 



Seq. No. 35984 
Gene No. 74177 
Start 6875 

Name OJ990528_27 . 9B05 . C12 . ol . tm 

Start 3943 
GI none 

Exons 3943.. 4005, 4021.. 4086, 4026. 

4142. .4522, 4144. .4293, 4145. 
6122. .6325, 6334 6393 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 27.9B05.C12 



11637 

TBLASTX: Maize 
6393 
76 

4088, 4068. .4118, 4092. .4115, 
4528, 4354. .4566, 6118. .6327, 



Seq. No. 
Gene No. 
Start ; 
Name 
Start 
GI 

Exons 



35984 Seq. ID 

74177 Strand 

6875 End 

OJ990528_27 . 9B05 . C12 . ol . tw Method 

4165 End 

none Score 



OJ990528_27.9B05.C12 
11637 

TBLASTX: Wheat 

6393 

127 



4165. .4287, 4167. .4277, 4174. .4521, 4175. .4528, 4175. .4522, 
6118. .6381, 6122. .6334, 6325. .6393 



Seq. No v 35984. 

Gene No.\. 7 4177 

Start 6875 - 

Name ' OJ990528_27 . 9B05 . CI2 . ol . tc 

Start 4175 

GI none 

Exons 4175. .4540, 4179. .4544, 611E 

Seq. No. 35984 

Gene No. 74177 

Start 6875 

Name OJ990528_27 . 9B05 . C12 . ol . ts 

Start 4175 

GI none 



Seq. ID. 
Strand . 
End #■ 
Method 
End 
Score 
.6264, 6137. .6265 



OJ990528_27.9B05.C12 
11637 

TBLASTX: Cress 
6265. 
321 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_27 . 9B05.C12 
11637 

TBLASTX : Soybean 

6333 

350 



35740 



Exons 


d 1 7 R A^AD 


A 1 7 Q 




yl OCT 














74177 








Start 


6875 








Name 


OJ990528 27 


.9B05 


.C12.o2 


.np 


Of- a 

O Lai L 


6875 








r; t 

O-L 


2245120 








CjAUI lo 


6875. . 6910, 


9373. 


. .10512 


, 1057i 




11613. .11637 








(Z97343) hypothetical protein 


Seq. No. 


35984 








Gene No. 


74177 








C4- r -j- 


6875 








Name 


OJ990528 27. 


. 9B05. 


.C12.o3 


.gs 


q-f- = r f 
o u d i. u 


9361 








riT 
\j ± 


none 








F 1 von q 


9361. .11295 








Seq. No.. _ 


' 35984 " 








.Gene.;. No.. 


7.4.1,7,7 








Cf art 


6875., _ ; 








Name 


OJ990528 27. 


. 9B05™ 


,C12.o2 


.tm 


o La LI. 


9426 










none 








T? vriri o 

Hi AU11 O 


9426. .9839, 


9427. 


.9837, 


9463. . 


Seq. No. 


35984 








Gene No. 


74177 








OLdl L 


6875 








Name 


OJ990528 27. 


9B05. 


C12.o2, 


. tc 


OLdlL 


9445 








(ZT 


none 










9445. .9831, ' 


9644 . 


.9799 




Seq. No. 


35984 








Gene No. 


74177 










6875 








Name 


OJ990528 27. 


9B05. 


C12.o4 , 


. tm 


Of- -a rr 


9841 










none 










9841.'. 10116, 


' '9844 


'..10116 


Seq; No'. - *' 


.359*85 








Gene No. 


74178 










1824 








Name 


OJ990528 27. 


9B05. 


C13.o2. 


.gs 


oLdi L 


1824 






ul 


none 








Exons 


1824. .1977, 


3472. 


.3596 




Seq. No. 


35985 








Gene No. 


74179 








Start 


520 








Name 


OJ990528 27. 


9B05. 


C13.ol. 


gs 


Start 


520 









.4560, 6118. .6333, 6146. .6310 

Seq. ID OJ990528_27.9B05.C12 
Strand 

End 11637 

Method AAT/NAP 

End 11637 

Score 769 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_27.9B05.C12 

11637 
GENSCAN 
11295 
1 



Seq. ID OJ990528 27.9B05.C12 



Method 
End 
Score 
9840 

Seq. ID 

Strand 

End 

Method 

End 

Score 



. J1637. _ - 

TBLASTX: Maize 

9840 

381 



OJ990528_27.9B05.-C12 
11637 

TBLASTX: Cress 

9831 

83 



Seq. ID OJ990528_27.9B05.C12 
Strand 

End 11637 

Method TBLASTX : Maize 

End 10116 

Score 248 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990528_27 ;~9B05 ..C13 
+ ■ . . 

3596 
■GENSCAN 
3596 
.82 



OJ990528 27.9B05.C13 



11777 

GENSCAN 

846 



35741 



GI 

Exons 



none 

520. .846 



Score 



86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 
..S.tart. 
.Name.. ... 
. Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. V 

Gene No. 

Start ' 

Name 

Start 

GI 

Exons 

GI Descrip. 



35985 
74179 
520 

OJ990528_27 .9B05.C13.ol. tm 
533 
none 

533. .622, 551. .769, 565. .768 

35985 
74179 
520 

OJ990528_27. 9B05 . C13 . ol . ts 
551 
none 

551. .757, 565. .762- 

35985 
74179 

520... ...... _ 

.OJ990528 27...9.BQ5..C13,ol.tw. ...... Method 



Seq. ID OJ990528_27.9B05.C13 
Strand 
End 

Method 
End 
Score 



11777 

TBLASTX: Maize 

7.69 

226 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528_27.9B05.C13 
11777 

TBLASTX : Soybean 

762 

155 



Seq. ID OJ990528_27.9B05.C13 
Strand - 
.End 



551 
none 

551. .781, 557. .625, 565. .768 

35985 
74179 
520 

OJ990528_27 . 9B05 . C13 . ol . np 
561 

791146 



End 
Score 



,11777 „ 

..TBLASTX: Wheat. ... 
781 
204 



11777 
AAT/NAP 
11777 
219 

561. .859, 3632. .3746, 6617. .6832, 11563. .11777 
(X86028) extensin-like protein [Vigna unguiculata] 



Seq. ID OJ990528_27.9B05.C13 
Strand 
End 

Method 
End 
Score 



35985 Seq. ID., 

74179 Strand"" 

520 End 
OJ990528_27 . 9B05 . CI 3 . ol . tc Method 

565 End 

.none - . ■ Score 

565. .711, 566. .712 



OJ990528_27.9B05.C13 
11777 

TBLASTX: Cress 

712 

137 



OJ9.90528 27.9B05.C13 



35985" .;. : ' • , ■. ' :Seq. ID 

74179 . . ' .Strand . -. 

520 End 11777 " ■ ■ ■ ■ 

OJ990528_27 . 9B05 . C13. ol . gp Method AAT/GAP 
568 End 632 

19698JL.R1084 Score 91 

568. .632 

, 2493046/sp|Q40089| ATP4_IPOBA 6.0e-54 ATP SYNTHASE DELTA 1 1 

CHAIN, MITOCHONDRIAL PRECURSOR >gi_822 97_pir A4174 0 

H+-transporting ATP synthase (EC 3.6.1.34) delta* • chain 
precursor - sweet potato >gi_217 938_dbj_BAA01511_ (D10660) 
mitochondrial Fl-ATPase delta subunit [Ipomoea batatas] 1 



35742 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



35985 
74179 
520 

OJ990528_27.9B05.C13.o3.gs 

4537 

none 



Seq. ID OJ990528_27.9B05.C13 



Strand 
End 

Method 

End 

Score 



11777 
GENSCAN 
6422 
.56 



4537. .4707, 5723. .5803, 5936. .5993, 6292. .6422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Se.q. No., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35986 
74180 
1 

OJ990528_27 . 9B05 . C15 . ol . np 
1 . 

2739355 

1..232, 1137. .1388, 1495 



Seq. ID OJ990528_27.9B05.C15 
Strand + 
End 9183 
Method - AAT/NAP 
End 9183 
Score 2527 
1665, 1821. .1871, 1996. .2088, 
2253. .2348, 2440. .2496, 2580. .2698, 3037. .3142, 3516. .3641, 
3718. .3789, 4091. .4162, 4253. .4319, 4388. .4530, 4622. .4693, 
4760. .4888, 5445. .5600, 5707. .5820, 5919. .6017, 6102. .6179, 
6530. .6664, 7209. .7287, 9054. .9183 

(AC003972) pNORFl [Homo sapiens] gi 13328175 (AF074016) 
nonsense-mediated mRNA decay trans-acting factor [Homo sapiens] 



.,3.5.9.8.6. ......... „ Seq.. I.D. 

74180 • Strand 

1 End 

OJ990528_27. 9B05 . C15 . ol . gs Method 

71 End 

none Score 



71. .232, 1137. .1388, 1495. .1665, 1821 
2253. .2348, 2446. .2496, 2580. .2698, 3037 
3718. .3789, 4091. .4162, 4253. .4319, 4388 
4760. .4888, 5445. .5600, 5707. .5820, 6102 
7209. .7283, 7375. .7489, 7586. .7956, 8031 
8640. .8756 



OJ9 905.2 8_2,7 ..9B.0.5...CJ.5 . 
+ 

9183 
GENSCAN 
8756 
.83 

1871, 1996. .2088, 
3193, 3519.. 3641, 
4530, 4622.. 4693, 
6179, 6530.. 6664, 
8093, 8177.. 8248, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



. Seq. No. 
Gene. No,. 
Start 
Name 
Start 
GI 

Exons 



35986 
74180 
1 

OJ990528_27. 9B05 . C15 . o3 . tc 

1589 

none 

1589. .1675, 1591. .1680, 1821, 
1996..2088, 2253.. 2345 

35986. ' ' . 

74180 . 

1 

OJ990528_27. 9B05 . C15 . o3 . ts 

2437 

none 

2437. .2499, 2440. .2499, 2570. 
2579. .2659 



Seq. ID OJ990528_27.9B05.C15 

Strand + 

End 9183 

Method TBLASTX : Cress 

End 2345 

Score 88 

.1877, 1993.. 2088, 1995.. .2090, 



Seq. ID . OJ-990528_27 ; 9B05 . C15 

Strand . "+ 

End 9183 

Method TBLASTX : Soybean 

End 2660 

Score 81 

.2656, 2574. .2654, 2577. .2660, 



Seq. No. 35986 

Gene No. 74180 

Start 1 

Name OJ990528 27 . 9B05 . C15 . o2 . tc 



Seq. ID OJ990528_27.9B05.C15 

Strand + 

End 9183 

Method TBLASTX : Cress 



35743 



Start 
GI 

Exons 



3039 End 4428 

none Score 7 6 

3039. .3137, 3049. .3141, 3053. .3142, 3515. .3652, 3515. .3643, 

3516. .3653, 3715. .3792, 3717. .3791, 4084. .4164, 4084. .4164, 

4085. .4165, 4088. .4165, 4250. .4321, 4253. .4321, 4386. .4421, 
4387. .4428 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

Stairt.-. „- 

jg.i„.„. _ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons . 



35986 
74180 

■ 1 

OJ990528_27. 9B05.C15.ol.gp 

3712 

LIB3475-002-P1-K2-G7 



Seq. ID OJ990528_27.9B05.C15 

Strand . .+ 

End ' 9183 

Method AAT/GAP 

End 4474 

Score 536 



3712. .3789, 4091. .4162, 4253. .4319, 4388. .4474 

'1885356 6.0e-34 (U59323) type 1 RNA helicase pNORFl [Homo 

sapiens] * 



35986 
74180 > 

1 End 
OJ990528_27 . 9B05 . C15 . ol . tm Method 

, 41 2 4... _ ™ , ™„™„ .._En.d. 

none „ Score... 

4124... 4165, 4126. .4164, 4250. .4321, 4253.. . 4321,' 4386 4532, 
4387. .4539, 4619. .4696, 4621. .4695, 4757. .4810, 4760. .4792 



Seq. ID OJ990528_27.9B05.C15 
Strand + 

9183 

TBLASTX: Maize 

,4.81,0. t 

7.3. . , , 



35986 
74180 
1 

OJ990528_27 . 9B05 . CI 5 . o2 . ts 

4444 

none 

4444. .4539, 4446. .4532, 4617, 
4757. .4882, 4759. .4890, 4760. 
5439. .5603, 5442. .5603, 5704. 

35986 
74180 
1 

OJ990528_27 . 9B05 . C15 . ol . tc 

5426 

none 

5426. ."5593, 5438. .5596, 5439. 
5707.. 5841, 5709.. 5816,. 5916. 
6D97..6174, 6099... 6176, 6101.. 
.6533. .6670 



Seq. ID OJ990528_27.9B05.C15 

Strand + 

End 9183 

Method TBLASTX : Soybean 

End 5751 

Score 151 

.4694, 4618. .4695, 4619. .4696, 
.4891, 5344. .5460, 5438.-5596, 
.5739, 5706. .5741, 5707. .5751 

Seq. ID OJ990528_27.9B05.C15 

Strand + 

End 9183 

Method TBLASTX: Cress 

End 6670 

Score 80 . . . '. 

.5603, 5442.i5600, 5704.. 5808, 
,5993, 5918. .6019, 5919., 6020, 
, 6175-, 652.6. . 6.666; " 6530. ,.66-64 > 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35986 
74180 
1 

OJ990528_27, 

5949 

none 

5949. .6020, 
6099. .6179, 
6529. .6666, 
7209. .7286, 



Seq. ID OJ990528_27.9B05.C15 
Strand + 
End 9183 
Method TBLASTX : Maize 
End 7725 
Score 117 

.6019, 5962. .6021, 6058. .6180, 
.6184, 6527. .6664, 6529.-6666, 
6639. .6701, 7157. .7282, 7207. .7281, 7208. .7282, 
7372. .7488, 7374. .7490, 7375:. 7491, 7416. .7493, 



9B05.C15.o3.tm 



5950. .6018, 5957. 
6101. .6184, 6101, 



35744 



7584. .7691, 7585. .7692, 7593. 
7693.. 7725, 7693.. 7725 

Seq. No. 35986 
Gene No. 74180 
Start 1 

Name OJ990528_27 . 9B05 . C15 . ol . ts 

Start 5957 
GI none 

Exons 5957.. 6019, 5958.. 6020, 6099. 

6527. .6664, 6527. .6670, 7208. 
7425. .7484, 7591. .7689, 7599. 
7848. .7946, 8019. .8093, 8057. 
8413. .8445, 8443. .8541, 8448. 
8832. .8885 



,7694, 7595. .7693, 7692. .7724, 



Seq. ID OJ990528_27.9B05.C15 

Strand + 

End 9183 

Method TBLASTX : Soybean 

End 8885 

Score 101 

.6185, 6101. .6175, 6526. .6666, 
.7282, 7209. .7286, 7375. .7494, 
.7688, 7675. .7785, 7822. .7944, 
.8089, 8197. .8244, 8198. .8248, 
.8528, 8637. .8735, 8639. .8725, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
_£I_ 



35986 Seq. ID 

74180 ' Strand 
1 End 
OJ990528_27. 9B05 . C15 . o2 . gp Method 
5984 End 
.1BJl£lJ1^1()M S,cpre__ 



OJ990528_27.9B05.C15 
+ 

9183 
AAT/GAP 
. 8470 

„jL6jSJ5„__, • 



.5.95 4...... 6.017, „ .6.10.2 ... 6179,.. 65.3.0 6664, .72.0.9. . 7 2 8.3,^7.37 5^..JA81 , 

7585. .7956, 8031. .8093, 8177. .8248, 8414"., 8470 



GI Descrip. ' 194 4 4 07/dbj | BAA1 9664 | 1.0e-47 (D86988) KIAA0221 [Homo sapiens] 



Seq. No. 35986 

Gene No. 74180 

Start 1 

Name OJ990528_27 . 9B05 . C15 . o4 , 

Start 7738 

GI none 

Exons 7738.. 7785, 7750.. 7785, 
7824. .7958, 7824. .7958 



Seq. ID OJ990528_27.9B05.C15 

Strand + 

End 9183 

tm Method TBLASTX : Maize 

End 7958 

Score 57 
7751. .7786, 7787. .7957, 7790. .7957, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35986 
74180 
1 ' 

OJ990528_27. 9B05 . C15 . o2 . tm 
8042 



none 
8042. 
817 6. 
8631. 
8957, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

8095, 8042. .8089,. 8.043. .8111, 8175. .8240, 8175. .8249, 
"8250, '8402. .8530," 8406. .8543, 8413. .8541, 8630'. 8722, 
874 4," 8 638. .8757, 8 638. .87 60, 8834. .8 935, ■ 8834. .8 935, 
8992, '896Q. .898.6, 9021. . 9059., 9032 ... 9094 . 



OJ990528_27.9B05.C15 
+ 

9183 

TBLASTX: Maize 
9094 
66 



35987 * * Seq. ID 

74181 Strand 

4 72 ,End 

OJ990528_27 . 9B05 . C20 . ol . np Method 

472 End 

2498930 Score 
472. .674 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ990528_27.9B05.C20 
+ 

674 

AAT/NAP . 
674 
44 



Seq. No. 



35988 



Seq. ID OJ990428_23.9B05.C2 



35745 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



74182 Strand + 

1 End 4851 

OJ990428_23.9B05.C2.ol.np • Method AAT/NAP 

1 End 1353 

2281105 Score 49 

1.-24, 1052. .1232, 1259. .1353 

(AC002333) unknown protein [Arabidopsis thaliana] 



35988 
74182 
1 

OJ9904 28_23.9B05.C2.ol.gs 

1135 
none 



Seq. ID OJ990428_23.9B05.C2 

Strand + 

End 4851 

Method GENSCAN 

End 4851 

Score .56 



1135. .1348, 1378. .1558, 2768. .2857, 4439. .4851 



Seq. No. 35988 

Gene No. 74182 

Start 1 

Name OJ9904 28_23 . 9B05 . C2 . o2 . tm 

Start 1369 

..J3I. . .no n.e„ .„„ „ r. t „ 

Ex.ons., ... _ . 



Seq. ID OJ990428_23.9B05.C2 
Strand + 
End 4851 
Method TBLASTX : Maize 
End 1590 . . 

„.Sc.or.e. 223„ „ : 



.1.3 6.9,.. ..15 9,0/.. 13.7.1 ....1589.,. .13.7 8.... .15.9.0 



Seq. No. 35988 

Gene No. 74182 

Start 1 

Name OJ990428_23 . 9B05 . C2 . o2 . tw 

Start 1375 

GI none 
Exons 



Seq. ID OJ990428_23. 9B05.C2 

Strand + 

End 4851 

Method TBLASTX : Wheat 

End 1734 

Score 178 



1375. .1545, 1389. .1532, 1627. .1734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35988 
74182 
1 

OJ9904 28_23.9B05.C2.ol.tm 

1632 

none 



Seq. ID OJ990428_23.9B05.C2 

Strand + 

End 4851 

Method TBLASTX : Maize 

End 2103 

Score 314 



1632. .1982, 1633. .2004, 2011. .2103, 2022. .2102 



Seq. No. 35988 

Gene No. 74182 

Start 1 

Name 4 OJ990428_23 . 9B05 . C2 .ol . f w 

Start ■ "• * 1834 •' '; ; . ' - ' 

GI none . 

Exons' 1834.. 2196/ 1882 .. 2196, ' 2028", 



Seq. ID OJ990428_23.9B05.C2 

Strand. + . 

End' 4851 ' 

Method -TBLASTX : Wheat 

End . , . 2198 ; 

Score' 328 
.2198 



Seq. No. 35989 ' 

Gene No. 74183 

Start 1462 

Name OJ9904 28_23 . 9B05 . C3 . ol . gs 

Start 1462 

GI none 

Exons 1462.. 1575 



Seq. ID OJ990428_23.9B05.C3 

Strand + 

End 1575 

Method GENSCAN 

End 1575 

Score .51 



Seq. No. 



35990 



Seq. ID OJ990428_23. 9B05.C4 



35746 



Gene No. 74184 Strand 

Start 1 End 632 

Name OJ9904 28_23 . 9B05 . C4 . ol . np Method AAT/NAP 

Start 1 - End 632 

GI 2498930 Score 742 

Exons 1. .404, 572. . 632 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 35991 Seq. ID 

Gene No. 74185 Strand 

Start 207 End 

Name OJ990428_23 . 9B05 .C5.ol.gs Method 

Start 207 End 

GI none Score 

Exons 207. .317 



OJ990428_23.9B05.C5 
317 

GENSCAN 

317 

.47 



Seq. No. 


35992 


Seq. ID 


OJ990428 


_23 


.9B05 


.C6 


Gene No. 


74186 


Strand 


+ 








Start 


5518 


End 


6875 








Name 


OJ990428 23. 9B05 . C6 . o2 . gs 


Method . 


GENSCAN 








SJzart; 


. 551.8 


„End ..... 


6875 








GI _ 


. _ none.. , ^ .„..,„ _ .. . 


Score. 


-.61. .„ 








Exons 


5518. .5532, 6211. .6441, 6738 


. .6875 










Seq. No. 


35992 


Seq. ID 


OJ990428 


_23 


.9B05 


.C6 


Gene No. 


74187 


Strand 


+ 








Start 


11658 


End 


13418 








Name 


OJ990428 23. 9B05.C6.o4 .gs 


Method 


GENSCAN 








Start 


11658 


End 


13418 








GI 


none 


Score 


.69 








Exons 


11658. .11663, 12270. . 12401, 


13278. . 13418 









Seq. No. 35992 

Gene No. 74188 

Start 14355 

Name OJ990428_23 . 9B05 . C6 . o5 . gs 

Start 14355 

GI none 
Exons 



Seq. ID OJ990428_23. 9B05.C6 

Strand + 

End 16299 

Method GENSCAN 

End 16194 

Score .88. 



14355. . 14474, 14 955 15018 , 15482. .16194 



Seq. No. 

Gene No. 

Start 

Name 

Star.t 

GI 

Exons . 

GI Descrip. 



35992 . 
74188 ' . .. 

14355 

OJ990428_23\ 9B05 . C"6*. o4 . np ' 
14368- 
27 60323 
14368. .14492 

(AC002.;30) E1N21.8 [Arabidbpsis thaliana] 



Seq. ID OJ990428 23.9B05.C6 



Strand 
End' 
. Method 
End . . 
Score 



+ 

16299 
AAT/NAP 
14492 
110 



Seq. No. 35992 Seq. ID 

Gene No. 74188 Strand 

Start 14355 End 

Name OJ990428_23 . 9B05 . C6 . o5 .'gp Method 

Start 14888 End 

GI 6573148 Score 

Exons 14888. . 14946, 15585.. 16299 



OJ990428_23.9B05.C6 
+ 

16299 
AAT/GAP 
16299 
1100 



35747 



GI Descrip. 4388731/gb | AAD19769 | 1.0e-34 (AC006413) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 35992 " Seq. ID 

Gene No. 74189 - Strand 

Start 1198 End 

Name OJ990428_23 . 9B05 . C6 . ol . np Method 

Start 1198 End 

GI 4455294 Score 

Exons. 1198.. 3514, 5240.. 5272 

GI Descrip. (AL035528) putative protein [Arabidopsis thaliana] 



OJ990428_23. 9B05.C6 

5272 
AAT/NAP 
5272 
1368 



Seq. No. 


35992 




Seq. ID 


OJ990428_23. 


9B05.C6 


Gene No. 


74189 




Strand 






Start 


1198 




End 


5272 




Name 


OJ990428 23.9B05.C6. 


o2 . np 


Method 


AAT/NAP 




Start 


1393 




End 


4033 




GI 


6729487 




Score 


1000 




Exons 


1393. .1451, 1488. .34 


83, 3784 


. .4033 






GI Descrip. 


(AL132966) putative 


protein 


[Arabidopsis thaliana] 




.Seq. _Nq. 


__3.5992_ „ 




_.^S,e_q......IJ2.. 


„QJ9. 90 4 2.8^2.3^. 


9BJ15,;„C& 


G.ene No.___. 


..._7.41.9XU 




.^St.rand 






Start 


8441 




End 


10573 ■ 




Name 


OJ990428 23.9B05.C6. 


o2.gp 


' Method 


AAT/GAP 




Start 


8239 




End 


8586 




GI 


none 




Score 


668 




Exons 


8239. .8586 











Seq. No. 35992 Seq. ID OJ990428_23 . 9B05 . C6 

Gene No. 74190 Strand 

Start 8441 End 10573 

Name OJ990428_23 . 9B05 . C6 . o3 . np Method AAT/NAP 

Start 8438 End 10369 

GI 3876095 Score 1188 

Exons 8438.. 10176, 10205.. 10369 

, GI Descrip. (Z75537) Similarity to Yeast ATP-dependent transporter 

{SW: YEM6_YEAST) ; cDNA EST EMBL:C09155 comes from this gene; cDNA 
EST yk259a9.3 comes from this gene; cDNA EST yk259a9.5 comes 
from this gene; cDNA EST yk453c2.3 comes fro... 



Seq. No. 35992 Seq. ID 

Gene No. 7 4190 ' , Strand 

Start 8441 ■ ■ : ' End 

Name. " OJ990428_2.3 . 9B05. C6 . o3 . gs ' Metho.d . 

Start 8441 ^ - • / . End ; 

GI none Score " 

Exons 8441.. 10573 



OJ990428_23. 9B05.C6 

10573 
GENSGAN 

10573 

.99 



Seq. No. 35992 Seq. ID 

Gene No. 74191 Strand 

Start 13485 End 

Name OJ990428_23. 9B05 . C6 . o3 . gp Method 

Start 13485 * End 

GI 2280831 Score 

Exons 13485. .13654 



OJ990428_23. 9B05.C6 

13654 
AAT/GAP 
13654.. 
226 



35748 




Seq. No. 


35992 








Seq. ID 


OJ990428_23. 9B05.C6 


Gene No. 


74192 








Strand 




C •(- -3 y~4-' 

OLdit 










Lna 


x / boy 


Name 


uj yyuy zo zo 


. yoUO 


P6 /-s7 
.to. Oj , 


, ts 


Metnoa 


TBLAbTX : Soybean 


Cf a y+- 


1 1 ft Q — 

i i o y 










1 A 1 O 

1 4 1 j 


P T 


none 








Score 


i cyi 

xo4 


Exons 


11QQ 1/117 


1 1 Q6 

x x y o 


1 4 fl 9 
. . X 4 UZ 








Seq. No. 


35992 








Seq. ID 


OJ990428_23. 9B05.C6 


Gene No. 


74192 








Strand 




jLaiL 


16419 
1 Oft 1Z 








cjnQ 


1 7 C R Q 

x / boy 


Name 


Pi TQQH/1 9 Q 9 7 

uj yyu^ z o z o 


Qnn r 
. yrJUO 


P 6 ^7 

.LD. oz . 


r.c 


Method 


rp o T 7\ CTV . v 

xBLAbTX : Cress 


o car t 


I 1 Q9 ~~ 

I I y z 










1 / ZO 


P T 


none 








Score 


bo 


Exons 


11Q9 179ft 


1 1 QC 

x i y o 


17 4 4 
. . 104 4 , 


1 1 Q6 

x x y b . 


1 6 Q Q 

. x oy y 




Seq. No. 


35992 








Seq. ID 


OJ990428_23.9B05.C6 


Gene No. 


74192 








Strand 




Q +- a r*+* 
OLail, 


16419 
1 Ofi 1Z 








hjna 


i / bo y 


Name 


PTOOH/IOQ 

uj yyu4zo zj , 


. ytsuo . 


r* c x-v7 
.lb. Oo . 


tm 


Method 


TBLASTX : Maize 


o tar l 


I 1 Q9 _ 

I I y z 








r — -j 


1 A A Q 

1 4 4 y. .... 


— „ 


_none; , _ 










150 


, Exons . . ... 


1 1 Q9 1 / /|Q 

...... x iy.z... . 1,4 4 y / . 


1 1 G7 

x x y.o . 


1 a n 7 
. . X 4 I) Z 


— - --/--- 







Seq. No. 


35992 








-Seq. ID 


OJ990428_23. 9B05.C6 


Gene No. 


74192 








Strand 




Of 2 v-4- 

OLall 


X 0 4 XZ 










l / oo y 


■ Name 


ujyyu4ztf zo. 




. Co . OZ . 


ts 


Method 


TBLASTX : Soybean 


otart 










Ena 


1 nc 

1 956 


PT 


none 








Score 


O / 


Exons 


14 9 7 1QR6 

x 4 zj . .x y o o f 


14 9 4 
1 4 Z 4 . 


1 ceo 
. . 1 0 OZ , 


1 coo 
Ijoj. 


1 Q 4 Q 

. x y 4 o 




o e q . in o . 


o o y y z 








Seq. ID 


OJ990428_23. 9B05.C6 


bene ino . 


7 4 1 Q9 

/ 4 1 y z 








Strand 




Of--, v-f 


16419 
X Oft XZ 








End 


17659 


Name 


uj y y u 4 z o zj. 


QnAC 

. ybuo , 


. Lb . OZ . 


tm 


Method 


TBLASTX: Maize 


Start 


1450 








End 


3427 


GI 


none 








Score 


73 


Exons 


1 4 9 717 
14 JU. . Zjl j, 


1 RR7 
lOOO . 


1 6Q6 

. i o y b , 


1 7 7 Q 
X / / O . 


.2014, 2002.. 2328, 2038. .2199, 




9 H Q 7 9 1Q7 

z u o / . . z x y / , 


onnn 

zuyu . 


7 1 Q A 

. z i y4 , 


O O O "7 

ZZz / . 


.2631, 2245. .2430, 2275. .2298, 




9976 9 711 
ZZ / b . . Z O 1 1 , 


9 7 Q C 

zz y o . 


. Z b4 U , 


Z o4 1 . 


.2508, 2341. .2694, 2533. .2802, 




zoyy. . z y z o , 


Z 04 X . 


■. zobo, 


Z /U4 . 


.2847, 2923. .3171, 3281. .3424, 




7 9 Q 4 "34 9 7 
JZOI . . O fi Z / , 


7 9 ft 7 " 
jzo / . 


. O 4 XZ 








Seq .'.'No. 


• ■35992. 








. Seq. ID 


OJ99Q428 1I 23.9B05.C6 


Gene No. 


74192 








.-Strand 




Cf a v-f- 


16 4 19' 
X O 41 XZ 








End ■ ' 


17659 ■" 


Name 


Pi TQ Q fl 4 7 Q 7 7 

uj y yu4Zo zj . 


QnAC 

ybuo . 


Cb . 04 . 


tc 


Method 


TBLASTX: Cress 


Cf a >-+- 


1 7 9 Q 

x / z y 








End 


3228 


P T 


none 








Score 


113 


Exons 


1 7 7 Q 1 Qci 

x / zy . . looi, 


loOO . 


. Z4 ID , 


o o o a 
ZZJD. 


.2712, 2551.. 3018, 2854.. 3228 


Seq. No. 


35992 








Seq. ID 


OJ990428_23.9B05.C6 


Gene No. 


74192 








Strand 




Start 


. 16412 








End 


17659 . 


Name 


OJ990428 23. 


9B05. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1894 








End 


3228 



35749 



GI 

Exons 



none Score 62 

1894. .2373, 1895. .2029, 2281. .2670, 2554. .2811, 2851. .2970, 
2893. .3228 



Seq. No. 35992 

Gene No. 74192 

Start 16412 

Name OJ990428_23 . 9B05 . C6 . o4 . ts 

Start 1957 

GI none 

Exons 1957.. 2316, 2087.. 2203, 2260. 

2566. .2943, 2590. .2856, 2645. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2637, 2288 
.2941, 2893 



OJ990428 23.9B05.C6 



17659 

TBLASTX : Soybean 
3424 
91 

2431, 25S2..2638, 
3240, 3287. .3424 



Seq. No. 35992 

Gene No. 74192 

Start 16412 

Name OJ990428_23 . 9B05 . C6 . ol . ts 

Start 8449 

GI none 

Exons . 8449. .8709, 8495. .9100, 8517. 

9165.. 9197, 9239.. 9532, 9300. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 23.9B05.C6 



17659 

TBLASTX: Soybean 
10057 
173 

9068, 8558. .8767, 9101. .9331, 
9527, 9401. .9529, 9467. .9511, 



. _95Q9^98j02 3510,./.^^ 95.60, ,33M:^ t 33Al^. rliLQSJL 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35992 - 

74192 

16412 

OJ990428_23. 9B05 . C6 . o3 . tw 

8542 

none 

8542. .8688, 8543. .8698, 8558, 
9539. .9643, 9560. .9706 

35992 
74192 
16412 

OJ9904 28_23. 9B05 . C6 . ol . tc 

8564 

hone 

8564. .8752, 9410. .9523, 9417. 
9905. .10108, 9942. .10028 



Seq. ID OJ990428_23. 9B05.C6 
Strand 

End 17659 

Method TBLASTX : Wheat 

End 9706 

Score 87 

.8833, 8577. .8804, 9464. .9532, 



Seq. ID OJ990428_23.9B05.C6 
Strand 

End 17659 

Method TBLASTX : Cress 

End - 10108 

Score 63 

.9512, 9539. .9793, 9539. .9808, 



Seq. .No. 
Gene No . 
Start 
Name • 
.Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35 992 • • .. Seq. ID 

74192 " "Strand 
16412" End 

OJ990428_23 ; . 9B05..C6.. O1. t.nf . Method.:. 
8586 ; \ End . „ 
none " ' Score 



OJ990428_23. 9B05.C6 
17659 . 

.TBLASTX: Maize . . 
10087 
722 



8586. .9197, 8588. .9376, 9300. .9377, 9560. .9664, 9947. .10087 



35992 
74192 
16412 

OJ9904 28_23. 9B05 . C6 . ol . tw 

8963 

none 



Seq. ID OJ990428_23. 9B05.C6 
Strand 

End 17659 

Method TBLASTX : Wheat 

End 10057 

Score 335 



8963. .9238, 8963. .9412, 8968. .9282, 9300. .9413, 9962. .10057, 
9966. .10028 



35750 




Seq. No. 


35992 


Seq. ID 


OJ99042E 


)_23. 9B05 


.C6 


kjciie ino . 


f *i 1 yZ 


Strand 










1 £/l 1 9 
± b4 1Z 


End 


17659 






Name 


ujyyuftzo zo. yDUO.LD.Oj. tc 


Method 


TBLASTX: 


Cress 






y uz u 


End 


9410 






C T 


none 


Score 


74 






Exons 


onon ooo^ qhoi oncQ onoc 
yuzu . . y zz o , y uz ± . . yuoo, y uz o 


. .9196, 9233. .9409, 


9300. . 9410 


Seq. No. 


35992 


Seq. ID 


OJ99042E 


_23.9B05 


C6 


ocHc • LNO . 


7 4 1 Q9 
/ H. ± y Z 


Strand 










1 Dfi 1 Z 


End 


17659 






Name 


ujyyu*izo z j. ybu j . . o^i . tin 


Method 


TBLASTX: 


Maize 








End 


9946 






GI 


none 


Score 


214 






Exons 


Q^^E* QQ/1 C QCfTC QR1/1 QQQ1 
ybOD..yyfib, yOOO..yo±fi, ^00 / 


. . 9946 








Seq. No. 


35992 


Seq. ID 


OJ990428 


_23. 9B05. 


C6 


Gene No. 


74192 


Strand 










1 £ /l 1 9 
± 0 fi J. Z 


End 


17659 






Name 


uuyyu^zo zj.ybuo.Lb.oo.es 


Method 


TBLASTX : 


Soybean 






y o o / , • 


_.jto£L--. _ 








C T 

ol... . ..... , . . 


„none. „. ... ... ..... . . 


_ Score „. ; . . 


.,5.4...... _ 






Exons 


yoo/..yy4o, yoy / . . yy<i / , iuud 


8. .101X4, 


10059. .10115, 








10481. . 10513 






Seq. No. 


35992 


Seq. ID 


OJ990428 


_23.9B05. 


C6 


bene no . 


7/1100 

/ h i y z 


Strand 








bt arc 


1 b4 1Z 


End 


17659 






Name 


ujyyu^zo z o . ybu d . l d . oo . gs 


Method 


GEN SCAN 






Of a •»-■}- 
OLdlU 


1 o 
1 D *i 1 Z 


End 


17659 






C T 


none 


Score 


. 68 






IT 1 V S~\ Y*\ c 


1D4XZ. . ± bozo , x/buu. .1 / boy 












35993 


Seq. ID 


OJ990428 


_23. 9B05. 


C7 


Gene No. 


74193 


Strand 


+ 






Start 


11425 


End 


11535 






Name 


OJ990428 23. 9B05 . C7 . o2 . gp 


Method 


AAT/GAP 








11425 


End 


11535 








uC-osflcyp088bl2bl 


Score 


150 






U 1 V* /"\ c* 


11425. .11535 










bi uescnp. 


■ ' 5257255/dbj | AP000364 . 1 j AP000364 3.0e- 


36 Oryza 


sativa genomi 




DNA, chromosome 8, clone : P0026F07 ' 








Seq. -No. 


35993 . ' * 


> Seq. ID. 


OJ990428 


_23. 9B05. 


C7 . 


Gene Nq. 


,.74194 ■ m 


S.trand 








Start 


549. 


End ' 


11421 






Name 


OJ990428 23.9B05.C7.ol.gs 


Method 


GENSCAN 






Start 


549 


End 


9758 






GI 


none 


Score 


. 69 







Exons 549. .585, 768. .991, 1380. .1633, 1697. .1817, 1824. .2139, 

2197. .2219, 2334. .2435, 2482. .2589, 2682. .2943, 3048. .3248, 
3263. .3345, 3426. .3544, 3617. .3839, 3925. .4291, 4404. .4520, 
4738. .4766, 4925. .7312, 7577. .7644, 7903. .7976, 8632. .8699, 
9089. .9352, 9359. .9560, 9580. .9758 

Seq. No. 35993 Seq. ID OJ990428 23.9B05.C7 



35751 



Gene No. 74194 Strand 

Start 549 End 11421 

Name OJ990428_23 . 9B05 . C7 . ol . np Method AAT/NAP 

Start 1683 End 7180 

GI 5441880 Score 2714 

Exons 1683. .1893, 2197. .2443, 2682. .2943, 3048. .3345, 3925. .4258, 

4367. .4506, 5108. .5434, 5693. .5724, 6169. .7180 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 

Seq. No. 35993 Seq. ID OJ990428_23 . 9B05 . C7 

Gene No. 74194 Strand 

Start 549 End 11421 

Name OJ990428_23 . 9B05 . C7 . ol . gp Method AAT/GAP 

Start 2004 End 4252 

GI LIB3433-020-P1-K1-A6 Score 745 

Exons 2004.. 2389, 4210.. 4252 

GI Descrip. * 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 

sm^m... ~™3 5_asi _ — j_ ™^._iD„maao^a^2ji, ass&Jci^ 

Gene.No.^ . . '.7.4.19.4..; , ■ Strand - ... . . _ 

Start 54 9 ■ . , ; • End 11421 

Name OJ990428_23 . 9B05 . C7 . o2 . np Method AAT/NAP 

Start 8382 End 11421 

GI 6815109 Score 286 

Exons 8382.. 8559, 8603.. 9073, 9248.. 9631, 9658.. 9805, 9927.. 9995, 

11393. .11421 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 

Seq. No. 35993 Seq. ID OJ990428_23 . 9B05 . C7 

Gene No. 74195 Strand 

Start 12166 End 18097 

Name OJ990428_23 . 9B05 . C7 . o2 . tw ' Method TBLASTX : Wheat 

Start 4018 End 4200 

GI none Score 108 

Exons 4018.. 4137, 4019. .'4138, 4136.. 4186, 4147.. 4200 

Seq. No. 35993 Seq. ID 0 J9904 28_23 . 9B05 . C7 

Gene No. 74195 Strand 

Start 12166 ... End 18097 

Name" ' OJ990428_23.9B05.C7.ol/tw Method. TBLASTX : Wheat 

Start • 5942 - ■ End . 6319 ■ / 

. GI. . none .... . ." . • - •. Score .67 - . 

Exons..' 5942. .6115,. 5953. .6108,- 6048... 6116, "&14 0 .. 6316, • 6165 .. 6317 , • 

6170. .6319 * 

Seq. No. 35993 Seq. ID OJ990428_23 . 9B05 . C7 

Gene No. 74195 Strand 

Start 12166 End 18097 

Name OJ9904'28_23 . 9B05 . C7 . ol . tm Method TBLASTX : Maize 

Start 6017 End 6613 

GI none Score 183 

Exons 6017.. 6088, 6135.. 6434, 6146.. 6613, 6486.. 6611 

Seq. No. 35993 Seq. ID OJ9904 28_23 . 9B05 . C7 



35752 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



74195 Strand 

12166 End 18097 

OJ990428_23 . 9B05 . C7 . o3 . np Method AAT/NAP 

12166 End 18097 

5091513 Score 1000 

12166. .12382, 12535 .. 1264 9, 13482 .. 14026, 14771. 
18069. .18097 

(AB023482) Hypothetical protein [Oryza sativa] 



15934, 



35994 
74196 
1 

OJ9904 28_23 . 9B05 . C8 . ol . gp 
1 

LIB34 7 7-003-P1-K1-E9 
1. . 101 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990428_23.9B05.C8 

Strand + 

End 101 

Method AAT/GAP 

End 101 

Score 185 



Seq. No. 


35994 








Seq. ID 


OJ990428 


23 . 


9B05 


.C8 


„G,e.n.e...-.Np 


„ _J.41.9JL ~. ™_ 




■ — 


-™ — - 


JLtraad„_ 


jf_ 


— — 


— • — - 





.Start--,- . 


. .. .-..1.1 2 J . _ ... „ 


- - - 


..... ... 


.. . , 


End . 


1278. " „ 






— ■ 


Name 


OJ990428 23 


. 9B05 


C8 . ol . 


gs 


Method 


GENSCAN 








Start 


1127 








End 


1278 








GI 


none 








Score 


.63 








Exons 


1127. .1206, 


1248. 


.1278 














Seq. No. 


35994 








Seq. ID 


OJ990428 


_23. 


9B05 


.C8 


Gene No. 


74198 








Strand 










Of -rf- 
O tal L 


2234 








End 


4436 








Name 


OJ990428 23 


.9B05. 


C8.o2. 


gs 


Method 


GENSCAN 








Start 


2234 








End 


4436 








GI 


none 








Score 


. 63 








Exons 


2234. .2355, 


2503. 


.2775, 


4105. . 


4178, 4372. .4436 








Seq. No. 


35994 








Seq. ID 


OJ990428 


_23. 


9B05 


."C8 


Gene No. 


74199 








Strand 










Start 


8943 








End 


9089 








Name 


OJ990428 23 


9B05. 


C8.o4. 


gs 


Method 


GENSCAN 








Start 


8943 








End 


9089 








GI 


none 








Score 


.75 








Exons 


8943. . 9089' 


















Seq.. No. 


35.995 








Seq. .. ID 


OJ990428 


_23. 


9B05 


.cio 


Gene. No . 


■ 74200 








■Strand . 


+ . ■ 








Start 


442 ■ 








End 


3875 








Name 


OJ990428 23. 


9B05. 


ClO.ol 


.gs 


Method 


GENSCAN 








Start 


442 








End 


3875 








GI 


none 








Score 


. 6 








Exons 


442.. 550, 746. .805, 940 


. . 1319, 


1344 . . IE 


S42, 1931 


. . 1963, 






2024. .2916, 


3011. 


.3262, 


3321. . 


3875 










Seq. No. 


35995 








Seq. ID 


OJ990428 


'_23. 


9B05 


-C10 


Gene No. 


74201 








Strand 


+ 








Start 


5525 








End 


15058 








Name 


OJ990428 23. 


9B05. 


C10.o2 


.gs 


Method 


GENSCAN 









35753 



Start 


5525 




End 


10239 


GI 


none 




Score 


.6 


Exons 


5525 . . 6568 , 


6899 . . 7066, 8210 . 


.8320, 8406.. 8507, 9046.. 9076, 




9386 . . 9573, 


9578 . . 9678, 9752 . 


.9813, 10178.. 10239 


Seq. No. 


35995 




Seq. ID 


OJ990428_23.9B05.C10 


Gene No. 


74201 




Strand 


+ 


Start 


5525 




End 


15058 


Name 


OJ990428_23 . 


9B05.C10.ol.np 


Method 


AAT/NAP 


Start 


6896 




End 


15058 


GI 


3645899 




Score 


1249 


Exons 


s~ cs r\ f r\ s~ r\ f\ 

6896 . . 8689, 


14640. . 15058 






GI Descrip. 


(U68408) 5 f 


end not determined experimentally [Zea mays] 


Seq. No. 


35995 




Seq. ID 


OJ990428_23. 9B05.C10 


Gene No. 


74201 




Strand 


+ 


Start 


5525 




End 


15058 


Name 


OJ990428 23. 


9B05.C10.ol.gp 


Method 


AAT/GAP 


Start 


10409 




End 


10841 


GI 


2428185 




Score 


676 


Exons 


10409. . 10841 






.Gl...De^scrip^ 


5 21 XQ/embJ al u 1 2 §3^ X10S TUB AS . Mx.yzj^JzLixa ; 


— ■ — - 


'..indic.a.(G.LA4) 


. ..genomic*. DNA,.. chromos.ome ,4 


, .,BAC...cl.o,ne:t.l7804 , 


Seq. No. - 


35995 




Seq. ID 


OJ990428_23. 9B05.C10 


Gene No. 


74201 




Strand 


+ 


Start 


5525 




End 


15058 


Name 


OJ990428 23. 


9B05.C10.o2.gp 


Method 


AAT/GAP 


Start 


11387 




End 


11559 , 


GI 


LIB3433-026- 


Pl-Kl-Cl 


Score 


250 


Exons 


11387. . 11559 






GI Descrip. 


? 5852 170/emb| AL1 172 65.1 IOST17 


304 l.Oe- 


44 Oryza sativa 




indica (GLA4) 


genomic DNA, chromosome 4, BAC clone : t 17804 f 


Seq. No. 


35995 




Seq. ID 


OJ9904 28_23. 9B05.C10 


Gene No. 


74202 




Strand 




Start 


12944 




End 


15058 


Name 


OJ990428 23. 


9B05.C10.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7323 




End 


7877 


GI 


none 




Score 


128 


Exons 


7323. .7553, 


7593. .7634, 7692. 


.7877, 7701. .7871, 7706. .7876 


Seq. No^ 


35995' 




Seq. ID 


OJ990428_23. 9B05.C10 


Gene No. 


74202 • . 




Strand 




Start 


12944 . . 




End . 


.15058 ■ 


Name 


OJ990428 23. 


9B0.5..C10.ol.tm . 


Method : 


. TBLASTX: Maize . . . 


Start 


7548 




End 


8036 


GI 


none 




Score 


84 


Exons 


7548. .7613, 


7553.. 7615, 7653. 


7931, 7676.. 8035, 7692.. 8036 


Seq. No. 


■ 35995 




Seq. ID 


OJ9904 28_23. 9B05.C10 


Gene No. 


74202 




Strand 




Start 


12944 




End 


15058 


Name 


OJ990428 23. 


9B05..C10.o2.ts 


Method 


TBLASTX: Soybean 


Start 


7722 




End 


8171 


GI 


none 




Score 


233 


Exons 


7722. .8033, 


7739.. 8026, 8055. 


8171 





35754 



Seq. No. 


35995 




Seq. ID 


OJ990428_23. 9B05. 


C10 


Gene No. 


74202 




Strand 






Start 


12944 




End 


15058 




Name 


OJ990428 23.9B05.C10. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


8480 




End 


15022 




GI 


5509260 




Score 


40 




Exons 


8480. .8530, 8480. .8530, 8552. .8692, 8569. .8691, 14 64 3 .. 14759, 




14660. .14743, 14739. . 


15017, 


14741. .15022 




GI Descrip. 












Seq. No. 


35995 




Seq. ID 


OJ990428_23. 9B05. 


C10 


Gene No. 


74202 




Strand 






Start 


12944 




End 


15058 




Name 


OJ990428 23.9B05.C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


8609 




End 


15008 




GI 


none 




Score 


80 




Exons 


8 609. .8710, 8 609. .8 692, 14 652 .. 14 678 , 


14679. . 14744, 






14687. . 14743, 14739. . 


15008, 


14741. .14998 




Seq. No. 


35995 




Seq. ID 


OJ990428_23. 9B05. 


C10 


G$ne No. " 


74202 










Start .... 


-.„1.2:9_4,4.' , 




...End _ 


.15,05.8. - 


— 

-T- ~~ 


Name 


OJ990428_23. 9B05.C10. 


o3 . gp 


Method 


AAT/GAP. 




Start 


11585 




End 


11859 




GI 


61605_1 .R1084 




Score 


468 




Exons 


11585 . . 11859, 










GI Descrip. 


1 585217 0/emb | AL117265 


.1IOST17804 l.Oe- 


137 Oryza sativa 






indica ( GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 




Seq. No. 


35995 




Seq. ID 


OJ990428_23. 9B05. 


C10 


Gene No. 


74202 




Strand 






Start 


X Z :? ft 4 




End 


15058 




Name 


OJ990428 23.9B05.C10. 


o4 . gp 


Method 


AAT/GAP 




Start 


12777 




End 


13513 




GI 


101153 1.R1084 




Score 


667 




Exons 


12777. .13006, 13324.. 


13513 








GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


115 Oryza sativa 






indica (GLA4) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 




Seq. No. 


35995 




Seq. ID 


OJ990428_23.9B05. 


C10 


Gene No. 


74202 




Strand 






Start 


12944 




' End 


15058 




Name 


OJ990428 23.9B05.C10'. 


o3 . gs 


■ Method 


GEN SCAN 




Start. 


12944 . . . . , 




- End 


. 13953 . - 




GI ■ 


* none * 




Score. 


.63. ' , 




Exons 


12944. .13006, 13324. . 


13462, 


13468. .13566, 13872. .13953 




Seq. No. 


35995 




Seq-, ID 


OJ990428_23.9B05. 


C10 




74202 




Strand 






Start 


12944 




End 


15058 




Name 


OJ990428 23.9B05.C10. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


14703 




End 


15058 




GI 


none 




Score 


50 




Exons 


14703. .14744, 14741.. 


14860, 


14741. .15058, 14 742. .15056 




Seq. No. 


35996 




Seq. ID 


OJ990428_23.9B05. 


Cll 



35755 



Gene No. 74203 Strand + 

Start 1 End 905 

Name OJ990428_23 . 9B05 . Cll . ol . np Method AAT/NAP 

Start - 1 End 905 

GI 6630685 Score 956 

Exons 1 . . 905 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



(AF105716) 



Seq. No. 35996 Seq. ID 

Gene No. 74204 Strand 

Start 2840 End 

Name OJ990428_23 . 9B05 . Cll . o2 . np Method 

Start 2840 End 

GI 6539588 Score 

Exons 2840.. 3104, 4347.. 4393 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ990428_23.9B05.C11 
+ 

4393 
AAT/NAP 
4393 
124 



Seq. No. 35996 Seq. ID 

Gene No. 74205 Strand 

Start 10612 End 

JSame.„ _ . . DJ.9A0A 2 8 _2 3 , 9 B 0 5.. .C . np Met tied . - 

...S.t.art 10612. „.„ _ End ... 

GI 6907087 Score'- 

Exons 10612. .11108, 11147 .. 11722 , 12264.. 12365 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990428_23. 9B05.C11 
+ 

12365 

,AAT/N£P. . _ 

123.6.5. . v . , . 

822 



Seq. No. 35996 Seq. ID 

Gene No. 74206 Strand 

Start 13119 End 

Name OJ990428_23 . 9B05 . Cll . ol . gp Method 

Start 12830 End 

GI uC-osflcyp033a04bl Score 

Exons 12830.. 13211 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990428_23. 9B05.C11 
+ 

18061 
AAT/GAP 
13211 
623 



Seq. No. 35996 

Gene No. 74206 

Start 13119 

Name OJ9904 28_23 . 9B05". Cll . o3 . gs 

Start ; 13119, ' 

GI " * none * - 

Exons. ... 13119,. . 13163.,.. 14389. -.14491, 
17522.. 18061 



Seq. ID OJ990428_23.9B05.C11 

Strand + 

End 18061 

Method GENSCAN 

End 18061 

Score. - . - . 71 
17037. . 17134,. 1.738.1. .174 64, . 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35996 
74206 
13119 

OJ990428_23. 9B05 . CI 1 . o2 . gp 

16989 

4969338 



Seq. ID OJ990428_23. 9B05.C11 

Strand + 

End 18061 

Method AAT/GAP 

End 17719 

Score 795 



16989. . 17134, 17328 174 64 , ' 17567 .. 177 19 



Seq. No. 



35996 



Seq. ID OJ990428 23.9B05.C11 



'35756 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



74207 Strand + 

23534 End 27837 

OJ990428_23. 9B05.Cll.o5.gs- Method GENSCAN 

23534 End 27837 

none Score .53 

23534 . .23806, 23854 .. 24033, 24082 24 089, 24434 24594, 

26825.-26964, 27061.. 27837 



Seq. No. 


35996 




Seq. . ID 


OJ990428 


_23. 


9B05.C11 


Gene No. 


74208 




Strand 


+ 






Start 


30068 




End 


31551 






Name 


OJ990428 23.9B05 


.Cll.o7.np 


Method 


AAT/NAP 






Start 


29891 




End 


31551 






GI 


6907086 




Score 


1213 






Exons 


29891. .30657, 30718 .. 30956, 31189.. 31551 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


35996 




Seq. ID 


OJ990428 


_23. 


9B05.C11 


Gene No. 


74208 




Strand 


+ 






Start 


30068 




End . 


31551 






Name 


OJ990428 23.9B05 


.Cll.o6.gs 


Method . 


GENSCAN. 






.S.tar.t_ ,„ 


_ 3.00 68,. - 




,.En<l_. :„ 






GI......... - _ .. 


none .. .. . . '.. 




.... Score 


....9. 






Exons 


30068. .30127, 30192.. 30632 










Seq. No. 


35996 




Seq. ID 


OJ990428 


_23. 


9B05.C11 


Gene No. 


74209 




Strand 








Start 


. 4208 




End 


11981 






Name 


OJ990428 23.9B05 


Cll.o3.np 


Method 


AAT/NAP 






Start 


4128 




End 


6894 






GI 


4206306 




Score 


1182 






Exons 


4128. .4168, 4897 


.6264, 6468. 


.6894 








GI Descrip. 


(AF049110) prpol 


[Zea mays] 










Seq. No. 


35996 




Seq. ID 


OJ990428_ 


_23. 


9B05.C11 


Gene No. 


74209 




Strand 








Start 


4208 




End 


11981 






Name 


OJ990428 23.9B05 


Cll.o2.gs 


Method 


GENSCAN 






Start 


4208 


End 


11981 






GI 


none 




Score 


.58 






Exons 


4208. .5017, 5078, 


.5464, 5881. 


.6041, 6046.. 6308, 


6365. .7155, 




7180. .7775, 7884. 


.8094, 8229. 


.8459, 8995.. 9103, 


9138. .9259, 




9294 . . 9467', '9472. 


.9652, 10799 


. .11193, 


11330. "J 11464, 


"11535. . 11981 


Seq. No.', ■ 


- 35996 - : ' 




Seq. ID. 


OJ990428_ 


_23. 


9B05.C11'' 


Gene No. 


-.74 210.. 




Strand . 








Start 


12758 




End 


12981 






Name 


OJ990428 23.9B05. 


Cll.o6.np 


Method 


AAT/NAP 






Start 


12758 




End 


12981 






GI 


4680186 




Score 


247 






Exons 


12758. .12981 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


35996 




Seq. ID 


OJ990428_ 


23. 


9B05.C11 


Gene No. 


74211 




Strand 








Start 


21993 




End 


22579 






Name 


OJ990428 23.9B05. 


Cll.o3.gp 


Method 


AAT/GAP 







35757 




Start 2-1993 End 22579 

GI 4879016 Score 837 

Exons 21993. .22411, 22433.. 22579 

GI Descrip. 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 


35996 






Seq. ID 


OJ990428 23.9B05 


. Cll 


Gene No. 


74212 






Strand 






Start 


31183 






End 


32302 




Name 


OJ 990428 


2o . yBuo . ci 1 . oj 


. tw 


Method 


TBLASTX : Wheat 




Start 


55 






End 


486 




GI 


none 






Score 


103 




Exons 


55 . . 204 , 


o o n A Q £ 
2.1 9 . . 4 o D 










Seq. No. 


35996 






Seq. ID 


OJ990428 23.9B05 


. Cll 


Gene No. 


74212 






Strand 






Start 


31183 






End 


32302 




Name 


OJ990428 


23 . 9B05 . Cll . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


232 






End 


887 




GI 


none 






Score 


429 




ExQns._ 




_.JL4.Q_wJ>0iL gjQiL 


»,..» 8 7 7 , 




...... _ _ — — ™ 


„™,„ 


- ■ - 

Seq. No. 


- ■ — 

35996 


— : - - 




Seq. ID 


— ■ 

OJ990428_23 . 9B05 


~ 

.Cll 


Gene No. 


7 4 212 






Strand 






Start 


31183 






End 


32302 




Name 


OJ990428_ 


23. 9B05 .Cll .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


250 






End 


914 




GI 


none 






Score 


267 




Exons 


250 . . 615, 


657 . . 914 










Seq. No. 


35996 






Seq. ID 


OJ990428_23 . 9B05 


. Cll 


Gene No. 


74212 






Strand 






Start 


31183 






End 


32302, 




Name 


OJ990428 


O "5 An A C /"* 1 1 _ r~ 

23 . 9B05 . Cll . o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


523 






End 


842 




GI 


none 






Score 


77 




Exons 


523 . . 609, 


651 . . 842, 666 


.".842 








Seq. No. 


35996 






Seq. ID 


OJ990428 23.9B05 


. Cll 


Gene No. 


74212 






Strand 






Start 


31183 






End 


32302 




Name 


OJ990428-" 


2'3. 9B05.Cll.o5' 


. tm 


Method 


TBLASTX: Maize 




Start 


■ ■ 4229 






■End 


4489 


.- 


GI ■ 


none 






Score \ 


88 




Exons 


...4229. ..448 


9, . 4*25-4 . .-4388 










Seq. No. 


35996 • 






Seq. ID 


OJ990428_23.9B05 


Cll 


Gene No. 


■i 74212 






Strand 






Start 


31183 






End 


32302 




Name 


OJ990428 


23.9B05.Cll.o4 


tm 


Method 


TBLASTX: Maize 




Start 


4496 






End 


4738 




GI 


none 






Score 


196 




Exons 


4496. .4738 










Seq. No. 


35996 






Seq. ID 


OJ990428_23.9B05 


Cll 


Gene No. 


74212 






Strand 







35758 




Start 


31183 








End 


32302 


Name 


OJ990428 23 


. 9B05 . 


Cll . o2 


ts 


Method 


TBLASTX : Soybean 


Start 


4919 








End 


5260 


GI 


none 








Score 


89 


Exons 


4919. . 5260, 


5085 . 


. 5210 








Seq. No. 


35996 








Seq. ID 


OJ990428_23. 9B05.C11 


Gene No. 


74212 








Strand 




Start 


31183 








End 


32302 


Name 


OJ990428_23 


. 9B05 . 


Cll . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


4979 








End 


5362 


GI 


none 








Score 


222 


Exons 


4979. . 5362, 


4 992 . 


. 5339 








Seq. No. 


35996 








Seq. ID 


OJ990428_23.9B05.C11 


Gene No. 


74212 








Strand 




Start 


31183 








End 


32302 


Name 


OJ990428_23 


.-9B05 . 


Cll . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


5102 








End 


5519 


GI 


none 








Score 


141 


Exons 


5102 . . 5509, 


5103 . 


. 5318, 


5288 . 


.5509, 5352. .5519 


Seq.. .No. 


.,3599.6 


— . 


„ — 




..Seq. ..ID. 


..0 J990.4 2.8_23, S.aai.jCJ.".L 


Gene No. ; 


74212 








Strand 




Start 


31183 








End 


32302 


Name 


OJ990428_23 


. 9B05. 


Cll.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5390 








End 


5760 


GI 


none 








Score 


197 


Exons 


5390 . .5665, 


5391. 


.5666, 


5665 . 


.5760 




Seq. No. 


35996 








Seq. ID 


OJ990428_23.9B05.C11 


Gene No. 


74212 








Strand 




Start 


31183 








End 


32302 


Name 


OJ990428_23 


. 9B05 . 


Cll . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5520 








End 


5889 


GI • 


none 








Score , 


130 


Exons 


5520. .5666, 


5522 . 


. 5668, 


5522 . 


.5659, 5533.-5667, 5668. .5889, 




5669. . 5863 












Seq. No. 


35996 








Seq. ID 


OJ990428_23. 9B05.C11 


Gene No . 


74212 








Strand 




Start 


31183 








End 


32302 


Name 


OJ990428 23 


. 9B05 . 


Cll .06. 


tw 


Method 


TBLASTX: Wheat . 


Start 


6086 








'End - 


6648 


GI- 


none • 








. Score 


81 


Exons 


6086. . 6307, 


.6087 . 


. 6308, 


6319. 


. 6510, 6520. . 6648 . 


Seq. No. 


35996 








Seq. ID 


OJ990428_23.9B05.C11 


Qene No. 


74212 








Strand 




Start 


31183 








End 


32302 


Name 


OJ990428 23 


. 9B05. 


Cll .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7495 








End 


23551 


GI 


none 








Score 


99 


Exons 


7495. .7701, 


23228 


. .23344 


-,_ 23360. .23551 




Seq. No. 


35996 








Seq. ID 


OJ990428_23.9B05.C11 


Gene No. 


74212 








Strand 





35759 




Start 


olio 3 


End 


32302 






Name 


OJ990428 23 . 9B05 . Cll . o7 . gs 


Method 


GENSCAN 






Start 


31183 


End 


32302 






GI 


none 


Score 


.52 






Exons 


31183 .. 314 13, 31923 . . 3^118, 


32190. .32302 






Seq. No. 


35997 


Seq. ID 


OJ990428_23 


.9B05 


.C12 


Gene No. 


74213 


Strand 


+ 






Start 


CIO 

518 


End 


1033 






Name 


OJ990428_23 . 9B05 . C12 . ol . gs 


Method 


GENSCAN 






Start 


518 


End 


1033 






GI 


none 


Score 


.65 






Exons 


CIO 1 A *3 O 

518 . . 1033 










Seq. No. 


35997 


Seq. ID 


OJ990428_23 


9B05 


.C12 


Gene No. 


74214 


Strand 


+ 






Start 


5395 


End 


10772 






Name 


OJ990428 23.9B05.C12.o3.gs 


Method 


GENSCAN 






Start 


5395 


End 


10772 






GI 


none 


Score 


.76 






Exons 


5395. .5514, 5562. .5675, 5807. .6730, 6764. .7303, 7402. .7539, 


- — 


_ 7619.. 8092, 8564.. 8800, 974 5 . . 10105 10666... 10772 






.... . ..... 

Seq. No; 


35997 


Seq. ID- 


* OJ990428_2V 


9B05 


CI 2 


Gene No . 


74214 


Strand 


+ 






Start 


5395 


End 


10772 






Name 


OJ990428 23. 9B05 . C12 . ol . gp 


Method 


AAT/GAP 






Start 


10306 


End • 


10615 






GI 


72524 1.R1084 


Score 


399 






Exons 


10306. .10615 










GI Descrip. 


1 50914 96/dbj | AB0234 82 . 2 | AB023482 3.0e- 


84 Oryza sativa genom. 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


35997 


Seq. ID 


OJ990428_23. 


9B05 


C12 


Gene No. 


74215 


Strand 


+ 






Start 


22057 


End 


24849 






Name 


OJ990428 23.9B05.C12.o6.gs 


Method 


GENSCAN 






Start 


22057 


End* 


24849 






GI 


none 


: Score 


.42 






Exons 


22057. .22223, 22350 .. 228 14 , 


24750. .24849 






Seq. . No . 


35997 


- Seq. ID 


OJ990428_23. 


9B05 


C12' 


Gene No. 


74216 


Strand 


+ 






Start ; ' 


' 30020 


End 


33226 






Name 


> OJ990428 23. 9B05 . C12 . o3. np . 


; ' Method 


AAT/NAP 






Start . . 


...30020 ... 


End. '.. 


3322.6 






GI 


6691716 


Score 


1736 






Exons 


30020. .30908, 31106 .. 31283, 


31360. .31646, 31706 .. 31900, 






31975. .32076, 33197. .33226 










GI . Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


35997 


Seq. ID 


OJ990428_23. 


9B05. 


C12 


Gene No. 


74216 


Strand 


+ 






Start 


30020 


End 


33226 






Name 


OJ990428 23.9B05.C12.o8.gs 


Method 


GENSCAN 







35760 



Start 


30020 


End 


32096 








GI 


none 


Score 


. 73 








Exons 


30020 .. 30654 , 30703 .. 30904 , 


30991 . . 312 


B3, 31360 


. .31646, 






31 /01 .. 31900, 31989. .32096 












Seq. No. 


35997 


Seq. ID 


OJ990428 


_2 3 


. 9B05 


.C12 


Gene No. 


74217 


Strand 










Start 


2727 


End 


4790 








Name 


OJ990428 23. 9B05 . C12 . o2 . gs 


Method 


GENSCAN 








Start 


2727 


End 


4790 








GI 


none 


Score 


.54 








Exons 


2727. .2749, 2863. .2940, 4336.-4367, 4705. .4790 








Seq. No. 


35997 


Seq. ID 


OJ990428 


_23 


. 9B05 


. C12 


Gene No . 


74218 


Strand 










Start 


9157 


End 


20204 








Name 


OJ990428 23.9B05.C12.ol.np 


Method 


AAT/NAP 








Start 


9157 


End 


20204 








GI 


4378066 


Score 


2458 








Exons 


9157. .10166, 15959. . 19897, 


19978. .20204 








GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 











.^lA^SMQMgh.imDZJ^l. 1MHM 71.. .12,.. j AFl 1 41111 


.,poJ 


Ly&roJ 




' 


".[S.br.ghum...b£coLQr] .j 










~— - 


Seq. No. 


35997 


Seq. ID 


OJ990428 


_23 


9B05 


.C12 


Gene No. 


74218 


Strand 










Start 


9157 


End 


20204 








Name 


OJ990428 23.9B05.C12.o4.gs 


Method 


GENSCAN 








Start 


12410 


End 


12565 








GI 


none 


Score 


.91 








Exons 


12410. .12565 












Seq. No. 


35997 


Seq. ID 


OJ990428 


_23 


9B05 


.C12 


Gene No. 


74218 


Strand 










Start 


9157 


End 


20204 








Name 


OJ990428 23.9B05.C12.o3.gp 


Method 


AAT/GAP 








Start 


15656 


End 


15959 • 








GI 


72524 1.R1084 


Score 


410 








Exons 


15656. .15959 












GI Descrip. 


' 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e-E 


H Oryza 


sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


35997 


Seq. ID 


OJ990428 


.23. 


9B05 


C12 


Gene No.' 


74219 ' • ' 


Strand 










Start' . v ' 


25592 ' 


.End- 


28985 








Name . 


OJ990428 -23.9B05.C12.o7.gs 


Method 


GENSCAN 








Start 


25592 


End 


'28985 








GI 


none 


Score 


.71 








Exons 


25592. .26302, 26524 .. 27112, 


27562. .27697, 28291 


. .28 


i574, 






28957. .28985 












Seq. No. 


35997 


. Seq. ID 


OJ990428_ 


_23. 


9B05 


C12 


Gene No. 


74219 


Strand 










Start 


25592 


End 


28985 








Name 


OJ990428 23.9B05.C12.o2.np 


Method 


AAT/NAP 








Start 


28183 


End 


28574 








GI 


6630685 


Score 


528 









35761 




Exons 28183.. 28574 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No; 35997. Seq. ID OJ990428_23.9B05.C12 

Gene No. 74219 Strand 

Start 25592 End 28985 

Name OJ990428_23 . 9B05 . C12 . o4 . gp Method AAT/GAP_ 

Start 28572 End 28985 

GI 5816562 Score 656 

Exons 28572.. 28985 

GI Descrip. 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 

Seq. No. 35997 Seq. ID OJ990428_23.9B05.C12 

Gene No. 74220 Strand 

Start 32734 End 33079 

Name OJ990428_23 . 9B05 . C12 . o7 . tw Method TBLASTX : Wheat 

Start 5565 End 30430 

GI none Score 77 

Exons 5565.. 5738, 30140.. 30430 



Se.q. ,No.. ..... " . ,35991. . .. _ . Seq.. ID _ QJ9 9.0 4.2.8^23,... 9 B.a5 „Q12. 

Gene No. 74220 Strand *- 

Start 32734 End 33079 

' Name OJ990428_23 . 9B05 . C12 . 06 . tm Method TBLASTX : Maize 

Start 9208 ' End 9468 

GI none Score 96 

Exons 9208.. 9468, 9233.. 9406 



Seq. No. 


35997 








Seq. ID 


OJ990428_23.9B05 


.C12 


Gene No. 


74220 








Strand 






Start 


32734 








End 


33079 




Name 


OJ990428 23 


. 9B05. 


C12.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


9646 








End 


10023 




GI 


none 








Score 


74 




Exons . 


9646. .9840, 


9832. 


.10023, 


9844 


. .10002 






Seq. No. 


35997 








Seq. ID 


OJ990428_23.9B05 


.C12 


Gene No. 


74220 








Strand 






Start 


32734 








End 


33079 




Name 


OJ99042.8 23, 


. 9B05. 


C12.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


9733 








End 


10107 




GI 


none 








Score ■ 


93 




Exons 


9733.-9957, 


-9964 . 


.10107 










Seq. No. 


35997 








Seq. ID 


OJ990428_23. 9B05 


.C12 


Gene No. 


74220 








Strand 






Start 


32734 








End 


33079 




Name 


OJ990428 23. 


, 9B05. 


C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9748 








End 


10111 




GI 


none 








Score 


91 




Exons 


9748. .9870, 


9749. 


,10111, 


9757, 


. . 10110 






Seq. No. 


35997 








Seq. ID 


OJ990428_23.9B05, 


.C12 


Gene No. 


74220 








Strand 






Start 


32734 








End 


33079 





35762 




Name 


OJ990428 23.9B05.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16370 






End 


16802 




GI 


none 






Score 


185 




Exons 


16370. . 


16801, 16377. 


. 16802 








Seq. No. 


35997 






Seq. ID 


OJ990428_23.9B05 


.C12 


Gene No. 


74220 






Strand 






Start 


32734 






End 


33079 




Name 


OJ990428 23.9B05.C12 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


17034 






End 


17406 




GI 


none 






Score 


67 




Exons 


17034 . . 


17144, 17069. 


. 17287, 


17287. .17406, 17294. .17389 




Seq. No. 


35997 






Seq. ID 


OJ990428_23. 9B05 


.C12 


Gene No. 


74220 






Strand 






Start 


32734 






End 


33079 




Name 


OJ990428 23.9B05.C12 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


17078 






End 


17473 




GI 


none 






Score 


69 




Exons 


17078. . 


17287, 17184. 


.17288, 


17287. .174 72, 17294. .17473 




.Seq ._Nq„. : ; 


35,99J_ 






Se.q,._lD_ 


: JM29.Q 4 2^_23^9.BQ3. 


. C12 


.Gerie. No. , 


.7.4.2.20... 




.... - 


,S£rand . 






Start 


32734 






End 




%'% 


Name 


OJ99042 


8_23.9B05.C12 


. o4 . tm 


Method 


TsMW^^i ze %i ;• 




Start 


17171 






End 


17 416 : v \" *'■ ; - '? 




GI 


none 






Score 


134 




Exons 


17171. . 


17287, 17276. 


.17416, 


17287. .17415 




Seq. No. 


35997 






Seq. ID 


OJ990428_23.9B05 


.C12 


Gene No . 


74220 






Strand 






Start 


32734 






End 


33079 




Name 


OJ990428 23.9B05.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


17418 






End 


17753 




GI 


none 






Score 


56 




Exons 


17418. . 


17555, 17469. 


. 17561, 


17547. . 17681, 17555 .. 17752 , 






17556.. 


17753 










Seq. No. 


35997 






Seq. ID 


OJ990428_23. 9B05 


.C12 


Gene No. 


74220 






Strand 






Start 


32734 






End 


33079 




Name 


" OJ990428 23.9B05.C12 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


' 17475 






End 


17 857 




GI 


• hone 






Score 


102 




Exons ...v... 


17475.-. 


17558,. -17476;' 


17562', . 


17553.. 17831-,. 17555. . 17857:, 




- 


, 17564-. . 


17857 • 










Seq. No. 


35997 






Seq. ID 


OJ990428_23. 9B05 


. C12 


Gene No. 


74220 






Strand 






Start 


32734 






End 


33079 




Name 


OJ99042 


8_23.9B05.C12 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


18086 






End 


18445 




GI 


none 






Score 


109 




Exons 


18086. . 


18307, 18087. 


18308, 


18356. .184 


45 




Seq. No. 


35997 






Seq. ID 


OJ990428_23. 9B05 


.C12 


Gene No. 


74220 






Strand 







35763 




Start 


O O H "3 A 

32 1 J4 






End 


33079 




Name 


OJ990428 23 . 9BU5 . C12 . 


o4 . tw 




Method 


TBLASTX: Wheat 




Start 


221 dz 






End 


22557 




GI 


none" 






Score 


223 




Exons 


22162 .. 22260, 22164.. 


n n o c n 

22262 , 


22165. .22557 




Seq. No. 


35997 






Seq. ID 


OJ990428_23.9B05. 


C12 


Gene No. 


74220 






Strand 


- 




Start 


32 /34 






End 


33079 




Name 


ATnnr^i io on Anne /""in 

OJ990428_23 . 9B05 . C12 . 


o5 . tm 




Method 


TBLASTX: Maize 




Start 


O O O f O 

22363 






End 


22716 




GI 


none 






Score 


199 




Exons 


223 63 . . 22 1 1 6, 2245b. . 


o n t n i 
22 / U 1 










Seq. No. 


o c n A "7 

35997 






Seq. ID 


OJ990428_23.9B05. 


C12 


Gene No. 


74220 






Strand 






Start 


32734 






End 


33079 




Name 


OJ99U428 23 . 9B(Jo . C12 . 


ol . tm 




Method 


TBLASTX: Maize 




Start 


28180 






End 


28581 




GI 


none 






Score 


79 




Exons 


001 on o o o n o 0010/^ 

2oloU .. 282 93, Zoloo. . 


O O n i 

28314 , 


2 


3247. .28333, 28302 .. 284 78 , 




— ; 


o on n yi - o o a ~i a o o n i n 

> .„2,3.3 04. _.„.,2 o ,4,/.4./~ „_2 83 1JJ_. 


O O C 1 o 


2\ 


3.323.......2 B5JS t ,^233^^2S33X.^ _ 


— « 


Seq.' -No. 


35997 ... * .r' * ■ 


- ^ — ■ — — 




Seq. -.ID • 


OJ9904 28^23 *9B05*. 


CI 2 


Gene No . - • 


-74220 ' ' ' • : *• 






Strand' ' 






Start 


O O 1 O vl 

32734 






End 


33079 




Name 


OJ990428_23 . 9B05 . CI 2 . 


ol . ts 




Method 


TBLASTX : Soybean 




Start 


n o o n c 

28325 






End 


28567 




GI 


none 






Score 


119 




Exons 


ooooc o o >i i yi 00/101 

28325 .. 284 14 , 28421.. 


o o c r ~i 

28567 










Seq. No. 


35997 






Seq. ID 


OJ990428_23. 9B05. 


C12 


Gene No. 


74220 






Strand 






Start 


32 / 34 






End 


33079 




Name 


OJ99U428 23. 9BQ5.C12. 


o9 . gs 




Method 


GENSCAN 




Start 


0 n 1 0 /1 

32 734 






End 


33079 




GI 


none 






Score 


.86 




Exons 


n n — f n ji 0 n —7 / i - nnni~/~ 

32734 32745, 33056.. 


n o n ■*» n 

33079 










Seq. No. 


o c n n o 

35998 






Seq. ID 


OJ990428_23. 9B05. 


C13 


Gene No . 


1 /I 001 

/ 4 2 2 1 






Strand 


+ 




Start . 


1 






End 


106 




Name 


OJ9904 28_23 . 9B05 . C13 . 


ol . np 




Method 


AAT/NAP 




Start 


1 






End 


106 




GI .'. ' 


cnc*"io r *7n 

.5257279 ■ : . - ■ . . . 






Score- 


116 ' , . 




Exons 


1 . . 106 * 












GI "Descrip. 


(AP000364) Similar to 


Transposon MAGGY 


gag ' and pol " gene 






homologues. (L35053) 


[Oryza 


sativa] 






Seq. No. 


35998 






Seq. ID 


OJ990428_23.9B05. 


C13 


Gene No. 


74222 






Strand 


+ 




Start 


153 






End 


4473 




Name 


OJ990428 23.9B05.C13. 


ol . gs 




Method 


GENSCAN 




Start 


153 






End 


4473 




GI 


none 






Score 


.65 




Exons 


153. .327, 2775.-2935, 


3374. . 


3400, 3463. 


.3552, 3702.. 3777 






4022. .4354, 4397. .4473 











35764 



Seq. No. 35998 Seq. ID OJ990428_23.9B05.C13 

Gene No. 74222 - Strand + 

Start 153 End 4473 

Name OJ990428_23 . 9B05 . C13 . o2 . np Method AAT/NAP 

Start 972 End 4461 

GI 6691716 Score 571 

Exons 972. .1041, 3827. .3948, 4022. .4461 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi 16691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 35998 Seq. ID 

Gene No. 74223 Strand 

Start 4806 End 

Name OJ9904 28_23 . 9B05 . C13 . o3 . np . Methpd 

Start 4806 End 

GI 5902445 Score 

Exons 4806.. 6612 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ990428_23.9B05.C13 

6612 
AAT/NAP 
6612 
2786 



jSeq... ;: JiQ, 
..Gene.. No . 
. Start 

Name 

Start 

GI 

Exons 



35.9:9.8_ _ _.™_„: 

.7422.3 . , .„ 

4806 .. 

OJ990428_23 . 9B05 . C13 . o2 . tw 

4818 

none 



.„S e.q,,_ I ,fi „ .QJ9.9.0 4 J2jL_£L. SBQ&..X13-. 

..Strand ., , . . •, „ ,,. w 

End 

Method 
End 
Score 



6612 

TBLASTX: Wheat 

5429 

86 



4818. .4946, 4938. .5117, 5167. .5268, 5169. .5429, 5320. .5409 



Seq. No. 


35998 








Seq. ID 


OJ990428_23.9B05.C13 


Gene No. 


74223 








Strand 




Start 


4806 








End 


6612 


Name 


OJ990428 23- 


. 9B05 


.C13.o2, 


.tm 


Method 


TBLASTX : Maize 


Start 


4854 








End 


5117 


GI 


none 








Score 


102 


Exons 


4854. .4955, 


4 855 


. .4956, 


4935. 


.5117, 4936.. 5061 


Seq. No. 


35998 








Seq. ID 


OJ990428_23.9B05.C13 


Gene No. 


74223 








Strand 




Start 


4806 








End 


6612 


Name 


OJ990428 23. 


. 9B05 


.C13.o3, 


. tm 


Method 


TBLASTX : Maize 


Start 


5199 








End 


5462 


GI 


none 








Score 


52 


Exons 


5199. .5285, 


5295 


. .5378, 


5308. 


.5382, 5373. .5462, 5374. . 5460 ' 


Seq. No. 


35998 - 








Seq. ID 


OJ990428_23.9B05.C13 


Gene No. " 


74223 ' 








Strand 




Start 


4806 








End 


6612 


Name 


OJ990428 23, 


. 9B05 


.C13.ol, 


. tw 


Method 


.TBLASTX: Wheat 


Start 


5541 








End 


5930 


GI 


none 








Score 


54 


Exons 


5541. .5588, 


5543 


. .5734, 


5543. 


.5929, 5619. .5930 


Seq. No. 


35998 








Seq. ID 


OJ990428_23.9B05.C13 


Gene No. 


74223 








Strand 




Start 


4806 








End 


6612 


Name 


OJ990428 23. 


, 9B05 


■C13.ol. 


. tm 


Method 


TBLASTX : Maize 



35765 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. No. 

j£e.ne_ Np„,„. _ „ 

Start. 

Name 
Start " 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI " " 
Exons - 

.Seq. No. 
Gene No.' 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



5573 
none 

5573.. 5620, 5627.. 5935, 562£ 

35998 
74223 
4806 

OJ990428_23. 9B05.C13.o3. tw 

6167 

none 

6167. .6574, 6312. .6530 

35998 
74223 
4806 

OJ990428_23. 9B05 . C13 . ol . ts 

6291 

none 

6291.. 6539, 6293.. 6535 
35998 

..„1A2ZX:..,^ _ 

,48.0.6. .... ._„..,.. , 

OJ9904 28_23. 9B05.C13.q4 . tm 

6344 

none 

6344. .6442, 6446. .6598 



End 
Score 
.5936 



5936 
251 



Seq. ID OJ990428_23.9B05.C13 
Strand 

End 6612 

Method TBLASTX : Wheat 

End 6574 

Score 176 



Seq. ID OJ990428_23.9B05.C13 
Strand 

End 6612 

Method TBLASTX : Soybean 

End 6539 

Score 125 



Seq. ID OJ990428_23. 9B0.5.C13 

J?£rand„ : .— m , 

End. .6.6.1 2.., _ 

Method . TBLASTX: Maize \ 
End 6598 
Score 121 



35999 
74224 
372 

OJ990428_23.9B05.C14 .ol . np 
372 

4680179 

372.. 1341, I486.. 1622, 3360.. 3389 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990428_23.9B05.C14 
Strand + 

3389 
AAT/NAP 
3389 
538 



End 

Method 

End 

Score 



35999 
74225 
2865 

OJ990428_23. 9B05 .C14 .ol . tw 
621 
' none 
621. .980, 623. .916 

35999 . 

74225" 

2865 

OJ9904 28_23. 9B05.C14 .ol.tm V 

873 

none 

873. .1160, 875. .964 

35999 
74225 
2865 

OJ990428 23. 9B05.C14 .o2.gs 



Seq. ID OJ990428_23.9B05.C14 
Strand 

End 3306 

Method TBLASTX : Wheat 

End . 980 . ; . . . 

Score 2 67- 



Seq. ID OJ990428_23.9B05.C14 
Strand 

End 3306 " 

Method TBLASTX : Maize 

End 1160 

Score 203 



Seq. ID OJ990428_23.9B05.C14 

Strand - > * 

End 3306 

Method GENSCAN 



35766 



Start 


2865 


End 


3306 


GI 


none 


Score 


. 67 


Exons 


2865.. 3094, 3205.. 3306 






Seq. No. 


36000 


Seq. ID 


OJ990428_23. 9B05.C1 


Gene No. 


74226 


Strand 


+ 


Start 


173 


End 


631 


Name 


OJ990428_23 . 9B05 . CI 6 . ol . gs 


Method 


GENSCAN 


Start 


173 


End 


631 


GI 


none 


Score 


. 6 


Exons 


173 . . 631 






Seq. No. 


36001 


Seq. I'D 


OJ990528 25 . 9B19 . CI 


Gene No. 


74227 


Strand 


+ 


Start 


489 


End 


552 


Name 


OJ990528 25. 9B19 . CI . ol . np 


Method 


AAT/NAP 


Start 


489 


End 


552 


GI 


2498930 


Score 


50^ 


Exons 


489. .552 






GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 




, Seq... ..No... 




... Seq.... ID,. 


' \ O.J 9 90^28 JK3 BmXZ. 


Gene No,. 


74229 


Strand 


+ 


• Start ' 


1" 


End 


330 


Name 


OJ990528 25. 9B19 . C2 . ol . np' 


Method 


AAT/NAP 


Start 


1 


End 


330 


GI 


2498930 


Score 


512 


Exons 


1. .330 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


36002 


Seq. ID 


OJ990528__25.9B19.C2 


Gene No. 


74230 


Strand 




Start 


94 


End 


270 


Name 


OJ990528 25. 9B19 . C2 . ol . gs 


Method 


GENSCAN 


Start 


94 


End 


270 


GI 


none 


Score 


.56 


Exons 


94. .270 






Seq. No. 


36003 


Seq. ID 


OJ990528_25. 9B19.C3 


Gene No. 


74231 


Strand 




Start 


185 ' 


' End ' . 


299 ' '' • 


Name 


OJ990528 25. 9B1 9 . C3 . ol . gs 


Method 


GENSCAN 


Start 


185 '. ; ' - ' • 


End 


299 . • . 


GI ' 


none 


Score 


.93 


Exons 


' 185. .299 






Seq. No. 


36004 .. 


Seq. ID 


OJ990528_25. 9B19.C4 


Gene No. 


74232 


Strand 


+ 


Start 


4967 


End 


8940 


Name 


OJ990528 25. 9B1 9 . C4 . o2 . gs . 


Method 


GENSCAN 


Start 


4967 


End 


8940 


GI 


none 


Score 


.54 


Exons 


4967. .5041, 5640. .5969, 6441, 


..6540, 7029. .7090, 8283. .8482, 



8751. .8940 



35767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36004 
74233 
1 

OJ990528_25.9B19.C4.ol.np 
1 

3688189 



Seq. ID OJ990528_25.9B19.C4 
Strand 

End 4216 

Method AAT/NAP 

End 4162 

Score 1259 



1..74, 338. .432, 518 .. 597 783 .. 1026, 1368. .1609, 2224. .2307 
2419. .2593, 4017. .4162 

(AL031804) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


36004 


Seq. ID 


OJ990528_25.9B19.C4 


Gene No. 


74233 


Strand 




Start 


1 


End 


4216 


Name 


OJ990528 25.9B19.C4.ol.gp 


Method 


AAT/GAP 


Start 


341 


End 


1035 


GI 


uC-osflcyp058dl0bl 


Score 


750 


Exons 


341. .432, 518. .597, 783. .1035 






GI Descrip. 


, 3688189/emb|CAA21217 | 4.0e-76 (AL0318C 


4) putative protein 




kinase [Arabidopsis thaliana] ' 






Seq. No. 


36004 


Seq. ID 


OJ990528_25. 9B19.C4 


,Gene_NQ 


..JZ423.3_ - ~ 


JStrand 




St.ar.t_ _ ... 


.^l-.. ^— . 


ErcL,, . 


421,6._ ; _.,,. : 


Name ■ 


OJ990528 25. 9B19.C4 .ol . gs 


Method 


sGENSCAN - 


Start" 


348 


End' 


3:216 • • 


GI 


none 


Score 


.93 


Exons 


348. .432, 518. .597, 783. .1026, 


1368. .1609, 2224. .2307, 




2419. .2593, 3331. .3456, 4017.. 


4216 




Seq. No. 


36004 


Seq. ID 


OJ990528_25.9B19.C4 


Gene No. 


74234 


Strand 




Start 


10163 


End 


12096 


Name 


OJ990528 25.9B19.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


338 


End 


4115 


GI 


none 


Score 


89 


Exons 


338.-433, 345. .437, 345. .431, 


'347. .433, 


493. .597, 509. .598, 




515. .598, 516. .599, 517... 615, 


778. .837, 


779. .844, 783. .848, 




783.-857, 864. .1028, 864.M02E 


i, 875. .1033, 1365. .1610, 




1367. .1612, 1370. .1612, 2203.. 


2319, 2221.. 2310, 2243.. 2323, 




2416. .2595, 2417. .2596, 2417.. 


2596, 4016. .4111, 4017. .4115 


Seq. No. 


36004 - 


Seq. ID 


OJ990528_25.9B19.C4_ 


Gene No . - 


74234'- 


Strand' 




Start^ 


10163 


End 


12096 


Name 


...OJ.990528 .25.9B19.C4:.oi.tm "'. 


Method 


TBLASTX: Maize 


Start 


345 . ' • 


End 


4117 - 


GI 


none ' ■ 


Score 


127 


Exons 


.345. .437, 345. .431, 347. .433, 


493. .597, 


515. .598, 515. .601, 




517,. 615, 779. .1030, 783. .1028, 1348. .1608, 1365. .1610, 




1367. .1612, 1370. .1624, 2209.. 


2319, 2221.. 2310, 2223.. 2318, 




2391. .2594, 2414. .2596, 2415.. 


2594, 2416. .2595, 4011. .4079, 




4016. .4111, 4017. .4115, 4070.. 


4117 




Seq. No. 


36004 - 


Seq. ID 


OJ990528_25.9B19.C4 


Gene No. 


74234 


Strand 




Start 


10163 


End 


12096 


Name 


OJ990528 25.9B19.C4.o2.tc 


Method 


TBLASTX: Cress 



35768 




Start 


345 




End 


848 




GI 


none 




Score 


77 




Exons 


345. .431, 349. .432, 496. .597, 


515 . . 598, 


515. .601, 516. .605 




517. .615, 783. .842, 786. .848 








Seq. No. 


36004 




Seq. ID 


OJ990528 


_25.9B19.C4 


Gene No. 


74234 




Strand 






Start 


10163 




End 


12096 




Name 


OJ990528 25 


.9B19.C4.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


1373 




End 


4115 




GI ■ 


none 




Score 


94 




Exons 


1373. .1504, 


1373.. 1507, 1378. 


.1506, 1508. .1612, 


1509 . . 1610 




2221. .2310, 


2222.. 2308, 2224. 


.2319, 2391. .2570, 


2409 . . 2576 




2413. .2577, 


2414. .2596, 2416. 


.2595, 4016. .4111, 


j| A 1 n VI 1 1 C 

4 017 . .4115 


Seq. No. 


36004 




Seq. ID 


OJ990528 


_25. 9B19.C4 


Gene No. 


74234 




Strand 






Start 


10163 




End 


12096 




Name 


OJ990528 25 


.9B19.C4.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


1499 




End. 


2596 




GI . 


none . 




Score 


161 




Exqas...., „ 


„ 14,99. .1.61.5, 


..1.4 9.9 ,.. 1.6.12,.. .,15,1 9,., 


,.J.6U.,. .2221, ..22,62.,, 


_,2222 ,,...,2.4&3L 


- - « 


, ,2.24.8,...,23JL.Q.,- 


.2259..„,Z309", 2260.. 


...2.31.9., _ . 2.415, ..25.82, 


...2,415, ..253 Z> 




- 2416. .2595, 


2417. .2596 • 








Seq. No. 


36004 




Seq. ID 


OJ990528 


25 . 9B19 . C4 


Gene No. 


74234 




Strand 






Start 


10163 




End 


12096 




Name 


OJ990528 25 


. 9B19.C4 .o3.gs 


Method 


GENSCAN 




Start 


10163 




End 


12096 




GI 


none 




Score 


.8 




Exons 


10163. .10275, 11973. .12096 








Seq.' No. 


36005 




Seq. ID 


OJ990528 


25 . 9B19 . C5 


Gene No. 


74235 




Strand 






Start 


134 




End 


3726 




Name 


OJ990528 25 


. 9B19.C5.ol .np . 


Method 


AAT/NAP 




Start 


134 




End 


3616 




GI 


4234852 




Score 


2287 




Exons 


134 . .3406, 


3440. .3616 








GI Descrip. 


(AF082133) 


gag-pol polyprotein [Zea mays] 




Seq. No.. . 


36005 




Seq! ID 


OJ990528 


■ 25 . 9B19 . C5 


Gene No. 


74235 




Strand 






Start'' 


- 134 ■ . 




.End 


'3726'.' 




Name 


.OJ990528 .25 


;9B19.C5.o2.tw 


Method 


TBLASTX: 


Wheat . 


Start 


185 




End * 


581 




GI 


none 




Score 


81 




Exons-j 


185. .400, 408. .581, 409. .549 








Seq. No. 


36005 




Seq. ID 


OJ990528 


_25.9B19.C5 


Gene No. 


74235 




Strand 






Start 


134 




End 


3726' 




Name 


OJ990528 25 


. 9B19.C5.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


650 




End 


935 




GI 


none 




Score 


51 




Exons 


650. .712, 660. .710, 711. .935, 


712. .801 







35769 




Seq. No. 


36005 








Seq. ID 


OJ990528_25.9B19.C5 


Gene No. 


74235 








Strand 




Start 


134 








End 


3726 


Name 


OJ990528 25 


.9B19 


.C5.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


741 








End 


1519 


GI 


none 








Score 


66 


Exons 


741. .947, 745. .939, 88C 


..1116, 926. .1108, 926. .1144, 1151. 




1222 . . 1311, 


1230 


. .14 60, 


1234 


..1452; 1245. .1469, 1469. .1519 


Seq. No. 


A f A A C 

36005 








Seq. ID 


OJ990528_25. 9B19.C5 


Gene No. 


74235 








Strand 




Start 


134 








End 


3726 


Name 


/"xtAAACAO a c 

OJyy05zo 2b 


. 9B19 


. C5 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


1230 








End 


1640 


GI 


5509260 








Score 


76 


Exons 


1230 . .1460, 


1291 


. .1452, 


1296 


..1469, 1457. .1639, 1482. .1640 


GI Descrip. 














Seq. No. 


36005 








Seq. ID 


OJ990528_25.9B19.C5 


Gene No. 


74235 








Strand 




Start. , , 


. 134,;.._ T 






. . ... 


_ End , 


,3726 


Name. 


~ _(M9.90528_25. 


. 9B.1.9 


..£.5... o2 . 


tnu._. 


s ,„ Me,thocL... 


..TBLASTX: Maize. 


Start 


1344 








- End 


1639 


GI ' % - 


none 








Score 


48 


Exons 


1344 . . 14 60, 


1345 


. .1452, 


1457 


..1639, 1482. .1598 


Seq. No. 


36005 








Seq. ID 


OJ990528_25.9B19.C5 


Gene No. 


74235 








Strand 




Start 


134 








End 


3726 


Name 


OJ990528 25 


.9B19 


.C5.ol. 


gs 


Method 


GENSCAN 


Start 


1711 








End 


3637 


GI 


none 








Score 


.42 


Exons 


1711. .1865, 


2772 


. .2875, 


2919 


. .3637 




Seq. No. 


36005 








Seq. ID 


OJ990528_25. 9B19.C5 


Gene No. 


74235 








Strand 




Start 


134 








End 


3726 


Name 


OJ990528 25 


.9B19 


.C5.ol. 


gp 


Method 


AAT/GAP ■ 


Start 


2413 








End 


2983 


GI 


uC-osflcyp006al0bl 




Score 


835 


Exons 


2413. .2664, 


2772 


. .2983 








GI Descrip. 


. . '4234846 7. 


0e-13 


(AF082130) 


gag-pol polyprotein [Zea mays] 


Seq. . No..- 


36005 








Seq. ID. 


■ OJ990528_25'. 9B19.C5 


Gene No. 


' 7.4235. - 








Strand" 




Start 


134 








End 


3726 


Name 


OJ990528 25 


.9B19 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2606 








End" 


3523 


GI 


none 








Score 


113 


Exons 


2606. .2668, 


2921 


. .3199, 


2945 


..3523, 2955. .3401 


Seq, No. 


36005 








Seq. ID 


OJ990528_25. 9B19.C5 


Gene No. 


74235 








Strand 




Start 


134 








End 


3726 


Name 


OJ990528 25 


. 9B19 


.C5.o2. 


gp 


Method 


AAT/GAP 


Start 


3215 








End 


3726 



35770 




GI 


uC-osflM202052c07bl 


Score 


1007 




Exons 


3215. . 3726 








GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] 


Seq. No. 


36006 


Seq. ID 


OJ990528_ 


_25 . 9B19 . C6 


Gene No. 


74236 


Strand 


+ 




Start 


422 


End 


2978 




Name. 


" OJ990528 25.9B19.C6.ol.np 


Method 


AAT/NAP 




Start : ' 


422 


End 


2978 




GI 


4914402 


Score 


1093 




Exons 


422. .450, 1754. .2978 








GI Descrip. 


(AL050352) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


36006 


Seq. ID 


OJ990528 


_25. 9B19.C6 


Gene No. 


74236 


Strand 


+ 




Start 


422 


End 


2978 




Name 


OJ990528 25. 9B1 9 . C6 . ol . gs 


Method 


GENSCAN 




Start 


866 ~~ 


End 


2978 




GI 


none 


Score 


.7 




Exons 


866. .959, 1138. .1315, 1512. 


.1593, 1616 


..2092, 2196.. 2978 


Se.q...„No.._ 


..3.W06. „. , _ 


__S.eq._IP_ 


OJ990528" 


25.9ai9.Q5. 


.Gene . No.. » . 


..74236. _ _ , 


St r.ancL 


_t ~j 




Start 


422 


End 


2978 




Name 


OJ990528 25.9B19.C6.ol.gp 


Method 


AAT/GAP 




Start 


1925 


End 


2515 




GI 


48347 1.R1084 


Score 


1072 




Exons 


1925. .2515 








GI Descrip. 


M914402/emb|CAB43653.1i 3. 


Oe-59 (AL050352) hypothetical p. 




[Arabidopsis thaliana] 1 








Seq. No. 


36006 


Seq. ID 


OJ990528_ 


_25. 9B19.C6 


Gene No. 


74237 


Strand 


+ 




Start 


3822 


End 


16258 




Name 


OJ990528 25.9B19.C6.o2.gs 


Method 


GENSCAN 




Start 


3822 


End 


15964 




GI 


none 


Score 


.44 




Exons 


3822. .3935, 4127. .4300, 4778. .4851, 5066. .5789, 


6217. .6476 




6576. .6837, 7631. .7733, 7816. .7974, 8595.-8785, 


9311. . 9441 




9819. .10138, 11161. .11266, 


11514 . . 1168 


2, 14837.. 


14902, 




15382. .15645, 15776. .15964 








Seq. No. 


36006 ' ' 


Seq. ID 


OJ990528_ 


*'25". 9B19.C6 


Gene No. 


74237' 


Strand 


+ 




Start- ' ... 


3822 ". 


. End . , 


16258 




Name 


OJ990528 25. 9B19 . C6 . o3 . gp 


Method 


AAT/GAP 




Start 


5273 


End 


5766 




GI 


5002867 


Score 


751 




Exons 


5273. .5368, 5456. .5766 








Seq. No. 


36006 


Seq. ID 


OJ990528_ 


25. 9B19.C6 


Gene No. 


74237 


Strand 


+ 




Start 


3822 


End 


16258 




Name 


OJ990528 25. 9B19.C6..o4 .gp 


Method 


AAT/GAP 




Start 


6647 


End 


7052 




GI 


5002868 


Score 


724 




Exons 


6647. .7052 









35771 



Seq. No. 


36006 




Seq. ID 


OJ990528 


25. 9B19 


Gene No. 


• 74237 




Strand 


+ 




Start 


3822 




End 


16258 




Name 


OJ990528_25 . 9B19 .C6 


.o2 .np 


Method 


AAT/NAP 




Start 


13020 




End 


16258 




GI 


5852093 




Score 


55 




Exons 


13020 . . 13054 , 14405 


. . 14553, 


16227. . 16258 




GI Descrip. 


(AL117264) zwhl6. 1 


[Oryza sativa] 






Seq. No. 


36006 




Seq. ID 


OJ990528_ 


25. 9B19 


Gene No. 


74238 




Strand 


+ 




Start 


26930 




End 


39414 




Name 


OJ990528 25.9B19.C6 


. o4 . gs 


Method 


GENSCAN 




Start 


26930 




End 


39343 




GI 


none 




. Score 


.88 




Exons 


26930. .26945, 28311 


. .28400, 


28654. .29491, 30352. 


. 30467, 




30772 . . 30980, 32030 


. .32149, 


32262. .32390, 32948. 


. 33052, 




33875. .33992, 34409 


. .34618, 


34707. .35019, 35616. 


.35709, 




36001 . . 36039, 36674 


. .36801, 


36909. .37143, 37647. 


.37835, 




37922 . . 38205, 38295 


. .38475, 


38635. . 38805, 38981. 


. 39063, 


_ v. 


, ... 3 .43 _ 








— ~ 


....... .... 

Seq. No. 


■ ■ — * — - - — 

36006 




Seq. ID 


OJ990528_ 


. — — 
25. 9B19 


Gene No. 


74238 




Strand 


+ 




Start 


26930 




End 


39414 




Name 


OJ990528 25.9B19.C6 


. o4 . np 


Method 


AAT/NAP 




Start 


27061 




End 


39414 




GI 


3688173 




Score 


3434 




Exons 


27061. .27088, 28786 


. .29454, 


30360. .30467, 30772. 


.30980, 




32030. .32149, 32262 


. .32390, 


32471. .32596, 33875. 


.33992, 




34409. .34618, 34707 


. .35019, 


35616. .35709, 35931. 


.36039, 




36320. .36591, 36674 


. .36801, 


36909. .37143, 37647. 


.37835, 




37922. .38171, 38291 


. .38475, 


38563. .38806, 39296. 


.39414 



GI Descrip. (AL031804) putative protein [Arabidopsis thaliana] 



Seq. No. 36006 * Seq. ID 

Gene No. 74238 Strand 

Start 26930 End 

Name OJ990528_25 . 9B19 . C6 . 06 . gp Method 

Start 36319 End 

GI . uC-osflm202107b01bl . Score 

Exons ' 36319: . 36591, ' 36674". .36801, 36909*. .37010 ' 
GI Descrip. ( " 762924/emb 1X85998 | DMELAST 7 .0e-22 D . melanogastef mRNA for 

■ .-■ : elastin-like protein*' ... ... 



OJ990528_25.9B19.C6 
+ 

39414 

AAT/GAP 

37010 

942 .... 



Seq. No. • 36006 ■ 'Seq. ID 

Gene No. 74238 Strand 

Start 26930 End 

Name OJ990528_25 . 9B19 . C6 . 08 . gp Method 

Start 38961 End 

GI none Score 

Exons 38961. .39063, 39196. .39414 



OJ990528_25. 9B19.C6 
+ 

39414 
AAT/GAP 
39414 
538 



Seq. No. 
Gene No. 
Start 



36006 
74239 
39560 



Seq. ID OJ990528_25. 9B19.C6 
Strand + 
End 39844 



35772 



Name 

Start 

GI 

Exons 



OJ990528_25.9B19.C6.o9.gp 

39560 

none 

39560. .39844 



Method AAT/GAP 
End 39844 
Score 524 



Seq. No. 


i a n c\ a 




Seq. ID 


OJ990528 25.9B19 


to 


Gene No. 


"7 A O A C\ 

1 4z4U 




Strand 


+ 




Start 


4 Ob 1 / 




End 


53211 




Naine 




. o5 . np 


Method 


AAT/NAP 




Start 


/ Aon 




End 


53211 




GI 


o qq none 




Score 


488 




Exons 


40817. .40840, 44073 


.44168, 


44752. .44841, 44958 .'. 45206, 






45310. .45489, 47682 


.47782, 


53188. .53211 




GI Descrip. 


(ALUzziy/) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


ooOOo 




Seq. ID 


OJ990528_25.9B19. 


Co 


Gene No. 


/4z4U 




Strand 


+ 




Start 


4 0817 




End 


53211 




Name 


ojyyoozo zo.yBiy.cb 


o / . gs 


Method 


GENSCAN 




Start 


A A f\ A O 

4 404 9 




End 


50581 




C T 


none 




Score 


.56 




_EK.an,s_^ r 


Jl 4.0J SU, JA15SU, J 4 75 


_,i.4S4,;u 


J.4S5S,,, .15 U3^„S5M$.,.-3M83„ t . 






4 J A 62 ... . 4,7 5 5.1 , . , .4X6 3 8. 


.'.,.47.7.8.2., 


..4X80.6 79X3 .504 7.5,. .-50581., . 




Seq. No. 


36006 




Seq. ID 


OJ990528_2"5. 9B19. 


C6 


Gene No. 


74240 




Strand 


+ 




Start 


40817 




End 


53211 




Name 


OJ990528 25.9B19.C6 


oil . gp 


Method 


AAT/GAP 




Start 


44997 




End 


47782 




GI 


uC-osflcyp078g04bl 




Score 


922 




Exons 


44997. . 45206, 45310 


.45489, 


47682. .477? 


32 




GI Descrip. 


'2980806/emb|CAA181£ 


52.11 4. 


Oe-44 (AL022197) putative prote 



[Arabidopsis thaliana] 1 



Seq. No. 36006 

Gene .No. 74240' 

Start 40817 

Name OJ990528_25 . 9B19 . C6 . ol2 . gp 

Start 52100 

GI uC-osroM202030ellal 

Exons 52100. .52520 

GI Descrip. ' 4 191780 . 3 . Oe-12 (AC005917) 
[Arabidopsis 'thaliana]-' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_ 
+ 

53211 
AAT/GAP 
52520 
838 



25. 9B19.C6 



putative cytokinin oxidase 



Seq. No 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



360Q6 ' \ ■ . . . ..Seq. ID. 

74241' Strand 

55910 End 

OJ990528_25. 9B19 . C6 . o9 . gs Method 

55910 End 

none Score 



OJ990.528_25..9B.19,.C6 
+ 

56658 
GENSCAN 
56658 
.55 



55910. .55923, 55974 .. 56125, 56624.. 56658 



Seq. No. 36006 Seq. ID OJ990528_25 . 9B19 . C6 

Gene No. 74242 Strand + 

Start 59614 End 59791 

Name OJ990528_25 . 9B19 . C6 . olO . gs Method GENSCAN 

Start 59614 End 59791 



35773 




GI 


none 


Score 


.9 


Exons 


59614.. 59791 






Seq. No. 


36006 


Seq. ID 


OJ990528 25.9B19.C6 


Gene No. 


74243 


Strand 




Start 


2906 


End ' 


3329 


Name 


OJ990528 25. 9B19 . C6 . o2 . gp 


Method 


AAT/GAP 


Start 


2906 


End 


3329 


GI 


none 


Score 


813 


Exons 


2906. .3329 






Seq. No. 


36006 


Seq. ID 


0J9 90528 25. 9B19.C6 


Gene No. 


74244 


Strand 




Start 


20900 


. End 


21263 


Name 


OJ990528_25. 9B19 . C6 . o5 . gp 


Method 


AAT/GAP 


Start 


20900 


End 


21263 


GI 


2310331 


Score 


480 


Exons 


20900. .21077, 21151. .21263 






Seq. No. 


36006 


Seq. ID 


OJ990528_25.9B19.C6 


Gene No. 


74245 . . 


Strand 






_j£)25& ™_ : 


_Ead„__ 


,j(i2m.^ . 


|!Sl N_ame!-.„^ ... 


_0 J,.9.9Q52^.. J 2.5., J 9m t 9, C6 ,.o5 .,gs._ .„ 


.... JBtfet_h,p.d 


^GENS,CAN.._ _ B _ 


Start . 


40256 


End 


40970 


W GI 


none 


Score 


.4 


L"f! Exons 


40256. .40282, 4064 6 .. 40802, 


40807. .40970 


Seq. No. 


36006 


Seq. ID 


OJ990528_25.9B19.C6 


r\ Gene No. 


74246 


Strand 




L -\\ Start 


43088 


End 


43345 


W Name 


OJ990528 25.9B19.C6.o6.gs 


Method 


GENSCAN 


m Start 


43088 


End 


43345 


GI 


none 


Score 


.95 


|ss. Exons 


4 3088. .4 3123, 43250. .4 334 5 






Seq. No. 


36006 


Seq. ID 


OJ990528_25.9B19.C6 


Gene No. 


74247 


Strand 




O Start 


44148 


End 


44580 


j ; = ! Name 


. OJ990528 25.9B19.C6.ol0.gp 


Method 


AAT/GAP . 


i"i Start 


44148 


End 


44580 


GI 


none 


Score 


854 


' Exons' 


44148. .44580 






Seq. No. 


36006 - ' ■ ■' 


Seq. ID 


OJ990528_25 V 9B19.C6 


Gene No . 


7 4248 " 


Strand ■ *' 




■ Start 


• ' 52391 * * 


End . . 


54.952 " . 


Name 


OJ990528 25. 9B19.C6."ol.tm " 


■Method 


TBLASTX: Maize 


Start 


1919 


End 


2825 


GI 


none 


Score 


236 " 


Exons 


1919.. 2089, 1942.. 2076, 2108 


..2278, 2121. .2279, 2243. .2467, 




2271.. 2462, 2462.. 2536, 2463 


..2537, 2523..282S, 2543. .2824 


Seq. No. 


36006 


Seq. ID 


OJ990528^25.9B19.C6 


Gene No. 


74248 


Strand 




Start 


52391 


End 


54952 


Name 


OJ990528 25. 9B19 . C6 . 06 . tc 


Method 


TBLASTX: Cress 


Start 


1961 


End 


2222 



35774 




GI 


none 




Score 


140 




Exons 


1961. 


.2089, 2111. .2191, 2121. 


. 2222 






Seq. No. 


36006 




Seq. ID 


OJ990528_25.9B19 


.C6 


Gene No. 


74248 




Strand 






Start 


52391 




End 


54952 




Name 


OJ990528 25.9B19.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2024 




End 


2816 




GI 


none 




Score 


73 




Exons 


2024. , 


.2089, 2032.. 2076, 2108. 


.2533, 2121. .2537, 2543. .2815 




2544 . , 


.2816 








Seq. No. 


36006 




Seq. ID 


OJ990528 25.9B19, 


. C6 


Gene No. 


74248 




Strand 






Start 


52391 




End 


54952 




Name 


OJ990528 25. 9B19 . C6 . ol . tc 


Method 


TBLASTX: Cress 




Start 


2286 




End 


2821 




GI 


none 




Score 


639 




Exons 


2286. . 


,2816, 2318. .2821 








Seq. No.- 


- 36006 




Seq. ID 


OJ990528_25.9B19, 


.C6 


fie.ne N.Q.. _ 


. 7.42.4.8. 




/Strand , 






Star,t , 


_ 5.2391.. 




..End . w „. 


,.54.952.1„l^.l ZZi 




Name 


OJ990528 25.9B19.C6.o2. tw 


Method 


TBLASTX: Wheat 




Start 


18296 




End 


18660' 




GI 


none 




Score 


194 




Exons 


18296. 


.18547, 18298.. 18660 








Seq. No. 


36006 




Seq. ID 


OJ990528_25.9B19. 


.C6 


Gene No. 


74248 




Strand 






Start 


52391 




End 


54952 




Name 


OJ990528 25.9B19.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


18391 




End 


18858 




GI 


none 




Score 


38 




Exons 


18391. 


.18483, 18416. .18448, 184 90 .. 18858 , 184 97 18850, 






18601. 


.18855 








Seq. No. 


36006 




Seq. ID 


OJ990528_25.9B19. 


,C6 


Gene No. 


74248 




Strand 






Start 


52391 




End 


54952 




Name 


OJ990528 25. 9B19.C6.o3. tw 


Method 


TBLASTX: Wheat 




Start 


. 18760 




End. 


19312 




GI 


none 




Score 


102 




Exons 


18760. 


.i88-58, 18904-. . 18936, U 


J937, .19131, 18 938. i 19312, 






19201. 


.19311 . ■ . v. 








Seq. No. 


36006* 




Seq. ID 


OJ990528_25. 9B19. 


C6 


Gene No'v> 


74248 




Strand 






Start 


52391 




End 


54 95,2 




Name 


OJ990528 25. 9B19 . C6 . ol2 . tm 


Method 


TBLASTX: Maize 




Start 


18892 




End 


19140 




GI 


none 




Score 


94 




Exons 


18892. 


. 19140, 18893. . 19066 








Seq. No. 


36006 




Seq. ID 


OJ990528_25.9B19. 


C6 


Gene No. 


74248 




Strand 






Start 


52391 




End 


54952 





35775 



Name 

Start 

GI 

Exons 



OJ990528_25 . 9B19 . C6 . oil . tm Method 

19199 End 

none - Score 
19199. .19489, 19201.. 19485 



TBLASTX: Maize 

19489 

145 



Seq. No. 36006 
Gene No. 7 4 248 

Start 52391 

Name OJ990528_25.9B19.C6.o6.tm 
Start 30364 
GI none 
Exons 30364. 

30771. 

32026. 



.30465, 30372, 
,30983, 30771. 
.32127, 32027. 



.30464, 
.30980, 
.32128 



Seq. ID 
Strand 
End 

Method 
End 
Score 

30413 

30868 



OJ990528 25.9B19.C6 



54952 

TBLASTX: Maize 
32128 
111 

30466, 30728. .30829, 
30981, 32025. .32126, 



OJ990528 25.9B19.C6 



Seq. No. 36006 Seq. ID 

Gene No. 74248 Strand 

Start 52391 End 

Name OJ990528_25 . 9B19.C6.o7 . tc Method 

Start 30770 End 

GI none Score 

.Exons . 30.77.CL_. .30JB1.7^„.j3Q77L..,.3.0,9.8,3. f „.3.Q79a..... 3Q995, . 32027 , 12152,. 

......... 3.20.29. . 3 2.1J5 ~™ - 



54952 

TBLASTX: Cress 

32152 

236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36006 
74248 
52391 

OJ990528_25.9B19.C6.o8.tm 

32258 

none 

32258.-32398, 32258 .. 32392, 
32462. .32599, 324 68 .. 32575, 
32470. .32616, 33531 .. 33593, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 25.9B19.C6 



54952 

TBLASTX: Maize 
33593 
120 

32259. .32423, 32259. .32393, 
32469. .32615, 324 70 .. 32616, 
33531. .33590 



Seq. No. 36006 

Gene No. 74248 

Start 52391 

Name OJ990528_25 . 9B19 . C6 . olO . tm 

Start 34493 

GI none 

Exons 34493. .34618, 344 95 .. 34 617 , 
34 7 06. . 34 822, 34 801. .34 821 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_25.9B19.C6 
54952 

TBLASTX: Maize 

34822 

172 



34533. .34 622, 34 703. .34771, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



360 
742 
523 
OJ9 
348 
non 
348 
356 
362 
363 
369 



06 ' • 

48 . 

91 ' ' 

90528_25. 9B19.C6.o2. tm 

23 

e 

23. 
15. 
83. 
19. 
09. 



35017, 
35713, 
36435, 
36603, 
36935, 



34824. 
35928. 
36308. 
36665. 
36910. 



.35015, 
.36047, 
.36592, 
.36805, 
.36936, 



Seq. ID 
' . 'Strand 

End - 

Method 
■ End 

Spore 
34835 
35929 
36317 
36672 
36910 



35020, 
36048, 
36445, 
36806, 
36936 



OJ990528_25.9B19.C6 
54 952 

TBLASTX: Maize 

36936 

148 

35575. .35709, 
35930. .36040, 
36318. .36593, 
36673. .36807, 



Seq. No. 
Gene No. 



36006 
74248 



Seq. ID 
Strand 



OJ990528 25.9B19.C6 



35776 



Start 
Name 
Start 
GI *' 
Exons 



52391 End 

OJ990528_25. 9B19 . C6 . o2 . tc Method 

36373 End 

none Score 



54952 

TBLASTX: Cress 

36957 

270 



36373. .36603, 36375 .. 36596, 36665 3678 1 , 36671 367 66, 
36673. .36783, 36673 .. 36780, 36775 36807 , 3677 6 36805 , 
36909. .36938, 36909 .. 36944 , 36910.. 36957 



Seq. No. 36006 Seq. ID 

Gene No. 74248 Strand 

Start 52391 End 

Name OJ990528_25 . 9B19 . C6 . o4 . tm Method 

Start 36979 End 

GI none Score 
Exons 



OJ990528_25.9B19.C6 
54952 

TBLASTX: Maize 

38119 

189 



36979. .37137, 36982 .. 37155, 36987 .. 3714 5, 37626 .. 37835, 
37644. .37835, 3764 5 .. 37836, 37757 .. 37837 , 37919 .. 38119, 
37920. .38108, 37921. .38109 



Seq. No. 36006 
Gene No. 74248 • 

Start 52391 

Name... QJ.99p52.8^5.^9,ai5...G5,..p3...,.t.c 

, Start.,.._^.^.^..37.I08.. : :..,. ™, J 

GI none 

Exons 37708. .37797, 37710 .. 37838, 

37951. .38148 



Seq. ID OJ990528_25.9B19.C6 
Strand 

End' 54952 

.Method;. _ f .„TB.LASJX :„Cre.S5 

*End_ _ .381.4,9, _ 

Score 88 
37710. .37844, 37 940 .. 3814 9, 



Seq. No. 36006 
Gene No. 74248 
Start 52391 

Name OJ990528_25 . 9B19 . C6 . o3 . tm 

Start 38292 
GI none 
Exons 38292. 

38560. 

39188. 

39363. 



Seq. No. 36006 
Gene No. 74248 
Start 52391 

Name OJ99052.8_25 . 9B19.C6 . o4 . tc 

Start 45159 
GI.- none 
Exons ' '45159. 

47675. 

47872. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
38296 
38981 



OJ990528 25.9B19.C6 



.38480, 38293. .38481, 

.38808, 38562. .38807, 

.39343, 39195. .39344, 39205 

.39419, 39370. .39426, 39376 



54952 

TBLASTX: Maize 
39427 
267 

38475, 38552 
39064, 38981 



,39342, 39208, 
,39420, 39380. 



38659, 
39067, 
39357, 
39427 - 



Seq. ID 

Strand 

End 

Method 
End 

Score ■ 



.45212, 45170. .45223, 45307 .. 4 54 8 9, "45309 
.47764, 47682.. .47753, 47748 .. 47783, 47871 

.47976 ' * 



OJ990528_25.9B19.C6 
54952 

TBLASTX: Cress 

47976 

67 • 

455.03,: 
47963,". . 



Seq. No. 36006 ^ 

Gene No. 74248 

Start 52391 

Name * OJ990528_25 . 9B19 . C6 . o7 :'tm 

Start 45300 

GI ' none 

Exons 



Seq. ID OJ990528_25.9B19.C6 
Strand 

End 54952 

Method TBLASTX : Mai ze 

End 45528 

Score 216 



45300. .45494, 4 5300 .. 454 94 4 5301 .. 45516, 45301. .45528 



Seq. No. 



36006 



Seq. ID OJ990528 25.9B19.C6 



35777 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



74248 Strand 
52391 End 54952 

OJ990528_25 . 9B19 . C6 . 08 . gs Method GENSCAN 

52391 End 54869 

none Score .93 

52391. .52685, 52781 .. 534 71, 54257. .54869 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI_ ..... .; 

Exons,.. . ...... 



36006 
74248 
52391 

OJ990528_25. 9B19 . C6 . 06 . np 
52394 
3882018 

52394. .52685, 52781 53471, 54257. .54872 
(Y18377) cytokinin oxidase [Zea mays] 



Seq. ID OJ990528_25. 9B19.C6 
Strand 

End 54952 

Method AAT/NAP 

End 54872 

Score 1735 



36006 Seq. ID 

74248 Strand 
52391 End 
OJ990528_25. 9B19.C6.o9. tc Method 
52397 End 

. no.ne_ -. v.. ~ . . Spp r.e_. _ 

52393.. ..5,2.648,.., 5241 0..„. 52 57 4_ ...... 



OJ990528_25. 9B19.C6 
54952 

TBLASTX: Cress 
52648 

■13.5 \ 



Seq. No. 36006 

Gene No. 74248 

Start 52391 

Name OJ990528_25 . 9B19 . C6 . o9 . tm 

Start 52457 

GI none 

Exons 52457. .52594, 524 64 .. 52574 , 
52822. .53019 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_25. 9B19.C6 
54952.. 

TBLASTX: Maize 

53019 

83 



52 607. .52648, 52780. .52815, 



Seq. No. 36006 Seq. ID OJ990528_25 . 9B19 . C6 

Gene No. 74248 Strand 

Start 52391 End 54952 

Name OJ990528_25 ..9B19 . C6 . 08 . tc Method TBLASTX : Cress 

Start 52777 * ; End 53010 

GI none . Score 103 

Exons 52777. .53010, 52778.. 52930 



Seq. No. 


36006 




Seq. ID 


OJ990.528_25.9B19 


.C6 


Gene No . 


74248 " ■ 




"Strand 






Start " 


■ 52391 




End 


54.952 




.Name 


OJ99Q528 25..9B19.C6 


o5 . tc 


Method '. 


TBLASTX: Cress" 




Start 


53380 




End- 


54431 . 




GI" 


none 




Score . 


78 




Exons 


53380. .53463, 53381 


.53494, 


54255. .54431, 54256. .54378 




Seq. No. 


36006 




Seq. ID 


OJ990528_25. 9B19 


C6 


Gene No.* 


74248 




Strand 






Start 


52391 




End 


54952 




Name 


OJ990528 25.9B19.C6 


ol3 . gp 


Method 


AAT/GAP 




Start 


54536 




End 


54952 




GI 


uC-osroM202030ellbl 




Score 


782 




Exons 


54536. .54952 ' 











GI Descrip. 1 334 1978/gb | AAC27500 | 3.0e-19 (AF044603) cytokinin oxidase [Zea 



35778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



mays] 1 

36007 Seq. ID 

74249 ' Strand 
4419 ' End 
OJ990528_25 . 9B1 9 . C7 . ol . np Method 
4419 End 
5852093 Score 
4419. .4525 

(AL117264) zwhl6.1 [Oryza sativa] 

36007 Seq. ID 

74250 Strand 
2400 End 
OJ990528_25 . 9B19 . C7 . ol . gs Method 
2400 End 
none Score 
2400. .2535, 3679. .3701 



OJ990528_25.9B19.C7 
+ 

4525 ' 
AAT/NAP 
4525 
81 



OJ990528 25.9B19.C7 



3701 
GENSCAN 
3701 
.45 



Seq. No. 36008 

Gene No. 74251 

. Starts •....„; 1.38JL _ . , , . , . _ ; . _ 

..Name „ .OJ 9 9.0.528.^2.5^93 19 . C8 .pi . gs. . 

Start 1387 

GI none 

Exons 1387.. 1459, 2670.. 2867, 3314, 



OJ990528_25.9B19.C8 

.5 6.4 a.., '-. 

. GENSCAN... . ..... 

5011 : ■" 
.56 : 

,3407, 4253. .4673, 4803. .5011 



Seq. ID 

Strand 
.End . ..... , 

. Me.th.od,. 

End 

Score 



Seq. No. 36008 
Gene No. 74251 
Start 1387 

Name OJ990528__25 . 9B19 . C8 . ol . ts 

Start 4090 
GI none 

Exons 4090. .4185, 4101. .4187, 4197. 

4293. .4358, 4377. .4415, 4803. 
4808. .5014 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 25.9B19.C8 



5640 

TBLASTX : Soybean 
5014 
58 

4286, 4213.. 4293, 4279.. 4395, 
5003, 4803.. 5012, 4804.. 5013, 



Seq. No. 36008 Seq. ID 

Gene No. 74251 Strand 

Start 1387 End 

Name OJ990528_25 . 9B19 . C8 . ol . np Method 

Start 4104 End 

GI 2062176 " ' * Score 

Exons 4104.. 4626, 4801.. 5018, 5611.. 5640 
GI Descrip. 



OJ990528_25.9B19.C8 

5640 
AAT/NAP 
5640 
400 



(AC001645) Myb-related transcription activator; (MybStl) isblog 
[Arabidopsis thalianaj . 



Seq. No. 36008 

Gene No. - } 74251 

Start 1387 

Name OJ990528_25 . 9B19 . C8 . ol . tc 

Start 4137 

GI none 

Exons 4137.. 4286, 4159.. 4295, 4293. 



OJ990528_25. 9B19.C8 
5640 

TBLASTX: Cress 

5013 

69 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4340, 4377..4439, 4800. .4940, 



4801. .4938, 4812. .4943, 4944. .5012, 4945. .5013 



Seq. No. 



36008 



Seq. ID OJ990528_25. 9B19.C8 



35779 



Gene No. ■ 74251 Strand 

Start 1387 End 5640 

Name OJ990528_25 . 9B19 . C8 . ol . tm Method TBLASTX : Maize " 

Start 4158 End 5030 

GI none Score 250 

Exons 4158. .4184, 4221. .4286, 4293. .4340, 4806. .5012, 4807. .5013, 

4812. .5030, 4814. .5020 

Seq. No. 36008 Seq. ID OJ990528_25 . 9B19 . C8 

Gene No. 74251 ■ ■ Strand 

Start 1387 End 5640 

Name OJ990528_25 . 9B19 . C8 . ol . tw Method TBLASTX : Wheat 

Start 4806 End 5013 

GI none Score 135 

Exons 4806.. 5012, 4812.. 5003, 4813.. 5013 

Seq. No. 36009 Seq. ID OJ990528_25 . 9B19 . C9 

Gene No. 74252 Strand 

Start 1 End 2074 

Name OJ990528_25 . 9B19 . C9 . ol . np Method. AAT/NAP 

Start 1 . End. 1978 

_.GI . ,. ;_1076660 . ' ..„S.ca.re. ,107. . _ 

Exons,.. ..1.....31, .,1656,... 1978 .., ...... „. . . ... . 

GI Descrip. D13F (MYBST1 ) protein - potato gi | 78 6426 | bbs | 159122 (S74753) 

MybStl=Myb-related transcriptional activator {DNA-binding domain 
repeats} [Solanum tuberosum=potatoes , leaf, Peptide, 342 aa] 
[Solanum tuberosum] 

Seq. No. 36009 Seq. ID OJ990528_25 . 9B19 . C9 

Gene No. 74252 Strand 

Start 1 End 2074 

Name OJ990528_25 . 9B19 .C9 . ol . gp Method AAT/GAP 

Start 1836 End 2074 

GI 2431150 Score 421 

Exons 1836.. 2074 

GI Descrip. 3819376/emb | AJ234593 . 1 1 HVU234593 2.0e-ll Hordeum vulgare genomic 
DNA fragment; clone MWG0852.uni 

Seq. No. 36009 . Seq. ID OJ990528_25 . 9B19 . C9 ■ 

Gene No. 74253 Strand 

Start -6963 End 7679 

Name OJ990528_25 . 9B19 . C9 . o2 . gs Method GENSCAN 

Start 6963 - • - End 7679 : 

GI none , Score- .62 

Exons. . . . ..6963. .7111, 74 67. . 767 9,. . „, .'. 

Seq. No. " 36010 Seq. ID OJ990528_25 . 9B19 . C10 

Gene No. 74254 Strand + 

Start 87 End 5848 

Name OJ990528_25 . 9B19 . C10 . ol . gs Method GENSCAN 

Start 87 End 5848 

GI none Score .74 

Exons 87.. 179, 213. .301, 954. .1083, 1654. .1797, 2620. .2739, 

3312. .3507, 3759. .3857, 4315. .4366, 4585. .4721, 4803. .4903, 
4995.. 5053, 5399.. 5444, 5573.. 5652, 5758.. 5848 

Seq. No. 36010 Seq. ID OJ990528_25. 9B19.C10 



35780 



Gene No. 

Start 

'Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



74254 Strand + 

87 End 5848 

OJ990528_25 . 9B19 . CIO . ol . gp Method AAT/GAP 
1663 End 3506 

LIB3477-009-P1-K1-F8 Score 811 

1663.. 1900, 3312.. 3506 

1 53027 99 /emb | CAB4 6041 . 1 | 7.0e-15 (Z97341) gibberellin 
oxidase-like protein [Arabidopsis thaliana] ' 



36010 Seq. ID 

74254 Strand 

87 End 

OJ990528_25. 9B19 . C10 . ol . np Method 

1793 End 

6523052 Score 



OJ990528_25.9B19.C10 
+ 

5848 
AAT/NAP 
5653 
738 



1793. .1900, 3312. .3507, 3759. .3857, 4315. .4366, 4585. .4709, 
4809. .4903, 4995. .5053, 5208. .5264, 5399. .5444, 5573. .5653 



GI Descrip. (AL133314) putative protein [Arabidopsis thaliana] 



Seq. No. 36010 
Gene No. 74254 

Start. _ 87 / : ... _ 

Name . '.. „. . ■ - . .0 J 9 90,5.2 8_2 5, . 9B19 . CIXL o2,. gp.. 

Start 4-4 61 

GI r" " LIB3432-018-P1-K1-G11 

Exons 4461.. 4796 

GI Descrip. ' 38 1937 6/emb | AJ234 593 . 1 | HVU234593 2 . 0e-l 1 Hordeum vulgare 
genomic DNA fragment; clone MWG0852.uni' 



Seq. ID OJ990528_25.9B19.C10 
Strand + 

End .5§18_.___. 

Method- . -AAT/GAP^.. 
End' 4796 
Score 629 



Seq. No. 


36010 










Seq. ID 


OJ990528 


_25. 9B19.C10 


Gene No. 


74255 










Strand 


+ 




Start 


5803 










End 


6032 




Name 


OJ990528 25. 


9B19 


.C10.o3 


■ gp 


Method 


AAT/GAP 




Start 


5803 










End 


6032 




GI 


3760290 








Score 


437 




Exons 


5803. 


6032 














Seq. No. 


36010 










Seq. ID 


OJ990528 


_25. 9B19.C10 


Gene No. 


74256 










Strand 






Start 


6094 










End 


6275 




Name 


OJ990528 25. 


9B19 


.ClO.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1841 










End 


5848 




GI " 


none 










Score 


66 




Exons 


1841. 


1915, 


3298 


.3444, 


3307. 


.3444, 3309.. 3521, 


3312. .3512, 




' 3758. 


3853, 


37 58 


.3847, 


4314.. 


.4-3 §7;" 4577. :4708, 


...45'95. .4 708'/ 




4781. 


4 906, 


4801 


.4899, 


4980. 


.^039, ■ 4989. .5054, 


4 9.9,4. .5053, 




' 5212. 


5265, 


5572 


.5649, 


5591. 


.5653, 5748. .5828, 


'5750. .'5848 


Seq. No. 


36010 










Seq. ID 


OJ990528 


_25. 9B19.C10 


Gene No. 


74256 










Strand 






Start 


6094 










End 


6275 




Name 


OJ990528 25. 


9B19 


ClO.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3268 










End 


5437 




GI 


none 










Score 


83 




Exons 


3268. . 


3411, 


3307 


.3411, 


3309. 


.3545, 3311. .3508, 


3312. .3515, 




3755. . 


3850, 


4311 


.4367, 


4568. 


.4708, 4E 


}08. .4906, 


4816. .4902, 




4989. . 


5054, 


4994 . 


.5053, 


5194 . 


.5265, 5214. .5267, 


5393. .5437 



35781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36010 
74256 - 
' 6094 

OJ990528_25. 
3345 
none 
3345. 
3759. 
4573. 
4802. 



,3512, 
,3848, 
,4707, 
,4906 



9B19.C10.ol. tm 



3345. 
3808. 
4589. 



.3515, 
.3864, 
.4708, 



3735. 
4313. 
4638. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3848, 
.4372, 
.4709, 



OJ990528 25.9B19.C10 



6275 

TBLASTX: Maize 
4906 
266 

3755.. 3853, 3758. 
4314. .4367, 4568. 
4781. .4906, 4783. 



,3847, 
,4708, 
,4902, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. Ro.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36010 
74256 
6094 

OJ990528_25. 9B19.C10.o2. tm 

4989 

none 

4989. .5054, 4994. .5053, 5206. 
5393.. 5452, 5397.. 5438, 5572. 
5591. .5653, 5592. .5714, 5698. 

, .36010 7""';™ . ~. 7 ~ 7™ ~".7"7~ "77 
74256 
6094 

OJ990528_25. 9B19 . C10 . o2 . gs 

6094 

none 

6094 . .6275 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 25.9B19.C10 



6275 

TBLASTX: Maize 
5848 
111 

5253, 5208.. 5261, 5209.. 5268, 
5652, 5585.. 5653, 5589.. 5654, 
5820, 5748. .5846, 5750. .5848 



Seq. .ID, 

Strand 

End 

Method 

End 

Score 



OJ 9. 9 0,5 2 8_2^5 . 9B1.9..JCJ..0 . 

6275 
GENSCAN 
6275 
. 64 



Seq. No. 36011 

Gene No. 74257 

Start 254 

Name OJ990528_21 . 9B12 . C2 . ol . gs 

Start 254 

GI none 

Exons 254.. 286 



Seq. ID OJ990528_21.9B12.C2 

Strand + 

End 286 

Method GENSCAN 

End 286 

Score . 5 



Seq. No. 36012 Seq. ID 

Gene No. 74258 Strand 

Start 1 End 

Name OJ990528_21.9B12.C3.-ol.gp Method 

Start 1 - End 

GI 428626 Score 
Exons ' T. . 193 



OJ990528_2L. 9B12.C3 
611 

AAT/GAP 

193 

386 



Seq. No. ' 36012 

Gene No. 74258 

Start 1 

Name OJ990528_21 . 9B12 . C3 . ol . tm 

Start 1 

GI none 
Exons 



Seq. No. 
Gene No. 



Seq. ID OJ99052'8_21.9B12.C3 

Strand 

End 611 

Method TBLASTX: Maize 

End 324 

Score 63 



1..75, 1..57, 2. .109, 88. .204, 107. .205, 112. .207, 113. .208, 
200. .316, 202. .324, 207. .320, 208. .321 



36012 
74258 



Seq. ID 
Strand 



OJ990528 21.9B12.C3 



35782 




Start 


1 




End 


611 


Name 


OJ990528 21.9B12.C3 


. ol . gs 


Method 


GENS CAN 


.Start 


60 ~ 




End 


- 315 


• G-I 


none 




Score 


. 66 


Exons 


60. .315 








Seq. No. 


36012 




Seq. ID 


OJ990528_21.9B12.C3 


Gene No. 


74258 




Strand 




Start 


1 




End 


611 


Name 


OJ990528 21.9B12.C3 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


130 ~ 




End 


611 


GI 


none 




Score 


105 


Exons 


130. .324, 170. .316, 


476. .607, 476. .610, 477. .611, 477. .611 


Seq. No. 


36013 




Seq. ID 


OJ990528_21. 9B12.C5 


CpnQ Ma 


/ *3 £. *J Zf 




Strand 




Start 


485 




End 


634 


Name 


OJ990528 21.9B12.C5 


. ol . gs 


Method 


GENSCAN 


Start 


485 ~ 




End 


634 


GI 


none 




Score 


.96 


Exons 


485 . . 634 








.Se.q.. .No . _ 


" ..3 60.£4™7~ ~Z*ZZ1\.. 




.-•.-JSeq..- IQ,. 


. .Oa 9.9 05 2_8^2U 9.B12.^C8. , 


Gene No. 


1 742 60 




Strand 


+ ' 


Start 


1 




End 


381 


Name 


OJ990528 21.9B12.C8 


. ol .np 


Method 


AAT/NAP 


Start 


1 




End 


381 


GI 


3738285 




Score 


108 


Exons 


1..48, 168. .381 








GI Descrip. 


(AC005309) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


36014 




Seq. ID 


OJ990528_21. 9B12.C8 


Gene No. 


74260 




Strand 


+ 


Start 


1 




End 


381 


Name 


OJ990528 21.9B12.C8 


ol . tm 


Method 


TBLASTX: Maize 


Start 


164 • 




End 


324 


GI 


none * 




Score . 


191 


Exons 


164. .286, 165. .290, 


178. .324 




Seq. No. 


36014 




Seq. ID 


OJ990528_21. 9B12.C8 


Gene No. 


74260 




Strand 


+ 


Start 


1 




End 


381 


Name ■ 


OJ990528 21. 9B12.C8. 


ol'. gp 


Method - 


AAT/GAP 


Start 


.165 




End' • • 


289 


GI" 


2 905 1.R1084 ' - ' 




Score 


207, . ; ' : • 


Exons 


1-65.. 289 








GI Descrip. 


'3738285 2.0e-28 (AC005309) 


"unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


36015 




Seq. ID 


OJ990528_21.9B12.C9 


Gene No. 


74261 




Strand 


+ 


Start 


57 




End 


551 


Name 


OJ990528 21.9B12.C9. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


4 




End" 


163 


GI' 


none 




Score 


188 


Exons 


4. .162, 14. .163 









35783 



Seq. No. 


36015 


Gene No. 


74261 


Start 


57 


Name 


OJ990528 




57 


\J X 


none 


Exon<5 


57 . . 250, 


Seq. No. 


36016 


Gene No. 


74262 


Start 


245 


Name 


OJ990528 




21 


(IT 
ox 


none 


Exons 


21 . . 125, 


Seq. No. 


36016 


Gene No. 


74262 


Start 


245 


Name 


OJ990528 


O Lai L 


24 5 


GJ 


none 


Fvnri «3 


2.4..5...4 61 


Seq. No. 


36017 


Gene No. 


74263 


Start 


1 




OJ990528 


Of a yf- 

o Lai u 


1 

X 


GT 


none 




1 . . 207 


Seq. No. 


36018 


Gene No. 


74264 


Start 


218 


Name 


OJ990528 


O L. CI X U 


218 


O X 


none 


Evon c ; 

1_ A V—/ 1 1 


218 .420 


Seq. No. 


36019 


Gene No.- 


74265 


Start 


- lio . 


Name 


OJ9 9052 8 


O L d X, l. 


X X \J * 


O X 




F von <? 


110 . .291' 


JCL] . IN (J • 


^fin?n 

J VJ VJ £. \J 


nnna Mo 
UCllC lN^J. 


/ *i d. O U 


Start 


1 


Name 


OJ990528 


Start 


1 


GI 


6815062 


Exons 


1..279, . 




2325. .23 


GI Descrip. 


(AP00108( 



_21. 9B12.C9.ol.gs 
370. .551 

21. 9B12.Cll.ol.tm 



Seq. ID OJ990528_21.9B12.C9 

Strand + 

End 551 

Method GENSCAN 

End 551 

Score .88 



Seq. ID OJ990528_21.9B12.C11 

Strand + 

End 461 

Method TBLASTX: Maize 

End 382 

Score 132 
21. .131, 22. .132, 22. .147, 245. .382, 246. .380 



Seq. ID OJ990528_21.9B12.C11 
Strand + 
End 4 61 

Method GENSCAN 
End 4 61 

JSjGQ.ce. _.„67 ... 



21.9B12.Cll.ol.gs 



_21.9B12.C12.ol.gp 



Seq. ID OJ99052-8_21.9B12.C12" 

Strand + 

End 207 

Method AAT/GAP 

End 207 

Score 359 



Seq. ID OJ990528_21.9B12.C14 

Strand + 

End ,4 20 

Method GENSCAN 

End 420^ * 

Score . 91* r '" 



Seq. ID OJ990528__21.9B12.C15 

Strand + 

End '291 

Method.' GENSCAN 

End .2 91 . ' 

Score,. . 43 . 



Seq. ID OJ990528_21.9B12.C17j 
Strand 

End 4648 

L.np Method AAT/NAP 

End * 4074 

Score 2656 
,605, 682. .991, 1050. .1290, 1376. .2233, 



,4074 



AP001080) Similar to Arabidopsis thaliana chromosome II BAC 



35784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

l£ene_ No,. 

.Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.- . 

Gene ,No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] .. 



36020 
74266 
1 

OJ990528_21 . 9B12 . C17 . ol . gs 
63 

none 



36020 
74266 
1 

OJ990528_21. 9B12 . C17 . o3 . tm 

682 

none 



36020 

7 4 2.6,6 _ _ . : 

-.-I v_ ..... , . ........... 

OJ990528__21 . 9B12 . C17 . o2 . tm 

1529 

none 



36020 
74266 
1 

OJ990528_21. 9B12.C17.o4 .tm 

3060 

none 

3060. .3338, 3157. .3282 

36020 
74266 
1 

OJ990528_21. 9B12 . C17 . ol . tm 

3465 

none. . 

'3465.. 3854, 3487. '.3855, 3882. 



36021 * - 
74267 . 
1 ' 

OJ990528__21. 9B12 . C18 . ol . np 
1 

1346301 
1. .200 

3-HYDROXY-3-METHYLGLUTARYL-COENZYME A REDUCTASE (HMG-COA 
REDUCTASE) gi | 1 07 1 8 05 | pir | | S4 6314 hydroxymethylglutaryl CoA 
reductase - rice gi 1455459 (L28995) 3-hydroxy-3-methylglutaryl 
coenzyme A reductase [Oryza sativa] 



Seq. ID 


OJ990528_21.9B12. 


C17 


Strand 






End 


4648 




Method 


GENSCAN 




End 


4648 




Score 


.66 




.082. .1290, 1376. .2233, 2325.. 


4648 






Seq. ID 


OJ990528_21. 9B12. 


C17 


Strand 






End 


4648 




Method 


TBLASTX: Maize 




End 


1290 




Score 


107 




), 1082.. 


1240 




Seq. ID 


OJ990528_21. 9B12. 


C17 


.Strand 






End. 






Method 


TBLASTX: Maize 




End 


2033 




Score 


206 




1867, 1898.. 2032, 1908.. 2033 


Seq. ID 


OJ990528_21.9B12. 


C17 


Strand 






End 


4648 




Method 


TBLASTX: Maize 




End 


3338 




Score 


76 




Seq. ID 


OJ990528_21. 9B12. 


C17 


Strand 






End 


4648 




Method 


TBLASTX: Maize 




End 


4013 




Score 


243 




4013 






Seq.. ID 


OJ990528_.2L. 9B12. 


C18 


Strand 






End 


200' ■ 




Method 


AAT/NAP 




End 


200 




Score 


139 





Seq. No. 



36021 



Seq. ID OJ990528_21.9B12.C18 



35785 



Gene No. 


74268 










Strand 




Start 


127 










End 


304 


Name 


OJ990o28_21 . 


9B12 


. C18 


. ol 


.gs 


Method 


GENSCAN 


Start 


127 










End 


304 


GI 


none 










Score 


. 9 


Exons 


127 . . 304 














Seq. No. 


36022 










Seq. ID 


OJ990528_21. 


Gene No. 


74269 










Strand 




Start 


1077 . 










End 


1184 


Name 


OJ990528 21. 


9B12 


. C20 


ol 


gs 


Method 


GENSCAN 


Start 


1077 










End 


1184 


GI 


none 










Score 


. 7 4 


Exons 


1077 . .1184 














oeq. no. 












Cart T n 

oeq . jl u 




Gene No. 


74270 










Strand 




Start 


159 










End 


399 


Name 


OJ990528 21. 


9B12 


.C21 


ol 


gp 


Method 


AAT/GAP 


Start 


159 










End 


399 


GI 


7406 1.R1084 










Score 


399 


Exons 


.159. ...39.9. _ 















.GI.. De scrip. ...Ml 2 2.3 1.5 / emb L.CAA.6 3.9. OX L .7 . O.e-ICL (X94191.) ...heat .sho.c.k. pmte.in.JL 2.. .0 . 
[Pennisetum glaucum] 1 



Seq. No. 36024 Seq. ID 

Gene No. 74271 ' Strand 

Start 108 End 

Name OJ990528_21 . 9B12 . C22 . ol . gs Method 

Start 108 End 

GI none Score 

Exons 108.. 238, 686.. 707 



OJ990528_21.9B12.C22 
707 

GENSCAN 

707 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36025 
74272 
2190 

OJ990528_21. 

2190 

none 

2190. .2340, 
5217. .5561 



9B12.C23.ol.gs 



2654. .2748, 2771, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2959, 



OJ990528_ 
+ 

5820 
GENSCAN 
5561 
.7 

4604. .4733, 



21. 9B12.C23 



4750. .5111, 



Seq.' No. ' 36025 - 

Gene No. 74272 

Start 21.90 ... : . . 

yame OJ99G528_21 ..9B12 . C23 . ol . np 

Start 2630 

GI 6403494 

Exons 2630.. 2959, 4604.. 4862, 4918, 
GI Descrip. 



Seq. ID 

Strand 

End . - ,' 
'Method 

End 

Score 
.5111, §217. .5552 



OJ990528j21.9B12.C23 
+ 

582.0- ' . ■ 
AAT/NAP 
5552 
1538 



(AC010871) putative reversibly glycosylatable polypeptide 
[Arabidopsis thaliana] 



Seq. No. 36025 Seq. ID 

Gene No. 74272 Strand 

Start 2190 End 

Name OJ990528_21 . 9B12 . C23 . ol . gp Method 

Start 5437 End 



OJ990528_21.9B12.C23 
+ 

5820 

AAT/GAP 

5820 



35786 



GI 

Exons 



none 

5437. .5820 



Score 736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq... No;._ 

Gene.. No.,.,, ... 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36025 
74273 
6536 

OJ990528_21. 9B12 .C23.o2 
6536 

LIB34 32-059-P1-K1-D8 
6536. .6990 

'5734 616/dbj IAP000391.1 



gp 



Seq. ID OJ990528_21.9B12.C23 

Strand + 

End 6990 

Method AAT/GAP 

End 6990 

Score 732 



AP000391 O.Oe-f-00 Oryza sativa genomic 



DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ990528_21.9B12.C23 



36025 

74274 Strand + 

9721 End 10986 

OJ990528_21 . 9B12 . C23 . o2 . gs Method GENS CAN 

9721 End 10986 

none Score .59 

9721.. 9917, 10538. .10676, 10867. .10986 



.,3.6025 . L „ „. ...S.eq,_ID . 

.74275... ..... .. . Strand , 

17761 End 
OJ990528_21 . 9B12 . C23 . o4 . gp' Method 
17761 End 
888_1.R1084 Score 
17761. .18021, 20749. .20827, 20922 20986, 21066 .. 21165, 
21281. .21322, 21914 .. 21952, 2204 9 .. 22 182 , 22597. .22961 
1 6006607/embl CAB56800.il 1.0e-133 (AJ011675) MADS box protein, 
MADS 2 8 [Oryza sativa] 1 



.pJ9 9^5 2J^2 1. . 9B.1.2. J12X 

+ ... . ,. .,i ^, _ , 

22961 
AAT/GAP 
22961 
1925 



36025 
74275 
17761 

OJ990528_21.9B12.C23.o2.np 

17837 

6006607 



Seq. ID OJ990528_21.9B12.C23 



Strand 
End 

Method 

End 

Score 



+ 

22961 
AAT/NAP 
22699 ■ 
1061 



17 837 .. 18021, 2074 9. .20827, 20922. .20986, 21066. .21165, 
21281. .21322, 21914 . .21952, 2204 9. .22182, 22597. .22699 



GI Descrip. (AJ011675) MADS box protein, MADS28 [Oryza sativa] 



Seq. No. 
Gene No . 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36025.- " * Seq. ID 

74275 ■ . Strand 

.1-7 7.61 • • \ ..End 

OJ990528_21.9B12.C23.o4.gs . Method 

20750 End 

none Score 



Oj990528_21.9B12.C23 

+ 

22961. \ .: ' ' 

GENSCAN 

22715 ' 

.82 



20750. .20827, 20922 .. 2098,6, 21066 .. 21165, 2 1281 21322 , 
21914 . .21952, 21992 22182 , 22568. .22715 



36025 Seq. ID 

74276 Strand 

34992 End 

OJ990528_21 . 9B12 . C23 . o5 . gp Method 

34992 End 

1632299 Score 



OJ990528_21.9B12.C23 
+ 

35285 
AAT/GAP 
35285 
466 



35787 



• 



Exons 


34992. . 


35285 






Seq. No. 


36025 




Seq. * ID 


OJ990528_21.9B12.C23 


Gene No. 


74277 




Strand 


+ 


Of 3 >-4- 


38931 




r nr l 
fjUU. 


O ^ 0 ^ 


Name 


OJ990528 21.9B12.C23.o6.gp 


fuf +*■ V\ s~\ fA 


7\ 7\ rn / p A r> 


0 4- -> >»+- 

otart 


38931 




CjliU 




C T 


none 




Score 


/ y fi 


Exons 


38931. . 


39329 






oeq . no . 


.36025 




oeq . i u 




uene rsio . 


74278 




Q-t- -y~ n H 




OlalL 


8394 




i-ji ilj. 


ft 61 ^ 


Name 


OJ99052 


8_21. 9B12.C23.o3.gp 


Method 


AAT/GAP 


Start 


8394 




End 


8 613 


GI 


5867 1. 


R1084 


Score 


113 


Exons 


8394. .8 


420, 8536. .8613 






GI Descrip. 


, 464986/sp|P35132|UBC9 ARATH 


5.0e-58 


UBIQUITIN-CONJUGATING 




ENZYME 


E2-17 KD 9 (UBIQUITIN- 


PROTEIN 


LIGASE 9) (UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir_S32674 
ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
, t ha 1 i ana >g i^23JJJl^e^ 

...enzyme , homo.log.. [Arabidopsi.s . t ha 1 i ana L. .>gi,_ 3,4 3.2. 11_(.L 0.0.6,3 .9,.).^ . 

ubiquitin- conjugating enzyme - [Arabidopsis 1 - 



Seq. No. 36025 
Gene No. 74279 
Start 11192 

Name OJ990528_21 . 9B12 . C23 . o3 . gs 

Start 11192 
GI none 
Exons 11192. 

13697, 

17339. 



,11485, 13102. 
,13955, 15449. 
,17413, 17567. 



,13164, 
,15561, 
,18076, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

13266 

16298 

18085 



OJ990528 21.9B12.C23 



18471 
GENS CAN 
18471 
.63 

13354, 13531. 
16395, 17161. 
18225, 18340. 



13658, 
17283, 
18471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36025 
74280 
21268 

OJ990528_21. 9B12 . C23 . ol . tc 

2666 

none 

2666. .2974, 2 687 . . 277 9 , . 2701 . 
4 604. .4 858, 4 925. .5113, 4 941. 
"5214. i 5525 ■" 

36025 

74280 - 
21268 

OJ990528_21. 9B12 .C23.o2.tw 

2666 

none 

2666. .2953, 2687. .2803, 2701. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 21.9B12.C23 



46164 

TBLASTX: Cress 
5539 
485 

,2973, 4 603. .4 857/. 4 604 . .4906, 
;.5114 , 5140. .5331/ 5207 /. 5539, 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.2952 



OJ990528_21.9B12.C23 
46164 

TBLASTX: Wheat 

2953 

468 



Seq. No. 36025 Seq. ID 

Gene No. ■ 74280 Strand 

Start 21268 End 

Name OJ990528 21 . 9B12 . C23 . ol . ts Method 



OJ99052 8_21.9B12.C23 
46164 

TBLASTX: Soybean 



35788 



Start 


O C C f~ 

2666 








End 


5510 




GI 


none 








Score 


493 




Exons 


O £~ O A "7 VI 

2-66.6 . . 297 4 / 


O f O "7 

2687 


. .2803, 


O "7 A 1 

2701 . 


.2973, 4603.. 4857, 


A f C\ A A C\f\ f 

4 604 . .4 906, 




a f~ r\ a vi o "7 a 

4604 . . 4879, 


a a o c 

4 926 


C 1 1 A 

. . 5114 , 


VI A *D "7 

4 93/. 


.5113, 5214.. 5510, 


COI/l C O O A 

5214 . . 5330, 




c o -i /*" r r a a 

5216. . 5500, 


c o o o 

5388 


C C 1 A 

. .5510 










Seq. No. 


36025 








Seq. ID 


OJ990528 


_21.9B12.C23 


Gene No. 


74280 








Strand 






Start 


21268 








End 


46164 




Name 


OJ990528 21. 


9B12 


. C23 . o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2666 








End 


4642 




GI 


none 








Score 


497 




Exons 


o /~ /~ o A "7 vi 

2666 . . 231 4 f 


2oo7 


O O A "!> 

. . 2803, 


O "7 A 1 

2 /Ol . 


.2973, 4604. .4642 




Seq. No. 


36025 








Seq. ID 


OJ990528 


O 1 A O "1 O O O 

21 . 9B12 . C23 


Gene No. 


74280 








Strand 






Start 


21268 








End 


46164 




Name 


a TnnA coo 01 

OJ990528 21. 


A T-) -I o 

9B12 


O O _ n 

. C2 J . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4 645 








End 


5531 




GI 


none 








Score 


353 




Exons 


a r a c vi o a 

4 645. .4860, 


a r a r 

4 64 6 


. .4 858, 


A C A C 

4 64 6 * 


.4861, 4916.. 5131, 


VIA/IT CIO/'" 

4 941. .5126, 




C O 1 /I r o^A 

5214. . 5 330, 


5216 


c c o a 

. . 5530 , 


C O 1 "7 

521 / . 


.5531 




- 


Seq. No. 


36025 








Seq. ID 


OJ990528 


21 . 9B12 . C23 


Gene No. 


74280 








Strand 






Start 


21268 








End 


46164 




Name 


/■n-taaacoo o i 

OJ990528_21. 


9B12 


. C23 . ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4 94 9 








End 


5486 




GI 


none 








Score 


299 




Exons 


4949 . . 5113, 


4950 


. . 5114 , 


5204 . 


.5485, 5214.. 5486, 


5214. .5330, 




C O 1 C r yl A n 

5215 . . 54 09, 


COT/" 

5216 


£ /I O O 

. .5482, 


C O O A 

5382 . 


.5486 






Seq. No. 


36025 








Seq. ID 


OJ990528 


_21.9B12.C23 


Gene No. 


74280 








Strand 






Start 


21268 








End 


46164 




Name 


OJ990528 21. 


9B12 


.C23.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


17831 








End 


21135 




GI 


none 








Score 


253 




Exons 


17831. . 18013, 17836. . 18012, 17837 .. 18013, 21064 


. .21135 


Seq. No. 


36025 








Seq. ID 


OJ990528 


_21.9B12.C23 


Gene No. 


74280 








Strand 






Start 


21268 








End 


46164 




Name 


OJ990528 21. 


9B12 


.C23.o3 


. tc 


Method 


TBLASTX: 


Cress 


Start 


17836 








End 


21165 




GI 


none 








Score 


263 




Exons 


17836. .18.018 


, 17837. .18 


019, 20922. .20990, 21064 


. .21165, 




21075. .21164 














Seq. No. 


36025 








Seq. ID 


OJ990528 


_21.9B12.C23 


Gene No. 


74280 








Strand 






Start 


21268 








End 


46164 




Name 


OJ990528 21. 


9B12 


.C23.o5 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


17836 








End . 


20987 




GI 


none 








Score 


261 




Exons 


17836. .18012 


, 17837 18013, 20750. .20806, 20922 


. .20987 



35789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36025 
74280 
21268 

OJ990528_21. 9B12 . C23 . o5 . tm 

17836 

none 



Seq. ID OJ990528_21.9B12.C23 
Strand 
End 

Method 
End 
Score 



46164 

TBLASTX: Maize 

18025 

312 



17836. .18024, 178 37 .. 18025 , 17837. .18025 



36025 
74280 
21268 

OJ990528_21. 9B12 . C23 . o9 . tm 
20743 
none 
20743. 
20925, 
21075, 
22047, 



,20832, 20747. 

,20987, 21063. 

,21185, 21280. 

,22106, 22069. 



Seq. ID OJ990528_21.9B12.C23 
Strand 

End 46164 
Method TBLASTX : Maize 
End 22690 
Score 119 
.20827, 20751. .20828, 20921 20980, 
,21164, 21064. .21165, 21064 21177 , 
.21324, 21280. .21324, 22040 .. 22111 , 
.22179, 22096. .22176, 22621 .. 22689, 



22622. .22690 



Seq.. .No. 
Jgene ]jp_ 



36025 
JA2BSL 



Name - 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

.._S_tj=;anii „ 

..End i 61..6..4.„._.^.. 

Method AAT/NAP 
End 28046 ' 

Score 37 
27956. .28046 



.OJ990528 21..9B12.C23 . 



OJ990528_21. 9B12.C23.o4 .np 
21268 
4205063 

21268. .21354, 25653 25755, 
(U695 92) gag polyprotein [Human immunodeficiency virus type 1] 



36025 
74280 
21268 

OJ990528_21. 9B12 . C23 . o2 . ts 

24397 

none 

24397. .24513, 24397 .. 24 657 , 
24709. .25071, 24899. .25069 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_21.9B12.C23 
46164 

TBLASTX : Soybean 

25071 

65 



24567. .25010, 24568 25035, 



Seq. No. 


36025 




Seq. ID 


OJ990528_21 . 9B12 . C23 


Gene No. 


74280 




Strand 




Start 


21268 




End 


46164 


Name _ ... 


OJ990528 21.9B12.C23 


. o3 . np . 


Method 


AAT/NAP 


Start - 


"24 4 09 ' 




"""End' 


30064. . 


Gi '* . 


'4678197 ' 




Score 


1775' 


Exons"" ."■ 


24409. .26138, .262037 


r2 6"283, 


• 2 6'4 6 2.727334, 2 7.3 62 : . 2 8 7 6 2 , 




29913. .30064- • 








GI Descrip.- 


(AC007134) putative 


retroelement pbl 


polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


36025 




Seq. ID 


OJ990528_21.9B12.C23 


Gene No. 


74280. 




Strand 




Start 


21268 




End 


46164 


Name 


OJ990528 21.9B12.C23 


,o5 ,gs 


Method 


GENSCAN 


Start 


24409 




End 


25665 


GI 


none 




Score 


.46 


Exons 


24409. .25016, 25256. 


.25376, 


25561. .25665 



35790 



Seq. No. 


36025 




Seq. ID 


OJ990528_21.9B12. 




Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 




Name 


OJ990528 21.9B12.C2i 


. o J . tm 


Method 


TBLASTX: Maize 




Start 


24427 




End 


25089 




GI 


none 




Score 


61 




Exons 


24427.. 24 65 l, 24584. 


. 24 652 , 


24733. .25089, 24734 .. 24835 , 






24853 . . 25068 










Seq. No. 


36025 




Seq. ID 


OJ990528_21.9B12. 


C23 


Gene No. 


74280 




Strand 






Start 


21268 




■End 


46164 




Name 


OJ990528 21.9B12.C23 


. o5 . tw 


Method. 


TBLASTX: Wheat 




Start 


24835 




End 


25248 




GI 


none 




Score 


57 




Exons 


o/iooc ocnon o/iO/i/i 


. zh y o 3 , 


24950. .25081, 25102.. 25248 




Seq. No. 


36025 




Seq.- ID 


OJ990528_21.9B12. 


C23 


Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 . 




Name . 


OJ990528 21.9B12.C23 


. o4 . tw 


Method . 


TBLASTX: Wheat. 




...ata^t. 


„_2 .._ ^ ™ 


;j 




JZSO&Z^^: *: 




..GI ..... ...... 


none . . , 


. .. . ~ ... 


_ Score.. .., 


..71 , _ ' 




Exons 


25251 .. 25427, 25419. 


.25559, 


25555. .25761, 25649. .25762 




Seq. No. 


36025 




Seq. ID 


OJ990528_21.9B12. 


C23 


Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 




Name 


OJ990528 21.9B12.C23 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


25254 




End 


25559 




GI 


none 




Score 


196 




Exons 


25254 . .25559 










Seq. No. 


36025 




Seq. ID 


OJ990528_21. 9B12. 


C2o 


Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 




Name 


OJ990528 21.9B12.C23 


. o5 . np 


• Method 


AAT/NAP. 




Start 


25340 




End ■ 


46164 




GI ' 


.495522 




Score 


75 




Exons 


25340. .25533, 31891. 


.32031, 


'44320. .44392, 44 695 .. 4 477 9, 






45628. .45987, 46138. 


.46164 








GI Descrip. 


(U09765) circumsporozoite protein [Plasmodium simiovale] 




Seq. No. 


36025 




Seq. ID 


OJ990528_21. 9B12. 




Gene" 'No." V 


74280 ' ' , . 




. Strand 






Start ; * 


21268 . 




* End 


46164 




Name 


OJ990528 21.9B12.C23 


. o3 . ts 


Method 


TBLASTX: Soybean . 




Start 


25444 




End 


25942 




GI 


5509260 




Score 


77 




Exons 


25444. .25560, 25449. 


.25559, 


25555. .25938, 25649.. 25942 




GI Descrip. 












Seq. No. 


36025 . 




Seq. ID 


OJ990528_21.9B12. 


C23 


Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 




Name 


OJ990528 21.9B12.C23 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


25554 




End 


25812 





35791 



• * 



GI 


none 




Score 


133 




Exons 


25554 .. 25790, 25555. 


25791/ 


25555. .25812, 25562.. 25798 




Seq. No. 


36025 




- Seq. ID 


OJ990528_21.9B12 


.C23' 


Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 




Name 


OJ990528_21 . 9B12 .C23 


08 . tm 


Method 


TBLASTX: Maize 




Start 


25582 




End 


25903 




GI 


none 




Score 


109 




Exons 


25582 .. 25902 , 25594. 


O C O 1 c 

ZOO 15 , 


25670. .25903 




Seq. No. 


36025 




Seq. ID 


OJ990528_21. 9B12 


.C23 


Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 




Name 


OJ990528 21.9B12.C23 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


264 41 




End 


26997 




GI 


none 




Score 


55 




Exons 


264 4 1 . . 26701 , 26473. 


O /" A C 

. ZD04 0, 


26668. .26997, 26723. .26953 




Seq. No. 


36025 




Seq. ID 


OJ990528_21.9B12 


.C23 


Gene No. 


74280 




Strand 






,S.tar£„„ : - 


... -„2.1Z6S_ 


™ ... 




. 4.61.64,. ~ 




Name 


...OJ990528_21 . 9J31.2..-C23. 


,.o4 ...t.c, . 


.Method.. 


...TBLASTX: Cress . „ 




Start 


26473 




■ End 


' 26916' - - 




GI 


none 




Score 


73' 




Exons 


26473.-26646, 26668. 


. 26916, 


26741. .26890 




Seq. No. 


36025 




Seq. ID 


OJ990528_21.9B12 


.C23 


Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 




Name 


OJ990528_21 . 9B12 . C23 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


26473 




End 


26931 




GI 


none 




Score 


94 




Exons 


26473. .26931, 26630. 


.26857 








Seq. No. 


36025 




Seq. ID 


OJ990528_21. 9B12 




Gene No . 


74280 




Strand 






Start 


21268 




End 


46164 




Name 


OJ990528 21.9B12.C23 


. o3 . tw 


Method. 


TBLASTX: Wheat 




Start 


26488 




End 


27096 




GI 


none 




Score 


38 




Exons 


26488 . .26610, 26621 . 


. 26710, 


26667. .26711, 26710. .27096, 






2674 1 .. 27040 










Seq! -No. ' 


- 36025 




Seq. ID 


',. OJ9'90528_21.'.9B12 


■ r* O O 

. Czo 


Gene No. • 


74280 . .„ 




Strand 






Start 


21268 




End 


46164 ' 




Name 


OJ990528_21.9B12.C23 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


-27004 




End 


27460 




GI 


none 




Score 


63 




Exons 


27004.. 27084, 27004. 


.27093, 


27018. .27089, 27 117 .. 27320 , 






27118. .27243, 27121. 


.27354, 


27122. .27355, 27370 274 5 9, 






27401. .27460 










Seq. No. 


36025 




Seq. ID 


OJ990528_21.9B12 


.C23 


Gene No. 


74280 




Strand 






Start 


21268 




End 


46164 





35792 




Name 


OJ990528_21. 9B12 . C23 . 06 . tm 


Method 


TBLASTX : Maize 


Start 


28530 


End 


28834 


GI 


none 


Score 


205 


Exons 


28530. .288.26, 28538. .28834 






Seq. No. 


36026 


Seq. ID 


OJ990528_21 . 9B12 . C2o 


Gene No. 


74281 


Strand 




Start 


1 


End 


397 


Name 


OJ990528_21.9B12.C25.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


397 


GI 


2905_1 .R1084 


Score 


729 


Exons 


1 . . 397 






GI Descrip. 


f 3738285 2.0e-28 (AC005309) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


36026 


Seq. ID 


OJ990528_21.9B12.C25 


Gene No . 


74282 


Strand 




Start 


313 


End 


397 


Name 


OJ990528_21 . 9B12 . C25 . ol . np 


Method 


AAT/NAP 


Start 


313 


End 


397 


GI 


3738285 


Score 


100 . \ ... 


..„Exons 


_.3X3,,^J3.97_ . ~ , 






GI. Descrip,.. 


. . X AC,0 0 5 3.0.9 .) _u n kao wn _pr 0 1 e ia. 


.[Arabiclopsis thaliana.]....... ...^ 


Seq. No. 


' *36027 


Seq. ID 


OJ990528_21.9B12.C26 


Gene No. 


74283 


Strand 


+ 


Start 


413 


End 


683 


Name 


OJ990528 21. 9B12.C26.ol.gp 


Method 


AAT/GAP 


Start 


413 


End 


683 


GI 


none 


Score 


538 


Exons 


413 . . 683 






Seq. No. 


36027 


Seq. ID 


OJ990528_21.9B12.C26 


Gene No. 


74283 


Strand 


+ 


Start 


413 


End 


683 


Name 


OJ990528_2 1 . 9B12 . C2 6 . ol . gs 


Method 


GEN SCAN 


Start 


488 


End 


577 . 


GI 


none 


Score 


.56 


Exons 


488 . . 577 






Seq. No. 


36028 


Seq. ID 


OJ990528_21.9B12.C28 


Gene No. 


74284 . 


Strand . 




Start 


1. 


/ End " 


. 688 * ' 


Name ■ 


OJ990528 21. 9B12 . C28 . ol ..np 


Method 


AAT/NAP 


Start , . 


1 • ' 


. End' 


688 


GI 


4680207 


Score 


131 , . 


Exons 


1..32, 89.. 336, 666. /688 






GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 




bicolor] 






Seq. No. 


36028 


Seq. ID 


OJ990528_21.9B12.C28 


Gene No. 


74284 


Strand 




Start 


1 


End 


688 


Name 


OJ990528 21. 9B12 . C28 . ol . gs 


Method 


GENSCAN 


Start 


48 


End 


341 


GI 


none 


Score 


.53 


Exons 


48. .341 







35793 




Seq. No. 


36028 


Seq. ID 


OJ990528 


!_21.9B12 


.C28 


Gene No. 


74284 


Strand 


~— ■ • • 






Start 


1 


End 


688 






Name 


OJ990528 21.9B12.C28.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


75 


End 


341 






GI 


none 


Score 


60 






Exons 


75. .341, 93. .176 










Seq. No. 


36028 


Seq. ID 


OJ990528 


i_21.9B12 


.C28 


Gene No. 


74284 


Strand 


— 






Start 


1 


End 


688 






Name 


OJ990528 21.9B12.C28.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


105 


End 


341 






GI 


none 


Score 


92 






Exons 


105 . . 341, 107 . . 307 










Seq. No. 


36029 


Seq. ID 


OJ990528 


i_21.9B12 


.C29 


Gene No. 


74285 


Strand 


— 






Start 


190 


End 


442 






Name 


OJ990528 21.9B12.C29.ol.gs 


Method 


GENSCAN 






Sta.rt _ ........ 


-.1.90., - - 


End.,__ 


_442 





_ 


.GI . ......... „ 


none ... , 


. jS.core...^ 




...... . ... .-. 




Exons 


190. .343, 390.. 442- 










Seq. No. 


36030 


Seq. ID 


OJ990528 


_21.9B12 


.C31 


Gene- No. 


74286 


Strand 


— 






Start 


850 


End 


1851 






Name 


OJ990528 21.9B12.C31.ol.gs 


Method 


GENSCAN 






Start 


850 


End 


1851 






GI 


none 


Score 


. 57 






Exons 


850 . . 1081, 1781 . . 1851 










Seq. No. 


36030 


Seq. ID 


OJ990528 


_21. 9B12 


.C31 


Gene No . 


74286 


Strand 








Start 


850 


End 


1851 






Name 


OJ990528 21.9B12.C31.ol.gp 


Method - 


AAT/GAP 






Start 


1588 


End 


1699 






GI . 


uC-osf Icyp088bl2bl 


Score 


158 , 






Exons 


1588.. 1699 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


■36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








Seq. No. 


'36031 


Seq. ID 


OJ990528 


_21. 9B12 


.C32 


Gene No 


■ 7428.7 ' ' ■ ' 


.Strand " 








Start 


10738.... 


End 


12369 






Name 


OJ990528 21. 9B12 . C32 . ol . np 


Method 


AAT/NAP 






Start 


10738 


End 


12366 






GI 


4406767 


Score 


488 






Exons 


10738. .10788, 114 31. .12366 










GI Descrip. 


(AC006836) putative steroid 


sulfotransf erase [Arabidopsis 




thaliana] 










Seq. Nov 


36031 


•Seq. ID 


OJ990528 


_21. 9B12 


.C32 


Gene No. 


74287 


Strand 


+ 






Start 


10738 


End 


12369 






Name 


OJ990528 21. 9B12 . C32 . o3 . gp 


Method 


AAT/GAP 







35794 



Start 


11307 




End 


1 1 C C T 




GI 


2311051 




Score 


/I OA 

4 oU 




Exons 


11307 . . 11553 










Seq. No. 


36031 




Seq. ID 


OJ990528_ 


_21.9B12.C32 


Gene No. 


74287 




Strand 


+ 




Start 


10738 




bna 


1 9 ^ £ Q 




Name 


OJ990528 21.9B12.C32. 


o2 . gs 


Metnoa 






Start 


11338 




End 


1 _ j b y 




GI 


none 




Score 


1 




Exons 


11338 . . 12369 










Seq. No. 


36031 




beq. lu 


r\ tq on roq 


9 1 QP1 9 P*3 9 


Gene No. 






Strand 






Start 


26105 




End 


26841 




Name 


OJ990528_21.9B12.C32. 


o4 . gp 


Method 


AAT/GAP 




Start 


o r i n c 

_olUo 




End 


26841 




GI 


10H53 1.R1084 




Score 


392 




Exons 


26105 26129, 26599.. 


26841 








GI Descrip. 


! 585217 0/emb | AL1172 65 


.1IOST17804. l.Oe- 


115 Oryza 


sativa 




indica (GLA4) genomic 


DNA, chromosome 4 


, BAC clone: 1 17 80.4' .... 


\_u . 

_Seq. ...No. ......... 


. • — — — 

....3.60.3J....*. . 






^O.a,9905.2£ 


_2X..9B.12,.£32.. 


Gene No. 


7 4 289 • 




Strand ■ 


+ 




Start ' 


27074 




End 


39369 




Name 


OJ990528_21.9B12.C32. 


06 . gs 


Method 


GENSCAN 




Start 


27074 




End 


39369 




GI 


none 




Score 


. 9 




Exons 


27074 .. 27120, 27924.. 


27956, 


28094 . .28305, 29579 


. .29666, 




30283.. 30471, 31282.. 


31318, 


31736. .31847, 31938 


. .32021, 




32068 .. 32161, 34602.. 


34647, 


34795. .39369 




Seq. No. 


36031 




Seq. ID 


OJ990528_ 


_21.9BI2.C32 


Gene No. 


7428 9 




Strand 


+ 




Start 


27074 




End 


39369 




Name 


OJ990528_21.9B12.C32. 


06 . gp 


Method 


AAT/GAP 




Start. 


27817 




End 


28091 




GI 


61605_1 . R1084 




' Score 


485 




Exons 


27817 28091 










GI Descrip. 


1 5852170/emb | AL1172 65 


.1IOST17804 l.Oe- 


137 Oryzr- 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clc 


804 * ,> 

■ 


Seq. No. 


36031 




, Seq. ID 


OJ990528 


_21. 9bp.C32 


Gene No. 


74289 . • ' 




Strand 


+ ....."",* 




Start . " 


' .27.074 . . * ■ 




' End 


3 q -k a a 




Name 


OJ990528 21.9B12.C32. 


o3 . up . 


' Meth 






Start 


34792" " 




d 


3936b 




GI 


4680179 




ocore 


6621 




Exons 


34792. .39366 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


36031 




Seq. ID 


OJ990528 


_21.9B12.C32 


Gene. No. 


74290 




Strand 






Start 


2956 




End 


3068 




Name 


OJ990528 21.9B12.C32. 


ol.gp 


Method 


AAT/GAP 




Start 


2956 




End 


3068 




GI 


uC-osflcyp088bl2bl 




Score 


156 





35795 




Exons 2956.. 3068 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


36031 






Seq. ID 


OJ990528 


21 . . C3Z 


Gene No. 


74291 






Strand 






Start 


13850 






End 


16091 




Name 


OJ990528 21.9B12.C32 


. o3 . gs 


Method 


GENSCAN 




Start 


13850 






End 


16091 




GI 


none 






Score 


.42 




Exons 


13850. 


.14106, 14146. 


.14334, 


14569. .14750, 15895 


. .16091 


Seq. No. 


36031 






Seq. ID 


OJ990528 


_21.9B12.C32 


Gene No. 


74292 






Strand 






Start 


20434 






End 


25758 




Name 


OJ990528 21.9B12.C32 


.o7.tm 


Method 


TBLASTX: 


Maize 


Start 


11353 






End 


12052 




GI 


none 






Score 


54 




Exons 


11353. 


.11385, 11424. 


.11474, 


11425. .11475, 11464 


. . 11661, 




. 11478. 


.11612, 11861. 


.11935, 


11975.. 12052 





. S^q.,„ m 3jSj0.3JL . \ „ Sm Tlj_Q£9$<maJZL>SBlZJ32 

. Gene,. No 742,92 , ... , _ Strand - . . . t ^,^, , 

Start 20434 End 25758 

Name OJ990528_21 . 9B12 . C32 . ol . tc Method TBLASTX : Cress 

Start 11491 End 12210 

GI none Score 119 

Exons 11491. .11643, 11659 .. 11715, 1174 6 .. 118 14 , 11842 .. 11955 , 
11962. .12066, 12082.. 12210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36031 Seq. ID OJ990528_21.9B12.C32 

74292 Strand 

20434 End 25758 

OJ990528_2 1 . 9B12 . C32 . o2 . np Method AAT/NAP 

20434 End 25342 

6539553 Score 4831 

20434. .23244, 25305.. 25342 ,,. . 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 36031 

Gene. No. ' 74292 

Start ' .= . 204 34 .' ■ • ■ 
Name ..OJ990528_2 1 . 9B12 . C32 . o5 . tw 

Start 20570 
GI " ? none 
Exons 



Seq. ID OJ99052'8_21. 9B12.C32 
Strand - 1 V 
End 

Mejthod 
End 
Score 



25758 " ■ 
TBLASTX: Wheat 
2104 6'-" 
347 



20570. .20956, 20608 .. 20955, 20971 .. 21045, 20975. .21046 



Seq. No. 36031 

Gene No. 74292 

Start 20434 

Name OJ990528_21 . 9B12 . C32 . 06 . ts 

Start 20698 

GI none 
Exons 



Seq. ID OJ990528_21.9B12.C32 



Strand 
End 

Method 

End 

Score 



25758 

TBLASTX : Soybean 

21039 

83 



20698. .20907, 20777 .. 20902 , 2092 6 .. 21039, 20933.. 21013 



35796 




Seq. No. 


36031 




Seq. ID 


OJ990528_21. 9B12 


.C32 


Gene No. 


74292 




Strand 






Start 


204 34 




bna 


ZD 1 Do 




Name 


OJ990528 21.9Blz.CoZ. 


, oo . tm 


Method 


i bLAb 1 a . Mai ze 




Start 


o r\ f\ r\ o 

20902 




End 


O 1 O A 1 

Z 1Z 4 1 




GI 


none 




Score 


z u u 




Exons 


20902 .. 21240, 2U9Uo., 


,21241 








Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


,C32 


Gene No. 


/4 2 92 




0 Tirana 






Start 


o r\ A S A 

20434 




hna 


ZD 1 DO 




Name 


OJ990528 21.9B12.Coz, 


► o J . t s 


Method 


1 bLiAo 1 a . ooyoean 




Start 


21052 




End 


A1 AQT 




GI 


none 




Score 


124 




Exons 


21052 .. 21396, 2119/., 


Ol OQT 

, 21o9 / 








Seq. No. 


36031 




Seq. ID 


OJ990528_21. 9B12 


.C32 


Gene No. 


74292 




Strand 






Start 


204 34 




End . 


25758 




Name 


OJ990528 21.9B12.C32, 


, o7 . tw 


Method 


TBLASTX: Wheat 


- - 


3.tar.t_ „ 






™ Eo.cL. :. 


_2.12a5_. 


, 


GI \ _ 


. n one „. .......v ^ ^ < - w_ - 


- - « 


,S.core 


.A8_,_ . _ ^ 




Exons 


21250 21456, 21260. , 


, 21382, 


21451. .21795, 21475. .21648 




Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74292 




Strand 






Start 


20434 




End 


25758 




Name 


OJ990528 21.9B12.C32. 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


21331 




End 


21796 




GI 


none 




Score 


55 




Exons 


21331 .. 21795, 21434.. 


. 21544 , 


21478. .21660, 21614. .21796 




Seq. No. 


36031 




Seq. ID 


OJ990528_21. 9B12 


.C32 


Gene No. 


74292 




Strand 






Start 


204 34 




End 


257,58 




Name 


OJ990528 21.9B12.C32, 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


214 66 




End' 


21930 




GI 


5509260 




Score 


58 




Exons 


214 bo . . 219JU, 214ob., 


. ZlDQ 41 , 


21617. .21712, 21761.. 21829 




GI Descrip. 












Seq. No.' 


36031 . 




"/Seq. ID 


OJ990528_21. 9B12 


.C32 


Gene No. 


-j /i o no 

74292 




Strand 






s'tart" 


* - 204*34 




End ■■' 


25759 




Name 


OJ990528 21.9B12.C32: 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


21577 




' End 


21837 




GI 


none 




Score 


286 




Exons 


21577 . . 21837 










Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74292 




Strand 






Start 


20434 




End 


25758 




Name 


OJ990528 21.9B12.C32, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


21850 




End 


22605 




GI 


none 




Score 


200 




Exons 


21850. .22089, 21851. 


.22009, 


21867. .22097, 2 1870 .. 22067 , 





35797 






22118. 


.22597, 22141. 


.22 605 








Seq. No. 


36031 






• Seq. ID. 


OJ990528_21.9B12 


.C32 


Gene No. 


74292 






Strand 






Start 


20434 






End 


25758 




Name 


OJ990528 21.9B12.C32 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


22255 






End 


22653 




GI 


none 






Score 


38 




Exons 


22255. 


.22428, 22382. 


. 22420, 


22429. .22653, 22475. .22645 




Seq. No. 


36031 






Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74292 






Strand 






Start 


20434 






End 


25758 




Name 


OJ990528 21.9B12.C32 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


22441 






End 


22875 




GI 


none 






Score 


87 




Exons 


22441. 


.22875, 22466. 


.22666 









Seq. No. 36031 
Gene No. 74292 
Start .20434 

Name... „ ..„ r ,.QJ33Q52§J2l , 9.&1 2..JC.32. ^QlJLJfc ,vu 

.....Start....,,., ...... .22606,. ..... ...... 

GI none 
Exons 



Seq. ID OJ990528_21.9B12.C32 
Strand 
End 

..Me.t.hpd.; 
..End., .. .... 

Score 



25758 
_TBLASIX: wheat,. 
. 22798.^_>_ ..... . 

186 



22606. .22797, 22606 .. 227 97 , 22607. .22798 



Seq. No. 36031 Seq. ID 

Gene No. 74292 Strand 

Start 20434 End 

Name OJ990528_21 . 9B12 . C32 . o7 . ts Method 

Start 22663 End 

GI none Score 

Exons 22663. .22911, 22894.. 23049 



OJ990528_21.9B12.G32 
25758 

TBLASTX: Soybean 

23049 

88 



Seq. No. 36031 
Gene No. 74292 

Start - 20434 

Name OJ990528_21 . 9B12 . C32 . olO . tm 

Start 22993. 
GI none 

Exons 22993. .23055, 23012 23056, 

23071. .23211, 23071. .23241, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23019 

23078 



OJ990528 21.9B12.C32 



25758 

TBLASTX: Maize 
23241 
44 

23063, 23067. .23210, 
23239 



Seq. No. 36,031 . ' . , Seq. ID 

Gene No. ' ' 74292 . " • ' Strand . 

Start . 20434 End 

Name OJ990528_2 1 . 9B12 . C32 . o5 . gs Method 

Start 24771 End . 

GI none Score 

Exons 24771. .25308, 25337.. 25758 



OJ990528_21 . 9B12 . C32 

257 58.. . 
GENSCAN 
25758 
.99 



Seq. No. 36031 Seq. ID 

Gene No. 74293 Strand 

Start 35061 ,. 'End 

Name OJ990528_21 . 9B12 . C32 . olO . tw Method 

Start 35061 End 

GI none Score 



OJ990528_21.9B12.C32 
35601 

TBLASTX: Wheat 

35424 

297 



35798 



Exons 



35061. .35165, 35065 35424 , 35190.. 35423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Eame„_. 

Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36031 
74293 
35061 

OJ990528_21.9B12.C32.ol3.tm 

35305 

none 

35305. .35601, 35322.. 35492 

36031 
74294 
35947 

OJ990528_21. 9B12 . C32 . oil . tm 

35947 

none 

35947. .36267 



.Seq. ID OJ990528_21.9B12.C32 
Strand 

End 35601 

Method TBLASTX : Maize 

End '35601 

Score 200 



Seq. ID OJ990528_21.9B12.C32 
Strand 

End 36354 

Method TBLASTX : Mai ze 

End 36267 

Score 209 



36031 
74294 

35947.. '.. . _ 

.3600.0, ..... . ... . ... , 

none 

36000. .36095, 36001 .. 36354 , 36184. .36318 



Seq. ID OJ990528_21.9B12.C32 
Strand 

36354 

.T.BLa.Sj:x.:.HJxe.a.t 

36354 , ... 
262 



End 

.„MeXho.d.. 
End. ... 
Score 



36031 
74295 
36525 

OJ990528_21. 9B12 . C32 . 06 . tw 

36525 

none 

36525.-36968, 36529.. 37011 



Seq. ID OJ990528_21.9B12.C32 
Strand 

End 37434 

Method TBLASTX : Wheat 

End 37011 

Score 538 



36031 
74295 
36525 

OJ990528_21. 9B12.C32.o4 .tm 
36594 
none 

36594. .36839, 36598 .. 37065, 36685.. 37032 



Seq. ID OJ990528_21.9B12.C32 
Strand 

37434 . 

TBLASTX: Maize 
37065 
385 



End 

Method 

End 

Score 



36031 
74295. .". 

36525' . .. " : ' . 
OJ990528_21.9B12.C32 
36952 ' 
none 

36952. .36984, 36952. 
37104. .37346 



Seq. ID OJ990528_21.9B12.C32 
Strand 

End ; . -37434- " ■ . 

.ol.ts Method TBLASTX : Soybean 

End 37347 

Score 57 
.36984, 36988. .37347, 36995. .37129, 



Seq. No. 36031 Seq. ID 

Gene No. 74295 . Strand 

Start 36525 End 

Name OJ990528_21 . 9B12 . C32 . 08 . tw Method 

Start 37060 End 

GI none Score 



OJ990528_21 . 9B12 . C32 
37434 

TBLASTX: Wheat 

37362 

397 



35799 




Exons 


37060 .. 37362, 37098. 


. 37361 








Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74295 




Strand 






Start 


36525 




End 


37434 




Name 


OJ990528_21 . 9B12 . C32 


. 06 . tm 


Method 


TBLASTX : Maize 




Start 


37081 




End 


37434 




GI 


none 




Score 


325 




Exons 


37081 .. 37434, 37092. 


. 37352 








Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74296 




Strand 






Start 


37363 




End 


37872 




Name 


OJ990528__21 . 9B12 . C32 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


37363 




End 


37872 




GI 


none 




Score 


630 




Exons 


37363.-37872, 37363. 


.37782, 


37395. .37871 




Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74296 




Strand 






Start 


37363 . . 




End 


_37872 




JNta_me_;.,„__ ; 


/"V /"\ rt f~ rt rt rt rt j-** -* /~\ /— * rt f\ 


J>3j£s We.t.hed 


. XBi,&SJX:~Sjaybje.a_a 




Start, 


; 37 372 . r _ 




End. , 


37.6.14 ... _ 




GI 


none 




Score 


197 




Exons 


37372 . . 37614 










Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74296 




Strand 






Start 


37363 




End 


37872 




Name- 


,rt -r rt rt rt rt rt rt ^ rt i— v i /-\ rt 

OJ990528 21 . 9B12 . C32 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


37435 




End 


37788 




GI 


none 




Score 


470 




Exons 


37435. .37788, 37437. 


.37613, 


37477. .37773 




Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74297 




Strand 






Start 


37876 




End 


39342 




Name 


rt -T- rt /"\/\^/*\^ ^ t— n ^ rt >— * rt rt 

OJ990528_21 . 9B12 .C32 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


37876 




End 


38355 




GI 


none 




Score 


586 




Exons 


37876 .. 38355, 37894. 


38349, 


37971. .38354 




Seq. No. 


36031 




. Seq. ID 


OJ990528_2'1. 9B12 


.C32 


Qene No.. 


74297 




Strand" 






Start 


37 876 ' . 




•End 


3.934-2 ■ : " " 




Name' 


OJ990528_21 . 9B12 ..C32 


o3 . tc 


Method . 


TBLASTX: Cress 




Start 


38053 




End 


38379 




GI 


none 




Score 


91 




Exons 


38053. .38235, 38236. 


38379,. 


38301. .38378 




Seq. No. 


36031 




Seq. ID 


OJ990528_21.9B12 


. Co2 


Gene No. 


74297 




Strand 






Start 


37876 




End 


39342 




Name 


OJ990528 21.9B12.C32 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


38143 




End 


38403 




GI 


none 




Score 


299 




Exons 


38143. .38403, 38148. 


38246, 


38335. .38403 





35800 



Seq. No. 


36031 






Seq. ID 


OJ990528_21.9B12 


.C32 


Gene -Kfc>.. 


74297 






Strand 






Start 


37876 






End 


39342 




Name 


OJ990528 21.9B12.C32 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


38201 






End 


38493 




GI 


none 






Score 


390 




Exons 


38201. . 


38392, 38203. 


. 384 y 3 , 


38272..38484, 38304. .38489 




Seq. No. 


36031 






Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74297 






Strand 






Start 


37876 






End 


39342 




Name 


OJ990528 21.9B12.C32 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


38362 






End 


38988 




GI 


none 






Score 


672 




Exons 


38362*. . 


38988, 38418. 


o o rt O H 

.38987 








Seq. No. 


36031 






Seq. ID 


OJ990528_21.9B12 


. C 32 


Gene No. 


74297 






Strand 






Start 


37876 






End 


39342 




Name 


OJ990528 21.9B12.C32 


. ol . tm 


Method . 


TBLASTX: Maize 




.St&xX 








End, 






GI 


...none ^ . 




— ** 


Score,.., . 


2.26 _ 




Exons 


38542. . 


38703, 38548. 


. 38694 , 


38550. .38696, 38701 .. 387 99, 






38701. . 


38769, 38703. 


. 387 9o , 


38815. .38985, 388 60 .. 3912 9, 






38868. . 


39128 










Seq. No. 


36031 






Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74297 






Strand 






Start 


37876 






End 


39342 




Name 


OJ990528 21.9B12.C32 


. o9 . tw 


Method 


TBLASTX: Wheat 




Start 


38988 






End 


39321 




GI 


none 






Score 


360 




Exons 


38988. . 


39125, 38989. 


. 3932 1 








Seq. No. 


36031 






Seq. ID 


OJ990528_21.9B12 


.C32 


Gene No. 


74297 






Strand 






Start 


37876 






End 


39342 




Name 


OJ990528 21..9B12.C32 


. olz . tm 


Method • 


TBLASTX :Maize 




Start 


39130 






End 


39342 




GI 


none 






Score 


200 




Exons 


39130. . 


39342 










Seq.. No. 


36032 






Seq. ID 


OJ990528_21.9B12 


.C34 


Gene No. 


74298." 






Strand 






Start. . . 


1 






End 


344 




Name 


OJ990528 21.9B12.C34 


. ol . np 


Method 


AAT/NAP 




Start 


1 






End 


344 




GI 


6907089 




Score 


586 




Exons 


1. .344 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


36033 






Seq. ID 


OJ990528_21.9B12 


.C35 


Gene No. 


74299 






Strand 


+ 




Start 


298 






End 


411 




Name 


OJ990528 21.9B12.C35 


.ol.gs 


Method 


GENSCAN 




Start 


298 






End 


411 





35801 




GI 


none 




Score 


.58 






Exons 


298. .411 












Seq. No. 


36033 




Seq. ID 


OJ990528_21 . 


, 9B12 , 


,C35 


Gene No . 


74300 




Strand 








Start 


1 




End 


411 






Name 


OJ990528 21.9B12.C35.ol, 


,np 


Method 


AAT/NAP 






Start 


1 




End 


411 






GI 


6539570 




Score 


225 






Exons 


1..61, 218. .411 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


36033 




Seq. ID 


OJ990528_21 . 


, 9B12 . 


,C35 


Gene No. 


74301 




Strand 








Start 


547 




End 


631 






Name 


OJ990528 21.9B12.C35.o2. 


,np 


Method 


AAT/NAP 






Start 


547 




End 


631 






GI 


6630699 




Score 


76 






Exons 


547. .631 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi| 6721536 |dbj IBAA8 95 66. 


,1| (AP001073) 


hypothetical 


protein 




r Oxyzja _&ati. x&l 






. : 






Seq. No. - 


36034 • 




Seq. ID 


— 

OJ990528_21. 


.9B12. 


.C38 


Gene No . 


74302 




Strand 








Start 


1 




End 


1048 






Name 


OJ990528 21.9B12.C38.ol. 


,np 


Method 


AAT/NAP 






Start 


1 




End 


1048 






GI 


6907086 




Score 


1056 






Exons 


1. .238, 295. .1048 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


36034 




Seq. ID 


OJ990528 21. 


. 9B12, 


,C38 


Gene No. 


74302 




Strand 








Start 


1 




End 


1048 






Name 


OJ990528 21. 9B12.C38.ol, 


,gs 


Method 


GENSCAN 






Start 


312 




End 


845 






GI 


none 




Score 


1 ■ 






Exons 


312. .845 












Seq. No. . 


36035 




Seq. ID 


OJ990528_21. 


. 9B12, 


.C4 0 


Gene No. 


74303 




Strand 


+ 






Start 


1 




End 


2777 






Name 


OJ990528 21; 9B12.C40.ol. 


,np 


Method 


AAT/NAP 






Start 


r . . • . . < 




End 


'2777. 






GI 


4 680207 




Score 


866 






Exons 


1..30, 355.. 1163, 1664,. 


.2777 










GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog 


[Sorghum 




bicolor] 












Seq. No. 


36035 




Seq. ID 


OJ990528_21, 


.9B12. 


.C40 


Gene No. 


74303 




Strand 


+ 






Start 


1 




End 


2777 






Name 


OJ990528 21. 9B12.C40.o2. 


,tw 


Method 


TBLASTX: Wheat ' 




Start 


355 




End 


597 






GI 


none 




Score 


235 






Exons 


355. .594, 361. .597, 395. 


. .595 











35802. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 

.Nams^--™ 

Starts . ..... 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36035 Seq. ID 

74303 Strand 

1 End 
OJ990528_21 . 9B12 . C40 . ol . gs Method 

361 End 

none Score 

361. .1163, 1580. .2711 

36035 Seq. ID 

74303 Strand 

1 End 
OJ990528_21 . 9B12 . C40 . o2 . tm Method 

391 End 

none Score 



OJ990528_21.9B12.C40 
+ 

2777 
GENSCAN 
2711 
.83 



OJ990528_21.9B12.C40 
+ 

2777 

TBLASTX: Maize 

873 

182 



391. .654, 391. .651, 425. .658, 648. .767, 649. .783, 705. .782, 
716. .784, 799. .873, 799. .852 

36035 Seq. ID OJ990528_21.9B12.C4 0 

74303 Strand + 

1 . End 2777 . 

. „C«9^Stffl_ZL^ MathoA AATZG&L„ ~ 

1704. . . .„ ..... . EncL. ..^ . ^ 2229 . 

27741_1 .R1084 Score 9-68 

1704 . .2229 

M680207/gb|AAD27570.1|AF114171_ll 7.0e-43 (AF114171) disease 
resistance protein RPM1 homolog [Sorghum bicolor] 1 



36035 
74303 
1 

OJ990528_21. 9B12.C40.ol. ts 

1719 

none 

1719. .1796, 1775. .1954, 1797, 



Seq. ID OJ990528_21.9B12.C40 

Strand + 

End 2777 

Method TBLASTX : Soybean 

End 2309 

Score 72 

.2123, 2133.. 2210, 2160.. 2309 



Seq. No. 36035 

Gene No. ' 74303 

Start ■ 1 ■ - 

Name OJ.990528_21 . 9B12 . C40 . ol 

Start 1735 

GI none ... 

Exons 1735.. 1776, 1787 .".-1894', 
2142. .2213, 2232. .2315 

Seq.- No. ♦ 36035 

Gene No. 74303 

Start 1 

Name • OJ990528_2 1 . 9B12 . C40 . ol 

Start 1817 

GI none 

Exons 1817. .1894, 1818. .1895, 

Seq. No. 36035 

Gene No. 74303 

Start 1 

Name OJ990528 21 . 9B12 . C4 0 . o3 



Seq. ID OJ990528_21.9B12.C40 

Strand + 

End 2777 

.tm Method TBLASTX : Maize 
End 2315 
Score 80 
1818.. 1901, "1964.. 2110, 1968.. "2114, 

Seq. ID OJ990528_21.9B12.C40 
Strand + . 
End 2777 
.tw Method TBLASTX : Wheat 

End • 2107 
Score 100 
1898. .2107, 1899. .2105 

Seq. ID OJ990528_21.9B12.C40 
Strand + 
End 2777 
.tw Method TBLASTX: Wheat 



35803 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

„Seq. No. ..... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2142 End 2537 

none Score 78 

2142. .2219, 2205. .2276, 2226. .2315, 2369. .2395, 2373.-2465, 
2475. .2537 



36036 
74304 
84 

OJ990528_21 . 9B12 . C41 . ol . gs 
84 

none 
84. .183 



Seq. ID OJ990528_21.9B12.C41 

Strand + 

End 183 

Method GENSCAN 

End 183 

Score .51 



36037 
74305 
268 

OJ990528_21 . 9B12 . C42 . ol . np 
268 
42890 
268..349 

(X56780) transposase (TnlOOO) [Escherichia coli] 



Seq. ID OJ990528_21.9B12.C42 
Strand 

349 

AAT/NAP 
349 
95 



End 

Method 

End 

Score 



_.36JD38_,_._ 

74306 
80 

OJ990528_21.9B12.C44 .ol.ts 
80 

none 



Seq. ..ID^QJ3SQ52.a_£1...9B^^ „.. 

Strand 

End 615 

Method TBLASTX : Soybean 
End 489 
Score 76 



80. .190, 82. .186, 171. .212, 172. .216, 237. .404, 238. .489 



36038 
74306 
80 

OJ990528_21 . 9B12 . C4 4 . ol . tw 

253 

none 

253. .615, 264. .332 



Seq. ID OJ990528_21.9B12.C44 

Strand 

End 615 

Method TBLASTX : Wheat 

End 615, 

Score 177 



Seq. ID OJ990528_21.9B12.C45 
Strand + 

1169 
AAT/NAP 
1163 
416 . . 



36039 
74307 
1 

OJ990528_21.9B12.C4 5.ol . np 
" 1 

4544372' 

i. .1163 - • ; 

(AC006920). putative retroelement' pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



36039 
74307 . 
1 

OJ990528_21.9B12.C4 5.ol.tm 
6 

none 
6. .350 



Seq. ID OJ990528_21.9B12.C45 

Strand + 

End 1169 

Method TBLASTX : Mai ze 

End 350 

Score 187 



Seq. No. 



36039 



Seq. ID OJ990528_21.9B12.C45 



35804 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start'- . 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI " 
Exons 

Seq. No. 



74307 
1 

OJ990528_21.9B12.C4 5.o2.ts 
93 

none 
93. .380 

36039 
74307 
1 

,OJ990528_21.9B12.C4 5.ol.ts 
924 
none 

924. .1169, 935. .1054, 1079. .1165 



Strand + 

End 1169 

Method TBLASTX : Soybean 

End 380 

Score 196 



Seq. ID OJ990528_21.9B12.C45 

Strand + 

End 1169 

Method TBLASTX : Soybean 

End 1169 

Score 213 



36040 
74308 
335 

OJ990528_21 . 9B12 .C4 9 . ol . gs 

335 

none 

33.5. ...669 . .„ .: . 



Seq. ID OJ990528_21.9B12.C49 

Strand + 

End 669 

Method GEN SCAN 

End 669 

Score .42 



— i ] . * j 



36041 Seq. ID 

74309 Strand 

1 End 
OJ990528_21 . 9B12 . C52 . ol . np Method 

1 End 

4539660 Score 
1..604 

(AF061282) polyprotein [Sorghum bicolor] 



OJ9905'28_2;-1. 9B12 .C52 
+ 

604 

AAT/NAP 
604 
790 



36041 
74309 
1 

OJ990528_21.9B12.C52.ol.tm 
59 

none 

59. .361, 61... 306, 165. .356 

36041 
74309 

1 " ; 
OJ990528_21 . 9B12 . C52 . ol. . gs 
7.8 ' t .,. • 

none ... 
78. .169, 299. .553 

36041 
74309 
1 

OJ990528_21 . 9B12 . C52 . ol . tw 
86 

'none 

86. .604, 142. .603 
36041 



Seq. ID OJ990528_21.9B12.C52 

Strand + 

End 604 

Method TBLASTX : Maize 

End 361 

Score 426 



Seq. ID OJ990528_21.9B12.C52 

Strand + . . 

End .604 

Method.. GENSCAN . 

End ' 553 .'\ * 

Score .58 



Seq. ' ID OJ99052u_ 
Strand + 



. 9B12.C52 



End 

Method 

End 

Score 



604 

TBLASTX: Wheat 

604 

595 



Seq. ID OJ990528_21.9B12.C52 



35805 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No., 
Gene No. 
Start 
Name 
Start 

..GIL.;.....,. - .. 
Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start' - : 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



74309 Strand 

1 End 

OJ990528_21 . 9B12 . C52 . o2 . tm ' Method 

367 End 

none Score 
367. .603, 368. .604 



+ 

604 

TBLASTX: Maize 

604 

260 



36042 Seq. ID 

74310 Strand 

1 _ ,End 
OJ990528_/21 . 9B12 . C53 . ol . np Method 

1 End 

4680179 Score 
1. .185 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990528_21.9B12.C53 
+ 

188 

AAT/NAP 
185 
262 



36042 
74310 
1 

OJ990528_21.9B12.C53.ol.gs 

27 

none. ,..; ^" . ,\ ,. — - 

27. .188, . ... . ... . 

36043 
74311 
152 

OJ990528_21 . 9B12 . C57 . ol . gs 

152 

none 

152. .207, 568. .727 



Seq. ID OJ990528_21.9B12.C53 

Strand + 

End 188 

Method GENSCAN 

End 188 

.iQQXS™ — 



Seq. ID OJ990528_21.9B12.C57 

Strand + 

End 727 

Method GENSCAN 

End 727 

Score .7 



36044 Seq. ID 

74312 Strand 
141 End 
OJ990528_21. 9B12 . C58 . ol . gp Method 
141 End . 

uC-osf Icyp033a04bl Score 
141. .520 

'6016845/dbj |AP000'570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990528_21.9B12.C58 
+ 

520 

AAT/GAP 
520 
633 



36044 

74313. ' . 

74 • ■ ' -v.. 

OJ990528_2L. 9B12.C58.ol .np 
74 

4680186 
74. .272, 1105. .1297 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990528_21.9B12.C58 
Strand 

End •• - 1297 ...\-V ' ' 

Method." AAT/NAP 

End 1297 

Score 294 



36044 
74313 
74 

OJ990528_21 . 9B12 . C58 . ol . gs 

121 

none 



Seq. ID OJ990528_21.9B12.C58 
Strand 

End 1297 

Method GENSCAN 

End 422 

Score . 61 



35806 




Exons 121.. 272, 369.. 422 



Seq. No. 


36045 




Seq.. ID 


OJ990528 


_21.9B12 


.C59 


Gene No. 


"7 A T 1 A 
1 H 3 1 4 




Strand 


+ 






Start 


1 




End 


1369 






Name 


ojyyuozo zi . yoiz .toy ,oi 


. np 


Method 


AAT/NAP 






Start 


l 




End 


1369 






GI 


a com *7 Q 




Score 


1063 






Exons 


i..y/o, iuuy..iJoy 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


ti a n a k 

OOUH 0 




Seq. ID 


OJ990528 


_21.9B12 


r s q 


Gene No. 


74 314 




Strand 


+ 






Start 


1 




End 


1369 






Name 


OJyyOozo 21 . 9B12 . coy . oi 


.gs 


Method 


GENSCAN 






Start 


c o 
00 




End 


1087 






GI 


none 




Score 


.84 






Exons 


58. .1087 












Seq. No. 


T /"ft /( r 

3oU4 o 




Seq. ID 


OJ990528 


_21.9B12 




Gene No. 


74314 




Strand 


+ 






St,art ,.- . _ _ 






.End .„ 


JL3.6.9_ , . 






.Name . ... 


.OJ990528^21....9B12 .Co 9 . o2. 


..tw ... . 


..Method 


TBLASTX : 


Wheat... 




Start 


i D 




End 


335 






GI 


none 




Score 


207 






Exons 


76. .123, 136. .333, 138. 


.335 










Seq. No. 


3 o(J4 o 




Seq. ID 


OJ990528 


_21. 9B12 


.to? 


Gene No. 


74314 




Strand 


+ 






Start 


1 




End 


1369 






Name 


OJ99052o 21 . 9B12 . Coy . Ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


Joy 




End 


720 






GI 


none 




Score 


289 






Exons 


369. .563, 370. .720 












Seq. No. 


3oU4 3 




Seq. ID 


OJ990528 


_21. 9B12 




Gene No. 


/ 4 314 




Strand 


+ 






Start 


1 




End 


1369 






Name 


OJ990o2o 21 . 9B12 . Co9 . ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


0 n n 

3 /O 




End 


675 






GI 


none 




Score 


228 






Exons 


370. .675, 384. .500 












Seq . No . 


3o(J4o 




Seq. ID 


OJ990528 


_21.9B12 


. tj? 


Gene ' No . "' 


7 4 314 




[Strand" . 


'+ ' . 






Start 






End 


1369 






Name 


OJ990528 21 . 9B12 . C59 . o3 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


1U3 o 




End 


1369 






GI 


none 




Score 


139 






Exons 


1036. .1203, 1092. .1232, 


1289. 


.1369, 1290. .1367 






Seq. No. 


36046 




Seq. ID 


OJ990528 


_21.9B12 


.C60 


Gene No. 


74315 




Strand 








Start 


358 




End 


509 






Name 


OJ990528 21.9B12.C60.ol 


.gs 


Method 


GENSCAN 






Start 


358 




End 


509 






GI 


none 




Score 


.81 







35807 



Exons 358.. 509 

Seq. No. 36047 Seq. ID OJ990528_21.9B12.C62 

Gene No. 7 4316 Strand + 

Start 1 End 902 

Name OJ990528_21 . 9B12 . C62 . ol . np Method AAT/NAP . 

Start 1 End 902 

GI 6539553 Score 1355 

Exons 1..902 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 I dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

Seq. No. 36047 Seq. ID OJ990528_21.9B12.C62 

Gene No. 74316 Strand + 

Start 1 End 902 

Name OJ990528_21 . 9B12 . C62 . ol . gs Method GENSCAN 

Start 14 End 786 

GI none Score .52 

Exons - 14.. 127, 189.. 407, 642.. 786 



lleq... No7,_; V^olTTT , ZZZZ'Z.Z^ ... - -Seq. J.D , .OJ.9J9,05Z8_2X. 9B1.2>,£62_. . 

Gene No. 74316 Strand + 

Start 1 ' End 902 

Name OJ990528__21 . 9B12 . C62 . ol . tm Method TBLASTX: Maize 

Start 627 End 902 

GI none Score 328 

Exons 627.. 902, 628.. 900, 647.. 901 

Seq. No. 36048 Seq. ID OJ990528_21.9B12.C63 

Gene No. 74317 Strand + 

Start 61 End 645 

Name OJ990528_21 . 9B12 . C63 . ol . gs Method GENSCAN 

Start 61 End 645. 

GI . none Score .79 

Exons 61. .68, 158. .222, 268. .549, 638. .645 

Seq. No. 36048 Seq. ID OJ990528_21.9B12.C63 

Gene No. 74318 Strand 

Start 140 End 596 

Name OJ990528_21 . 9B12 . C63 . ol . np Method AAT/NAP 

Start 140 "End. 596 

GI 6721560 ' . . . ' Score 151 

Exons 140..430, 4.84. .596 - : : - / • ' "'" -. 

GI Descrip. (AP00107a) hypothetical protein [Oryza sativa] 

gi I 6815085 | dbj IBAA90371.il (AP001081) hypothetical p otein 

[Oryza sativa] 

Seq. No. 36049 Seq.. ID OJ990528_21.9B12.C64 

Gene No. 74319 Strand + 

Start 79 End 274 

Name OJ990528_21 . 9B12 . C64 . ol . gs Method GENSCAN 

Start 79 End 274 

GI none Score .42 

Exons 79.. 274 



35808 




Seq. No. 


36050 




Seq. ID 


OJ990528_21.9B12.C68 


Gene No. 


74320 




Strand 




Start 


4 7 6 






1 H U / 


Name 


r\ t a a a c a o 

OJ990528 


21. 9B12.C6o.ol.gs 


Method 




Start 


4 7 6 




bna 


1 "3 £ "3 


GI 


none 




Score 




Exons 


A *7 f T T A O 

4 7 6.. 1108 


1 1 A A 1 O 

, 1199 . . 1363 






Seq. No. 


36050 




Seq. ID 


OJ990528_21.9B12.C68 


Gene No. 


74320 




Strand 




Start 


4 / b 






± *4 U / 


Name 


OJ990528 


21.9B12.C6o.o2. tm 


Method 


1 dLiPlo i a ; ixiai ze 


Start 


C A A 

503 




T-> — 

Lna 


boo 


GI 


none 




Score 


1 CO 

loo 


Exons 


C A A rto 

503 . . 658 , 


c a a ten 
53U . .boo 






Seq. No. 


A r A C A 

36050 




beq. iu 


nTQQH^9fl 91 QD1 o n£p. 


Gene No. 


74320 




Strand 




Start 


476 




End 


1407 


Name 


OJ 99052o 


z 1 . 9Blz .Cbo.Ol. np 


Method 


AAT/NAP 


Start 


509 




End 


980 


£1 .. ; 


A A /I >l A /" C 

...,2.2 4 4_9. 6 5^ _ 


- * ~- - — - 


' .Score, , „ 


.;hj „ „„ 


.Exons.. .. . . 


5 09...... .980... 








GI Descrip. 


. ( Z 9 7 3 4 0 ) 


hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


joujU 




Seq. ID 


OJ990528_21.9B12.C68 


Gene No. 


74320 




Strand 




Start 


476 




End 


1407 


Name 


OJ990528 


21. 9B12.C68.ol.tm 


Method 


TBLASTX: Maize 


Start 


941 




End 


1407 


GI 


none 




Score 


36 


Exons 


941. .976, 


943.-993, 992. .1063 


, 996. .1094, 998. .1096, 1021. .1095, 



1193. .1369, 1198. .1371, 1199. .1363, 1309. .1407 



Seq. No. 


36051 




Seq. ID 


■ OJ990528_21.9B12 


.C69 


Gene No. 


74321 




Strand 






Start ^ 


1 




End 


1225 




Name 


OJ990528 


_21.9B12.C69.ol;np 


Method 


AAT/NAP 




Start 


1 




End 


1225 




GI 


2244965 




Score 


364 




Exons 


1. . 135, 


938. .1225 








GI Descrip. 


(Z97340) 


hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


36051 




Seq." ID 


OJ990528_21.9B12 


.C69 


Gene. .No.' 


.74321 




Strand.. 


~~ .■•.'•* 




Start. 


. 1 




End 


1225 ........ 




Name 


OJ990528 


_21.9B12.C69.ol.ts 


Method 


TBLASTX: Soybean 




Start 


31 




End 


1210 




GI 


none 




Score 


74 




Exons 


31. .147, 


34. .159, 932. .1210, 


938. .1093 


, 942. .1205 




Seq. No. 


36051 




Seq. ID 


OJ990528_21. 9B12 


.C69 


Gene No. 


74321 




Strand 






Start.,?.. ■ 


1 




End 


1225 




Name 


OJ990528 


_21.9B12.C69.ol.gs 


Method 


GENSCAN 




Start 


33 




End 


1207 




GI 


none 




Score 


.88 





35809 




Exons 33.. 135, 938.. 1207 



Seq. No. 


36051 






Seq. ID 


OJ990528_21. 


9B12 


. Co9 


Gene No. 


74321 






Strand 








Start 


1 






End 


1225 






Name 


OJ990528_21 . 9B12 .C69 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


947 






End 


1213 






GI 


none 






Score 


177 






Exons 


947. .1213, 984. .1211 














Seq. No. 


36052 






Seq. ID 






. C70 


Gene No. 


74322 






Strand 








Start 


93 






End 


757 






Name 


OJ990528_21 . 9B12 .C70 


. ol . 


gs 


Method 


GENSCAN 






Start 


93 






End 


757 






GI 


none 






Score 


1 






Exons 


93. .374, 700. .757 














Seq. No. 


36053 






Seq. ID 


OJ990528 21. 


9B12 


. L / 1 


Gene No. 


74323 






Strand 


+ 






Start 


.33 






End 


4 47 ... 






Narrie _ 


,O.J990528^21.. 9B.12.C7J, 


. Ql-.. 


gs.._ 


, Method .. 


GENSCAN, 






Start, , 


...33- ■- -...^ — , ... . 




- - 


„EncL .... - ^_ 


.4 47 _ ... 


- ■ , 




GI 


none 






Score 


. 67 






Exons 


33. . 191, 232 . . 447 














Seq. No. 


36054 






Seq. ID 


OJ990528 21. 


9B12 


.C73 


Gene No. 


74324 






Strand 








Start 


1 






End 


874 






Name 


OJ990528_21. 9B12 .C7 3 


.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


874 






GI 


5042454 






Score 


1291 






Exons 


1. .874 














GI Descrip. 


(AC007789) putative 


polyprote 


in [Oryza 


sativa] 






Seq. No. 


36054 






Seq. ID 


OJ990528_21. 


9B12 


.CM 


Gene No. 


74324 






Strand 








Start 


1 






End 


874 






Name - 


OJ990528 21.9B12.C73 


.ol. 


gs 


Method 


GENSCAN 






Start' 


88 






End 


839 






GI 


none 






Score 


.53 






Exons 


88.. 223, 295. .468, 523.. 


839 










Seq. 'No. 


36054 






Seq. , ID 


OJ990528_21. 


9B12 


. C / J 


Gene - No ; - 


. 74 3:24:. " . : : ; ' • 






Strand.. 








Start 


1 ■ • 






End" ■ 


874 • 






Name • 


OJ990528 21.9B12.C73 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


213 






End 


467 






GI 


none 






Score 


58 






Exons 


213. .386, 241. .402, 


369. 


.467, 


370. .462 








Seq. No. 


36055 






Seq. ID 


OJ990528_21. 


9B12 


.C75 


Gene No. 


74325 






Strand 


+ 






Start 


1 






End 


317 






Name 


OJ990528 21.9B12.C75 


.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


317 






GI 


6498441 






Score 


349 







35810 



Exons 1 . . 317 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


36055 










Seq. ID 


OJ990528_21 . 9B12 


.C75 


Gene No. 


74326 










Strand 






Start 


23 










End 


316 




Name 


OJ990528 


_21. 


9B12.C75 


.ol 


. gs 


Method 


GENSCAN 




Start 


23 










End 


196 




GI 


none 










Score 


. 75 




Exons 


23 . . 196 
















Seq. No. 


36055 










Seq. ID 


OJ990528_21 . 9B12 


.C75 


Gene No. 


74326 










Strand 


_ 




Start 


23 










End 


316 




Name 


OJ990528 


_21. 


9B12.C75 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start • 


74 










End 


316 




GI 


none 










Score 


238 




Exons 


74 . .316, 


103 


. . 315 














_ 3.605.5 








■ -. 


. Seq.. , ID . 


JDJ 9 9 0J5 2 8_.2 J.-.;9 B 1.2- 


JLZ5. 


Gene. .No.. . 


..7.4326_. . 










Strand 


- . 




Start 


23 










End 


316 




Name 


OJ990528 


_21. 


9B12.C75 


ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


95 










End 


316 




GI 


none 










Score 


208 




Exons 


95 . .316, 


112 


. . 291 












Seq. No. 


36056 










Seq. ID 


OJ990528 21.9B12 


.C77 


Gene No. 


74 327 










Strand 


+ 




Start 


12 










End 


517 




Name 


OJ990528 


__21. 


9B12.C77 


ol 


gs 


Method 


GENSCAN 




Start 


12 










End 


517 




GI 


none 










Score 


. 4 




Exons 


12 . . 14 , 


113 . 


. 517 












Seq. No. 


36057 










Seq. ID 


OJ990528 21.9B12 


.C79 


Gene No. 


74 328 










Strand 






Start 


170 










End 


304 




Name 


OJ990528 


_21. 


9B12.C79 


ol 


gs 


Method 


GENSCAN 




Start 


170 










End 


304 




GI 


none 










Score 


.87 




Exons 


170 . . 304 
















o e q . ln o . 












oeq . iu 


O TQQHC;9P' Ol QD1 O 


no r 


Gene No. 


74329 










Strand 


+ ~ 




Start 


7 










End 


130 




Name 


OJ990528 


_21. 


9B12.C81. 


ol. 


gs 


Method 


GENSCAN 




Start 


7 










End 


130 




GI 


none 










Score 


.99 




Exons 


7. . 130 
















Seq. No. 


36059 










Seq. ID 


OJ990528_21.9B12 


.C84 


Gene No. 


74330 










Strand 






Start 


406 










End 


754 




Name 


OJ990528 


_21. 


9B12.C84. 


ol. 


gs 


Method 


GENSCAN 





35811 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



406 
none 

406.. 563, 737, 



36060 
74331 
1 

OJ990528_21, 
1 

5441880 
1..37, 286., 



,754 



9B12.C86.ol.np 



402 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



754 
.57 



OJ990528_ 
+ 

402 

AAT/NAP 
402 
151 ■ 



21. 9B12.C86 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



36061 
74332 
278 

OJ990528_21.9B12.C89.ol.gs 
278 

none _ . 

.278. .,3.85,. ,4.5_4^._513_ • 

36062 " * * " *■" * 

74333 

197 

OJ990528_21 . 9B12 . C91 . ol . gs 

197 

none 

197. .456 



Seq. ID 

Strand 

End 

Method 
End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_21.9B12.C89 
513 

GENSCAN 
513 

.7 ' 



OJ990528_21.9B12.C91 
456 

GENSCAN 

456 

.5 



Seq. No. 


36063 


Seq. ID 


OJ990528 21.9B12.C92 


Gene No. 


74334 


Strand 


+ 


Start 


380 


End 


623 


Name 


OJ990528 21.9B12.C92.ol.np 


Method 


AAT/NAP 


Start 


380 


End 


623 


GI 


■4539447 


Score 


78 


Exons 


380. .623 






GI Descrip. 


(AL049523) retrotransposon like protein . [Arabidopsis thaliana] 


Seq. No. 


36063 


Seq. ID 


OJ990528_21.9B12.C92 


Gene No. 


74335 


Strand 




Start 


93 


End . 


228 


Name 


OJ990528' 21.9B12.C92.ol.gs 


Method 


GENSCAN 


Start 


, 93 ' ■ . : ' 


-End 


228 


GI 


none 


Score . 


.'"87 , .: 


Exons 


93. .228 ' 






Seq. No. 


36063 - 


Seq. ID 


OJ990528_21.9B12.C92 


Gene No. 


74336 


Strand 




Start 


261 


End 


557 


Name 


OJ990528 21.9B12.C92.ol.tm 


Method 


TBLASTX: Maize 


Start 


261 


End 


557 


GI 


none 


Score 


89 


Exons 


261. .335, 262. .342, 263. .346, 


334. .537, 


356. .553, 371. .553, 



378. .557 



35812 




Seq. No. 


36064 


Seq. ID 




0 1 


ybiz 


r 1 Q ^ 


Gene No . 


74337 


Strand 


+ 








Start 


1 


End 


83 








Name 


OJ990528 21 . 9B12 . C9o . ol 


np Method 


7\ 7\ T / M 7\ D 








Start 


1 


End 


bo 








GI 


5091513 


Score 


Ibl 








Exons 


1 . . 83 












GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


36065 


Seq. ID 


uj y y uoz o 


Z 1 . 


dm 0 




Gene No. 


74338 


Strand 










Start 


80 


End 


415 








Name 


OJ990528 21.9B12.C99.ol 


. gs Method 


GENSCAN 








Start 


80 


End 


415 








GI 


none 


Score 


.57 








Exons 


80. .415 













Seq. No. 


36066 






Seq. ID 


OJ990528_21.9B12 


. C1UU 


Gene No. 


74339 






Strand 


+ 




Start 


1 






End 


93 




Name 


OJ990528_ 


21.9B12.C100.ol. 


np 


Method 


AAT/NAP . 




.St£rt.._ 


■ 1_ 






...EocL - 




— - 


.GI_. ... 


..4 680.1.7 9... 






Score.. . 


104 ~ J . ^ 




Exons 


1. . 93 












GI Descrip. 


(AF111709 


) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


36067 






Seq. ID 


OJ990528_21.9B12 


. C101 


Gene No. 


74340 






Strand 






Start 


1 






End- 


976 




Name 


OJ990528 


21.9B12.C101.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


789 




GI 


4680203 






Score 


657 




Exons 


1. .789 












GI Descrip. 


(AF114171 


) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


36067 






Seq. ID 


OJ990528_21.9B12 


.C101 


Gene No. 


74340 






Strand 






Start 


1 






End 


976 




Name 


OJ990528 


21.9B12.C101.ol. 


gs 


Method 


GENSCAN 




Start 


11 






End 


823 




GI 


none 






Score 


.54 




Exons 


11. .568, 


763. .823 










Seq. No. 


36067 






Seq." ID 


OJ990528_2l". 9B12 


.C101 


Gene No . - 


.74340 






Strand 






Start ■. . 


i " *■■• ; 






End - 


976 




Name 


OJ990528 


21.9B12.C101.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


22 






End 


976 




GI 


none 






Score 


130 




Exons 


22 ...180, 


31. .108, 32. .118, 33 


. .179, 159. .218, 225. .269, 






226. .777, 


236. .409, 309. 


764, 


761. . 97 


6, 762. .971 




Seq. No. 


36067 






Seq. ID 


OJ990528_21. 9B12 


.C101 


Gene No. 


74340. 






Strand 






Start 


1 






End 


976 




Name 


OJ990528 


21.9B12.C101.ol 


tc 


Method 


TBLASTX: Cress 




Start 


443 






End 


890 





35813 



GI 


none 


Score 


125 


Exons 


443. .691, 444. .683, 444. .764, 


448 . . 777 


, 761 . . 886, 762 . .890, 




7 62. .890 






Seq. No. 


36068 


Seq. ID 


OJ990528 21.9B12.C104 


Gene No. 


74341 


Strand 




Start 


1 


End 


449 


Name 


OJ990528 21.9B12.C104.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


44 9 


GI . 


6539586 


Score 


112 


Exons 


1..312, 426. .449 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


36068 


Seq. ID 


OJ990528_21.9B12.C104 


Gene No. 


74341 


Strand 




Start 


1 


End 


A A C\ 

4 4 9 


Name 


OJ990528 21.9B12.C104.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


317 


GI 


none 


Score 


. 52 


Exons 


48. .317 






.Sag,. ..No,.. 


._3$.0J5JL__ . i . _ 


...Se4. IP 




Gene No... ,, 


.7.4 3.42...... „ - . 


.Strand , 




Start 


1 


End 


674 ' 


Name 


OJ990528 21.9B12.C105.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


674 


GI 


5042463 


Score 


133 


Exons 


1..205, 622. .674 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


Seq. No. 


36070 


Seq. ID 


OJ990528_21.9B12.C108 


Gene No. 


74343 


Strand 


+ 


Start 


1 


End 


490 


Name 


OJ990528 21.9B12.C108.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


490 


GI 


6466937 


Score 


267 


Exons 


1..490 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [ Arabidopsis 




thaliana] 






Seq. No. 


36070 


Seq. ID' 


OJ990528_21.9B12.C108 


Gene No. 


74343 


Strand 


+ 


Start 


1 


End 


4 90 


Name 


OJ990528 21.9B12.C108.ol.gs ■ 


Method . 


GENSCAN * 


Start' 


.53 . • . • • 


'End' ' ' 


41'8 ' ' ■ . 


GI . 


none 


. Score 


.89 '. 


Exons 


53. .418 






Seq. No. 


36070 


Seq. ID 


OJ990528_21 . 9B12 . C108 


Gene No. 


74343 


Strand 


+ 


Start 


1 


End 


490 


Name 


OJ990528 21.9B12.C108.ol.tm 


Method 


TBLASTX: Maize 


Start 


194 


End 


429 


GI 


none 


Score 


232 


Exons 


194. .382, 197. .388, 223. .384, 


373. .429 




Seq. No. 


36070 


Seq. ID 


OJ990528_21.9B12.C108 



35814 



Gene No. 


74343 


Strand 


+ 




Start 


1 


End 


490 




Name 


OJ990528 21.9B12.C108.ol.ts 


Method 


TBLASTX 


Soybean 


Start 


250 


End 


489 




GI 


none 


Score 


110 




Exons 


250. .384, 260. .385, 373. .489, 


387 . . 488 






Seq. No. 


36071 


Seq. ID 


OJ99052i 


5 20 . 9B10 .CI 


Gene No. 


74344 


Strand 






Start 


1 


End 


676 




Name 


OJ990528 • 20. 9B10 . CI . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


676 




GI 


2498930 


Score 


679 




Exons 


1..384, 552. .676 









GI, Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.Start,... 

„ GI. ... 

Exons 



DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 

36072 Seq. ID OJ990528_20 . 9B10 . C3 

74345 Strand 

386 End 11328 

OJ990528_20 . 9B10 . C3 . ol . gs Method GENSCAN 

3.8 6 . : End __.U.2&3. . „ 

none . . .. .. . . Score. „ —6.4,. 

386. .588, 944. .1032, 1884. .1954, 3739. .4027, 4174. .4265, 
4362. .4488, 4597. .4678, 4761 .. 4891, 4 965 .. 5058, 5132. .5408, 
5514. .5679, 6077. .7703, 7731. .8708, 8819. .10207, 102 94 .. 10428 , 
10516. .10700, 11112.. 11263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36072 - Seq. ID OJ990528_20 . 9B10 . C3 

74345 Strand 

386 End 11328 

OJ990528_20 . 9B10 . C3 . ol . np Method AAT/NAP 

5801 End 11328 

6815072 Score 3670 

5801. .8007, 8422. .8708, 8819. .9530, 9639. .9974, 10073 .. 10180, 
11290.. 11328 

(AP001080) Similar to Arabidopsife^-t ha liana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . * :. 

Exons 



36072 Seq. ID 

74345 Strand 

386 . End 
OJ990528_20. 9B10.C3.ol .ts' Method 

5894 , . End' 

none' - ■ • " Score 

5894. .6043, 5895. .6029 > 



OJ990528_20. 9B10.C3 
11328 

TBLASTX: Soybean 
6043 .' 

84" - • ' . • ' 



Seq. No. 36072 

Gene No. 74345 

Start 386 

Name OJ990528_20 . 9B10 . C3 . o2 . np 

Start 5948 

GI 4406798 

Exons" 5948.. 6864, 6949.. 7439, 7521., 
8834.. 9176, 9240.. 9788, 10008, 

GI Descrip. (AC006304) putative helicase [Arabidopsis thaliana] 



Seq. ID OJ990528_20.9B10.C3 
Strand 

End 11328 
Method AAT/NAP 
End 11328 
Score 1726 

7833, 7894. .8109, 8146. .8708, 
.10161, 11290.. 11328 



35815 




Seq. No. 


36072 








Seq. ID 


OJ990528 


_20. 9B10. 


C3 


Gene No. 


74345 








Strand 








Start 


386 








End 


1132o 






Name 


OJ990528_20 


. 9B10 


.C3.o4 . 


tm 


Method 


TBLASTX : 


Mai ze 




Start 


6002 








End 








GI 


none 








Score 


113 






Exons 


6002 . . 6067 , 


6100 


/TOO"! 


olU 1 . 










Seq. No. 


36072 








Seq. ID 


OJ990528 


_20.9B10. 


C3 


Gene No. 


74345 








Strand 








Start 


386 








End 


I 1 O O O 

II JZO 






Name 


OJ990528_20 


. 9B10 


.C3 . ol . 


tc 


Method 


TBLASTX : 


Cress 




Start 


6067 








End 


C~ "D *"> A 

6324 






GI 


none 








Score 


69 






Exons 


6067 . . 6324 , 


6110 


. . 631i 












Sea. No. 


36072 








Seq. ID 


OJ990528 


_20. 9B10 


C3 


Gene No. 


74345 








Strand 








Start 


386 








T-l _ -J 

End 








Name 


OJ990528_20 


. 9B10 


. C3.o2 . 


tm 


Method 


TBLASTX : 


Maize 




Start 


6628 








End 


r c\ c\ r 

6996 






.GI.,. . 


no.n.e... 


- 






„ Score. 


12 J8L. _ „ 


. . . . ~ . 





Exons,. ... .. 


... ..662.8.-. ..69.96, 


.,6,.6 2, 9 


..6.97 9.. 


........ 




• " ■ . *:■ 






Seq. No. 


36072 








Seq. ID 


OJ990528 


_20.9B10 


.C3 


Gene No. 


74345 








Strand 


- 






Start 


386 








End 


11328 






Name 


•OJ990528_20 


. 9B10 


.C3.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


8644 








End 


9135 






GI 


none 








Score 


66 






Exons 


8644 . . 8709, 


8648 


. . 8701, 


8829 . 


o n *d o o 

. 8933, o 


O A "3 C1 1 "3 A 


8944 . . 9135 


Seq. No. 


36072 








Seq. ID 


OJ990528 


_20. 9B10 


.C3 


Gene No. 


74345 








Strand 








Start 


386 








End 


1132b 






Name 


OJ990528_20 


. 9B10 


,C3.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


8853 








End 


917 9 






GI 


none 








Score 


81 






Exons 


8853 . .8930, 


8928 


. . 9179, 


8959 


. 9105 








Seq. No. 


36072 








Seq. ID 


OJ990528 


_20. 9B10 


.C3 


Gene. No . 


.74345 








Strand 








Start 


386 








End 


11328 






Name 


OJ990528 20 


. 9B10 


,C3.o3. 


tm 


Method' 


TBLASTX: 


Maize 




Start 


9354 • .. 








End, 


" 98 90 






GI. - 


• none. 








Score 


;66 . 






Exons 


9354 . .9722, 


9388 


. . 9453, 


' 9563 


.9646, 9678. . 9704, 


.9750. .9821, 




9831 . . 9890 
















Seq. No. 


36073 








Seq. ID 


OJ99052E 


_20. 9B10 


.C4 


Gene No . 


74346 








Strand 


+ 






Start 


257 








End 


2179 






Name 


OJ990528 20 


.9B10 


.C4 .ol. 


g.s 


Method 


GENSCAN 






Start 


257 








End . 


2179 






GI 


none 








Score 


.53 






Exons 


257.. 334, 1961.. 


2179 













35816 




Seq. No. 


36073 




Seq. ID 


OJ990528 


20 . 


9B10 


. C4 


Gene No. 


74346 




Strand 


+ 








Start 


257 




End 


2179 








Name 


OJ990528_20 . 9B10 . C4 . ol . 


np 


Method 


AAT/NAP 








Start 


910 




End 


1799 








GI 


5902448 




Score 


822 








Exons 


910. . 1799 














GI Descrip. 


(AB030283) orf3 [Oryza 


sativa 


] 










Seq. No. 


36074 




Seq. ID 


OJ990528_ 


20. 


9B10 


. C5 


Gene No. 


74347 




Strand 


+ 








Start 


3309 




End 


16323 








Name 


OJ990528 20.9B10.C5.ol. 


np 


Method 


AAT/NAP 








Start 


3309 




End 


15305 








GI 


6630459 




Score 


102 








Exons 


3309. .3372, 6451. .6559, 


8429. 


.8495, 15123.. 15305 






GI Descrip. 


(AC007190) F23N19.12 [Arabidopsis thaliana] 








Seq. No. 


36074 




Seq. ID 


OJ990528_ 


20. 


9B10 


.C5 


Gene No. 


74347 




Strand 


+ 








Start 


3309 . 




End 


16323 








Name;. . 


. OJ990528..20.9B10.C5...Q3. 


gs— _ 


^Method „ 


_GENSCAN„ 








Start . . 


„ 12.16.9 . 




End _ 


16.323 ... , 








GI ' 


none 




Score 


.75 









Exons 12169. .12423, 12750 .. 12835, 12909 .. 12993, 1554 9 .. 1562 9, 

15721. .15807, 15865. .16323 



Seq. No. 36074 

Gene No. 74348 

Start 23562 

Name OJ990528_20 . 9B10 . C5 . 06 . gs 

Start 23562 

GI none 

Exons 23562. .23690, 24701 .. 24 965, 
26027. .27148 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_ 
+ 

27148 
GENSCAN 
27148 
.81 



20. 9B10.C5 



24992. .25742, 258 65 .. 2594 3, 



■Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.- . No. . m 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36074^- Seq. ID 

74349 Strand 

29718 End. 

OJ990528_20 . 9B10 . C5 . o7 . gs Method 

29718 End 

none Score 



OJ990528_20.9B10.C5 
+ 

32241 
GENSCAN 
32241 
.41 



29718. .29874," 2 98 97 .. 30073, 301 64 .. 30218 , 30264 .. 304 37 , 
30677. .30786, 3.1508 .. 31558 , 3177 1 ... 31872 , 32213.. 32241 



.np 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



•36074 
•74350 
35404 

OJ990528_20. 9B10.C5.o5. 
35404 
6093744 

35404. .35571, 35674 .. 35858, 
38419. .38745 

PECTINESTERASE PPE8B PRECURSOR (PECTIN METHYLESTERASE ) (PE) 
gi|1213629|emb|CAA65237| (X95991) pectinesterase [Prunus 
persica] 



OJ990528 
+ 

38877 
AAT/NAP 
38745 
1337 



20. 9B10.C5 



3588 9. .36454, 38021. .38391, 



35817 



Seq. No. 


36074 


Seq. ID 


Gene No. 


74350 


Strand 


Start 


35404 


End 


Name 


OJ990528_20. 9B10 . C5 . o9 . gs 


Method 


Start 


35509 


End 


GI 


none 


Score 


Exons 


35509.. 3 64 54, 38 021.. 38748 




Seq. No. 


36074 


Seq. ID 


Gene No. 


74350 


Strand 


Start 


35404 


End 


Name 


OJ990528_20.9B10.C5.o4.gp 


Method 


Start 


38274 


End 


GI 


5607338 


Score 


Exons 


38274 . .38877 




GI Descrip. 


127 9602/emb | CAA964 36 | 3 . Oe- 


14 (Z71754, 




[Nicotiana plumbaginif olia] 




Seq. No. 


36074 


Seq. ID 


Gene No. 


74351 


Strand 


Start 


39038 


End 


blame. 


_ Q J 93 0_ 5 28. _2H..jaB 1 £UC 5.<ja5,,,g.p 




Start . • :.v 


, .39038 ...... . ^ .... .... 


. End.- . 


GI 


38333 1.R10.84 


Score 


Exons 


39038.. 39682 




GI Descrip. 


, 2239262/emb|CAA73733 | 4 . Oe 


-48 (Y1328J 




methylesterase-like protein 


[Zea mays; 



OJ990528_20.9B10.C5 
+ 

38877 
GENSCAN 
38748 
.79 



OJ990528_20. 9B10.C5 
+ 

38877 
AAT/GAP 
38877 
1046 

pectin methylesterase 



OJ990528_20. 9B10.C5 
+ 

39682 ... . 



1250 



Seq. No. 


36074 






Seq. ID 


OJ990528_ 


20.9B10. 


.C5 


Gene No. 


74352 






Strand 


+ 






Start 


44553 






End 


46215 






Name 


OJ990528 20.9B10.C5 


. oil . gs 


Method 


GENSCAN 






Start 


44553 






End 


46215 






GI 


none 






Score 


.46 






Exons 


44553. . 


44678, 45507 


. .46106, 


■46195. .46215 






Seq. No. 


36074 






Seq. ID 


OJ990528_ 


20. 9B10, 


X5 


Gene No. 


74353 






Strand 


+ 






Start 


46693 






End 


49514 






Name 


OJ99052 


8_20.9B10.C5 


.ol2.gs 


Method 


GENSCAN 






Start 


46693 






End 


49514 






GI- 


none 






Score 


.42 






Exons 


4 6693. . 


46782, 47085 


. .47210, 


47299. .475! 


35, 49084 . 


.'4 92 94, 






V 49443. . 


49514 "\. 












Seq. No. 


■ 36074 






Seq.* ID 


■OJ990528_ 


_20;9B10. 


.C5 


Gene No. 


74354 






Strand 


+ 






Start 


51916 






End 


52122 






Name 


OJ990528 20.9B10.C5 


. ol3 . gs 


Method 


GENSCAN 






Start 


51916 






End 


52122 






GI 


none 






Score 


.73 






Exons 


51916. . 


52122 












Seq. No. 


36074 






Seq. ID 


OJ990528_ 


20. 9B10, 


,C5 


Gene No. 


74355- 






Strand 








Start 


12299 






End 


12845 






Name 


OJ990528_20. 9B10.C5 


.o2.gp 


Method 


AAT/GAP 







35818 




Start 


12299 


End 






GI 


4881101 


Score 


/ /D 




Exons 


- 12299 .. 12385 , 12491.. 12o4b 








Seq. No. 


36074 


Seq. ±u 




on QR1 H PR 


Gene No. 


74356 


Strand 






Start 


16853 


End 


17642 




Name 


mftfincoo OA o id 1 A «0 «^ 

OJ990o2o 2U . 9BI U . Co . OZ . np 


Method 


. AAT/NAP 




Start 


16853 


End 


17642 




GI 


4 680183 


Score 


196 




Exons 


16853 .. 16942 , 17553.. 17642 








GI Descrip. 


(AFlll/uyj gag-poi protein 


[Oryza sativa subsp. 


liiuiLd j 


Seq. No. 


36074 


Seq. ID 


OJ990528_ 


_20.9B10.C5 


Gene No. 


74357 


Strand 






Start 


O 1 A A Q 

2 1U9 y 


End 


21646 




Name 


/"XTAAACOO OA nn 1 A /^C /-^ EL — _ 

OJ990528 20 . 9B1U . Cb . ob . gs 


Method 


GENSCAN 




Start 


21099 


End 


21646 




GI 


none 


Score 


.87 




Exons 


21099 .. 21235 , zlbl/..21o4b 










„.-:3£>DJA _ • 




_J)J.990.528, 


o n cm in pr 


Gene. Na. ~. 


.,.74358 .... ...... : 


. Strand,. 






Start 


28177 


End 


28392 




Name 


OJ990528 20. 9B10 . C5 . o3 . gp 


Method 


AAT/GAP 




Start 


.28177 


End 


28392 




GI 


5851104 


Score 


432 




Exons 


28177. .28392 








GI Descrip. 


5441876/dbj | AP000367 . 1 | AP000367 2 . Oe- 


10 Oryza sativa genomic 




DNA, chromosome 2, clone : P04 37H03 (contig b) 




Seq. No. 


36074 


Seq. ID 


OJ990528 


_20. 9B10.C5 


Gene No. 


74359 


Strand 






Start 


31042 


End 


31521 




Name 


OJ990528 20. 9B10.C5.o4 .np 


Method 


AAT/NAP 




Start 


31042 


End 


31521 




GI 


6069646 


Score 


207 




Exons 


31042. .31521 









GI Descrip. • (AP000616) similar to putative reverse transcriptas (AC005315) 

[Oryza sativa] gi I 6907112 I db j I BAA90639 . 1 1 (AP00112 fi Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genom sequence, 

putative non-LTR retroelement reverse transcriptase. (AC0CI6248 ) 

' . ' \ [Oryza sativa] ' ■ 



Seq. No. 


36074 • ... . , ' . . . . 




Seq. ID 




10. C5 


Gene No.- 


* 74360 - 




Strand 






Start 


36164 




End 


5" ... 




Name 


OJ990528 20.9B10.C5 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


31060 




End 


31461 




GI. 


none 




Score 


114 




Exons 


31060. .31233, 31312 


.31461 








Seq. No. 


36074 




Seq. ID 


OJ990528_20. 


10. C5 


Gene No. 


74360 




Strand 






Start 


36164 • 




End 


52161 




Name 


OJ990528 20.9B10.C5 


o2. tm 


Method 


TBLASTX: Maize 




Start 


31249 




End 


31530 





35819 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
31249. .31530, 31331.. 31528 



118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36074 
74360 
36164 
OJ990528_ 
35899 
none 

35899. .36111, 
37959. .38372, 
39154 . .39453, 
39920. .40090, 



36074 
74360 
36164 
OJ99052 
35929 
none 
35929. . 
.3A29.4,.,.... 
38446.... 
39145. . 
39872. . 
40181. . 
40592. . 



20. 9B10.C5.ol. ts 



36130. .36177, 
38008. .38388, 
39218. .39421, 
39947. .40084, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
36208. .36450, 
38425. .38742, 



OJ990528 20.9B10.C5 



52161 

TBLASTX: Soybean 
40758 
129 

36291 
38439 



39478. 
39954 . 



.39837, 
.40085, 



39482. 
40702. 



36449, 
38741, 
39838, 
40758 



8 20. 9B10.C5.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 20.9B10.C5 



35991, 36097 

3£38_Q,_ 3&QQ.&. 

385.02,- 385.8.9. 

39375, 39146- 

40087, 39926 

40282, 40183 

40774, 40615 



.36117, 

.^3&3..9JU 
.387.17, 
.39376, 
.40090, 
.40317, 
.40779, 



52161 

TBLASTX: Maize 
40782 
58 

36133. .36177, 36208 36450, . 
.,3.8.028.. . 38-.3.5J., „3SAA&.~.3M3X^ 
.38590... 38754,. 39122. .39268,,. 
39253. .39843, 39263.-3984 4, 
39957. .40091, 40177 .. 40260, 
40297. .4 0377, 4 058 9 .. 4 07 62 , 
40615.. 40782 



OJ990528 20.9B10.C5 



36074 Seq. ID 

74360 Strand 
36164 End 
OJ990528_20. 9B10.C5.ol. tc Method 
36082 End 
none Score 

36082. .36177, 36196 .. 364 53, 36294 .. 364 52 , 38008 

38019. .38366, 38442 38738, 38443 .. 38739, 39154 

39233. .39445, 39478 .. 3984 9, 39509 .. 398 50 , 39932 

39957. .40091, 40181 40261, 40183 .. 40278 , 40651 



52161 

TBLASTX: Cress 
40758 
58 



,38391, 
,39450, 
,40090, 
,40758 



'36074 Seq. ID 

74360 Strand 

36164 End 

OJ990528_20. 9B10 . C5 . o2 . tw Method 

36157 End 

none . - . ; ' : " Score •« 



OJ990528_20. 9B10.C5 
52161"' 

TBLASTX: Wheat 
40332 

187 * V . . 



36157. .36453, -39914 .. 40087, 39932 .. 40087 , 39966 . . 4 0094y 
40189. .40266, 40195 .. 40332, 40202. .40279 



36074 
74360 
36164 

OJ990528_20. 9B10 . C5 . o7 . np 
36164 
186396 

36164. .36425, 39378 39698 , 47323 47536, 49622 
51842. .52161 



Seq. -ID 

Strand 

End 

Method 

End 

Score 



OJ990528 20.9B10.C5 



52161 
AAT/NAP 
52161 
272 



,49708, 



GI Descrip. (M94131) mucin [Homo sapiens] 



35820 




Seq. No. 


36074 




Seq. ID 


OJ990528_20.9B10 




Gene No. 


74360 




Strand 






Start 


36164 




End 


52161 




Name 


OJ990528 20.9B10.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


38058 




End 


39811 




GI 


none 




Score 


347 




Exons 


38058 . . 38366, ' 38059. 


«-> /"i *5 o r> 

. 38388 , 


38443. .38517, 38446 38505, 






384 4 8 3851 9, J9Jyi. 


. oy 4 do , 


39404. .39457, 39478 .. 39810, 






39509 . . 39811 










Seq. No. 


36074 




Seq. ID 


OJ99052P 20.9B10 


.C5 


Gene No. 


74360 




Strand 






Start 


36164 




End 


52161 




Name 


OJ990528 20.9B10.C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


38521 




End 


39388 




GI 


none 




Score 


180 




Exons 


38521.. 38739, 38523. 


. 38735, 


39154 . .39387, 39158.. 39388 




Seq. No. 


36074 




Seq. ID 


OJ990528_20.9B10 


.C5 


Gene No. 


74360 




Strand 






Starjt. ... „ 


_3.61.64..- . . - , . 


- - - - 


_,En.d .. 


„521„61 


— 


Name . ... . _ 


OJ990528 .20 .3B10 . C5. 


ol.O ..gs . 


... .Method.., 


GENS CAN w .. .... 




Start 


39145 




End 


41316 




GI 


none 




Score 






Exons 


39145 . . 39845, 39928 


.40088, 


40184. .41316 




Seq. No. 


36074 




Seq. ID 


OJ990528_20.9B10 


.C5 


Gene No. 


74360 




Strand 






Start 


36164 




End 


52161 




Name 


OJ990528 20.9B10.C5 


o6.np 


Method 


AAT/NAP 




Start 


39145 




End 


41310 




GI 


4455337 




Score 


1089 




Exons 


39145. .39845, 39928 


.40088, 


40184 . .404 01, 4 0590. .41310 




GI Descrip. 


(AL035525) pectinesterase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


36074 




Seq. ID 


OJ990528_20.9B10 


.C5 


Gene No. 


74360 




Strand 






Start 


36164 




End 


52161 




Name 


OJ990528 20.9B10.C5 


06 . gp 


Method 


AAT/GAP 




Start 


40219 




End 


40599 




GI 


none 




Score 


736 




Exons 


40219. .40599 










Seq . No . 


36074 ' - ; . '• 




Seq". * I'D"' 


OJ990528^20;9B10 


.C5 ..." 


Gene No. 


7 4.360. . 




Strand 






Start 


36164 




End 


52161 




Name 


. OJ990528 20.9B10.C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


40796 




End 


41314 




bi 


. none 




Score 


101 . . 




Exons 


40796. .40975, 40798 


. .40974, 


41021. .41095, 41026. .41097, 






41164 . .41313, 41207 


. .41314 








Seq. No. 


36074 




Seq. ID 


OJ990528_20. 9B10 


.*C5 


Gene No. 


74360 




Strand 






Start 


36164 




End 


52161 




Name 


OJ990528 20.9B10.C5 


.o7.gp 


Method 


AAT/GAP 





35821 



Start 


40844 


End 


41433 


GI 


28329 1.R1084 


Score 


1114 


Exons 


40844 . .41433 






GI Descrip. 


1 4455338/emb|CAB36798. 1 1 3.0e- 


-35 (AL035525) putative protein 


[Arabidopsis thaliana] ' 






Con Mn 
JC^. LN U • 


36075 


Seq. ID 


OJ990528_20. 9B10.C6 


Gene No. 


74361 


Strand 


+ 


Start 


620 


End 


3580 


Name 


OJ990528 20. 9B10 . C6 . ol . gs 


Method 


GENSCAN 


Start 


620 


End 


2160 


GI 


none 


Score 


.72 


Exons 


620. .696, 784. .870, 929. .1064 


, 1476. .1594, 2079. .2160 


Seq. No. 


36075 


Seq. ID 


OJ990528_20. 9B10.C6 


Gene No. 


74361 


Strand 


+ 


O Lai L. 


620 


End 


3580 


Name 


OJ990528 20.9B10.C6.ol.np 


Method 


AAT/NAP 


Start 


929 


End 


3580 


GI 


5295955 


Score 


459 


Exons 


929..998, 1540. .1653, 2337. .2776, 2913 


. .3453, 3481. .3580 


.GI. Descrip 


.(ABO 2 62 9.5 ).. Similar to Epstein 


-Barr virus (EBV) ^ genome .,(YQ1.P,5.5 ) 


. [Oryza. sati.v.a] . ...... . ..... ... . 






Qon Kin 


36075 


Seq. ID 


OJ990528_20.9B10.C6 


Gene No;* 


74362 


Strand 


+ 


Start" 


5830 


End " 


6593 


Name 


OJ990528 20.9B10.C6.ol.gp 


Method 


AAT/GAP 


Start 


5470 


End 


5885 


GI 


702650 


Score 


692 


Exons 


5470. .5885 






JC^i LN W * 


36075 


Seq. ID 


OJ990528_20. 9B10.C6 


Gene No. 


74362 


Strand 


+ 


Start 


5830 


End 


6593 . 


Name 


OJ990528 20. 9B10 . C6 . o3 . gs 


Method 


GENSCAN 


Start 


5830 


End 


6593 


GI 


none 


Score 


.55 


Exons 


5830. .6593 






Seq. No. 


36075 


Seq. ID 


OJ990528_20. 9B10.C6 




74362 


Strand 


+ 


Start 


5830 


End 


6593 


Name 


OJ990528 20. 9B10.C6.o2 .np 


Method 


AAT/NAP 


Start' ' 


' 5893 : 7 : " ' . 


End 


64 06 V . 


GI 


4455338 - " . - ■ 


Score- 


'277'. 


Exons 


5893. .5970, 6052. . 6406 






GI Descrip. 


(AL035525) putative protein [Arabidopsis thaliana] 


Seq. No. 


36076 


Seq. ID 


OJ990528__20. 9B10.C7 


Gene No. 


74363 


Strand 


+ 


Start 


530 


End 


8477 


Name 


OJ990528 20. 9B10 . C7 . ol . gs 


Method 


GENSCAN 


Start 


530 


End 


8462 


GI 


none 


■ Score 


.88 


Exons 


530. .1231, 1494. .1647, 1767.. 


2111, 2596. .3513, 3585. .3913, 




3982. .4105, 4174. .4344, 4461. 


.5921, 6920. .7183, 7595. .7697, 



35822 



7760. .7905, 8139. .8462 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36076 Seq. ID 

74363 Strand 

530 • End 

OJ990528_20 . 9B10 . C7 . ol . np Method 

783 End 

4455338 Score 



OJ990528_20.9B10.C7 
+ 

8477 
AAT/NAP 
8477 
3477 



783. .1231, 1494. .1647, 1767. .2111, 2596. .3173, 3294. 
3585. .3913, 3982. .4105, 4174. .4344, 4461. .4621, 4649 
6920.. 7183, 8139.. 8477 

(AL035525) putative protein [Arabidopsis thaliana] 



3513, 
.5921, 



36076 Seq. ID 

74363 Strand 

530 End 

OJ990528_20 . 9B10 . C7 . ol . gp Method 

3788 End 

569650 Score 



OJ990528_20.9B10.C7 

8477 
AAT/GAP 
4261 
592 



3788. .3913, 3982. .4105, 4174. .4261 

4455338/emb|CAB36798.1| 3.0e-27 (AL035525) putative protein 
, .[Arabidopsis, thaliana.] . ., . ... ~- — , 



Seq. No. 


36076 






Seq. .ID 


OJ990528_20. 9B10.C7 




■ 74363 






' Strand 


+ 


Start 


530 






End 


8477 


LN aiUC 


OJ990528 20. 


9B10.C7.o2. 


gp 


Method 


AAT/GAP 


Start 


6983 






End 


8295 


GI 


2312057 






Score 


623 


Exons 


6983. .7183, 


8139. .8295 








GI Descrip. 


4455338/embl 


CAB367 98.il 


3.0e- 


35 (AL035525) putative protein 


[Arabidopsis 


thaliana] 








Seq. No. 


36076 






Seq. ID 


OJ990528_20.9B10.C7 


Gene No. 


74364 






Strand 


+ 


Start 


9649 






End 


17175 


Name 


OJ990528 20. 


9B10.C7.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


931 






End 


1563 


GI 


none 






Score 


167 


Exons 


931. .1158, 933. .1169, 945. .1157, 946.. 


1158, 1085. .1186, 




1154. .1231, 


1155. . 1229, 


1485. 


.1562, 1491. .1562, 1492. .1563, 




1492. .1563 










Seq.. No.. 


36076. ' 






Seq. ID 


OJ990528_20.9B10.C7, 


Gene No.; ' 


' 74364 






' Strand 




Start 


■ 964 9 '■ 






End ; ' 


17175 ■ 


Name 


OJ990528 20. 


9B10.C7.o4 . 


ts 


Method 


TBLASTX: Soybean 


-Start 


1077 






End 


1877 


GI 


none 






Score 


177 


Exons 


1077 . . 1229, 


1080. . 1229, 


1097. 


.1231, 14 


85. . 1649, 1492. . 1647, 




1752.'. 1877, 


1764 . . 1844 








Seq. No. 


36076 






Seq. ID 


OJ990528_20.9B10.C7 


Gene No. 


74364 






Strand 


+ 


Start 


964 9 






End 


17175 


Name 


OJ990528 20. 


9B10.C7.o8. 


tc 


Method 


TBLASTX: Cress 


Start 


1172 






End 


1650 



35823 



GI 

Exons 



none 

1172. .1231, 1173. .1229, 1482. 
1503. .1649 



Score 8 9 

.1649, 1492. .1647, 1492. .1650, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36076 
74364 
9649 

OJ990528_20. 9B10 . C7 . o3 . tc 

1766 

none 

1766. .1963, 1767. .2123, 1794. 
2596. .2802, 2601. .2801 

36076 
74364 
9649 

OJ990528_20. 9B10 . C7 . o2 . tm 

3391 

none 

3391.. 3513, 3561.. 3680, 3686. 



Seq. ID OJ990528_20.9B10.C7 

Strand + 

End 17175 

Method TBLASTX : Cress 

End 2802 

Score 350 

.2039, 1982. .2113, 2588. .2713, 



Seq. ID OJ990528_20.9B10.C7 

Strand + 

End 17175 

Method TBLASTX : Mai ze 

End 3925 

Score 147 

.3925, 3687. .3917, 3688. .3918 



..Se.q., .No,. 
Gene,J^o. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



.3607.6. ^ , .„ 

74 364. „ . ... . .... 

9649 

OJ990528_20.9B10.C7.ol.tc 

3582 

none 

3582. .3917, 3582. .3911, 3604, 
3974. .4087, 3983. .4084 

36076 
74364 
9649 

OJ990528_20.9B10.C7.ol.ts 

3690 

none . 

3690. .3917, 3692. .3913, 3954, 
4171. .4242, 4173. .4211 



Seq... .ID 0JS9Q.5.2J3J2.CL 9BJ..0,<.GZ- 

S.trand . . .+ .... ...^w-...,^, . 

End 17175 
Method TBLASTX : Cress 
End 4087 
Score 502 

.3912, 3611. .3913, 3972. .4076, 



Seq. ID OJ990528_20. 9B10.C7 

Strand + 

End 17175 

Method TBLASTX : Soybean 

End 4242 

Score 396 

.4106, 3974. .4108, 3980. .4108, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36076 
74364 
9649. 

OJ990528_20. 9B10.C7 .08. tm 
4171 
"none '"' 

4171. ..4341, 4171.. 4320, 4460. 

36076 
74364 
9649 

OJ990528_20. 9B10 . C7 . ol . tm 

4819 

none 

4819. .5430, 4827. .5054, 4934. 
5119. .5307, 5120. .5449, 5410. 



Seq. ID OJ990528_20.9B10.C7 
Strand + 
End 17175 
Method TBLASTX: Maize 
End .4 553 
Score * i97 : ' . * - *: ' " 
.4,54 6, ' 44 60. .4 528, 4 4 91. .*4 553--* 

Seq. ID OJ990528_20. 9B10.C7 

Strand + 

End 17175 

Method TBLASTX: Maize 

End 5513 

Score 484 

.5068, 5117. .5449, 5118. .5450, 
.5508, 5411. .5509, 5412. .5513 



Seq. No. 



36076 



Seq. ID OJ990528 20.9B10.C7 



35824 




Gene No. 


74364 








Strand 


+ 


Start 


9649 








End 


17175 


Name 


OJ990528_20 . 


9B10 . 


C7 . o7 . 


tc 


Method 


TBLASTX : Cress . 


Start 


5100 








End 


5419 


GI 


none 








Score 


79 


Exons 


5100 . . 5210, 


5217 . 


. 5408 , 


5238 . 


.5378, 5291. .5419 


Seq. No. 


36076 








Seq. ID 


OJ990528_20.9B10.C7 


Gene No. 


74364 








Strand 


+ 


Start 


964 9 








End 


17175 


Name 


OJ990528_20 . 


9B10 . 


C7 . o5 . 


ts 


Method 


TBLASTX: Soybean 


Start 


5220 








End 


5446 


GI 


none 








Score 


112 


Exons 


5220. .5357, 


5222 . 


.5407, 


COO/" 

5226 . 


.5441, 5228. .5446 


Seq. No. 


36076 








Seq. ID 


OJ990528_20. 9B10.C7 


Gene No. 


74364 








Strand 


+ 


Start 


964 9 








End 


17175 


Name 


OJ990528 20. 


9B10 . 


C7 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


5577 








End 


5911 


GI 


none 








Score 


478 


Exons _ : . 


. 5577 ... 59.Q.9,,, , 


5 58 9. 


c o r\ d 

...b.yjjy., 


C £2 C\ C\ 


,.53Xlv^37.17,-59Jl _„ 


- - * - ■ 

Seq. No . • 


36076 









Seq. ID 


OJ990528_20.9B10.C7 


Gene No. 


74364 








Strand 


+ 


Start 


9649 








End 


17175 


Name 


OJ990528 20. 


9B10 . 


C7 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


5577 








End 


8438 


GI 


none 








Score 


522 


Exons 


5577 . . 5924 , 


5585 . 


. 5923, 


6916 . 


.7032, 6920. .7027, 7061. .7183, 




7067 . . 7183, 


7069 . 


. 7188, 


8 125 . 


.8337, 8129. .8434, 8142. .8438 


Seq. No. 


36076 








Seq. ID 


OJ990528_20. 9B10.C7 


Gene No. 


74364 








Strand 


+ 


Start 


9649 








End 


17175 


Name 


OJ990528_20. 


9B10. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5634 








End 


8270 


GI 


none 








Score 


454 


Exons 


5634 . . 5924 , 


5636 . 


. 5923, 


564 1 . 


.5928, 6916.. 7032, 6919.. 7077, 




6930 . .7124 , 


7061. 


.7168, 


7062 . 


.7169, 7062. .7175, 7063. .7170, 




7067 . .7183, 


7069. 


.7200, 


8129. 


.8269, 8139. .8270 


Seq. No. 


36076 








Seq. ID 


OJ990528_20. 9B10.C7* 


Gene No. 


74364 








Strand 




Start . .". 


■.. 9649 . 








' End : ' * 


.-17175 • v' : : . ' " 


Name 


■ OJ990528_20 . 


9B10,.C7.-o6. 


tc • 


. Method - 


TBLASTX : Cress 


Start 


6916 








End 


8252* 


GI 


none 








Score 


135 


Exons 


6916. .7032, 


6920. 


.7027, 


704 4. 


.7178, 7060. .7179, 7061. .7189, 




7067 . . 7201, 


8130. 


.8246, 


814 4. 


.8251, 8145. .8252 


Seq. No. 


36076 








Seq. ID 


OJ990528_20.9B10.C7 


Gene No. 


74364 








Strand 


+ 


Start 


9649 








:>-End 


17175 


Name 


OJ990528 20. 


9B10. 


C7*.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


8270 








End 


8699 


GI 


none 








Score 


324 



35825 




Exons 


8270 . .8464, 


8271 . . 8474 , 8273 . 


.8476, 8274. .8471, 






8603 . . oozj, 


ob4o. .oboy, ob^y . 


.8699 






Seq. No. 


36076 




Seq. ID 


OJ990528 


_20. 9B10.C7 


Gene No. 


74364 




Strand 


+ 




Start 


964 9 




End 


17175 




Name 


OJ990528_20 . 


9B10 . C7 . olO . tc 


Method 


TBLASTX : 


Cress 


Start 


8280 




End 


8475 




GI 


none 




Score 


iyi 




Exons 


n ^ n a o a a a 

8280 . .844 4, 


82o2..o44y, o4Jl. 


.8475 






Seq. No. 


3607 6 




Seq. ID 


OJ990528 


on QDi n P7 


Gene No. 


74364 




Strand 


+ 




Start 


9649 




End 


17175 




Name 


OJ990528 20. 


9B10.C7.o2.gs 


Method 


GENSCAN 




Start 


9649 




End 


17172 




GI 


none 




Score 


.71 




Exons 


9649. .10191, 


10479. .10626, 10671. .10737 


', 10883. 


.11201, 



11270. .11353, 11894. .11992, 12137 .. 12181 , 12263 12337, 
12443. .12538, 13423 13500, 14 137 .. 14222 , 14311 .. 14 377 , 
14465. .14527, 14 605 .. 14706, 14832 1 4 936, 15021 .. 15113, 
_ 15.653.. .a57.4.1,„a5A2Z,,, 1£5U,....1XQ8 9^.17X72 ; - 



Seq. No. 


36076 




Seq. ID 


' OJ990528 


^20. 9B10* 


7c7 


Gene No . 


74364 




Strand 


+ 






Start 


9649 




End 


17175 






Name 


OJ990528 20.9B10.C7.o2. 


np 


Method 


AAT/NAP 






Start 


9673 




End 


11584 






GI 


2129647 




Score 


255 






Exons 


9673. .10088, 10117 .. 10191 , 


11562. .11584 






GI Descrip. 


MYB-related protein 33, 


2K 


- Arabidopsis thaliana 




gil 12 63097 | emb | CAA90810 


| (Z54137) MYB- 


-related protein 






[Arabidopsis thaliana] 












Seq. No. 


36076 




Seq. ID 


OJ990528 


_20.9B10 


.C7 


Gene No. 


74364 




Strand 


+ 






Start 


9649 




End 


17175 






Name 


OJ990528 20.9B10.C7.o7. 


tm 


Method 


TBLASTX: 


Maize 




Start 


9687 




End 


9993 






GI 


none 




Score 


309 






Exons 


9687. .9980, 9688.-9993, 


9721. .9981 








Seq. No. 


36076 




Seq. ID 


OJ990528 


_20.9Bi"0 


.C7 


Gene No. 


74364 




. Strand 


, + 






Start 


964 9 




■ "End • : 


"17175 \ " 






Name 


- OJ990528 20.-9B10..C7.o3. 


ts ' 


• Method' 


. TBLASTX: 


Soybean 




Start 


9688 




End 


9987 






GI 


none 




Score 


298 






Exons 


9688. .9987, 9753. .9986 












Seq. No. 


36076 




Seq. ID 


OJ990528 


:_20.9B10 


.C7 


Gene No. 


74364 




Strand 


+ 






Start 


9649 




End 


17175 






Name 


OJ990528 20. 9B10.C7.o5. 


tc 


Method 


TBLASTX: 


Cress 




Start 


9688 




End 


9987 






GI 


none 




Score 


294 






Exons 


9688. .9987, 9753. .9986 













35826 




Seq. No. 


36076 




Seq. ID 


OJ990528 


_20.9B10 


.C7 


Gene No. 


74364 




Strand 


+ 






Start 


9649 




End 


17175 






Name 


OJ990528 20.9B10.C7. 


o3 . tw 


Method 


TBLASTX : 


Wheat 




Start 


9697 




End 


9984 






GI 


none 




Score 


oU 






Exons 


9697. .9759, 9787. .9975, 9796 


n n o a 








Seq. No. 


36076 




Seq. ID 


OJ990528 


20 . 9B10 


. C7 


Gene No. 


74364 




Strand 


+ 






Start 


9649 




End 


17175 






Name 


OJ990528 20.9B10.C7. 


o9. tc 


Method 


TBLASTX: 


Cress 




Start 


11098 




End 


14199 






GI 


none 




Score 


71 






Exons 


11098. . 11172, 11263. 


.11355, 


11267. . 11368, 12136 


. . l^iyy , 






12143. .12181, 12260. 


.12340, 


12262. .12360, 12416 


. . 12532 , 






12428. .12541, 13422. 


.13502, 


13422. .13502, 13423 


. . 1350 J, 






13429. .13503, 14137. 


.14199 










Seq. No. 


36076 




Seq. ID 


OJ990528 


20 . 9B10 


. C7 


..Gene.. No... . 


„7J3M _ 


L 


_ ; ,_Sjtrand 









Start . . 


_ 964 9 ... „ 




.„ End... . ... 


^i7iJH7..J. T 






Name 


OJ990528 20.9B10.C7. 


o2.tw 


Method 


TBLASTX : 


Wheat 




Start 


11906 




End 


12525 






GI 


none 




Score 


56 






Exons 


11906. .11956, 11931. 


.11990, 


12134. .12184, 12135 


. . 12182 , 






12256. .12339, 12260. 


.12340, 


12260. .12340, 12262 


. . 12363, 






12440. .12523, 12444. 


.12524, 


12475. .12525 






Seq. No. 


36076 




Seq. ID 


OJ990528 


_20.9B10 


.C7 


Gene No. 


74364 




Strand 


+ 






Start 


9649 




End 


17175 






Name 


OJ990528 20.9B10.C7. 


o3.gp 


Method 


AAT/GAP 






Start 


12460 




End 


12538 






GI 


none 




Score 


135 






Exons 


12460. .12538 












Seq. No.. 


36076 




Seq. ID 


OJ990528 


_20. 9B10 


.C7 


Gene No. 


74364 




Strand 


+ 






Start 


9649 




End 


17175 






Name 


OJ990528 20.9B10.C7. 


o4 . gp 


Method 


AAT/GAP 






Start 


13423 




. End 


13503 






GI 


none • 




Score 


115 






Exons 


13423. : 13503 * 












Seq. No. 


36076 




Seq. ID 


OJ990528 


_20. 9B10 


,C7 


Gene No. 


74364 




Strand 


+ 






Start 


9649 




End 


17175 






Name 


OJ990528 20.9B10.C7. 


o5 . gp 


Method 


AAT/GAP 






Start 


14137 




. End 


14384 






GI 


none 




Score 


237 






Exons 


14137. .14222, 14311. 


.14384 










Seq. No. 


36076 




Seq. ID 


OJ990528 


_20. 9B10 


.C7 


Gene No. 


74364 




Strand 


+ 






Start 


9649 




End 


17175 







35827 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 

.H&mgLj.-"-,.. 

..Start- 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990528 20. 9B10 . C7 . o5 . tm 



Method TBLASTX : Maize 



14598 
none 

14598. . 14702,. 14610. 

14829. . 14942, 14831, 

15023. . 15112, 15650, 

15652. . 15744, 16322, 



End 17175 

Score 98 
,14711, 14611. .14709, 14 7 95 .. 14 938 , 
,14938, 14835. .14942, 15021 15113, 
,15742, 15650. .15742, ,15652 15744 , 
,16540, 16323. .16544, 17086.. 17175 



14699, 14601. .14708, 
14942, 14831. .14941, 
15742, 15664.. 15738 



36076 
74364 
9649 

OJ990528_20. 9B10.C7.o4 .tc 
14601 
none 
14601. 
14829. 
15650. 

36076 
74364 
9649 

. Q.J99.0528^2Q,„9BlQ^C7„ f ;pl t? _Metno.d 

.15020.... . _ ........ End 

none - Score 

15020. . 15112, 15021. .15113, ,15022 

15650. . 15742, 15652 .. 15744 , 15652 

16323. .16508, 16324.. 16509 



Seq. ID OJ990528_20. 9B10.C7 
Strand + 
End 17175 
Method TBLASTX : Cress 
End 15742 
Score 71 
14602. .14709, 14 7 98 .. 14 932 , 
15021. .15116, 15026. .15115, 



Seq. ID 
Strand 
End 



OJ990528_20.9B10.C7 
+ 

17175 

XBLASTX: .Whg.afc " „; 

... 16509 ... 
137 

15117, 15650. . 15742, 
15744, 16322. .16504, 



36076 
74364 
9649 

OJ990528_20.9B10.C7.o6.ts 

16370 

none 

16370. . 16540, 16371 ., 16544 , 
17086. .17172 



Seq. ID OJ990528_20.9B10.C7 

Strand + 

End 17175 

Method TBLASTX : Soybean 

End 17172 

Score 216 
16379. .16447, 16488 .. 16544 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ990728_14.9B10.C1 

Strand + 

End 709 

Method GENSCAN 

End 639 

Score .66 



36077 
74365 ' 
220 

OJ990728_14 . 9B10 . CI . ol . gs 
220 
none 

220.. 242, 43-3.. 639 

-36077 
74365 
220 

OJ990728_14 . 9B10 . CI . ol . np 
220 

6094553 
220. .314, 433. .709 

(AC010676) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990728_14.9B10.C1 

Strand + 

End '709 

Method AAT/NAP 

End 709 

Score 261 



36078 
74366 
140 



Seq. ID OJ990728_14.9B10.C2 
Strand + 
End 622 



35828 



Name OJ990728_14 . 9B10 . C2 . ol . np Method AAT/NAP 

Start 140 End 622 

GI 5803253 Score 202 

Exons 140. .186, 281. .412, 513. .622 

GI Descrip. (AP000399) ESTs AU068856 (C50756) , AU077979 (C61370) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



Seq. No. 36078 

Gene No. 74366 

Start 140 

Name OJ990728_14 . 9B10 . C2 . ol . tm 

Start 144 

GI none 

Exons 144. .188, 146. .187, 280. .414, 
478. .609, 500. .610 



Seq. ID OJ990728__14 . 9B10.C2 

Strand + 

End 622 

Method TBLASTX : Mai ze 

End 613 

Score 50 

280. .369, 339. .425, 455. .613, 



Seq. No. 


36078 


Seq. ID 


OJ990728_14 


.9B10 


.C2 


Gene No. 


74366 


Strand 


+ 






Start 


140 


End 


622 






Name 


OJ990728 14 . 9B10 . C2 i ol . gs 


Method 


. GENSCAN 






Star_t..,--_ . 


286 _ ............ . 


_ End. 


. _4.12..„„ .„ 


.... - , 




GI ... ...... 


,.,none, . ..... 


-Score, 


. 4 9_.„... 






Exons 


286. .412 










Seq. No. 


36079 


Seq. ID 


OJ990728_14 


. 9B10 


.C3 


Gene No. 


74367 


Strand 


+ 






Start 


1 


End 


218 






Name 


OJ990728 14.9B10.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


218 






GI 


6094553 


Score 


42 






Exons 


1..30, 134. .218 










GI Descrip. 


(AC010676) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


36080 


Seq. ID 


OJ990728_14 


.9B10 


.C4 


Gene No. 


74368 


Strand 


+ 






Start 


1 ^ ' 


End 


3475 






Name 


OJ990728 14 . 9B10.C4 .ol.np 


Method 


AAT/NAP 






Start 


. 1 


. End 


. 3475 






GI 


6094553- 


Score 


683 






Exons 


1..113, 887. .1045, 1332. .1374, 1974.. 


2056, 2747. .2 


809, 






2885. .2959, 3058. .3177, 3342. .3475 








GI Descrip. 


(AC010676) unknown protein 


[Arabidopsis thaliana] 






Seq. No'. 


36080 


Seq.. ID 




,9B10 


.C4 


Gene No.-- _ 


. 74368 " 


Strand 








Start 


1 


End 


3475 






Name 


OJ990728 14 .9B10.C4 .ol.gs- 


Method 


GENSCAN . 






Start 


50 


End 


2842 






GI. 


none 


Score 


. .73 






Exons 


50. .113, 887. .1008, 1310.. 


1449, 1974. 


.2056, 2747.. 


2842 





Seq. No. 36081 Seq. ID OJ990728_14 . 9B10 . C5 

Gene No. 74369 • Strand + 

Start 1169 End 3126 

Name OJ990728_14 . 9B10 . C5 . ol . gs Method GENSCAN 

Start 1169 End 2922 



35829 



GI 

Exons 



none Score . 79 

1169. .1263, 1364. .1460, 1563. .1804, 1877. .1934, 2207. .2374, 
2469.. 2543, 2638.. 2922 



Seq. No. 36081 Seq. ID OJ990728_14 . 9B10 . C5 

Gene No. 74369 Strand + 

Start 1169 End 3126 

Name OJ990728_14 . 9B10 . C5 . ol . gp Method AAT/GAP 

Start 1561 End 2310 

GI uC-osflcypl74h04bl Score 703 

Exons 1561.. 1804, 1877.. 1934, 2207.. 2310 

GI Descrip. 1 6094 553/gb | AAF034 95 . 1 1 AC010676_5 2.0e-59 (AC010676) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 


36081 




Seq. ID 


OJ990728_14 . 9B10.C5 


Gene No. 


74369 




Strand 


-f 


Start 


1169 




End 


3126 


Name 


OJ990728 14 


.9B10.C5.ol.np 


Method 


AAT/NAP 


Start 


1563 




End 


3126 


GI 


6714458 




Score 


529 


Exons 


1563. . 1804,' 


1877. .1934, 2207. 


..2374, 2469.-2543, 2638. .2868, 




_ 3.0.94, ,3.1 2JL. 








.GI , Descrip.. 


. (AC 00 8 2.61) 


T un kn. own . pro t e in, [ Ar a bi dop sis. t h a.l i a n a J . .. , . . „ .-. 


Seq. No. 


36081 




Seq. ID 


OJ990728_14 . 9B10.C5 


Gene No. 


74370 




Strand 




Start 


4447 




End 


6374 


Name 


OJ990728 14 


.9B10.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


1560 




End 


2543 


GI 


none 




Score 


90 


Exons 


1560. .1694, 


1763. .1807, 1764. 


..1805, U 


S65..1927, 1875. .1946, 



2180. .2413, 2192. .2377, 2209. .2379, 2421. .2543, 2468. .2527 



Seq. No. 36081 Seq. ID 

Gene No. 74370 Strand 

Start 4447 End 

Name OJ990728_14 . 9B10 . C5 . ol . ts Method 

Start 2662 End 

GI none Score 

Exons 2662.. 2868, 2668.. 2790 



OJ990728_14 . 9B10.C5 
6374 

TBLASTX : Soybean 

2868 

183 



Seq. No. 


'36081 




Seq. ID 


OJ990728 


Gene No. 


74370 




Strand- 




Start 


4447 




End 


6374 


Name "" 


• OJ990728 -14 


. 9B10.C5,ol. tm . * 


Method 


TBLASTX : 


Start 


2.67 4 




End 


2799 


GI 


none 




Score 


211 


Exons 


2674. .2799, 


2674 . .2799 






Seq. No. 


36081 




Seq. ID 


OJ990728 


Gene No. 


74370 




Strand 




Start 


4447 




End 


6374 


Name 


OJ990728 14 


.9B10.C5.o2.np 


Method 


AAT/NAP 


Start 


4276 




End 


6374 


GI 


2213587 




Score 


102 


Exons 


4276. .4296, 


5549. .5761, 5789. . 


5922, 6332.. 6374 


GI Descrip. 


(AC000348) 


T7N9.7 [Arabidopsis thaliana] 



35830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

_S.tar.t_.. 
Name .... „ < ... 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



36081 
74370 
4447 

OJ990728_14 . 9B10 . C5 . o2 . gs 

4447 

none 

4447. .4638, 5552. .5941 

36082 
74371 
6525 

OJ990728_14 . 9B10 . C6 . ol . gp 
6525 

uC-osroM202010g03al 
6525. .6901 

M415912/gb|AAD2014 3| 1.0e-19 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_14 .9B10.C5 

6374 
GENSCAN 
5941 
.91 



OJ990728_ 
+ 

6901 
AAT/GAP 
6901 
701 



14 .9B10.C6 



(AC006282) putative protease 



36082 Seq. ID 

74372 Strand 

J_ .-JSn.cL .... . 

O..J9907,28_14 .. .9 B10 ... C6 . ol . np . _ . ..Method ... 
1 End 
6324607 Score 
1..35, 3377. .3524, 3905. .4117, 4248. .4385, 4508. .4631, 
4901. .5020, 5756. .5916 
exonuclease; Dhslp" gi | 17064 
(EXO I) (DHS1 PROTEIN) gi | 2 
yeast ( Saccharomyces cerevi 
(X87331) overlaps with S695 
longer than published prote 
cerevisiae] gi 1 1420150 | emb | 
[Saccha 



OJ990728_14 .9B10.C6 

.59.1.6...... _,._„ 

.AAT7NAP..,, 

5916 
394 



21|sp|P3987 5|EX01_YEAST EXONUCLEASE I 
131226|pir | IS62169 DHS1 protein - 
siae) gi I 104 1655 | emb | CAA607 4 9 | 
45. Encodes protein 219 amino acids 
in sequence [Saccharomyces 
CAA99223I (Z74941) ORF YOR033c 



36082 
74372 
1 

OJ990728_14.9B10.C6.ol.gs 

122 
none 



Seq. ID OJ990728_14 . 9B10.C6 
Strand 

End 5916 

Method GENSCAN 

End 5916 

Score . 65 

1522, 1646.. 1700, 



122. .545, 662. .869, 1078. .1129,- 1227, 
1808. .2157, 3374. .3524, 3908. .4117, 4248. .'4385, 4508. .4631, 
4901. .5020, 5556.'. 5715, 5745. .5916' 



35082 • • ■ * . 

74373 

6269 

OJ990728_14 . 9B10 . C6 . ol . tm 

3375 

none 

3375.. 3527, 3385.. 3525, 3905. 
4224. .4397, 4248. .4328, 4250. 

36082 
74373 
6269 



Seq. ID -OJ990728_14.-9B10.C6- 
Strand 

End 8332 

Method TBLASTX : Maize 

End 4397 

Score 180 

.4117, 3905. .4120, 3912. .4118, 
.4387 

Seq. ID OJ990728_14.9B10.C6 
Strand 

End 8332 



35831 



• 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

.S.tarjt 

..GI , . - ,.- 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. .No. 
Gene No. 
Start * • 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ990728_14.9B10.C6.o2.gs 

6269 

none 

6269.. 6407, 6666. .6744, 7104. 
8008. .8125, 8193. .8266 

36082 
74373 
6269 

OJ990728_14 . 9B10 . C6 . o2 . tm 

6904 

none 

6904.. 6933, 6961. .6987, 6968. 
7124. .7258, 7153. .7224, 7205, 
7385. .7465, 7818. .7895, 7822. 
8008. .8133, 8008. .8121, 8184. 

36082 
74373 
6269 

OJ990728_14 . 9B10 . C6 . o2 . np 

7191 _ ^ ...„ 

.657.92.10, ... 



Method GENSCAN 
End 8266 
Score .56 

.7259, 7386. .7457, 7821. .7887, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990728 14.9B10.C6 



8332 

TBLASTX: Maize 
8264 
34 

6988, 7083. .7124, 7094. 
7258, 7375.-7458, 7383. 
7887, 7823. .7897, 8003. 
8264, 8198. .8263 



.7126, 
.7463, 
.8125, 



Seq. ID OJ990728_14 . 9B10.C6 



Strand 
End 

Method 
-Bnd_ _ 
. Score 



8332 
AAT/NAP 
.8332 ., 

,,.ai.4 



7191. .7259, 7357. .7457, 7821. .7887, 8011. .8104, 8193. .8332 
" (AC011438) T23G18.7 [Arabidopsis thaliana] 



36083 
74374 
1 

OJ990728_14 . 9B10 . C7 . ol . np 
1 

4415912 



Seq. ID OJ990728_14. 9B10.C7 
Strand 

End 37 95 

Method AAT/NAP 

End 37 95 

Score 824 



1..95, 305. .532, 1200. .1453, 1589. .1718, 3524. .3795 
(AC006282) putative protease [Arabidopsis thaliana] 



36083 
74374 
1 

OJ990728_14 . 9B10 . C7 . ol . gs 

305 

none 



Seq. ID OJ990728_14.9B10.C7 



Strand 
End 

Method 

End 

Score 



3795 
GENSCAN 
3789 
.86 



305.. 532, 1200.. 1453, 1589. .1718, 3524. .3789 



36083 

74374- • "-■ ■ " 

1 ■ 
OJ990728_1 4 . 9B10 . C7 . ol . gp 
1200 

2310457 .. 
1200. .1453, 1589. .1658 

4415912/gb|AAD20143| 1.0e-19 (AC006282) putative protease 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728 14.9B10.C7 



3795 
AAT/GAP 
1658 ' 
577 



36083 Seq. ID 

74374 Strand 

1 End 

OJ990728 14.9B10.C7.o2.gp Method 



OJ990728_14 . 9B10.C7 

3795 
AAT/GAP 



35832 



Start 1225 

GI 2310457 

Exons 1225;. 1453, 1589.. 1754 

GI Descrip. 4415912/gb | AAD20143 I 1. 

[Arabidopsis thaliana] 



End 
Score 



1754 
649 



Oe-19 (AC006282) putative protease 



Seq. No. 36083 
Gene No. 74375 
Start 7997 

Name OJ990728_14 . 9B10 . C7 . ol . tm 

Start 349 
GI none 

Exons 349.. 531, 350.. 532, 375.. 536, 

1204. .1347, 1293. .1451, 1334. 
1590. .1718, 1590. .1721 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990728 14.9B10.C7 



. 8539 
TBLASTX: Maize 
1721 
296 

1194 . .1343, 1203. .1343, 
1453, 1341.. 1454, 1583. 



1717, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI,. „ 

. Exons-... 
GI Descrip. 



36083 
74375 
7997 

OJ990728_14 . 9B10 . C7 . o2 . np 
7997 

j55J195a5,_-. ; „ _ 

79,97 . ..80.88,,. ..838 6..^8539. , ... ,„ . . . . .. _ ... 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 



OJ990728_14 . 9B10.C7 

8539' 
AAT/NAP 
8539 



Seq. No. 36083 

Gene No. 74376 

Start 13168 

Name OJ990728JL4'. 9B10 . C7 . o2 . tm 

Start 13168 

GI none 
Exons 



Seq. ID OJ990728_14.9B10.C7 
Strand 
End 

Method 
End 
Score 



13461 

TBLASTX: Maize 

13461 

54 



13168. . 13215, 13178. . 13219, 13310 .. 134 56, 13315. .13461 



Seq. No. 


36084 






Seq. ID 


OJ990728_14.9B10 


,C9 


Gene No. 


74377 






Strand 






Start 


347 






End 


4212 




Name 


OJ990728 14.9B10.C9. 


o2 . tm 




Method 


TBLASTX: Maize 




Start 


3 






End 


2846 




GI 


none 






Score 


76 




Exons 


3. .83, 16. .54, 347. . 


544, 3 


49. . 


531, 661 


..969, 665. .967, 


669 




671. .979, 672. .980, 


1632. . 


1865, 1636.. 


1851, 1643. .1864, 






1659. .1865, 2442. .28 


43, 2443.. 


2841, 2444. .2845, 2712. .2 


846 


Seq. No. 


' 36084 






Seq. -ID 


OJ990728_JL4 . 9B10 


,C9 


Gene No. 


74377:. \* " . : 






Strand 






Start 


347 . 






End 


4212 " ■ ; ' - 




Name 


OJ990728 14.9B10.C9. 


ol . gs 




Method 


GENSCAN 




Start 


347 






End 


4212 




GI 


none 






Score 


.65 




Exons 


347. .532, 673. .977, 


1661. . 


1855, 2444.. 


4212 




Seq. No. 


36084 






Seq. ID 


OJ99.0728_14 . 9B10 


.C9 


Gene No. 


74377 






Strand 






Start 


347 






End 


4212 




Name 


OJ990728 14.9B10.C9. 


o2.ts 




Method 


TBLASTX: Soybean 




Start 


347 






End 


770 




GI 


none 






Score 


60 





35833 




Exons 


347. .403, 349. .411, 400 


. . 522, 


400. .531, 410. .544, 425. .541, 




671. .700, 672. .770 








Seq. No. 


36084 






Seq. ID 


OJ990728_14.9B10.C9 


Gene No. 


74377 






Strand 




Start 


347 






End 


4212 


Name 


OJ990728 14. 


9B10.C9.ol." 


ts 


Method 


TBLASTX: Soybean 


Start 


894 






End 


3593 


GI 


none 






Score 


121 


Exons 


894. .980, 1624. .1851, 1656. .IE 


S65, 1658 


. .1864, 2444. .2680, 




2801 . . 2926, 


2802 . . 2903, 


2828 . . 


2908, 2948. .3289, 2959. .3150, 




2963. . 3256, 


2964 . . 3278, 


3241 . . 


3291, 3315.. 3515, 3317.. 3517, 




3558. . 3593 










Seq. No. 


36084 






Seq. ID 


OJ990728_14.9B10.C9 


Gene No. 


74377 






Strand 




Start- 


347 






End 


4212 


Name 


OJ990.728_14 . 


9B10.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1680 






End 


3115 


GI 


none 






Score 


91 


Exons 


1680 . .1796, 


1685. . 1837, 


1823 . . 


1864, 18 


27. .1865, 2444. .2701, 


- »'~ - 




.27 62 .^3.115.,. 


,2763.., 


3113, 




Seq. No. 


36084 






Seq. ID 


OJ990728JL4 . 9B10.C9 


Gene No. 


74377 






Strand 




Start 


347 






End 


4212 


Name 


OJ990728_14 . 


9B10.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2867 






End 


3594 


GI 


none j 






Score 


709 


Exons 


2867 ! .-3586, 


2867. .3592, 


2868. . 


3593, 2874.. 3593, 2875.-3594 


Seq. No. 


36085 






Seq. ID 


OJ990728_14.9B10.C10 


Gene No. 


74378 






Strand 


+ 


Start 


2316 






End 


5759 


Name 


OJ990728 14. 


9B10.C10.ol 


,gs 


Method 


GENSCAN 


Start 


2316 






End 


5759 


GI 


none 






Score 


.82 


Exons 


2316. .2472, 


3161. .3268, 


5143. . 


5759 




Seq. No. 


36085 






Seq. ID 


OJ990728_14. 9B10.C10 


Gene No. 


74379 






Strand 


+ 


Start 


11343 






End • 


15178 


Name 


OJ990728 14. 


9B10.C10.o3 


.gs 


Method 


GENSCAN 


Start 


11343 






End 


15178 . .. 


G T " " 


' ' none 






Score ' 


.56 - " ■ 


Exons 


1134 3. . 11600, 11675.'. 11785, 1274 6. .128 


14, • 13645. . 13690, 




14187. . 14496 


i, ' 14651. .14 


847, 14 


1898. .15064, 15167. .15178 


Seq. No-. 


36085 






Seq. ID 


OJ990728_14. 9B10.C10 


Gene No. 


74379 






Strand 


+ 


Of - „i. 

b tart 


11343 






End 


15178 


Name 


OJ990728 14. 


9B10.C10.o3 


,gp 


Method 


AAT/GAP 


Start 


12742 






End 


13207 


GI 


2428084 






Score 


843 


Exons 


12742. .13207 








Seq. No. 


36085 






Seq. ID 


OJ990728_14.9B10.C10 



35834 



• # 

Gene No. 74380 Strand + 

Start 17077 End 20722 

Name OJ990728_14 . 9B10 . CIO . o4 . gp Method AAT/GAP 

Start 16889 End 19074 

GI 25224_1.R1084 Score 1370 

Exons 16889. .17253, 18539 18739, 188 14 .. 18925, 19026.. 19074 

GI Descrip. ' 4 426964 /gb I AAD20634 | 1.0e-59 (AF126255) purple acid phosphatase 
precursor [Anchusa officinalis] 1 

Seq. No. 36085 Seq. ID OJ990728_14 . 9B10 . C10 

Gene No. 74380 Strand + 

Start 17077 End 20722 

Name OJ990728_14 . 9B10 . C10 . o4 . gs Method GENSCAN 

Start 17077 End 20722 

GI none Score .86 

Exons 17077. .17253, 18539 18739, 18814 .. 18925, 19026 .. 1 9252 , 

19378. .19516, 19761 .. 19981, 20302 .. 20423, 20560.. 20722 

Seq. No. 36085 Seq. ID OJ990728_14 . 9B10 . C10 

Gene No. 74380 Strand + 

"Start 17077 End 20722 

Name OJ990728_14 . 9B10 .CljD.. Q2...np Method. .AAT/NAP „ . ... 

..Start _ .1.70.80. ...... • . ... . - .End,.... . 2,07.19 ....... - 

GI 4160280 Score 1690 

Exons 17080. .17253, 18539 .. 18739, 18814 .. 18925 , 1902 6 .. 19252, 

19378. .19516, 19761 .. 19981, 20302 20423, 20524. .20719 

GI Descrip. (AJ006224) purple acid phosphatase [Ipomoea batatas] 

Seq. No. 36085 Seq. ID OJ9907'28_14 . 9B10 . C10 

Gene No. 74381 Strand 

Start 5326 End 5854 

Name OJ990728__14 . 9B10 . C10 . ol . np Method AAT/NAP 

Start 5326 End 5854 

GI 6006381 Score 345 

Exons 5326.. 5439, 5536.. 5854 

GI Descrip. (AP000559) hypothetical protein [Oryza sativa] 

Seq. No. 36085 Seq. ID OJ990728_14 . 9B10 . C10 

Gene No.. 74382 Strand 

Start 6036 End 8380 

Name OJ990728_14 . 9B10 . C10 . ol . gp Method AAT/GAP 

Start 6036 End 7737 

GI 20723_1.R1084 Score. . 1776 

Exons 6036.. 6227, 6986.. 7737 .... . 

GI Descrip. " ' 2149018-/gb.| U70541 1 OSU70541 8.0e-l"4 Oryza sativa -putative 

• "-' ADP-glucose-pyrophosphorylase subunit SH2 and putative- 
NADPH-dependent reductase Al genes, complete cds f 

Seq. No. 36085 Seq. ID OJ990728_14 . 9B10 . C10 

Gene No. 74382 Strand . - 

Start 6036 End 8380 

Name OJ990728_14 . 9B10 . C10 . o2 . gs Method GENSCAN 

Start 6897 End 8354 

GI none Score .81 

Exons 6897.. 8354 

Seq. No. 36085 Seq. ID OJ990728_14 . 9B10 . C10 



35835 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI. 

. Exons.. . . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



74382 Strand 

6036 End 

OJ990728_14 . 9B10 . CIO . o2 . gp Method 

8065 End 

none Score 
8065. .8380 



36085 
74383 
20832 

OJ990728_14 .9B10.C10.ol. tw 

7335 

none 

7335. .7454, 7336. .7386, 7408, 
7440. .7727, 7441. .7653, 7464, 

36085 
74383 
20832 

OJ990728_14 . 9B10 . C10 . o2 . tm 
11265 

none _ . . . _ , .„ 

112.65 . 1.L3.0.Q,. ..11318 ....11.3.6.5., 
11514. .11570, 11562. . 11600, 
11736. .11798, 12724. .12819, 
13559. .13645, 13561 .. 13641, 
13703. .13732, 13760.. 13807 



Seq. ID 
Strand 
End 

Method 
End 
Score 



8380 
AAT/GAP 
8380 
612 



OJ990728 14.9B10.C10 



22344 

TBLASTX: Wheat 
14935 
63 

7440, 7410. .7457, 7427. .7612, 
7727, 14766. .14822, 14855. .14935 



Seq. ID 
Strand 
End 

Method 
End . 
Score. , 
.114.51 
11669 
12725 
13670 



OJ990728 14.9B10.C10 



22344 

TBLASTX : Maize 
. 13807 

, .35 . 

11.4 8.9, .,..11 5 13.. ..11569,.... 
11788, 11674 . .11790, 
12820, 12743. .12832, 
13696, 13695. .13730, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



36085 
74383 
20832 

OJ990728JL4 . 9'BIO . C10 . o2 . tc 
11472 
none 

11472. .11489, 11517. .11600, 
11674 . .11787, 12725. .12793 

36085 

74383 4 Strand 

20832 End 

OJ990728_14 . 9B10 . C10 . o2 . ts Method 

11520 End 

none Score 



OJ990728_14.9B10.C10 
22344 

TBLASTX: Cress 

12793 

35 



11559. .11627, 11669. .11788, 



Seq. ID OJ990728_14.9B10.C10 



22344 

TBLASTX: Soybean 

12820 . 

87 



11520. .11600, 11669. . 11788, 1167 4.. . 117 90, 12716. .12820 



36085*-. 

74383 

20832 

OJ990728_14. 9B10 . C10 . ol . ts 
17143 
none 
17143. 
18784. 
19024, 
19091, 
19431. 



,17256, 17151. 
,18924, 18811. 
,19059, 19025. 
,19264, ■ 19378. 
,19523, 19736. 
19882. .19995, 19883. 



17255, 
18942, 
19087, 
19518, 
19882, 
19996, 



Seq. ID OJ'990728_14'..9B10.C10 
Strand 

End 22344 

Method TBLASTX : Soybean 

End 20599 

Score 120 
18536. .18739, 18538 .. 18738 , 
18812. .18925, 18819 .. 18 92 6, 
19084. .19248, 19085 .. 19264 , 
19379. .19519, 19380 .. 19523, 
19744. .19881, 19760 .. 19882, 
19884. .20000, 20305 .. 2042 1 , 



35836 



20314. .20412, 20316 204 83, 20480 20599, 20521.. 20595 



Seq. No. 


36085 








Seq. ID 


OJ990728_ 


14 . 9B10 


Gene No. 


74383 








Strand 






Start 


20832 








End 


22344 




Name 


OJ990728 14.9B10.C10. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


17148 








End 


18709 




GI 


none 








Score 


165 




Exons 


17148. 


.17255, 


17149. . 


i n o ^ c 


18536. .18709, 18538. 


. 18708 


Seq. No. 


36085 








Seq. ID 


OJ990728_ 


14. 9B10 


Gene No. 


74383 








Strand 






Start 


20832 








End 


22344 




Name 


OJ990728 14.9B10.C10. 


ol.tc 


Method 


TBLASTX: Cress 


ot-art 


17149 








End 


20686 




GI 


none 








Score 


94 




Exons 


17149. 


.17256, 


17151. . 


1 /ZOO, 


18536. .18739, 18538. 


.18630, 




18784. 


.18939, 


18811. . 


i o y j j , 


19049. .19147, 19093. 


. 19146, 




19130. 


.19246, 


19151. . 


1 Q O £ 1 

i yz ol , 


19378. .19515, 19736. 


.19981, 




19751. 


.19972, 


19882. . 


i y y / 4 , 


20302. .20418, 20307. 


.20423, 




20480. 


.20686, 


20521. . 


o c\ a o a 








Seq-..- N.o,.„^ . 


Z\ .360.85,, 








, . Seq. ID 


ToJ9907.2F 


1479B1CI 


Gene No. 


74383 








Strand 






Start 


20832 








End 


22344 




Name 


OJ990728 14.9B10.C10. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


18710 








End 


20748 




GI 


none 








Score 


57 




Exons 


18710. 


.18739, 


18710. . 


18739, 


18807. .18929, 18807. 


.18926, 




18808. 


.18927, 


18811. . 


18942, 


19012. .19239, 19024. 


.19251, 




19025. 


.19252, 


19025. . 


19252, 


19378. .19518, 19378. 


.19500, 




19379. 


.19513, 


19431. . 


19523, 


19736. .19981, 19750. 


.19989, 




19804. 


.19995, 


20301. . 


20423, 


20302. .20' 


121, 20302. 


.20424, 




20480. 


.20695, 


20497. . 


20748, 


20521. .20721 





Seq. No. 36085 

Gene No. 7 4 383 ■ 

Start 20832 

Name OJ990728_14 . 9B10 . C10 . o2 

Start 20518 

GI none 

Exons 20518. .20700, 20522.. 20 

Seq. No. . 36085 
Gene- No; ." "74383 

•Start. 20832 

Name OJ990728_14 . 9B10 .'CIO . o5 

Start 20832 

GI none 

Exons 20832. .20957, 20980.. 21 
22083. .22216 



Seq. ID OJ990728_14.9B10.C10 
Strand 

End 22344 

.tw Method TBLASTX : Wheat 

End 20700 

Score 219 
692, 20545.. 20697 

..■ Seq. ID OJ990728J.4.9B10.C10 

Strand - : 

; * End 22344 

.gs Method GENSCAN 

End 22216 

Score .76 
166, 21667. .21768, 21876 21962, 



Seq. No. 36085 Seq. ID 

Gene No. 74383 Strand 

Start 20832 End 

Name OJ990728_14 . 9B10 . C10 . o3 . np Method 

Start 21592 End 



OJ990728_14 . 9B10.C10 

22344 

AAT/NAP 

22344 



35837 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5803253 Score 91 

21592. .21768, 22083 22216, 22325.. 22344 

(AP000399) ESTs AU068856 (C50756) , AU077 97 9 (C61370 ) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



36086 
74384 
3613 

OJ990728_14. 9B10 . Cll . ol . gs 

3613 

none 

3613. .3816, 3931. .4034, 4209. 
5311. .5450, 5613. .5660, 5932. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4263, 4456 
.6042, 6378 



OJ990728_14 . 9B10.C11 
+ 



6710 
GENSCAN 
6710 
.77 

4600, 4721. 
6499, 6698. 



,4858, 
,6710 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Jixons. . 

GI. Des.cr.ip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990728_14.9B10.C11 
Strand + 
End 10036 
Method AAT/NAP 
End 10036 
Score 489 

,8.48.6... :..&6.80,- ..9a4 8^9J13.„,.j9.45<....:l.Q036 . 

(AB,0234.82) Similar .to Gallus gallus..mRNA . f or attachment ..region, 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



36086 
74385 
8486 

OJ990728_14 . 9B10 . Cll . o2 . np 

8486 

5091523 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2870 



OJ990728 14.9B10.C11 



36086 
74386 
2076 

OJ990728_14. 9B10.Cll.ol'. np 
2076 
5803253 

2076. .2317, 2406. .2533, 211 
(AP000399) ESTs AU068856 (C50756) , AU077979 (C61370) correspond to 
a region of the predicted gene; similar to serine protease 



2870 
AAT/NAP 
2870 
150 





(AF097709) 


[Oryza sativa] 












Seq. No. 


36086 




Seq. ID 


OJ990728 


_14 


.9B10 


.Cll 


Gene No. 


74387 




Strand 










Start 


7871 




End 


8233 








Name 


OJ990728 14 


. 9B10.Cll.ol.gp 


Method 


AAT/GAP 








Start 


7871 




End 


8233 








GI 


4714904 




Score 


655 








Exons 


7871. .8233 














Seq. "No.' " 


: 3608.6. 




.. Seq. ID 


OJ990728 


_14 


..9B10 


.Cll 


Gene No. 


74388 




Strand 










Start 


8830 




End 


9201 








Name 


OJ990728 14 


.9B10.Cll.o2.gp 


Method 


AAT/GAP 








Start 


8830 




End 


9201 








GI 


4714903 




Score 


712 








Exons 


8830. .9201 














Seq. No. 


36086 




Seq. ID 


OJ990728 


_14 


. 9B10 


Cll 


Gene No. 


74389 




Strand 










Start 


14034 




End 


15005 








Name 


OJ990728 14 


.9B10.Cll.o3.gs 


Method 


GENSCAN 








Start 


14034 




End 


15005 









35838 



GI 


none 








Score 


. 92 




Exons 


14034. .15005 












Seq. No. 


36086 








Seq. ID 


OJ990728 


_14.9B10.C11 


Gene No. 


74390 








Strand 






Start 


18708 








End 


19764 




Name 


OJ990728 14 


. 9B10 


.Cll . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4534 . 








End 


5342 




GI 


none 








Score 


97 




Exons 


4534. .4599, 


4547 


. . 4594, 


4559. 


.4609, 4717. .4857, 


4719. . 4856, 




4722. .4859, 


5304 


. . 5342 










Seq. No. 


36086 








Seq. ID 


OJ990728 


_14 . 9B10.C11 


Gene No. 


74390 








Strand 






Start 


18708 








End 


19764 




Name 


OJ990728 14 


.9B10 


.Cll.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6007 








End 


6435 




GI 


none 








Score 


54 




Exons 


6007. .6042, 


6009 


. . 6038, 


6104 . 


.6301, 6117. .6302, 


6124 . . 6312, 




6125. . 6301, 


6372 


. .6434, 


6372 . 


. 6434,., 6373.. . 6435 




Sejq .•—No...... 


..36.0a.6__.. 








...Seq. ID , 


OJ.99Q728 


„.1,4 V 9B1.0.,,C1.1 , 


Gene No. ... . 


. 74390. . 








Strand 






Start 


18708 








End 


19764 




Name 


OJ990728 14 


.9B10 


Cll.o4 


.gs 


Method 


GENSCAN 




Start 


18708 








End 


19115 




GI 


none 








Score 


.53 




Exons 


18.708. .19115 












Seq. No. 


36086 








Seq. ID 


OJ990728 


_14 .9B10.C11 


Gene No. 


74390 








Strand 






Start 


18708 








End 


19764 




Name 


OJ990728 14 


.9B10 


Cll.o3 


.np 


Method 


AAT/NAP 




Start 


18711 








End 


19764 




GI 


6815053 








Score 


754 




Exons 


18711. .19115, 19618. .197 64 








GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


36087 








Seq. ID 


OJ990728 


_14 . 9B10.C12 


Gene No . 


74391 








Strand 


+ 




Start 


5060 








End 


8776 




Name 


OJ990728 14 


. 9B10 


C12.o2 


.gs 


Method 


GENSCAN 




Start 


5060 








End 


8776 




GI . 


• none 








Score 


.83 




Exons- 


. 5060. .5111, 


'.5436. 


.5523, 


6022. 


.6164,' 6269... 6418, 


'6483. . 6559, 




,7343. ,7484, 


8378. 


.8525, 


8601. 


.'8676, 8750 . .8776 




Seq. No. 


36087 








Seq. ID 


OJ990728 


14 . 9B10.C12 


Gene No. 


74391 








Strand 


+ 




Start 


5060 








End 


8776 




Name 


OJ990728 14 


.9B10. 


C12.ol 


.gp 


Method 


AAT/GAP 




Start 


5985 








End 


8509 




GI 


701857 








Score 


794 




Exons 


5985. .6164, 


7343. 


.7484., 


8379. 


.8509 






Seq. No. 


36087 








Seq. ID 


OJ990728 


_14.9B10.C12 


Gene No. 


74392 








Strand 


+ 





35839 



Start 
Name 
Start 
GI 

Exons 



9602 End 10310 

OJ990728_14 . 9B10 . C12 . o2 . gp Method AAT/GAP 

9602 End 10310 

none Score 879 
9602.. 9652, 9889.. 10310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36087 
74393 
1 

OJ990728_14 . 9B10 . C12 . ol . np 
1 

6016874 

1..23, 222. .467, 933. .1286, 



Seq. ID OJ990728_14.9B10.C12 
Strand 
End 

iflethod 
End 
Score 
1497. .1664, 



3062 
AAT/NAP 
3062 
697 
2053. .2212, 



2600. .3062 



(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 36087 Seq. ID 

Gene No. 74394 Strand 

Start 9403 End 

Name 0 J990728_14 . 9B10 . C12 . o5 . tm Method 

.S.tarjt, '.. ; . 997 : , . , ....... . ^ 

GL, .. ... none. ........ , t Score. 

Exons 997.. 1209, 1001.. 1210 



OJ990728_14 . 9B10.C12 
9904 

TBLASTX: Maize 



... 194 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36087 
74394 
9403 

OJ990728 

1211 

none 



14.9B10.C12.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_14.9B10.C12 
9904 

TBLASTX: Maize 

1797 

68 



1211. .1291, 1474. .1797, 1499. .1750 



Seq. No. 36087 

Gene No. 74394 

Start 9403 

Name OJ990728_14 . 9B10 . C12 . o4 . tm 

Start 1994 

GI none 
Exons 



Seq. ID OJ990728_14.9B10.C12 



Strand 
End 

Method 

End 

Score 



9904 

TBLASTX: Maize 

2311 

76 



1994. .2047, 1996. .2067, 2060. .2221, 2106. .2216, 2231. .2311 



Seq. No. 


36087 








Seq. ID 


OJ990728 


_14 . 9B10.C12 


Gene No. 


74394 








Strand 






Start 


. 94.03 








End ■ 


9904 




Name 


. .OJ990728 14 


. 9B10. 


Ci2.ol- 


. tm . 


" Method 


TBLASTX : 


Maize . 


Start 


' 2405. 








End 


2909 


-** 


GI 


none 








Score 


72 




Exons 


2405. .2443, 


2436. 


.2504, 


2438. 


.2500, 2441. .2518, 


2519. .2776, 




2520. .2786, 


2562. 


.2777, 


2790. 


.2843, 2£ 


i04 . .28-48, 


2868. .2909 


Seq. No. 


36087 








Seq. ID 


OJ990728 


_14 . 9B10.C12 


Gene No. 


74394 








Strand 






Start 


9403 








End 


9904 




Name 


OJ990728 14 


.9B10. 


C12.ol. 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


6111 








End 


8637 




GI 


none 








Score 


63 




Exons 


6111. . 6161, 


6124. 


. 6162, 


6129. 


.6161, 7343. .7501, 


7352. .7483, 



35840 



7353. .7484, 8352. .8558, 8376. .8471, 8377. .8553, 8392. .8559, 
8557. .8637 



Seq, No. 36087 
Gene No. 74394 
Start 9403 

Name OJ990728_14 . 9B10 . C12 . o3 . tm 

Start 7342 
GI none 
Exons ■ 7342. .7500, 7343 

8379.. 8558, 8392 

9336.. 9455, 9343 

9559.. 9651, 9562 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_14.9B10.C12 
9904 

TBLASTX: Maize 

9654 

231 



7489, 8358. .8468, 8374. .8553, 8378. .8557, 

8559, 8601. .8678, 8602. .8676, 8793. .8846, 

9456, 9345.. 9452, 9346.-9456, 9551.. 9652, 
9654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36087 Seq. ID 

74394 Strand 

9403 End 

OJ990728_14.9B10-C12.ol.tc Method 

8466 End 

none Score 



OJ990728_14 . 9B10.C12 
9904 

TBLASTX: Cress 

9672 

56 



8466. .8537, 8467. .8511, 8572. .8676, 8601. .8678, 9330. .94.55, 
.^3A6.^M33^3JLi3^JM5& f .. .953,3^.95.72., 9563 .-.-9&52.___ 



36087 
74394 
9403 

OJ990728_14 . 9B10 . C12 . o3 . gs 

9403 

none 

9403. .9614, 9898. .9904 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_14,. 9B10.C12 

9904 
GENSCAN 
9904 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI t 
Exons 

GI Descrip. 



36088 Seq. ID _ 

74395 Strand 

1 End 1438 

OJ990728_14 . 9B10 . C13 . ol . np Method AAT/NAP 

1 , . End 1438 

6094553. Score 209 
1..326, 592. .663, 1313. .1438 

(AC010676) unknown protein [Arabidopsis thaliana] 



OJ990728 14.9B10.C13 



36088 
74395 

1 . 
OJ990728_14 . 9B10 . C13 . ol . gp 
85 

uC-os£lcypl74h04bl . ■ / 



Seq. ID OJ990728_14.9B10.C13 
Strand 

End 1438 

Method. AAT/GAP 

End 14 04- ... 

■ Score 715 - 



85. .326, 592. .663, 1313. .1404 

1 6094 553/gb | AAF034 95 . 1 1 AC010676_5 2.0e-59 (AC010676) . unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 36088 

Gene No. 74395 

Start 1 

Name OJ990728_14 . 9B10 . CI 3 . ol . gs 

Start 85 

GI none 

Exons 85.. 326, 592.. 663, 1313.. 1391 



Seq. ID OJ990728_14.9B10.C13 
Strand 

End 1438 

Method GENSCAN 

End 1391 

Score .92 



35841 




Seq. No. 


36089 


Seq. ID 


OJ990728_14, 


>9B10 


Gene No. 


74396 


Strand 






Start 


204 


End 


1054 




Name 


OJ990728_14 . 9B10.C14 .ol.np 


Method 


AAT/NAP 




Start 


204 


End 


1054 




GI 


6094553 


Score 


17 3* 




Exons 


204 . .267, 885 . . 1054 








GI Descrip. 


(AC010676) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


36090 


Seq. ID 


OJ990728_14, 


. 9B10 


Gene No. 


74397 


Strand 


+ 




Start 


2183 


End 


2570 




Name 


OJ990728 14.9B10.C15.ol.gs 


Method 


GENSCAN 




Start 


2183 


End 


2570 




GI 


none 


Score 


.42 




Exons 


2183.. 2300, 2437. .2570 









Seq. No. 


36090 




Seq. ID 


OJ990728_ 


_14.9B10.C15 


Gene No. 


74398 




Strand 






Start 


3429 




End. 


5991 




N.ame_. 


.„QJ.9.2.07.2.8_l-4 


,„331D.. .£L5^al ,.Xip„. 


.Me£hocL„„ 






Start . . 


. 34 20. 




End 


599.1"., .. 




GI 


2213588 




Score 


495 




Exons 


3420. .3793, 


4197.. 4262, 4341.. 


4472, 4555. .4718, 


5528. .5681, 




5867. .5991 










GI Descrip. 


(AC000348) 


T7N9 . 8 [Arabidopsis 


> thaliana] 




Seq. No. 


36090 




Seq. ID 


OJ990728_ 


_14.9B10.C15 


Gene No. 


74398 




Strand 






Start 


3429 




End 


5991 




Name 


OJ990728 14 


.9B10.C15.o2.gs 


Method 


GENSCAN 




Start 


3429 




End 


5681 




GI 


none 




Score 


. .73 




Exons 


3429. .3616, 


3695. .3793, 4143.. 


4265, 4555.. 4713, 


5523. .5681 



Seq. No. 36090 

Gene No. 74398 

Start 3429 

Name OJ990728_14 . 9B10 . C15 . ol tc 

Start 3453 

GI none 

Exons 3453.. 3491, 3519.. 3623, 3685. 



Seq. ID OJ990728_14.9B10.C15 
Strand 

End 5991 

Method TBLASTX : Cress 

End 4458 

Score 90 

.3789, 3696. .3767, 4342. .4458 



Seq. No. 

Gene- No-. 

Start 

Name 

Start 

GI 

Exons 



36090 
74398 
3429 

OJ9907 28_14 . 9B10 . C15 . ol . tm 

4193 

none 

4193. .4252, 4213. .4266, 4229. 
4343.-4474, 4343. .4474, 4556. 
4661.. 4729, 4662.. 47.15, 4663. 



Seq. . ID 
Strand 
End 

Method 
End 
Score 



OJ99072.8 14.9B10.C15 



5991 

TBLASTX: Maize 
5656 
43 

.4261, 4339. .4473, 4342. 
,4660, 4557. .4658, 4558. 
.4716, 5519. .5656, 5524. 



.4473, 
.4659, 
.5655 



Seq. No. 
Gene No. 
Start 



36091 
74399 
1 



Seq. ID OJ990728_14.9B10.C16 
Strand + 
End 723 



35842 



Name 


OJ990728 14 . 9B10 . C16 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


723 


GI 


6094553 


Score 


75 


Exons 


1..40, 596. .723 






GI Descrip. 


(AC010676) unknown protein [Arabidopsis thaliana] 


Seq. No. 


36092 


Seq. ID 


OJ990728_12.9B12.C4 


Gene No. 


74400 


Strand 


+ 


Start 


191 


End 


266 


Name 


OJ990728 12 . 9B12 .C4 . ol . gs 


Method 


GENSCAN 


Start 


191 


End 


266 


GI 


none 


Score 


.81 


Exons 


191. .266 






Seq. No. 


36093 


Seq. ID 


OJ990728_12.9B12.C6 


Gene No. 


74401 


Strand 


+ 


Start 


394 


End 


1156 


Name 


OJ990728 12 . 9B12 ,C6. ol . gs 


Method 


GENSCAN 


Start 


394 


End 


1156 


GI 


none 


Score 


.82 


Exons 


394. .578, 1122. .1156 






Seq... No 


~ 3 60 9 4 ™ 7 ™ ~ ~ " - . * , ™. 1 ' 7™ 


Se.q^.JD .. 


.0 J.9 9.0.728^12. ,„9B 1.2... C7 _ 


Gene No. 


74402 


Strand 




Start 


465 


End 


537 


Name 


OJ990728 12. 9B12 . C7 . ol . gs 


Method 


GENSCAN 


Start 


465 


End 


537 


GI 


none 


Score 


.68 


Exons 


465. .537 






Seq. No. 


36095 


Seq. ID 


OJ990728_12.9B12.C8 


Gene No. 


74403 


Strand 


+ 


Start 


21 


End 


242 


Name 


OJ990728 12. 9B12 . C8 . ol . np 


Method 


AAT/NAP 


Start 


21 


End 


242 


GI 


6907087 


Score 


.273 


Exons 


21. .242 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


36096 


Seq. ID 


OJ990728_12.9B12.C11 


Gene No.. 


74404 


Strand 


+ 


Start 


1 


End 


1255 


Name 


■OJ990728 12.9B12.Cll.ol:np 


' Method 


• AAT/NAP " . 


Start 


1 . . • 


End 


•1255 - • , - ' 


GI 


5902445 


Score 


1326 


Exons 


1. . 1255 






GI Descrip. 


(AB030283)- GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


36096 


Seq. ID 


OJ990728_12.9B12.C11 


Gene No. 


74404 


Strand 


+ 


Start 


1 


End 


1255 


Name 


OJ990728 12.9B12.Cll.o2.tm 


Method 


TBLASTX fMaize 


Start 


2 


End 


253 


GI 


none 


Score 


210 


Exons 


2. .154, 3. .140, 76. .252, 143. 


.253 





35843 




Seq. No. 


36096 






Seq. ID 


OJ990728_12.9B12 


.Cll 


Gene No. 


74404 






Strand 


+ 




Start 


1 






End 


1255 




Name 


OJ990728 12.9B12.C11 


.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


223 




GI 


none 






Score 


O O H 

12. I 




Exons 


2 . . 145, 3 . . 140, 12. . 


98, 


143 . 


223, 149. 


. 208 




Seq.' No. 


36096 






Seq. ID 


OJ990728_12.9B12 


.Cll 


Gene No. 


74404 






Strand 


+ 




Start 


1 






End 


1255 




Name 


OJ990728 12.9B12.C11 


.ol 


.gs 


Method 


GENSCAN 




Start 


114 






End 


1009 




GI 


none 






Score 


. 5 




Exons 


114 . . 1009 












Seq. No. 


36096 






Seq. ID 


OJ990728_12. 9B12 


.Cll 


Gene No. 


74404 






Strand 


+ 




Start 


1 






End 


1255 




Name . . 


OJ990728 12.9B12.C11 


,ol 


. tm 


Method 


TBLASTX: Maize 




..Start. .. 






. 


, End. . ^ 


_ 6.6 4 . „. . 





GI . ...... ... 


„. , ,„j3o.ne , . r _, ... ... . 






...Score, 


..329... .._ 




Exons 


281. .664, 308. .418, 


448 


. . 663 








Seq. No. 


36096 






Seq. ID 


OJ990728_12. 9B12 


.Cll 


Gene No. 


74404 






Strand 


+ 




Start 


1 






End 


1255 




Name 


OJ990728 12.9B12.C11 


.ol 


. tw 


Method 


TBLASTX: Wheat - 




Start 


338 






End 


762 




GI 


none 






Score 


465 




Exons 


338 . .760, 338 . .742, 


448 


. .762 








Seq. No. 


36096 






Seq. ID 


OJ990728_12. 9B12 


.Cll 


Gene No. 


74404 






Strand 


+ 




Start 


1 






End 


1255 




Name 


OJ990728 12.9B12.C11 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


392 






End 


817 




GI 


none 






Score 


308 




Exons 


392 . .817, 451 . . 576 












Seq. No. 


36096 






Seq. ID- 


OJ990728_12. 9B12 


.Cll 


Gene No. 


74404 ■ 






Strand 


+ 




Start 


■ 1 






End 


1255 




.Name 


OJ990728 12". 9B12 .Cll 


,o3 


. tw . 


Method.. 


TBLASTX: Wheat 




Start • 


908 . • 






End 


1254 




GI 


none 






Score 


78 




Exons 


908. . 1006, 991. .1131 


, 999. .1133, 1141. 


.1254 




Seq. No. 


36097 






Seq. ID 


OJ990728_12. 9B12 


.C12 


Gene No. 


74405 






Strand 


+ 




Start 


1 






End 


1012 




Name 


OJ990728 12.9B12.C12 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1012 




GI 


6498441 






Score 


987 




Exons 


1..646, 731. .1012 













GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 



35844 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


o a r\ <\ i 


oeq . x u 


VJU :7 "U / ZO XZ. ?Dli 


n 9 


Gene No. 


n a a a o. 
/ 4 4 Uo 


OLiallU 


4. 

i 




Start 


1 


hna 


i n i 9 
x u x z 




Name 


niQQmOQ 1 9 QDl 9 pi 9 r\1 rtci 

ujyyu/zo xz . ytsxz . uxz . ox . gs 








Start 


o a 

oU 




O o u 




GI 


none 


Score 


.65 




Exons 


80. .850 








Seq. No. 


iou y / 


Con T H 

oeq . x u 


0 10,0,0798 19 QR1 9 




Gene No. 


1 4 4 Uo 


O U JTclilU 






Start 


z4 / b 


_na 


3072 




Name 


ATQQmOQ 19 QUI O pi O « 1 +- tj , T 

ujyyu/zo xz . ytsxz . Liz . oi . tw 




TBLASTX: Wheat 




Start 


9 Q 

zo 


Hjna 


409 




GI 


none 


Score 


366 




Exons 


28. .84, 29. .409, 130. .372 








Seq. No. 




Can T Pi 

oeq. xu 


OJ990728JL2 . 9B12 


.C12 


Gene No. 


7440b 


Strand 






Start . , 


. . 247.6..., ... _ ...^ . , 


. hna 


.3072. . . . 




Name . .,„-. . 


/"\TAAA"70Q 1 9 QD1 O /"'I 9 ^,1 

.0 cry y ul/. z o- i z\ . y d x z . .cxz . q.x rm . 




' T.BLASTX: Maize,.. ... 


Start 


46 


bna 


429 




GI 


none 


Score 


204 




Exons 


46. .315, 53. .316, 314. .427, 


325. .429 






Seq. No. 


o r a a "j 


oeq. xu 


OJ990728_12. 9B12 


.C12 


Gene No. 


7 4 4 U b 


Strand 






Start 


2476 




3072 




Name 


/^Tnnmoo 10 qo 1 1 1 9 9 -i-tt 

ojyyu /zo iz . ytsxz . uxz . oz . tw 


Me rnoa 


TBLASTX: Wheat 




Start 


4 lb 




1003 




GI 


none 


Score 


247 




Exons 


416. .706, 418. .504, 553. .645 


, 686. .847 


, 872. .1003, 877. 


. 1002 


Seq. No. 


3b097 


oeq. xu 


OJ990728_12. 9B12 


.C12 


Gene No. 


~1 A a r\ £ 

7 4 4 0b 


otrana 






Start 


241 b 


_na 


3072 




Name 


ATDQ(T70Q 19 QD19 PI 9 r\0 4- m 

(jjyyu/zo xz . ybxz . oxz . oz . im 


ixietnoa 


TBLASTX: Maize 




Start 


n a i 

/ Ul 




967 




GI 


none 


Score 


132 




HiXCJilo 


701. .883, 884 . . 967 - . 








Seq. • No. t 


36097 ' , • 


• Seq. ID 


OJ990728_12. 9B12 


.C12 


Gene No. . 


7440'6 ' 


Strand. 


_ >■ 




Start" 


'2416 


End ' '" 


'3072 




Name 


OJ990728 12.9B12.C12.o2.np 


Method 


AAT/NAP 




Start • 


2476 


End 


3072 




•GI 


6721561 


Score 


643 




Exons 


2476. .3072 








GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region 


of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 36098 Seq. ID OJ990728_12.9B12.C13 



35845 



Gene No. 74407 Strand 

Start 1 End 4 90 

Name OJ990728_12 . 9B12 . C13 . ol . gp Method AAT/GAP 

Start 1 End 167 

GI 12863JL.R1084 Score 311 

Exons 1 . . 167 

GI Descrip. '3540183 1.0e-115 (AC004122) Highly Similar to branched-chain 
amino acid aminotransferase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Stark. . ... 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

•. ' 

Seq. No. 
Gene No. 
Start 



36098 Seq. ID 

74407 Strand 

1 End 
OJ990728_12. 9B12 . C13 . ol . gs Method 

4 6 End 

none Score 
46. .166 



OJ990728_12.9B12.C13 
490 

GENSCAN 
166 
. 67 



OJ990728 12.9B12.C13 



36098 Seq. ID 

74407 Strand 

1 End 4 90 

OJ990728_12. 9B12 . C13 . ol . np Method AAT/NAP 

4 9...... End . 4.9.0 

6319167 . „. , v . Score. . „ -9.5;.... ^,*^.L™.. 

49. . 153, 404'. .490 

(AF19384 6) branched-chain amino acid aminotransferase [Solanum' 
tuberosum] 



36099 Seq. ID 

74408 Strand 

395 End 
OJ990728_12 . 9B12 . C15 . ol . gs Method 

395 End 

none Score 
395. .544 



OJ990728_12.9B12.C15 
+ 

544 

GENSCAN 

544 

.65 



Seq. ID OJ990728_12.9B12.C15 
Strand + 

544 

AAT/GAP 
544 
221 



36099 
.74408 
395 

OJ990728JL2. 9B12 . C15 . ol . gp 
423 

30856_1.R1084 
423.-544 

1 3668097 3.0e-57 (AC004667) putative glycine cleavage system . 
protein H precursor [Arabidopsis thaliana] 1 • _ v 



End 

Method 

End 

Score 



36099 • - • • • 

74409 
162 

OJ990728_12. 9B12 . C15 . ol . np 
162 

5777617 
162. .310, 543. .619 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq: ID' OJ990728_12.9B12.C15 
Strand 

End 619 
Method AAT/NAP 
End 619 
Score 86 



36100 
74410 
70 



Seq. ID OJ990728_12.9B12.C16 
Strand 

End 753 



35846 




Name 


OJ990728 12.9B12.C16.ol 


.gs 


Method 


GENSCAN 


Start 


70 




End 


651 


GI 


none 




Score 


.59 


Exons 


70 . . 171, 595 . . 651 








Seq. No. 


36100 




Seq. ID 


OJ990728_12.9B12.C16 


Gene No. 


74410 




Strand 




Start 


70 




End 


ICO 

753 


Name 


OJ990728_12. 9B12.C16.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


211 




End 


540 


GI 


none 




Score 


81 


Exons 


211. .327, 324. .383, 384 


. . 539, 


*D n Hi con 

390 . .539, 


/iio c a f\ /ion c/in 
41o..04U, 4oU..0<1U 


Seq. No. 


36100 




Seq. ID 


OJ990728_12.9B12.C16 


Gene No. 


74410 




Strand 




Start 


70 




End 


"7 C O 

753 


Name 


OJ990728_12 . 9B12 .CI 6 .ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


439 




End 


753 


GI 


none 




Score 


85 


Exons 


439..543, 441. .548, 529 


. .753, 


CCA f~ C\ 1 

554 . . 691 




Seq.., „N,o .„. ... 


...3.610.1 ...... i 




JS.eq... IJ1 . 


J0J9 90 12 8_12, . 93 12...CJ 7. 


-w .,;^,.Gene..,No... 


74411 „ 




...Strand... . 




Start 


740 




End- 


1243 


^ Name 


OJ990728 12.9B12.C17.ol 


.gs 


Method 


GENSCAN 


t\\ Start 


740 




End 


1243 


fi! GI 


none 




Score 


.85 


:= ; ; Exons 


740. .806, 1167. .1243 








£: ; ; Seq. No. 


36102 




Seq. ID 


OJ990728 12.9B12.Clo 


c *ss- Gene No. 


74412 




Strand 


+ 


\\\ Start 


1 




End 


7250 


Name 


OJ990728 12 . 9B12 .CI 8 .o3 


.np 


Method 


AAT/NAP 


|==: Start 


1 




End 


4897 




4680179 




Score 


2021 


, ^ Exons 


1..32, 3574. .4897 








GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 


r]i Seq. No. 


36102 




Seq. ID 


OJ990728_12.9B12.C18 


Gene No. 


74412 




Strand 


+ 


Start 


1 




End 


7250 


Name 


OJ990728 12.9B12.C18.ol 


.np 


Method 


AAT/NAP 


Start 


171 




End 


2016 


GI 


6907087 „ 




Score 


1046 


Exons 


171... 474, ' 683. .1004, 1049:. 1363, 1915.. 


2016 . 


GI Descrip. 


(AP001129) ESTs C72771(E2215 ) , AU082313 (E2215 ) correspond to 


region of the predicted 


gene . 


; hypothetical protein [Oryza 




sativa] 








Seq. No. 


36102 




Seq. ID 


OJ990728_12.9B12.C18 


Gene No. 


74412 




Strand 


+ 


Start 


1 




End 


7250 


Name 


OJ990728 12.9B12.C18.o4 


.np • 


Method 


AAT/NAP 


Start 


1976 




End 


7250 


GI 


6063554 




Score 


177 



Exons 1976.. 2000, 5678.. 5920, 7078.. 7250 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 



35847 




correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


36102 


Seq. ID 


OJ990728 


_12.9B12 


.C18 


Gene No. 


74412 


Strand 


T 






Start 


1 


End 


7 o r n 






Name 


OJ990728 12. 9B12 . C18 . ol . gp 


Method 


A A rp / c b. D 






Start 


2479 


End 


Z O t>4 






GI 


uC-osflcyp033a04bl 


Score 


£^7 
Dj / 






Exons . 


2479. .2864 










GI Descrip. 


' 601684 5/dbj I AP000570 . 1 | AP000570 3.0e- 


jy uryza 


sativa genom 


DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


36102 


Seq. ID 


OJ990728 


__12.9B12 


.C18 


Gene No. 


74413 


Strand 


i 






Start 


7356 


End 








Name 


OJ990728 12.9B12.C18.o6.np 


Method 


7\ A T / M S D 
AA1 / INAir 






Start 


7356 


End 


1 CI 1 /I 
1 0 1 1 4 






GI 


5852180 


Score 


COT 

JO / 






Exons 


7356. .7414, 11084 11140, 12219. .12336 


, IZ J 0 f . . 


12801, 






15071. . 15114 










GI. Qe.scrip.. 


. JAL117265L .zhb0001.0,l . LQryza. 


sativa] ; 


. - . ■ =. 






Seq. No. 


36102 ' - 


Seq. ID 


r\ to omoQ 

uj y y u / zo 


iz . yBiz 


pi Q 

. Lib 


Gene No. 


74413 


Strand 


+ 






Start 


7356 


End 


1 C1 1 / 






Name 


OJ990728 12.9B12.C18.o4.gs 


Method 


p r M C P 7\\7 






Start 


12453 


End 


1 A A O T 
14 4 OO 






GI 


none 


Score 


7 Q 

. / y 






Exons 


12453. .12801, 14257. .14 483 










Seq. No. 


36102 


Seq. ID 


uo y .7 u / z o 


iz . yBiz 


. CI o 


Gene No. 


74414 


Strand 








Start 


2408 


End 


A *3 C. 1 

4 jbl 






Name 


OJ990728 12. 9B12 . C18 . o2 . np 


Method 


AA1 / NAr 






Start 


2408 


End 


A *3 C 1 
4 J D 1 






GI 


4680186 


Score 


1 QQ 

iy y 






Exons 


2408. .2612, 4140. .4361 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


36102 


Seq. ID 


ujyyu / zo 


_12. 9B12 


.C18 


Gene No. 


74415 " 


Strand 








Start 


5555 


End 


O A O T 

y4 y 1 






Name 


OJ990728 12. 9B12 . C18 . o2 . tw 


• Method _ 


rp r> T AC TV . 


Wheat • 




Start 


3557. , , • • 


■ End * 


Job D , 






GI 


none 


Score 


435 






Exons 


3557. .3886, 3631. .3882 










Seq. No. 


36102 


Seq. ID 


OJ990728 


_12.9B12 


.C18 


Gene No. 


74415 


Strand 








Start 


5555 


End 


9491 






Name 


OJ990728 12.9B12.C18.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


3674 


End 


3934 






GI 


none " 


Score 


301 ■ 






Exons 


3674. .3934, 3685.-3933, 3686 


.3934 








Seq. No. 


36102 


Seq. ID 


OJ990728 


_12 . 9B12 


.C18 



35848 



Gene No. 


74415 








Strand 




Start 


c c c c 
DDDD 








End 


9491 


Name 


OJy 30 1 2.0 iz < 


Ad 1 O 

, 9B1Z . 


pi Q —A 
Lib . OZ . 


tm 


Method 


TBLASTX: Maize 


Start 


3 /3z 








End 


4024 


GI 


none 








Score 


79 


Exons 


3 / 32 . . JOjj, 


3 / 33 . 


A A A A 

. 4 UZU , 




,4024, 3866.. 4021 


Seq. No. 


36102 








Seq. ID 


OJ990728_12.9B12.C18 


Gene No. 


74415 








Strand 




Start 


c c c c 

5555 








End 


9491 


Name 


OJ990 /zo iz . 


A 0 1 O 

. ybiz . 


pi Q — 1 


4- T T 

tw 


Method 


TBLASTX: Wheat 


Start 


3893 








End 


4519 


GI 


none 








Score 


722 


Exons 


0 0 a 0 ^ C 1 a 
3893 . . 4 519, 


3 0 y d . 


a 0 a n 
. 4 Z 4 U , 


jyoz . . 


.4398, 4459. .4518 


Seq. No. 


3 olUz 








Seq. ID 


OJ990728_12.9B12.C18 


Gene No. 


74415 








Strand 




Start 


5555 








End 


9491 


Name 


oj y yu / zo iz , 


. ytnz . 


L. 1 0 . Oi . 


till 


Method 


TBLASTX: Maize 


Start 


A A T A 

4 072 








End 


4657 


GI 


none 








Score 


229 . . 


Exons..... 


. _4 072..,. .4.227 , . 


. 4 07.3., 


A A O A 

:4.Z3.4,_ 


vl A O *7 


. .4 2.3.6 , . ..4.2,3 1-. ...4 39.5 4.2 32, . .4.6 




.4.3 .9.1 . 4o3a, . 


.,4 4 0.9,. 


A d c: £ 








Seq. No. 


36102 








Seq. ID 


OJ990728_12.9B12.C18 


Gene No; 


74415 








Strand 




Start 


c c c c 

5555 








End 


9491 


Name 


OJ990728 lz, 


An 1 O 

. 9B1Z . 


p 1 0 Q 

Clo . 03 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4 519 








End 


4852 


GI 


none 








Score 


312 


Exons 


1 r 1 n A O A A 

4 519. . 4800, 


/I C O A 

45ZU . 


. 4 0 oZ 








Seq. No. 


oblUz 








Seq. ID 


OJ990728_12.9B12.C18 


Gene No. 


74415 








Strand 




Start 


5555 








End 


9491 


Name 


OJ990728 12 


.9B12. 


C18.o5. 


np 


Method 


AAT/NAP 


Start 


5555 








End 


9491 


GI 


729704 








Score 


113 


Exons 


5555. .5905, 


7957. 


.8014, 


8367. 


.8509, 8981.. 9040, 9068. .9140, 



9363. .9491 

GI Descrip. DNA-BINDING PROTEIN HEXBP (HEXAMER- BINDING PROTEIN) 

gi| 1078700|pir| IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi [159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



Seq. No. " 36103 
Gene No. 74416 
Start 1735 

Name OJ990728_12 . 9B12 . C19 . ol . gs 

Start 1735 
GI none 

Exons 1735.. 1953, 1997.. 2098, 2435. 

4478.-4647, 4706. .5022, 5177. 
7734 . .7832 



Seq. ID 

Strand 
End 

Method 

End 

Score 
.2548, 3092 
.5248, 5860 



OJ990728_12 . 9B12 .C19 
+ 



7832 
GEN SCAN 
7832 
.52 



3236, 4266. 
5951, 6512. 



.4447, 
. 6563, 



Seq. No. 
Gene No. 



36103 
74417 



Seq. ID OJ990728_12.9B12.C19 
Strand + 



35849 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18808 End 19587 

OJ990728_12. 9B12 . C19 . o5 . np Method AAT/NAP 
18751 End 19584 

6815102 Score 227 

18751. .19012, 19124. .19392, 19451. .19584 

(AP001081) Similar to mavicyanin (P80728) [Oryza sativa] 



36103 Seq. ID 

74417 Strand 

18808 End 
OJ990728_12. 9B12 . C19 . o3 . gs Method 

18808 End 

none Score 

18808. .19012, 19124. .19587 



OJ990728_12.9B12.C19 
+ 

19587 
GENSCAN 
19587 
. 99 



Seq. No. 


36103 


Seq. ID 


OJ990728_12. 9B12 


.C19 


Gene No. 


74418 


Strand 






Start 


4254 


End 


6018 




Name 


OJ990728 12 


. 9B12.C19.ol.np Method 


AAT/NAP 




Start 


4254 


End 


6018 




GI 


5852181 


Score 


144 




Exqjis__;.. , 


425.4 ...431.5,. 


A6.0J,.,..4 81^...5^8X.,^6.0,18..,, 






GI Descrip., 


. (AL117265) 


zhfcxOOll.l .[Oryza sativa]! . 






Seq. No. 


36103 


Seq. ID 


OJ990728_12. 9B12 


.C19 


Gene No. 


74419 


Strand 






Start 


8335 


End 


17804 




Name 


OJ990728 12 


. 9B12 . C19 . o2 . tw Method 


TBLASTX: Wheat 




Start 


5208 


End 


5561 




GI 


none 


Score 


193 




Exons 


5208. .5561 









Seq. No. 36103 

Gene No. 74419 

Start 8335 

Name OJ990728_12 . 9B12 . C19 . o3 . np 

Start 8335 

GI 6069667 

Exons 8335.. 8359, 13398 .. 13507 , 
GI Descrip. 



Seq. ID OJ990728_12.9B12.C19 
Strand 

End 17804 

Method AAT/NAP 

End 14618 

Score 419 
13858. .13965, 14471. 



(AP000616) similar to UMP/CMP kinase (AF000147; 



14618 
[Oryza sativa] 



Seq. No. 
Gene" No. 
Start 
.Name . 
Start 
GI 

Exons 



36103 
74419' 
8335 . 

OJ9907.28_12 . 9B12 . CI 9 . o2 . gs 

10692 

none 

10692. .11109, 11199. 
14471. .14663, 14888. 
16193. .16261, 16509. 
17445. .17645, 17695. 



11587, 
15259, 
16665, 
17804 



Seq. ID OJ990728__12.9B12.C19 
Strand 

End 17804 
* Method' GENSCAN 

End ■ 1-7804 

Score . 63 
12567. .12650, 13398. .13516, 
15265. .15425, 15899. .^5943, 
16831. .17138, 17226. .1738 6, 



Seq. No. 36103 Seq. ID 

Gene No. 74419 Strand 

Start 8335 End 

Name OJ990728_12 . 9B12 . CI 9 . o2 . np Method 

Start 10750 End 



OJ990728_12.9B12.C19 

17804 

AAT/NAP 

11419 



35850 




GI 


1628482 




Score 


210 




Exons 


10750. .11131, 11161. 


.11419 








GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 




Seq. No. 


36103 




Seq. ID 


OJ990728_12. 9B12 


.C19 


Gene No. 


74419 




Strand 






Start 


8335 




End 


17804 




Name 


OJ990728 12.9B12.C19 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10956 




End 


11383 




GI 


none 




Score 


79 




Exons 


10956. .11132, 11198. 


11257, 


11252. .11383, 11265. .11366 




Seq. No. 


36103 




Seq. ID 


OJ990728_12.9B12 


.C19 


Gene No. 


74419 




Strand 






Start 


8335 




End 


17804 




Name 


OJ990728 12.9B12.C19 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11037 




End 


11386 




GI 


none 




Score 


41 




Exons 


11037. .11126, 11180. 


.11275, 


11198. .11386, 11265.. 11324 




Seq. No. 


36103 




Seq. ID 


OJ990728_12.9B12 


. LI y 


Qeoe..Np. 


7 4A19. .. _ 




_ Strand . 






Start 


8335 . . ,. . 




. End ... 


..178.04 . Z .7.'". 




Name 


OJ990728 12.9B12.C19 


o4 . np 


Method 


AAT/NAP 




Start 


12605 




End 


17568 




GI 


5902444 




Score 


415 




Exons 


12605. .12650, 14844. 


15386, 


16798. .17267, 17538. .17568 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


36103 




Seq. ID 


OJ990728_12. 9B12 


.C19 


Gene No. 


74419 




Strand 






Start 


8335 




End 


17804 




Name 


OJ990728 12.9B12.C19 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14852 




End 


15226 




GI 


none 




Score 


198 




Exons 


14852. .15226 










Seq. No. 


36103 




Seq. ID 


OJ990728_12.9B12 


. ciy 


Gene No. 


74420 




Strand 






Start 


18928 




End 


19320 




Name 


OJ990728 12.9B12.C19 


ol . tm 


Method 


TBLASTX: Maize 




Start 


18928 




End 


19320 




GI 


none 




Score 


111 




Exons 


18928. .19011, 18930. 


19019, ■ 


19107. .192 


23, 19108. .19221, 






.'19218;. 19319, 19219. 


19320- 








Seq. No. 


36104 




Seq. ID 


OJ990728JL2.9B12 


.C20 


Gene No. 


74421 




Strand 


+ 




Start 


399 




End 


996 




Name 


OJ990728 12.9B12.C20 


ol . gs 


Method 


GENSCAN 




Start 


399 




End 


996 




GI 


none 




Score 


.46 




Exons 


399. .531, 862. .996 










Seq. No. 


36105 




Seq. ID 


OJ990728_12. 9B12 


.C21 


Gene No. 


74422 




Strand 






Start 


327 




End 


759 





35851 



Name 

Start 

GI 

Exons 



OJ990728_12 . 9B12 . C21 . ol . gs 
327 
■none 

327. .491, 568. .694 



Method GENSCAN 
End 694 
Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36105 Seq. ID 

74422 Strand 
327 End 
OJ990728_12 . 9B12 . C21 . ol . np Method 
333 End 
129916 Score 
333. .491, 568. .759 

PHOSPHOGLYCERATE KINASE, CYTOSOLIC gi 
phosphoglycerate kinase (EC 2.7.2.3), 



OJ990728_12.9B12.C21 

+ ' 

759 

AAT/NAP 

759 

482 

66911 | pir | | TVWTGY 
cytosolic - wheat 



gi|21835|emb|CAA33302| (X15232) phosphoglycerate kinase (AA 1 





401) [Triticum aestivum. 










Seq. No. 


36105 




Seq. ID 


OJ990728 12.9B12 


. C2l 


Gene No. 


74423 




Strand 






Start 


700 




End 


1064 




Name 


OJ990728JL2.9B12.C21.ol 


gp 


Method 


AAT/GAP 


- 


Start .... . 


. . ..70.0, „ . 


■ - — * 


End .... ... _ 


1,064 „■ 





GI . 


none . ^ . .... 


- 


Score . . 


647.... . ^, 




Exons 


700 . . 1064 










Seq. No. 


36105 




Seq. ID- 


OJ990728_l2 . 9B12 


. C2l 


Gene No. 


74 424 




Strand 






Start 


107 8 




End 


1388 




Name 


OJ990728 12.9B12.C21.ol 


tm 


Method 


TBLASTX: Maize 




Start 


300 




End 


906 




GI 


none 




Score 


146 




Exons 


300. .491, 326. .496, 332 


. 490, 


336. .491, 


567 . . 647, 567 . . 


716, 




585. .758, 591. .761, 595 


.762, 


595 . . 906, 


636. . 656, 815. . 


847 


Seq. No. 


36105 




Seq. ID 


OJ990728_l2 . 9.B12 


. C2l 


Gene No. 


7-4 4 24 




Strand 






Start 


1078 




End 


1388 




Name 


OJ990728 12.9B12.C21.ol, 


ts 


Method 


TBLASTX: Soybean 




Start 


325 




End 


759 




GI' 


none 




Score 


I3l 




Exons 


325. .483, 330. .491, 330. 


.491, 


565. .759, 


565. .753, 567.. 


758 


Seq. No. 


36105 ' 




Seq. ID 


OJ990728_l2.9Bl2 


.C2l 


Gene No. 


74424 " 




Strand 






Start 


" 1078 




End 


1388 • "■ - * 




Name 


OJ990728 12.9B12.C21.ol. 


tc 


Method ■ 


TBLASTX: Cress 




Start 


326 




End 


759 




GI 


none 




Score 


88 




Exons 


326. .496, 331. .462, 332. 


.487, 


336. .491, 


565. .759, 567.. 


758, 




601. .759 










Seq. No. 


36105 




Seq. ID 


OJ990728_l2. 9B12 


.C2l 


Gene No. 


74424 




Strand 






Start 


1078 




End 


1388 




Name 


OJ990728 12.9B12.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


330 




End 


719 




GI 


none 




Score 


273 





35852 



Exons 


330. .491, 336. .491, 56/ 


C A A 


568. .603, 601. .717, 


603. . 


719, 




f i o Tin 
612 . .719 












Seq. No. 


361U5 




Seq. ID 


OJ990728_12 


.9B12 


.C2r 


Gene No. 


74424 




Strand 








Start 


1- A *7 O 

1U /o 




End 


1388 






Name 


OJ99U/2o 12 . 9B12 . C21 . o2 


.gp 


Method 


AAT/GAP 






Start 


1 A T O 

10 /o 




End 


1388 






GI 


none 




Score 


66 






Exons 


1U/8..1134, 1363. .1388 












Seq. No. 


36106 




Seq. ID 


OJ990728_12 


. 9B12 


.C22 


Gene No. 


74425 




Strand 


+ 






Start 


O A A 
JOU 




End 


503 






Name 


OJ990728 12 . 9B12 . C22 . ol 


. gs 


Method 


GEN SCAN 






btart 


JUU 




End 


503 






GI 


none 




Score 


.81 






Exons 


"3 A A C A O 

300 . . 503 












Seq. No. 


36107 




Seq. ID 


OJ990728_12 


. 9B12 


. C23 


Gene No. 


74426 




Strand 


+ 






.Start...; ._■ , 






_£ncL ^ 


1.6.1. ... 


— - — — 


~ 


Name 


0J9 9 0 72 O 2T&B 1 2 ~ cilTo 1 


-np... 


Method. 


AAT/NAP_ 


- - 




Start 


1 




End 


161 






GI 


5042454 




Score 


122 






Exons 


1. . 161 












GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 






Seq. No. 


36107 




Seq. ID 


OJ990728_12 


. 9B12 


.C23 


Gene No. 


74427 




Strand 








Start 


40 




End 


94 






Name 


OJ990728 12. 9B12.C23.ol 


.gs 


Method 


GENSCAN 






Start 


40 




End 


94 






GI 


none 




Score 


. 51 






Exons 


40. . 94 












Seq. No. 


36108 




Seq. ID 


OJ990728_12 


. 9B12 


.C25 


Gene No. 


74428 




Strand 


+ 






Start 


159 




End 


316 






Name 


OJ990728 12.9B12.C25.ol 


. gs 


Method 


GENSCAN 






Start 


159 




End 


316 






GI 


none 




Score 


. 63 






Exons 


'159. .316 












Seq. No.. 


36109 r 




Seq. ' ID 


OJ9907-28^12 


. 9B12 ;C28' 


Gene No. 


74429 




Strand 


+ .,■".. 






Start 


1366 




End 


1660 






Name 


OJ990728 12.9B12.C28.ol 


.gs 


Method 


GENSCAN 






Start 


1366 




End 


1660 






GI 


none 




Score 


.46 . 






Exons 


1366. .1474, 1506. .1660 












Seq. No. 


36110 




Seq. ID 


OJ990728_12 


. 9B12. 


.C29 


Gene- No. 


74430 




Strand 


+ 






Start 


1- 




End - 


713 






Name 


OJ990728 12. 9B12.C29.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


713 







35853 



GI 4512627 Score 370 

Exons 1..53, 134. .280, 501. .713 

GI Descrip. (AC004793) Similar to gb|Z29643 protein kinase C inhibitor 
(PKCI) from Zea mays and a member of HIT family PF| 01230. 
[Arabidopsis thaliana] 



Seq. No. 36110 Seq. ID 

Gene No. 74430 Strand 

Start 1 End 

Name OJ990728_12 . 9B12 .C29 . ol . gs Method 

Start 97 End 

GI none Score 

Exons 97.. 280, 501.. 618 



OJ990728_12.9B12.C29 
+ 

713 

GENSCAN 

618 

^83 



Seq. No. 36110 

Gene No. 74430 

Start 1 

Name OJ990728_12 . 9B12 . C29 . ol . 

Start 133 

GI none 

Exons 133.. 279, 134.. 280, 139. 

..Seq. No..,..,.. . .3.6X1.-0.. . ....... 

Gene No. 74430 

Start 1 

Name OJ990728_12 . 9B12 . C29 . ol . 

Start 133 

GI none 

Exons 133. .279, 134.. 280, 135. 

Seq. No. 36110 

Gene No. 74430 

Start 1 

Name OJ990728_12 . 9B12 . C29 . ol . 

Start 133 

GI none 

Exons 133. ..270, 134.. 280, 139., 



tc 



Seq. ID OJ990728_12.9B12.C29 

Strand + 

End 713 

Method TBLASTX : Cress 

End 575 

Score 213 



,282, 500. .574, .501. .575 



. ... . Seq . I D,.. , OJ9 907.2 8_1 2 . 9B1Z..C2.9. 

Strand + 

End 713 
ts Method TBLASTX : Soybean 

End 617 

Score 209 
.281, 139. .282, 500. .616, 501. .617 

Seq. ID OJ990728_12.9B12.C29 

Strand + 

End 713 

tm Method TBLASTX : Maize 

End 623 

Score 213 
.282, 500.,. 619, 501.. 623 



Seq. No. 


36110 




Seq. ID 


OJ990728_12. 9B12 


.C29 


Gene No. 


74430 




Strand 


+ 




Start 


1 




End 


713 




Name 


OJ990728 12.9B12.C29 


.ol.gp 


Method 


AAT/GAP 




Start 


179 




End 


629 




GI 


70222 1.R1084 




Score 


351 




Exons 


■179. .'280, .501.'. 629 : 










GI Descrip. 


1 629858/pir | | S45368 


1.0e-37 


protein kinase C inhibitor 


- maize 


Seq. No. 


36111 




Seq. ID 


OJ990728_12. 9B12 


.C30 


Gene No. 


74431 




Strand 


+ 




Start 


145 




End 


229 




Name 


OJ990728 12.9B12.C30 


. ol . gs 


Method 


GENSCAN 




Start 


145 




End 


229 




GI 


none 




Score 


.67 




Exons 


145. .229 










Seq. No. 


36112 




Seq. ID 


OJ990728_12. 9B12 


.C31 


Gene No. 


744 32 




Strand 


+ 





35854 



Start 


lol 




End 


Name 


OJ990728_12 . 9B12 . C31 . ol 


.gs 


Method 


Start 


181 




End 


GI 


none 




Score 


Exons 


loi. . i y b 






Seq. No. 


36113 




Seq. ID 


Gene No. 


74433 




Strand 


Start 






End 


Name 


OJ990728_12 . 9B12 . C33 . ol 


.gs 


Method 


Start 


327 




End 


GI 


none 




Score 


Exons 


327 ..479 






Seq. No. 


36114 




Seq. ID 


Gene No. 


74434 




Strand 


Start 


0 0 




End 


Name 


OJ9907 28_12 . 9B12 . C35 . ol 


.gs 


Method 


Start 


56 




End 


GI 


none 




Score 


Exons 


56. .256, 349..S23, 818. 


. 903 




- - - ■- 

Seq. No. ... 


— - - — - - ■ — — - 

..36114 , . ... ... _ 




„,„. ~ - 

. Seq. . ID 


Gene No. 


74435 




Strand 


Start 


1333 




End 


Name 


OJ990728 12.9B12.C35.ol 


.gp 


Method 


Start 


1333 




End 


GI 


uC-osflcyp033a04bl 




Score 


Exons 


• 1333.. 1714 






GI Descrip. 


* 601684 5/dbj IAP000570.1 


IAP000570 3.0e- 




DNA, chromosome 1, clone : P07 11E10 ' 


Seq. No. 


36114 




Seq. ID 


Gene No. 


74436 




Strand 


Start 


1 




End 


Name 


OJ990728 12.9B12.C35.ol 


.np 


Method 


Start 


1 




End 


GI 


5852180 




Score 


Exons 


1. .412, 464. : 582, • 1563. 


.1644, 


2517. .21 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 


Seq. No. 


36114 




Seq. ID 


Gene No. 


74436 




- Strand 


Start 


1 




End 


Name . . 


'OJ990-728 12.9Bl'2.C35'.o2 


.gs = 


Method " 


Start 


1254 ■ 




End 


GI 


none 




Score 


Exons 


1254. .1466, 2338. .2493 






*/ 

Seq. No. 


36115 




Seq. ID 


Gene No. 


74437 




Strand 


Start 


86 




End 


Name 


OJ990728 12.9B12.C36.ol 


.gs 


Method 


Start 


86 




End 


GI 


none 




Score 


Exons 


86. .249 







296 

GENSCAN 

296 

.83 



OJ990728_12.9B12.C33 
479 

GENSCAN 

479 

.68 



+ 

903 

GENSCAN 

903 

.59 



+ 

1714 
AAT/GAP 
1714 
683 



2606 
AAT/NAP 
2606 
563 



2606 . 
GENSCAN ~ 
2493 • 
.58 



249 

GENSCAN 

249 

.97 



35855 




Seq. No. 


36115 




Seq. ID 


OJ990728_12.9B12 


.C36 


Gene No. 


74438 




Strand 






Start 


1053 




End ' 


1237 




Name 


OJ9907 28_12. 9B12.C36.ol. 


gp 


Method 


AAT/GAP 




Start 


1053 




End 


1237 




GI 


1037042 




Score 


248 




Exons 


1053. . 1237 










Seq. No. 


36116 




Seq. ID 


OJ990728 12.9B12 


. C37 


Gene No. 


74439 




Strand 






Start * 


1 




End 


315 




Name 


OJ990728_12. 9B12 .C37.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


315 




GI 


uC-osf lM202098gllbl 




Score 


594 




Exons 


1. .315 










GI Descrip. 


•4176420/dbj |BAA37167| 2 


. Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 










Seq. No. 


36116 




Seq. ID 


OJ990728_12.9B12 


.C37 


Gene No. 


74440 




Strand . 






Start 


553 




End 


1168 




Name - . , 


OJ990728 12...9.B12...C37..Q.2....gp . . 


Methods. 


. A&T /GAP _ 




Start . , . ... 


...55.3 — ■ — •: " 




...... .End....... . . 


,.1168 


GI 


none 




Score 


900 




Exons 


553. .671, 810. .1168 










Seq. No. 


36117 




Seq. ID 


OJ990728_12. 9B12 


.C38 


Gene No. 


74441 




Strand 






Start 


108 




End 


269 




Name 


OJ990728 12.9B12.C38.ol. 


gs 


Method 


GENSCAN 




Start 


108 




End 


269 




GI 


none 




Score 


.67 




Exons 


108. .269 










Seq. No. 


36118 




Seq. ID 


OJ990728_12.9B12 


.C42 


Gene No. 


74442 




Strand 


+ 




Start 


167 




End- 


1310 




Name 


O'tf990728 12.9B12.C42.ol. 


gs 


Method 


GENSCAN 




Start 


167 ' 




End 


1310 




GI 


none 




Score 


.63 




Exons 


167. .629, 653. .1310 










Seq. No. 


36118 




Seq. ID 


OJ990728_12.9B12 


.C42 


Gene No. 


74442. . 




Strand 


+ 




Start'' 


167 V. . • ■ ■ ' 




. • End 


131Q . . 




Name 


QJ990728 12.9B12.C42.ol. 


np 


Method 


AAT/NAP 




Start 


171 




End 


1280 




GI 


2642158 




Score 


422 




Exons 


171. .1280 










GI Descrip. 


(AC003000) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


36118 




Seq. ID 


OJ990728_12.9B12 


.C42 


Gene No. 


74442 




Strand 


+ 




Start 


167 




End ' 


1310 




Name 


OJ990728 12.9B12.C42.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


255 




End 


1286 




GI 


none 




Score 


77 





35856 



Exons 255.-353, 262. .366, 779. .928, 780. .983, 1023. .1190, 1202. .1276, 

1203. . 1286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36118 
74442 
167 

OJ990728_12.9B12.C42.ol.ts 

715 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

715. .774, 780. .983, 782. .940, 837. .974, 1023. .1190, 1160. .1276, 
1203. . 1286 



OJ990728_12.9B12.C42 
+ 

1310 

TBLASTX: Soybean 

1286 

39 



Seq. No. 


36118 




Seq. ID 


OJ990728 12.9B12.C42 


Gene No. 


74442 




Strand 


+ 


Start 


167 




End 


1310 


Name 


OJ990728 


12 . 9B12.C42.ol . tc 


Method 


TBLASTX : Cress 


Start 


876 




End 


1283 


GI 


none 




Score 


80 


Exons 


876. .983, 


1023.. 1193, 1106.. 


1189, 1107 


. . 1283, 1202. .1282 


Seq. No. 


36118 




Seq. ID 


OJ990728 12 . 9B12 .C42 


„,.Gene. Np._ .... 


..74,4.42. „ .... 




. Strand . . 


+ . ... . .„ 


..Start . 






. End, , 





Name 


OJ990728 


12.9B12.C42.ol.tw 


Method 


TBLASTX : Wheat 


Start 


885 ■ 




End 


1298 


GI 


none 




Score 


72 


Exons 


885. .959, 


1029.. 1190, 1199.. 


1297, 1200 


. ;1298 


Seq. No. 


36119 




Seq. ID 


OJ9907 28 12 . 9B12 .C4 4 


Gene No. 


74443 




Strand 


+ 


Start 


1 




End 


359 


Name 


OJ990728 


12.9B12.C44.ol.np 


Method 


■ft tv m / v t tv — \ 

AAT/NAP 


Start 


1 




End 


357 


GI 


4680501 




Score 


275 


Exons 


1. .357 








GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 


Seq. No. 


36119 




Seq. ID 


OJ990728_12 . 9B12 . C44 


. Gene No. 


74443 




Strand 




Start 


1 




End 


359 


Name 


OJ990728 


12. 9B12.C44 .ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


350 


GI 


none 




Score 


60 


Exons 


1. .57, 79 


. .249, 250... 342, 261. .350 




Seq. NoJ 


36119 




Seq. ID 


OJ990728_12 . 9B12 .C44 


Gene No . 


74443 




Strand 


+ 


Start 


1 




End 


359 


Name 


OJ990728 


12.9B12.C44.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


350 


GI 


none 




Score 


65 


Exons 


1..57, 78 


..203, 79. .249, 250 


..342, 261 


. .350 


Seq. No. 


36119 




. Seq. ID 


OJ990728_12.9B12.C44 


Gene No. 


74443 




Strand 


+ 


Start 


1 




End 


359 


Name 


OJ990728 


12.9B12.C44.ol.tw 


Method 


TBLASTX: Wheat 



•35857 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 

none Score 

1..63, 73. .246, 261. .326, 262. .351 

36119 Seq. ID 

74443 Strand 

1 End 
OJ990728_12 . 9B12 . C4 4 . ol . gs Method 

79 End 

none Score 
79. .359 



351 
58 



OJ990728_12.9B12.C44 
+ 

359 

GENSCAN 

359 

.55 



Seq. No. 36120 Seq. ID OJ990728_12.9B12.C45 

Gene No. 74444 Strand +■ 

Start 320 End 963 

Name OJ990728__12 . 9B12 . C4 5 . ol . np Method AAT/NAP 

Start 320 End 963 

GI 129916 Score 478 

Exons 320.. 597, 703.. 963 

GI Descrip. PHOSPHOGLYCERATE KINASE, CYTOSOLIC gi 166911 | pir | | TVWTGY 
phosphoglycerate kinase (EC 2.7.2.3), cytosolic - wheat . 

. . ;gi 1,21835 ! emb. I CAA3.33.Q2J JX1.5.23.2J_phosp.ho^ 

, . .40.1) [Trxticum . aes.tivum] „ . . ... „ 



Seq. No. 36120 Seq. ID 

Gene No. 74444 Strand 

Start 320 End 

Name OJ990728_12 . 9B12 . C4 5 . ol . gp Method 

Start 783 r End 

GI 572042 Score 

Exons 783.. 963 

GI Descrip. 129916/sp | P12783 | PGKY_WHEAT 1.0e-38 PHOSPHOGLYCERATE KINASE, 

CYTOSOLIC >gi_66911_pir TVWTGY phosphoglycerate kinase (EC 

2.7.2.3), cytosolic - wheat >gi_21835_emb_CAA33302_ (X15232) 
phosphoglycerate kinase (AA 1 - 401) [Triticum aestivum] 



OJ990728_12. 9B12.C4 5 
+ 

963 

AAT/GAP 

963 

358 



Seq. No. 


36120 








Seq. ID 


OJ990728_12. 9B12 


Gene No. 


74445 








Strand 




Start 


516 








End 


963 


Name 


OJ990728 


12.9B12.C45 


.ol 


tc 


Method 


TBLASTX: Cress 


Start 


463 








End 


963 


GI 


none 








Score 


139 


Exons 


'463. .600, 


519. .599, 


700 


. 963 ," 


702. ^962, 


703.. 963 


Seq. No. - 


; 3.6120 








Seq. ID 


OJ99072'8_12:9B12 


Gene No.' 


* 74445 








Strand 




Start 


516 








End 


963 


Name 


OJ990728 


12.9B12.C45 


.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4 63 








End 


963 


GI 


none 








Score 


145 


Exons 


463. .600, 


518. .595, 


519 


.599, 


702. . 962, 


703. .963 


Seq. No. 


36120 








Seq. ID 


OJ990728_12. 9B12 


Gene No. 


74445 








Strand 




Start 


516 








End 


963 


Name 


OJ990728 


12.9B12.C45 


.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


4 63 








End 


963 



35858 




GI 


none 




Score 


125 






Exons 


463. .600, 519. .599, 674 


. . 949, 


699. . 962, 


703. . 963 






Sea No. 


36120 




Seq. ID 


OJ990728 12. 


9B12 


C45 


Gene No. 


74445 




Strand 








Start 


516 




End 


963 






Name 


OJ990728 12. 9B12.C45.ol 


,gs 


Method 


GENSCAN 






Start 


516 




End 


900 






GI 


none 




Score 


. 65 






Exons 


516. .602, 648. .797, 859 


. . 900 










Seq. No. 


36121 




Seq. ID 


OJ990728_12 . 


9B12 


C47 


Gene No . 


74446 




Strand 


+ 






Start 


1 




End 


2060 






Name 


OJ990728 12.9B12.C47.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


2010 






GI 


4680338 




Score 


231 






Exons 


1. . 101, 1160. .2010 












GI Descrip. 


(AF1284 57) hypothetical 


protein [Oryza 


sativa subsp 


. indica] 


Sea No 


36121 




Seq. ID 


OJ990728_12. 


9B12 


C47 


Gene. Nq... _ ..... 


....7J.4.4 6.;. 




,Stranci,._., 


+_ 






Start . . . 


.1 .. 




End .. 


i d 6,b./ ] 






Name 


OJ990728 12. 9B12.C47.ol 


.gs 


Method 


GENSCAN 






Start 


56 




End 


2060 






GI 


none 




Score 


.82 ■ 






Exons 


56. . 150, 456. . 625, 1035 


..1268, 1298. .2060 






Sea. No. 


36121 




Seq. ID 


OJ990728_12. 


9B12 


C47 


Gene No. 


74447 




Strand 








Start 


2478 




End 


2570 






Name 


OJ990728 12. 9B12.C47.o2 


.gs 


Method 


GENSCAN 






Start 


2478 




End 


2570 






GI 


none 




Score 


.93 






Exons 


2478. .2570 












Seq. No. 


36122 




Seq. ID 


OJ990728_12. 


9B12 


.C49 


Gene No . 


74448 




Strand 


+ 






Start 


5096 




End 


8583 






Name 


OJ990728 12. 9B12.C49.o2 


.np 


Method 


AAT/NAP 






Start 


5096 




End 


8583 






GI 


5852180 




Score 


578 






Exons 


5096. .5151, 6146. .6255, 


6307. 


.6716, 7421. .7460, 8501. .8583 


GI Descrip. 


(AL117265) zhbO'0010.1 [Oryza 


satiya] 








Seq. No. 


36122 / .' 




Seq. LD 


OJ990728_12. 


9B12 


C49 


Gene No. 


74448 




Strand 


.+ 






Start 


5096 




End 


8583 






Name 


OJ990728 12.9B12.C49.o2 


.gs 


Method 


GENSCAN 






Start 


5813 




End 


5944 






GI 


none 




Score 


.41 






Exons 


5813. .5944 












Seq. No. 


36122 




Seq. ID 


OJ990728_12. 


9B12 


.C49 


Gene No. 


74449 




Strand 








Start 


75 




End 


4990 






Name 


OJ990728 12.9B12.C49.ol 


.gs 


Method 


GENSCAN 







35859 



Start 
GI 

Exons 



75 End 4990 

none Score .5 

75. .304, 817. .987, .2344. .3733, 4027. .4158, 4531. .4552, 

4914. .4990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36122 Seq. ID OJ990728_12 . 9B12 . C4 9 

74449 Strand 

75 End 4990 

OJ990728_12 . 9B12 . C4 9 . ol . np Method AAT/NAP 

420 End 4047 

729704 Score 61 

420. .466, 2419. .2493, 2749. .2831, 3074. .3130, 3353.. 3448, 
4015. .4047 

DNA-BINDING PROTEIN HEXBP (HEXAMER-BINDING PROTEIN) 
gi 1 1078700 Ipir | IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



Seq. No. 36122 Seq. ID 

Gene No. 74450 Strand . 

Start 4.992 End 

JSIame „Qa9aOJ2.8_12>.9B12 . CA9.,.p.l....gp ...... Methp.d . 

Start. ... .. . 49.92 . , . . End. 

GI uC-osflcyp033a04bl Score 

Exons 4992.. 5376 

GI Descrip. 1 6016845/dbj | AP000570, 1 | AP000570 3 
DNA, chromosome 1, clone : P07 11E10 1 



OJ990728_12.9B12.C49 
5376 

. AAT£G£P„ 

537 6 ... , _ , 

608 



Oe-59 Oryza sativa genomic 



Seq. No. 36122 Seq. ID OJ990728_12 . 9B12 . C4 9 

Gene No. 74451 Strand 

Start 5803 End 8520 

Name OJ990728_12 . 9B12 . C4 9 . o3 . gp Method AAT/GAP 

Start 5803 End 6725 

GI 2428924 Score 580 

Exons 5803.. 5901, 6461.. 6725 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-50 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



Seq. No. 36122 Seq. ID 

Gene No. 74451 Strand 

Start 5803 End 

Name OJ990728_12 . 9B12 . C4 9 . o3 . gs Method 

Start 6133 End 

GI none Score 
Exons 



OJ990728_12.9B12.C49 

8520 
GENSCAN 
8520 
.74 



6133, . 6330, 64-61. . 6€ 



■7590. .7735, 8247.'. 8.520 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



36123 Seq. ID 

74452 Strand 

4 4 44 End 
OJ990728_12. 9B12 . C50 . o5 . np Method 

4 4 44 End 

5852180 Score 

4 444. .44 72, 9282. .9332, 10321. .104 38, 



OJ990728_12.9B12.C50 
+ 

18765 
AAT/NAP 
18765 
637 

10491. .10848, 



11013. .11067, 117 68. .11809, 18698. .187 65 
(AL117265) zhbOOOlO.l [Oryza sativa] 



36123 



Seq. ID OJ990728_12.9B12.C50 



35860 




Gene No. 


74452 


Strand 


+ 






Start 


4444 


End 


18765 






Name • 


OJ990728 12.9B12.C50.o6.np 


Method 


AAT/NAP 






Start 


8546 


End 


13554 






GI 


5852180 


Score 


649 . 






Exons 


8546.. 8643, 9285.-9332, 10321 


. .10438, 


10491. . 10848, 






11013. .11067, 117 68. .11838, 13519. .13554 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


36123 


Seq. ID 


OJ990728 


_12.9B12. 


. C50 


Gene No. 


74453 


Strand 








Start 


1069 


End 


12534 






Name 


OJ990728 12.9B12.C50.ol.gp 


Method 


AAT/GAP 






Start 


283 


End 


650 






GI 


uC-osflcyp033a04bl 


Score 


565 






Exons 


283. .650 










GI Descrip. 


1 601 684 5 /dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 1 1E10 1 








Seq. No. 


36123 


Seq. ID 


OJ990728 


_12.9B12, 


,C50 


Gene No. 


74453 


Strand 








Starts 


. 1069 , ^ 


.:End... 


12534 • 






Name 


, QJ99072S. 12.. 9B12.C5Q..ol.gs.. ... .... 


.Method 


... . GEN SCAN ... 






Start 


1069 


End 


12534 






GI 


none 


Score 


. 73 






Exons 


1069. .1176, 1437. .1559, 1742. 


.2280, 2761. .7249, 


7475. .7503, 




7542.. 8307, 9208.. 9308, 9781. 


.9839, 10343. .10942, 11008, 


. ..1135i 




11410. . 11438, 12419. .12534 










Seq. No. 


36123 


Seq. ID 


OJ990728 


_12.9B12, 


.C50 


Gene No . 


74453 


Strand 








Start 


1069 


End 


12534 






Name 


OJ990728 12. 9B12 . C50 . o2 . np 


Method 


AAT/NAP 






Start 


2747 


End 


7252 






GI 


4680179 


Score 


5435 






Exons, 


2747. .6148, 6182. .7252 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 




Seq. No. 


36123 


Seq. ID 


OJ990728 


_12. 9B12, 


.C50 


Gene No. 


74453 


Strand 








Start 


1069 


End 


12534 






Name 


OJ990728 12. 9B12 . C50 . ol . np 


Method 


AAT/NAP 






Start 


2765 


End 


5536 






GI.. 


4539665 - . 


Score 


- 3373 






Exons ■ 


2765. .5536 ' - 










GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 






Seq. No. 


36123 


Seq. ID 


OJ990728 


_12.9B12, 


.C50 


Gene No. 


74453 


Strand 








Start 


1069 


End 


12534 






Name 


OJ990728 12. 9B12 . C50 . o3 . gp 


Method 


AAT/GAP 






Start 


7578 


End 


8032 






GI 


95437 1.R1084 


Score 


770 






Exons 


7578. .8032 ' 











GI Descrip. T 4 51222 6 /dbj | ABO 14 738 . 1 1 ABO 14 738 1.0e-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



35861 



Seq. No. 


36123 




Seq. ID 


OJ990728 


_12.9B12 


.C50 


Gene No. 


74453 




■ Strand 








Start 


1069 




End 


12534 






Name 


OJ990728_12. 9B12.C50.o4. 


gp 


Method 


AAT/GAP 






Start 


9181 




End 


9565 






GI 


uC-osf Icyp033a04bl 




Score 


616 






Exons 


9181 . . 9565 












GI Descrip. 


1 6016845/db] |AP000570.1| 


AP000570 3.0e- 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone 


:P0711E10' 








Seq. No. 


36123 




Seq. ID 


OJ990728 


_12.9B12 


.C50 


Gene No. 


74454 




Strand 








Start 


17470 




End 


24112 






Name 


OJ990728 12 . 9B12 . C50 . 06 . 


tw 


Method 


TBLASTX : 


Wheat 




Start 


2792 




End 


3125 






GI 


none 




Score 


95 






Exons 


2792. .3124, 2813. .3121, 


2856. 


.3125 








Seq. No. 


36123 




Seq. ID 


OJ990728 


_12. 9B12 


.C50 


Gene No. 


74454 




Strand 








St.arjt . 


_ 1747-0 .„ 




..End..„ 


24112. 




.- . 


Name . . ... 


. OJ9..9Q728..12 . 9B12 .£5.0 . ol . 


tm .. .. 


.Method . 


TBLASTX: 


.Maize . ^. 


— ■ ■ 


Start 


2 972 




End 


3571 






GI 


none 




Score 


212 






Exons 


2 972. . 3412, 2988 .. 3413, 


3410. 


.3571, 3417.. 3563 






Seq. No. 


36123 




Seq. ID 


OJ990728 


_12.9B12 


.C50 


Gene No. 


74454 




Strand 








Start 


17470 




End 


24112 






Name 


OJ990728_12 . 9B12 .C50 .ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


3125 




End 


3751 






GI 


none 




Score 


68 






Exons 


3125 .. 37 51, 3128 .. 3250, 


3237 . 


.3695 








Seq. No. 


36123 




Seq. ID 


OJ990728 


_12.9B12 


.C50 


Gene No. 


74454 




Strand 








Start 


17470 




End 


24112 






Name 


OJ990728_12. 9B12.C50.o4 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


3620 




End 


3912 






GI 


none 




Score 


216 






Exons 


3620 . .3910, 3 62 4.. 3911, 


3724 . 


.3912 








Seq. No. , ■ 


36123. . 




Seq. ID 


OJ990728 


_12.9B12 


.C50 


Gene No: " 


74454.-... 




Strand 








Start 


17470 




End s ■ 


. 24112. - 






Name 


OJ990728 12. 9B12.C50.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3710 




End 


3970 






GI 


none 




Score 


159 






Exons 


3710. .3970, 3711. .3965 












Seq. No. 


36123 




Seq. ID 


OJ990728 


_12.9B12 


.C50 


Gene No. 


74454 




Strand 








Start 


17470 




End 


24112 






Name 


OJ990728 12. 9B12.C50.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


3734 




End 


4051 






GI 


none 




Score 


78 







35862 




Exons 


3734 . . 3877, 


3735 


. . 3875, 


3878 . 


. 4051 






Seq. No. 


36123 








Seq. ID 


OJ990728_12. 9B12- 


.C50 


Gene No. 


74454 








Strand 






Start 


17470 








End 


24112 




Name 


OJ990728_12 . 


9B12 


.C50.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3758 








End 


20020 




GI 


none 








Score 


268 




Exons 


3758 . . 4222, 


3758 


. . 4294 , 


3762 . 


.4325, 19790. .20020 




Seq. No. 


36123 








Seq. ID 


OJ990728_12. 9B12, 


.C50 


Gene No. 


74454 








Strand 






Start 


17470 








End 


24112 




Name 


OJ990728_12 . 


9B12 


,C50.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


4325 








End 


20401 




GI 


none 








Score 


233 




Exons 


4325 . . 4678 , 


4329 


. .4679, 


z(JU4 o 


. .20401, 


20055. .20396 




Seq. No. 


36123 








Seq. ID 


OJ990728_12.9B12 




Gene No. 


74454 








Strand 






Start 


17470 








End 


24112 




fQame .„ . 


.... Q.J99CL728 12. 


9B12vC5.0...o3. 


...tw 


.Me.thpd 


_ TBLASTX : Wheat. 


. 


Start-.. . . 


,.4328 








End . . 


,204 7.3 . .... . . 




GI 


none 








Score 


213 




Exons 


4328 . . 4702, 


4328 


. .4750, 


4329. 


.4718, 20048 ^.20398, 20048 






20055 . . 20471 














Seq. No. 


36123 








Seq. ID 


OJ990728_12. 9B12 


.C50 


Gene No. 


74454 








Strand 






Start 


17470 








End 


24112 




Name 


OJ990728_12 . 


9B12 


.C50.O3 


. ts 


Method 


TBLASTX: Soybean 




Start 


4499 








End 


20464 




GI 


none 








Score 


66 




Exons 


4499. . 4744, 


4599 


. .4727, 


20219 


. .20464 






Seq. No. 


36123 








Seq. ID 


OJ990728J.2. 9B12 


.C50 


Gene No . 


74454 








Strand 






Start 


17470 








End 


24112 




Name 


OJ990728 12. 


9B12 


.C50.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


4715 








End 


20938 




GI 


none 








Score 


50 




Exons 


4715. .5029, 


4758 


. .4808, 


4836. 


.4889, 5036. .5215, 5085. .5207, 




20438. .20740, 20559 .. 20687 , 20801 20938 , 20805.. 20930 




Seq. -No. 


.36123" 








Seq.' ID 


OJ990728_12v9B1.2 


.C50 


Gene No. 


74454 . - . 








Strand 






Start 


17470 








End 


24112 




Name 


OJ990728 12. 


9B12 


.C50.O5 


. tw 


Method 


TBLASTX: Wheat 




Start 


4751 








End 


20737 




GI 


none 








Score 


266 




Exons 


4751. .5053, 


4767 


. .5042, 


.20474 


. .20737, 


20475. .20735 




Seq. No. 


36123 








Seq. ID 


OJ990728_12. 9B12 


.C50 


Gene No. 


74454 








Strand 






Start 


17470 








End 


24112 




Name 


OJ990728 12. 


9B12 


,C50.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4766 








End 


20884 





35863 




GI 


none 




Score 


178 




Exons 


4766. .5125, 


4767. .5042, 5085. 


5123, 5129. .5161, 5130. .5159, 




20489. .20740, 204 99. .20732, 20795. .2084 8, 20805. .2084 6, 






20852. .20884 


, 20852.. 20884 








Seq. No. 


36123 




Seq. ID 


OJ990728_12.9B12 


.C50 


Gene No . 


74454 




Strand 






Start 


17470 




End 


24112 




Name 


OJ990728_12. 


9B12.C50.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


5102 




End 


21308 




GI 


none 




Score 


257 




Exons 


5102. .5479, 


5145. .5576, 5534. 


5584, 20825. .21307, 20828 


. . Z 1 JLH 




20868. .21308 










Seq. No. 


36123 




Seq. ID 


OJ990728 12.9B12 


. CoU 


Gene No. 


74454 




Strand 






Start 


17470 




End 


24112 




Name 


OJ990728 12. 


9B12.C50.o4 ,ts 


Method 


TBLASTX: Soybean 




Start 


5234 




End 


21271 




GI 


none 




Score 


190 




Exons 


5234. .5479, 


20966. .21271 








Seq., No.. 


■. — 

.36123. . . 


— 

-. - • ■ • 


.S.e.q.. ID, 


ToJ390728ri2 . 9 BIZ 


pro 


Gene No. 


■ 74454 




Strand 






Start 


17470 




End 


24112 




Name 


OJ990728 12. 


9B12.C50.o5.tm 


Method 


TBLASTX: Maize 




Start 


5283 




End 


21298 




GI 


none 




Score 


185 




Exons 


5283. . 5573, 


5285. .5572, 21006 


. .21296, 


21008.. 21298 




Seq. No. 


36123 




Seq. ID 


OJ990728_12.9B12 


.C50 


Gene No . 


74454 




Strand 






Start 


17470 




End 


24112 




Name 


OJ990728 12. 


9B12.C50.o8.tw 


Method 


TBLASTX: Wheat 




Start 


5699 




End 


21844 




GI * 


none 




Score 


77 




Exons 


5699. . 5866, 


5754. .5867, 5912. 


.6121, 5913. .6065, 21470.. 


2158 9, 




21471. .21584 


, 21653. .21844, 21678. .21809 




Seq. No. 


36123 




Seq. ID 


OJ990728JL2. 9B12 


. CoU 


Gene No. 


74454 




Strand 






Start 


17470 




End 


24112 




Name 


OJ990728 12. 


9B12.C50'.o7.tm. 


Method 


TBLASTX: Maize 




Start 


5804 




End 


21923 




GI 


" none 




Score • 


68 v , • ■• 




Exons 


.'5804. :6157,. 


21527'. .21847, 2172'9'. . 21803 


, 21894. .21923 




Seq. No. 


36123 




Seq. ID 


OJ990728_12.9B12 


. C50 


Gene No. 


74454 




Strand 






Start 


17470 




End . 


24112 . 




Name 


OJ990728 12. 


9B12.C50.o7.tw 


Method 


TBLASTX :Wheat 




Start 


6443 




End 


22477 




GI 


none 




Score 


110 




Exons 


6443. . 6793, 


6600. .6794, 22127 


. .22477 






Seq. No. 


36123 




Seq. ID 


OJ990728JL2.9B12 


.C50 


Gene No. 


74454 




Strand 







35864 



.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI„..Qe scrip: 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



17470 

OJ990728_12. 9B12 . C50 . 06 . tm 
6488 
none 

6488.-6793, 6663 

36123 
74454 
17470 

OJ990728__12. 9B12 . C50 . o9 . tw 

6827 

none 



End 

Method 
End 
Score 
6779, 22172. .22477 



24112 

TBLASTX: Maize 

22477 

90 



Seq. ID OJ990728__12.9B12.C50 



Strand 
End 

Method 

End 

Score 



24112 

TBLASTX: Wheat 

22727 

62 



6827. .6919, 6828. .7025, 6830. .7027, 22529 .. 22726, 22530. .22727 



36123 Seq. ID 

74454 Strand 

17470 End 

OJ990728_12. 9B12 . C50 . o7 . np Method 

17470 End 

4680179 Score 



OJ990728_12.9B12.C50 

24112 
AAT/NAP 
23477 
3580 



17470. . 17500, 19783. .21871, 21899 .. 228 88 , 234 32 .. 23477. 
(AF11170.9.) .^palyprjptein_[Qry.za^.s.^ti.ya „subs.p... . ind.ica.L 



36123 Seq. ID 

74454 Strand 

17470 End 

OJ990728JL2 . 9B12 .C50 . 08 . np Method 

17977 End 

5257279 Score 



OJ990728_12.9B12.C50 

24112 
AAT/NAP 
23929 
2464 



17977. .18019, 19843. .22122, 22162 .. 22859, 23389.-23929 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



36123 
74454 
17470 

OJ990728_12..9B12.C50.o9.np 
20008 
.4432807 



OJ990728 12.9B12.C50 



Seq. ID 
Strand 

End 24112 
Method AAT/NAP 
End 24112 
Score 1623 
20008. .21759, 21820 .. 22756, 24065. .24112 

(AC006570) putative retroelement pol polyprotein [Arabidopsis 
thaliana] . - 



36123 . Seq. ID 

74454 - . ' Strand 
17470 ' • End' 
OJ990728_12. 9B12 . C50 . olO . np Method 
23159 End 
4512231 Score 
23159. .23947 

(AB014741) ORF0 protein [Oryza sativa] 

36124 Seq. ID 

74455 . Strand 
1 End 
OJ990728_12. 9B12 . C53 . ol . np Method 
1 End 



OJ990728_12.9B12.C50 

24112' 
AAT/NAP 
23947 
1253 



OJ990728_12 . 9B12 . C53 
+ 

738 

AAT/NAP 
738 



35865 




GI 


5702196 


Score 


278 


Exons 


1 . .738 






GI Descrip. 


(AF107293) rust resistance 


protein [Zea 


mays ] 


Seq. No. 


36124 


Seq. ID 


OJ990728_12.9B12.C53 


Gene No. 


74455 


Strand 


+ 


Start 


1 


End 


Tin 

/Jo 


Name 


OJ990728 12 . 9B12 .C53 . ol . ts 


Method 


iBJjAbiA: boyoean 


Start 


66 


End 


C O *3 


GI 


none 


Score 


llz 


Exons 


66 . . 287 , 330 . . 533 






Seq. No. 


36124 


Seq. ID 


OJ990728_12.9B12.C53 


Gene No. 


74455 


Strand 


+ 


Start 


1 


End 


/ JO 


Name 


OJ990728 12.9B12.C53.ol.gs 


Method 


GENSCAN 


Start 


339 


End 


r a c 


GI 


none 


Score 


A C 

. 45 


Exons 


339. . 605 






Seq. No.. 


36125 


Seq. ID 


r\ t Q Q m O Q 1 O Qdi O r«r c 


Gene .No... _ 


„ 74 T 4 56 ....... .... .. - " „ . 


Strand.. . 


,+ . ._ iw ,. . 


.Start. . 




.... ,End,„ . 


X0.29.. - 


Name 


OJ990728 12.9B12.C55.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1029 


GI 


30856 1.R1084 


Score 


1099 


Exons 


1..22, 161. .252, 437. .607, 


697. . 1029 




GI Descrip. 


'3668097 3.0e-57 (AC004667) 


putative glycine cleavage system 




protein H precursor [Arabidopsis thaliana] ? 


Seq. No. 


36125 


Seq. ID 


OJ990728_12.9B12.C55 


Gene No. 


74456 


Strand 


+ 


Start 


1 


End 


1029 


Name 


OJ990728 12.9B12.C55.ol.np 


Method 


AAT/NAP 


Start 


84 


End 


822 


GI 


3668097 


Score 


462 


Exons 


84 . .252, 437. .607, 697. .822 






GI Descrip. 


(AC004 667) glycine decarboxylase complex H-protein [Arabidop 




thaliana] 






Seq. No. 


36125 


Seq. ID 


OJ990728_12.9B12.C55 


Gene No . 


74456 


Strand 


+ 


Start 


1 


End 


1029 


Name 


OJ990728 12.9B12.C55.ol.tc 


Method 


TBLASTX: Cress ..... 


Start 


' 153 • • 


End ..' '. 


828' ■ 


GI 


. none 


Score 


137 


Exons 


153. .242, 163. .252, 359. .41 


8, 428.. 610, 


434. .625, 436. .618, 




697. .828, 697. .825 






Seq. No. 


36125 


Seq. ID 


OJ990728_12.9B12.C55 


Gene No. 


74456 


Strand 


+ 


Start 


1 


End 


1029 


Name 


OJ990728 12.9B12.C55.ol.tm 


Method 


TBLASTX: Maize 


Start 


153 


End 


825 


GI 


none 


Score 


157 


Exons 


153. .248, 163. .252, 166. .252, 173. .253, 


174 . .257, 433. . 618, 



434. .625, 434. .625, 685. .825, 697. .816 



35866 



t 




Seq. No. 


36125 






Seq. ID 


OJ990728_12. 9B12 


.C55 


Gene No. 


74456 






Strand 


+ 




Start 


1 






End 


i a o n 

10^9 




Name 


OJ990728 12 . 9B12 .C55 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start . 


153 






End 


825 




GI 


none 






Score 


143 




Exons 


153 . . 242, 163 .. 252, 


loo 


o c o 






bio, 




434 . . 625, 697 . . 825, 


712 


. . 825 








Seq. No. 


36125 






Seq. ID 


OJ990728_12.9B12 


.C55. 


Gene No. 


74456 






Strand 


+ 




Start 


1 






End 


1029 




Name 


OJ990728 12 . 9B12 .C55 


. ol 


.gs 


Method 


GENSCAN 




Start 


164 






End 


825 




GI 


none 






Score 






Exons 


164 . .252, 437 . . 607, 


697 


. . 825 








Seq. No. 


36126 






Seq. ID 


OJ990728_12.9B12 


.C61 


Gene No. 


74457 






Strand 


+ 




Start 


371 






End . 


1192 




Name. . 


OJ.990728L.12 . 9B12...C6:! 


.ol. 




..Met hoc! t 


QENSCAN _ 


, 


Start. 


. 371. _ _ 






End 


1192, . _ .„ 




GI 


none 






Score 


. 65 




Exons 


371 . . 1192 












Seq. No. 


36126 






Seq. ID 


OJ990728_12.9B12 


.C61 


Gene No. 


74457 






Strand 


+ 




Start 


371 






End 


1192 




Name 


OJ990728 12 . 9B12 .C61 


.ol 


. np 


Method 


AAT/NAP 




Start 


371 






End 


1171 




GI 


4544372 






Score 


377 




Exons 


371 . . 1171 












GI Descrip. 


(AC006920 ) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 












Seq. No. 


36126 






Seq. ID - 


OJ990728_12.9B12 


.C61 


Gene No. 


74458 






Strand 






Start 


1477 






End 


2854 




Name 


OJ990728__12 . 9B12 .C61 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


749 






End 


1156 




GI 


none 






Score 


223 . 




Exons 


749. . 1156, 949. . 1122 












Seq. No.'. ' 


" 36126 . 






Seq; ID 


OJ990'728_12.9B12 


.C61 


Gene No. 


74458 






-.Strand - . 






Start 


1477 






End 


2854 




Name 


OJ990728 12.9B12.C61 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


932 






End 


1182 




GI 


none 






Score 


237 




Exons 


932. .1171, 934. .1071 


, 1141. .1182 






Seq. No. 


36126 






Seq. ID 


OJ990728_12. 9B12 


.C61 


Gene NoV 


74458 






Strand • 






Start 


1477 






End 


2854 




Name 


OJ990728 12.9B12.C61 


.o2 


.gs 


Method 


GENSCAN 




Start 


1477 






End 


2854 





35867 



GI 


none 


Score 


.96 








Exons 


1477.. 2157, 2236.. 2319, 2552 


. .2854 










Seq. No. 


36127 


Seq." ID 


OJ990728_ 


12. 


9B12 


.C66 




74 4 59 


Strand 


+ 








Start 


1 


End 


549 








Name 


OJ990728 12.9B12.C66.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


549 








GI 


5852180 


Score 


38 








Exons 


1. .127, 356. .414, 475. .549 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










O fci 4 • im (J . 


JUlL f 


Seq. ID 


OJ990728 


12 . 


9B12 


.C66 


Gene No. 


74459 


Strand 


+ ~~ 








Start 


1 


End 


549 








Name 


OJ990728 12.9B12.C66.ol.gs 


Method 


GENSCAN 








Start 


361 


End 


414 








GI 


none 


Score 


.69 








Exons 


361. .414 












Seq. No. .. 


36127 


Seq. ID 


OJ990728_ 


12. 


9B12 


.C66 


Gene ,No 


„ .74.4.6.0, ~~- : - - .. 


S.trand _ 












... 263. .. ... 


End. .. 


.54 9 ... 








Name 


OJ990728 12.9B12.C66.ol.gp 


Method 


AAT/GAP 








Start 


263 


End 


549 








GI 


uC-osflcyp033a04bl 


Score 


497 








Exons 


263. .549 












GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 f 










Seq. No. 


36128 


Seq. ID 


OJ990908_ 


13. 


9B15 


.CI 


Gene No. 


74461 


Strand 


+ 








Start 


14 


End 


314 








Name 


OJ990908 13.9B15.Cl.ol.gp 


Method 


AAT/GAP 








Start 


14 


End 


314 








GI 


LIB34 33-04 2-P1-K1-G10 


Score 


557 








Exons 


14. .314 












GI Descrip. 


'2924784 2.0e-33 (AC002334) 


similar to 


jasmonate 


inducible 




protein [Arabidopsis thaliana] 1 










Octj. LN O . 


36129 


Seq. ID 


OJ990908_ 


13 


9B15 


.C3 


Gene No. 


74462 


Strand 










Start 


214 


End 


503 








Name 


OJ990908 13. 9B15.C3.ol.gs - 


Method 


GENSCAN 








Start - 


. - 214 • . ■' \. ' ' 


End 


503... 








GI-..- ■ 


none ■ . 


Score 


.68 ** ; 








Exons 


214 . .272, 398. .503 












Seq. No. 


36130 


Seq. ID 


OJ990908_ 


13. 


9B15 


.C4 


Gene No. 


74463 


Strand 


+ 








Start 


1 


End 


1340 








Name 


OJ990908 13.9B15.C4.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


1340 








GI 


2169 1.R1084 


Score 


1845 








Exons 


1. .985, 1311. .1340 













GI Descrip. 1 224 4847/emb I CAB10269 . 1 | 6.0e-31 (Z97337) hydroxyproline-rich 
glycoprotein homolog [Arabidopsis thaliana] * 



35868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

Start 

Name .„ 

Start 

GI 

Exons 



36130 
74463 
1 

OJ990908_13.9B15.C4.ol.tm 
1 

none 



Seq. ID OJ990908_13.9B15.C4 

Strand + 

End 1340 

Method TBLASTX : Mai ze 

End 959 

Score 207 



1..297, 2. .298, 2. .85, 15. .275, 109. .297, 318. .953, 319. .954, 
319. .954, 320. .955, 323. .955, 423. .959 



36130 
74463 
1 

OJ990908_13. 9B15.C4 .ol.ts 
2 

none 



Seq. ID OJ990908_13. 9B15.C4 

Strand + 

End 1340 

Method TBLASTX: Soybean 

End 959 

Score 227 



2. .214, 407. .646, 409. .645, 493. .648, 701. .955, 711. .959, 
715. . 954 



Seq. ID OJ990908_13. 9B15.C4 
Strand + 

_End_..__ 134 0. . ^ - 

^Method . . -T.B.LASTX: Cr.es.s,.,.,. s . 
End 956 
Score 191- 

23. .223, 24. .77, 379. .648, 380. .649, 447. .671, 700.. 954, 
701. .955, 732. .956 



36130 
74463 

.OJ990908^1.3 .79.B15...C4..,ol.. tc. 
23 

none 





Seq. No. 


36130 










Seq. ID 


OJ990908_13. 9B15 


.C4 




Gene No. 


74463 










Strand 


+ 






Start 


1 










End 


1340 




s : 


Name 


OJ990908 


13 


9B15 


C4. 


ol . gs 


Method 


GENSCAN 






Start 


131 










End 


953 






GI 


none 










Score 


.88 




s ! 


Exons 


131. .953 


















Seq. No. 


36131 










Seq. ID 


OJ990908_13.9B15 


.C6 




Gene No. 


74464 










Strand 


+, 






Start 


132 










End 


1329 






Name 


OJ990908 


13 


9B15 


C6. 


ol . gs 


Method 


GENSCAN' 






Start 


132 










End 


1329 






GI 


none 










Score 


.91 . 






Exons 


132. .401, 


'4* 


33. .8* 


31, 


973.". 116.7 


, 1258. .1329 






Seq. No." 


36131 










Seq. ID 


OJ990908_13-. 9B15 


.C6 




Gene No , 


.74464 ■ 










Strand 


+ 






Start 


132 










End 


1329 






Name 


OJ990908 


13 


9B15 


C6. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


134 










End 


542 






GI 


none 










Score 


40 






Exons 


134 . . 157, 


173. .397, 


193. .396, 


217. .420, 


453. .542, 483.. 


539 




Seq. No. 


36131 










Seq. ID 


OJ990908JL3. 9B15 


.C6 




• Gene No. 


74464 










Strand 


+ 






Start 


132 










End 


1329 






Name 


OJ990908 


13 


9B15 


.C6. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


639 










End 


1167 





35869 



GI none 

Exons 639.. 890, 642.. 875, 653.. 883, 
964. .1167, 967. .1167 

Seq. No. 36131 

Gene No. 74464 

Start 132 

Name OJ990908_13 . 9B15 . C6 . ol . ts 

Start 668 

GI none 

Exons 668.. 745, 669.. 785, 675.. 746, 
963. .1151, 964. .1167 

Seq. No. 36132 

Gene No. 74465 

Start 131 

Name OJ990908_13 . 9B15 . CIO . ol . gs 

Start 131 

GI none 

Exons 131.. 370 

.Seq. .No., _ .3613.3- ... - ~ _ 

.Gene No.„ 74.466... , , . _ ,„ . .... 

Start 1 

Name OJ990908_13 . 9B15 . Cll . ol . gp 

Start 1 

GI 23998_1.R1084 

Exons 1..257, 674.. 863 

GI Descrip. ' 5852182/emb | CAB55420 . 1 | 9.0e- 
sativa] 1 

Seq. No. 36133 

Gene No. 74466 

Start 1 

Name OJ990908_13 . 9B15 . Cll . ol . tm 

Start 1 

GI none- 

Exons 1..267, 6.. 257, 11.. 268, 1061 

Seq. No. 36133 

Gene No. 74 4 66 

Start 1 . 

Name OJ990908_13 . 9B15 . Cll . ol . ts 
Start ' I 

' GI none " ■ 

Exons,' . 1. .249, 8. .148, 45. .176, 103. 

Seq. No. 36133 

Gene No. 744 66 

Start 1 

Name OJ990908_13 . 9B15 . Cll . ol . gs 

-Start 34 

GI none 

Exons 34. .308, 674.. 797, 1060.. 1116 

Seq. No. 36134 

Gene No. 74 4 67 



Score 368 

959. .1165, 963. .1166, 963. .1166 



Seq. ID OJ990908_13.9B15.C6 

Strand + 

End 1329 

Method TBLASTX : Soybean 

End 1167 

Score 124 

753. .935, 755. .883, 771. .923, 



Seq. ID OJ990908_13. 9B15.C10 

Strand + 

End 370 

Method GENSCAN 

End 370 



Score 



,55 



3.m ...~XD- : ..QC[.99J0.9P-8 =<= 13.,..9B .15.,£JJL_ 

Strand...-- ... 

End . 1116 
Method AAT/GAP 
End 863 
Score 855 

-13 (AL117265) zhb0012.1 [Oryza 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.258 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.264 ■ 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990908_13.9B15.C11 
1116 

TBLASTX: Maize 

268 

195 



OJ990908_13.9B15.C11 
1116 

TBLASTX: Soybean 

264 , 

66 



OJ990908_13.9B15.C11 

1116 
GENSCAN 
1116 
.58 



Seq. ID OJ990908_13.9B15.C12 
Strand + 



35870 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons„ ... 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



171 End 458 

OJ990908_13. 9B15.C12.ol.gs Method GENSCAN 

171 End 458 

none Score .99 
171. .458 



36134 Seq. ID 

74468 Strand 

1445 End 

OJ990908_13. 9B15.C12.ol .np Method 

1445 End" 

3645898 Score 
1445. .1470, 2687. .3185 

(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



OJ990908_13.9B15.C12 
+ 

3185 . 
AAT/NAP 
3185 
286 



36134 Seq. ID 

74469 Strand 

1420 End 
OJ990908_13. 9B15.C12.o2.gs Method 

1420 End 

none . r „ J3.cpre,__„ 

. 1420. .1592, 23.66. .2467,. 27.0.8. .2771 ... . 



OJ990908_13.9B15.C12 

2771 

GENSCAN 

2771 

„ 



36134 
74470 
2901 

OJ990908_13. 9B15.C12 .ol.tm 

2901 

none 

2901. .3140, 2952. .3140 

36135 
74471 
566 

OJ990908_13. 9B15.C13.ol . gs 

566 

none 

566. .674, 885. .976 . 

36136 
74472 
434 

OJ990908_13, 9B15.C15.ol .gs 
'434 • 
none ■ - 
434..667 

36137 
74473 
714 

OJ990908_13. 9B15.C16.ol.gs 

714 

none 

714. .821 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

. Method 
End . 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990908_13.9B15.C12 
3140 

TBLASTX: Maize 

3140 

181 



OJ990908_13.9B15.C13 
976 

GENSCAN 

976 

.65 



OJ990908_13.9B15.C15 
667 

GENSCAN 
6'67 

.62 '. 



OJ990908_13.9B15.C16 
821 

GENSCAN 

821 

.94 



Seq. No. 



36138 



Seq. ID OJ990908_13.9B15.C17 



35871 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

,.GL„,. 

Exons.. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



74474 Strand + 

1 End 253 

OJ990908_13. 9B15.C17.ol.np Method AAT/NAP 

1 End 253 

6967112 Score 193 
1..253 

(AL138652) putative protein [Arabidopsis thaliana] 



36138 
74475 
572 

OJ990908_13.9B15.C17.ol.ts 
1 

none 

1..69, 69. .257, 70. .258 

36138 
74475 
572 

OJ990908_13. 9B15.C17 .ol . tm 

3 

none ...... ... , . „ - 

3. ..15.2, .3. .20.6, 4 . .177 

36138 
74475 
572 

OJ990908_13. 9B15.C17.ol.gp 

572 

700756 
572. .654 



Seq. ID OJ990908_13.9B15.C17 

Strand + 

-End 654 

Method TBLASTX : Soybean 

End 258 

Score 65 



Seq. ID OJ990908_13.9B15.C17 

Strand + 

End 654 

Method TBLASTX : Maize 

End 206 

, Sc.or.e 87. .... „..„.. ... 



Seq. ID OJ990908_13.9B15.C17 

Strand + 

End 654 

Method • AAT/GAP 

End 654 

Score 166 



Seq. ID OJ990908_13.9B15.C18 
Strand + 

471 

AAT/GAP 
471 
830 



36139 
74476 
1 

OJ990908_13. 9B15.C18.ol.gp 
1 

342_1.R1084 
1..471 ... 

1 4 57 4 4 06/gb | AAD24 042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] f 



End 

Method 

End 

Score 



36139 
74476 
1 

OJ990908_13V9B15 ;C.18 . ol . hp 
1 

4680203 
1..459 

(AF114171) .TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990908_13.9B15.C18 

Strand + 

End • 471 

Method AAT/NAP 

End 459 

Score 4 63 



36139 
74476 
1 

OJ990908_13. 9B15.C18 .ol. tw 
1 

none 



Seq. ID OJ990908_13.9B15.C18 

Strand +' 

End 471 

Method TBLASTX : Wheat 

End 405 

Score 74 



35872 



Exons 



1..45, 3. .47, 5. .40, 48. .143, 52. .111, 90. .230, 91. .231, 
244. .324, 313. .405, 339. .404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq..„.No,„ . 
Gene ..No.. . ... 

Start 
Name. 
Start 
GI 

Exons 

GI Descrip. 



36140 
74477 
193 

OJ990908_13. 9B15.C19.ol.gs 

193 

none 

193. .528 



Seq. ID OJ990908_13.9B15.C19 

Strand + 

End 528 

Method * GENSCAN 

End 528 

Score .49 



36140 
74478 
373 

OJ990908_13.9B15.C19.ol.gp 
373 

2310235 
373. .591 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990908_13.9B15.C19 
Strand 

591 

AAT/GAP 
591 
335 



End 

Method 

End 

Score 



Seq. .ID. OJ99D9Q8_ia...9.B15.,,Q2.0„. 

..Strand - . ^ _ w 

End 251 
Method AAT/NAP 
End 251 
Score 91 



..3.6141 _ . : 

..,744.7.9 ... . . 

1 

OJ990908_13. 9B15.C20.ol.np 
1 

5679684 
1. .251 

(AJ243828) phosphatase 2A regulatory A subunit [Oryza sativa] 
gi I 5679686 | embi CAB51804.il (AJ243829) protein phosphatase 2A A 
subunit [Oryza sativa] 



Seq. No. 


36141 




Seq. ID 


OJ990908_13. 


9B15.C20 


Gene No. 


74479 




Strand 






Start 


1 




End 


251 




Name 


OJ990908 13. 9B15.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


81 




End 


159 




GI 


966 1.R1084 




Score 


114 




Exons 


81. .159 










GI Descrip. 


' 4176420/dbj |BAA37167| 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 










Seq. No. 


36142 




Seq. ID 


OJ990908_13. 


9B15.C21 


Gene No. 


74480 




Strand 


+ 




Start 


193 




■End . 


655 




Name 


OJ990908 13. 9B15.C21.ol 


.np 


Method 


AAT/NAP 




Start 


193 


End 


655 




GI 


4680180 




Score 


174 




Exons 


193. .655 


■) 








GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


36143 




Seq. ID 


OJ990908_13. 


9B15.C23 


Gene No. 


74481 




Strand 


+ 




Start 


1 • . 




End 


465 




Name 


OJ990908 13.9B15.C23.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


465 




GI 


2169 1.R1084 




Score 


•801 





35873 



Exons 1 . .4 65 

GI Descrip. ' 224 4847 /emb | CAB10269 . 1 | 6.0e-31 (Z97337) hydroxyproline-rich 
glycoprotein homolog [Arabidppsis thaliana] ' 



Seq. No. 


36143 






Seq. ID 


OJ990908_13.9B15.C23 


Gene No. 


74482 






Strand 




Start 


67 






End 


478 


Name 


OJ990908 


13 . 


9B15.C23.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 






End 


465 


GI 


none 






Score 


155 


Exons 


1..210, 4 


5. . 


464, 48. .464, 103. .465, 271. .465 


Seq. No. 


36143 






Seq. ID 


OJ990908_13.9B15.C23 


Gene No. 


74 482 






Strand 




Start 


67 






End 


478 


Name 


OJ990908_ 


13. 


9B15.C23.ol.tm 


Method 


TBLASTX : Maize 


Start 


23 






End 


466 


GI 


none 






Score 


261 


Exons 


23. .157, 


24 . 


.464, 130. .252, 


140 . .253, 


147 . .269, 196. . 465, 




249 . .389, 


260. .466, 271. .465 






.Seq. ...No.. 


. -3.6,1 4.3... 






;_Seq, _ID„ 


_ a J .95.0.3.0,8. „ X 3 ...9 B. 15. .„C 2.3„ 


Gene .No.. . - 


. ..7.4.4,8.2- . ... 






. Strand 




Start 


67 






End 


478 


Name 


OJ990908 


13. 


9B15.C23.ol .gs 


Method 


GENSCAN 


Start" 


67 






End 


456 


GI 


none 






Score 


. 66 


Exons 


67 . .456 










Seq. No. 


36143 






Seq. ID 


OJ990908_13.9B15.C23 


Gene No. 


74482 






Strand 




Start 


67 






End 


478 


Name 


OJ990908 


13. 


9B15.C23.ol.ts 


Method 


TBLASTX: Soybean 


Start 


80 






End 


478 


GI 


none 






Score 


111 


Exons 


80. .130, 


151 


. .240, 247. .465, 


257. .436, 


263. .478, 271. .465 


Seq. No. 


36144 






Seq. ' ID 


OJ990908_13.9B15.C25 


Gene No. 


74483 






Strand 


+ 


Start 


1 






End 


375 


Name 


OJ990908 


13. 


9B15.C25.ol .np 


Method 


AAT/NAP 


Start 


1 






End - 


375 


GI 


6630685 






Score 


4 97 



Exons 1 . . 375 ' 

GI Descrip. (AP000969) Similar to copia-type pol' polyprotein. (AF105716) 
. [Oryza sativa] .• 



Seq. No. 36144 

Gene No. 74 4 83 - } 

Start . 1 

Name OJ990908_13 . 9B15 . C25 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ990908_13.9B15.C25 

Strand + 

End 375 

Method TBLASTX : Mai ze 

End 357 

Score 249 



2. .184, 2. .85, 4. .150, 13. .195, 140. .187, 176. .355, 178. .357, 
186. .356 



Seq. No. 



36144 



Seq. ID OJ990908 13.9B15.C25 



35874 



Gene No. 


74483 






Strand 


+ 






Start 


1 






End 


375 






Name 


OJ990908_13 


. 9B15 


.C25.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


2 






End 


230 






GI 


5509260 






Score 


207 






Exons 


2 . . 184, 3 . . 


122, 


34 . . 138, 178 


. . 228, 186 


. . 230 






GI Descrip. 


~ 














Seq. No. 


36144 






Seq. ID 


OJ990908 


_13.9B15. 


C25 


Gene -No. 


74483 






Strand 


+ 






Start 


1 






End 


375 






Name 


OJ990908_13 


. 9B15 


. C25 . ol . tw 


Method 


TBLASTX: 


Wheat 




Start .. 


2 






End 


216 






GI 


none 






Score 


218 






Exons 


2 . . 184, 31 . 


.189, 


4 9 . . 147, 17 


8 . .216 








Seq. No. 


36144 






Seq. ID 


OJ990908 


JL3.9B15. 


C25 


Gene No. 


74483 






Strand 


+ 






Start 


1 






End 


375 






Name 


OJ990908_13 


. 9B15 


.C25.ol.gs 


Method 


GENSCAN 






Start 


50 






End 


197 






..GI ; 


, „.none_ 















Exons.. ....... 


... 50. . 197 


- 


- * ■ — - 


■ - * 




■ - 




Seq. No. 


36145 






Seq. ID 


OJ990908 


_13.9B15. 


C2 6 


Gene No. 


74484 






Strand 








Start 


486 






End 


617 






Name 


OJ990908_13 


. 9B15 


.C26.ol.gs 


Method 


GENSCAN 






Start 


486 






End 


617 






GI 


none 






Score 


. 68 






Exons 


486. . 617 














Seq. No. 


36146 






Seq. ID 


OJ990908 


_13 . 9B15 . 


C28 


Gene No. 


74485 






Strand 


+ 






Start 


1 • 






End 


186 






Name 


OJ990908_13 


. 9B15 


■C28.ol.np 


Method 


AAT/NAP 






Start • 


1 






End 


186 






GI 


4416301 






Score 


105 






Exons 


1 . .186 














GI Descrip. 


(AF105716) 


gag protein [Zea mays] 








Seq. No. 


36146 






Seq. ID 


OJ990908 


13 . 9B15 . 


C28 


Gene No. 


'74486 






Strand 


+" 






Start t 


196 ( 






End 


346 






Name . 


OJ990908 13 


. 9B15 


.C28.o2.np 


Method 


-AAT/NAP 






Start . 


196 • ' ' 






End. 


346 






GI 


3645899 






Score 


149 






Exons 


196. . 346 














GI Descrip. 


(-U68408) 5' 


end not determined experimentally [Zea mays] 


- 


Seq. No. 


36146 






Seq. ID 


OJ990908 


_13. 9B15. 


C28 


Gene No. 


74486 






Strand 


+ 






Start 


196 






End 


346 






Name 


OJ990908 13 


. 9B15 


.C28.ol.gs 


Method 


GENSCAN 






Start 


202 






End 


334 






GI 


none 






Score 


.98 






Exons 


202. .334 















35875 





Seq. No. 


36147 




Seq. ID 


OJ990908_13. 9B15. 


C29 




Gene No. 


74487 




Strand 








Start 


103 




End 


478 






Name 


OJ990908 13 . 9B15 . C29. 


ol.gp 


Method 


AAT/GAP 






Start 


103 




End 


478 






GI 


2427387 




Score 


623 






Exons 


103. . 478 












GI Descrip. 


58521 70 /emb | AL1 17265 . 


1IOST17804 3.0e- 


94 Oryza sativa 








indica (GLA4 ) genomic 


DNA , chr omo s ome 


4, BAC clone:tl7804 




Seq. No. 


36148 




Seq. ID 


OJ990908 13.9B15. 


C30 




Gene No. 


74488 




Strand 


+ 






Start 


52 




End 


1353 






Name 


OJ990908_13 . 9B15 .C30 . 


ol .gs 


Method 


GENSCAN 






Start 


52 




End 


1353 






GI 


none 




Score 


.53 






Exons 


52 . .286, 1089. . 1353 












Seq. No. 


36148 




Seq. ID 


OJ990908 13.9B15. 


C30 




Gene No. 


74489 




Strand 








Starts. 


.1551 




._En.d. 


2123 




: . 
• :a«* 


Name 


„...OJ990.9.Q8. . 1.3.. 9B15 ..C3.0 . 


o2 . gs 


Met hod- 


„GENS_CABL.,. .... . 




"a s 1 


Start 


1581 




End- 


2123 




rf ; 


GI 


none 




Score 


.91 






Exons 


1581. .1781, 1995.-.2123 










Seq. No. 


36149 




Seq. ID 


OJ990908_13.9B15. 


C31 




Gene No. 


74490 




Strand 


+ 






Start 


233 




End 


593 




n i 


Name 


OJ990908 13.9B15.C31. 


ol . gs 


Method 


GENSCAN 






Start 


233 




End 


593 






GI 


none 




Score 


.76 






Exons 


233.. 373, 551.. 593 










lis: 


Seq. No. 


36150 




Seq. ID 


OJ990908 13.9B15. 


C32 




Gene No. 


74491 




Strand 






;I E . 


Start 


5 




End 


390 




! 


Name 


OJ990908 13.9B15.C32. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


5 




End 


390 






GI 


none 




Score 


87 






Exons 


5. .49, 86. .310, 283.. 


390 










Seq. No. 


36151 




• . Seq. ID 


' OJ990908_13.9B15. 


C34' 




Gene No. 


74492 




" Strand 


'' + • 






Start 


.921 " ' ' 




End • ■ 


2158 






Name 


OJ990908 13.9B15.C34. 


ol . gs 


Method 


GENSCAN 






Start 


921 




End 


2158 






GI- 


none 




Score 


.76 






Exons 


921. .1109, 1562. . 1651 


, 1729. 


.1829, 18' 


94. .2158 






Seq. No. 


36151 




Seq. ID 


OJ990908_13.9B15. 


C34 




Gene No. 


74493 




Strand 


+ 






Start 


4706 




End 


6113 






Name 


OJ990908 13.9B15.C34. 


o3 , gs 


Method 


GENSCAN 






Start 


4706 




End 


6113 






GI 


none 




Score 


.53 





35876 



Exons 



4706. .4853, 5569. .5875, 5885. .6113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36151 
74494 
1 

OJ990908JL3. 9B15.C34 .ol.gp 
1 

3761363 
1. .245 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
inciica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. ID OJ990908_13/9B15.C34 
Strand 

8295 
AAT/GAP 
245 
411 



End 

Method 

End 

Score 



36151 
74494 
1 

OJ990908_13.9B15.C34.ol.np 
1 

3319351 



Seq. ID OJ990908_13.9B15.C34 
Strand 

End 8295 

Method AAT/NAP 

End 8295 

Score 552 



1..50, 2828. .3202, 7682. .8295 

(AF077407) contains similarity to reverse transcriptases (PFam: 
rvt.hmm, score: 116.22) [Arabidopsis thaliana] 



. 361.51 ... .... . 

74494' 
1 

OJ990908_13.9B15.C34 .o2.gs 

2190 

none 

2190. .2659, 3035. .3041 

36151 
74494 
1 

OJ990908_13. 9B15.C34.ol. tw 

2823 
none 

2823.. 2933, 2915.. 3196, 291E 

36151 
74494 
1 

OJ.990908_13.9B15.C34.ol.tm - 

2829 

none 

2829.. '2888, 2921.. 3172 

36151 
74494 
1 

OJ990908_13.9B15.C34.ol.ts 
2915 

none . . 

2915. .3205, 7652. .7759 



Seq. ..JD _ OJ990908_13....9B15.,C3-4.,. 

Strand ' 

End . 8295 

Method GENSCAN 

End 3041 ' 

Score .94 



Seq. ID OJ990908_13.9B15.C34 
Strand 

8295 

TBLASTX: Wheat 
3196 
82 



End 

Method 
End 
Score 
.3142 



Seq. ID OJ990908_13.9B15.C34 
Strand 

End 8295 

Method TBLASTX: Maize 

End 3172 

Score 243 



Seq. ID OJ990908_13.9B15.C34 
Strand 

End 8295 

Method TBLASTX : Soybean 

End 7759 

Score 77 



Seq. No. 
Gene No. 
Start 



36151 
74494 
1 



Seq. ID OJ990908_13.9B15.C34 
Strand 

End 8295 



35877 



Name 


OJ990908_13. 9B15.C34.o2 


.gp 


Method 


AAT/GAP 


Start 


jojj 




End 


A T *3 Q 


GI 


61605_3 . R1084 




Score 


A A 1 

4 41 


Exons 


3833 . . 4139 








GI Descrip. 


14 02 920/emb | CAAooybD | 


2.0e-20 (X98321) 


peroxidase [Arabidoj 




tnaliana J 








Seq. No. 


36151 




Seq. ID 


OJ990908_13.9B15.C34 


Gene No. 


74494 




Strand 




Start 


1 




End 


o £ yo 


Name 


OJ990908 13 . 9Blo . CJ4 . o4 


.gs 


Method 


r* T? KT O t~* 7\ \T 


Start 


7 64 3 




End 


oUzb 


GI 


none 




Score 




Exons 


7 643. . oU2b 








Seq. No. 


36151 




Seq. ID 


OJ990908_13.9B15.C34 


Gene No. 


74494 




Strand 




Start 


1 




End 


8295 


Name 


OJ990yUo lo.yBlo.CJ4.oz 


. tm 


Method 


TBLASTX: Maize 


Start 


7679 




End 


8134 


GI 


none 




Score 


39 


__. Exons ■ 


. .7 6.7 A.,. J 25 .9 , "... 7 751. , 7 8 55 , 


7 8 65. v.. 


7993,; . 7881 . . 7 991 ,_7 9.9.6 . ,JLCL3A,. 


- - - 


8.0 1 9. ... 8 LIZ, o 0 Z d . o.U 9 9 , 


.8107.. . 


.8133, 8108. .813.4 . 


Seq. No. 


36151 




Seq. ID 


OJ990908_13.9B15.C34 


Gene No. 


74494 




Strand 




Start 


1 




End 


8295 


Name 


OJ990908 13 . 9B15 . C34 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7745 




End 


8084 


GI 


none 




Score 


56 


Exons 


tt/ic -y o /" ^7 Torn t a a ^ 

7745. .7867, 7868. .7993, 


7996. . 


8016, 8022. .8084 


Seq. No. 


36152 




Seq. ID 


OJ990908_13.9B15.C38 


Gene No. 


74495 




Strand 




Start 


1 




End 


1109 


Name 


OJ990908 13.9B15.C38.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1109 


GI 


3047086 




Score 


131 


Exons 


1..359, 1081.. 1109. 








GI Descrip. 


(AF058914) similar to reverse 


transcriptase (Pfam: 




transcript fact.hmm, score: 72.31) [Arabidopsis thaliana] 


Seq. No. 


36152 




Seq. ID 


OJ990908_13.9B15.C38 


Gene No. 


74495 




Strand 




Start 


1 




End 


1109 


♦ Name 


OJ990908' 13.9B15.C38.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


230 




End 


913 


GI 


none 




Score 


57 


Exons 


230. .289, 287. .469, 487 


. .549, 


546. .836, 


875. .913 


Seq. No. 


36153 




Seq. ID 


OJ990908_13.9B15.C39 


Gene No. 


74496 




Strand 




Start 


53 




End 


216 


Name 


OJ990908 13.9B15.C39.ol 


.gs 


Method - - 


-GENSCAN 5 ' 


Start 


53 




End 


216 


GI 


none 




Score 


.45 


Exons 


53. .216 









35878 



Seq. No. 


36154 


Seq. ID 


OJ990908_13.9B15.C4 0 


Gene No. 


74 4 97 - 


Strand 


+ 


Start 


85 


End 


QQQ 

o yy 


Name 


OJ990908 13 . 9B15 .C40 . Ol . gs 


Metnou 




Start 


85 


T7 *s 

End 


QQQ 

o yy 


GI 


none 


Score 




Exons 


85. .130/ 401. .4o/, ooo . . byo, 


Q/rn QQQ 




Seq. No. 


36154 


Seq. ID 


OJ990908_13.9B15.C40 


Gene No. 


74497 


Strand 


+ 


Start 


85 


End 


898 


Name 


OJ990908 13.9B15.C40.ol.np 


Method 


AAT/NAP 


Start 


382 


End 


695 


GI 


729535 


Score 


133 


Exons 


382.-487, 574.-695 






GI Descrip. 


FERREDOXIN-THIOREDOXIN REDUCTASE, CATALYTIC CHAIN PRECURSOR 


(FTR-C) (FERREDOXIN-THIOREDOXIN REDUCTASE SUBUNIT B) (FTR-B) 


Cart M /-\ 

o e q . in o . 


36154 


Seq. ID 


OJ990908_13.9B15.C40 


Gene No. 


74498 


Strand 




Start.. „ -.. „ 


„..38.0 . : + 


_JSnd.. - 


,13.0.2 .... « * _ 


,Name. . „ 


, OJ99090a J3.. 9R15.,C4.5 ..ol..gp ... 


,M.e.t.hod. , 


. AAT/GAE ... 


Start 


380 ■ 


End 


- 1302 


GI 


3820 1.R1084 


Score 


414 


Exons 


380. .485, 566. .702, 1268. .1302 




GI Descrip. 


'729535/spl P41347 | FTRC_MAIZE 


7.0e-56 


FERREDOXIN-THIOREDOXIN 



REDUCTASE, CATALYTIC CHAIN PRECURSOR (FTR-C) 
(FERREDOXIN-THIOREDOXIN REDUCTASE SUBUNIT B) (FTR-B) ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI •', : 

•Exons" 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36155 
74499 
1 

OJ990908_13 . 9B15 . C4 2 . ol . np 
1 

6742729 
1. .813 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990908_13.9B15.C42 
Strand 

813 

AAT/NAP 
813 
1248 



End 

Method 

End 

Score 



36155 
74499 
1 

OJ990908_13 . 9B15 . C42 . ol . tw.' 

1 ' 
.none 



Seq. ID OJ990908_13.9B15.C42 

Strand 

End 813 

Method TBLASTX : Wheat 

End 447 

Score " 10.3 . ■ • ' • ■ . • 



1..I23, 3. .128, ^'3. .122, 156. .398, 196. .378, 346. .447, 384 , .446 



36155 
74499 
1 

OJ990908_13 . 9B15 . C42 . ol . gs 
60 

none 

60. .557 ■■ • 



Seq. ID OJ990908_13.9B15.C42 

Strand 

End 813 

Method GENSCAN 

End 557 

Score .49 



Seq. No. 
Gene No. 



36155 
74499 



Seq. ID 
Strand 



OJ990908 13.9B15.C42 



35879 




Start 


1 




End 


813 




Name 


OJ990908_13. 9B15.C42.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


480 




End 


722 




GI 


none 




Score 


205 




Exons 


480 . .722 










Seq. No. 


36155 




Seq. ID 


OJ990908 13.9B15 


.C42 


Gene No. 


74499 




Strand 


- 




Start 


1 




End 


813 




Name 


OJ990908_13. 9B15.C4 2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


58 6 




End 


794 




GI 


none 




Score 


119 




Exons 


586. .786, 586. . 723, 591. 


. 7 94 , 


591 . . 794 






Seq. No. 


36156 




Seq. ID 


OJ990908_13.9B15 


.C47 


Gene No. 


74500 




Strand 


— 




Start 


91 




End 


459 




Name 


OJ990908_13. 9B15.C4 7.ol. 


gs 


Method 


GENSCAN 




Start 


91 




End 


459 




GI 


none 




Score 


. 52 




Exons . 


91 . . 196, 416 . .459 










. Se.q ... N.o....-v.;-- 


,_3.6i51 - ,.. _ - ., 




.Seq £Q_ 


OJ990.90,8_13-..3.B15 


..C4.SL 


Gene No. 


74501 




Strand 


+ 




Start 


178 




End 


368 




Name 


OJ990908_13. 9B15.C4 9.ol. 


gs 


Method 


GENSCAN 




Start 


178 




End 


368 




GI 


none 




Score 


. 67 




Exons 


178. .368 










Seq. No. 


36158 




Seq. ID 


OJ990908_13. 9B15 


.C54 


Gene No. 


74502 




Strand 


+ 




Start 


319 




End 


4 98 




Name 


OJ990908_13. 9B15.C54 .ol. 


gs 


Method 


GENSCAN 




Start 


319 




End 


498 




GI 


none 




Score 


. 76 




Exons 


319. . 498 










Seq. No. 


36159 




Seq. ID 


OJ990908 13.9B15 


. C57 


Gene No. 


74503 




Strand 


+ 




Start 


218 




End 


442 




Name 


OJ990908 13.9B15.C57.ol. 


np 


Method 


AAT/NAP 




Start 


218 




End 


4 42 




GI 


6598595 




Score 


80 




Exons 


218.--.442 • 










GI* Descrip. 


(AC006527) putative- Athila retroelement 0RF1 protein 






[Arabidopsis thaliana] 










Seq. No. 


36160 




Seq. ID 


OJ990908_13. 9B15 


. Cob 


Gene No. 


74504 




Strand 






Start 


1 




End 


256 




Name 


OJ990908 13.9B15.C58.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


256 




GI 


2169 1.R1084 




Score 


294 




Exons 


1..29, 72. .256 











GI Descrip. ? 224 4847 /emb | CAB102 69 . 1 | 6.0e-31 (Z97337) hydroxyproline-rich 
glycoprotein homolog [Arabidopsis thaliana] 1 

35880 




Seq. No. 


36160 






Seq. ID 


OJ990908 


_13. 


9B15. 


C58 


Gene No. 


74504 






Strand 










Start 


1 






End 


zoo 








Name 


OJ990908 13.9B15. 


Goo . ol . 


,gs 


Method 


r* t? m o r* 7\ m 








Start 


72 






End 


24 1 








GI 


none 






Score 


. f Z 








Exons 


72 . .241 
















Seq. No. 


36160 






Seq. ID 


OJ990908 


_13. 


9B15. 


C58 


Gene No. 


74504 






Strand 










Start 


1 






End 


Zoo 








Name 


OJ990908 13.9B15. 


Coo . Ol . 


. tm 


Metnoa 




Maize 




Start 


72 






End 


Z4 y 








GI 


none 






Score 










Exons 


72 . . 242, 72 . . 242 , 


1 j . . z < 




. fl O 










Seq. No. 


36161 






Seq. ID 


OJ990908 


_13 , 


, 9B15 . 


C60 


Gene No. 


74505 






Strand 










Start 


28 






End 


"5 tr Q 

Joy 








Name 


OJ990908_13 . 9B15 . 


C60 . ol . 


.gs 


Method 


GENSCAN 














. 


En.d 


o c r\ 









..GI: - . 


none,. - 






.Score.. 


.....fob, * 


... 






Exons 


28 . . 359 
















Seq. No. 


36162 






Seq. ID 


OJ990908 


_13 . 


. 9B15 . 


,C62 


Gene No. 


74506 






Strand 










Start 


128 






End 


450 








Name 


OJ990908 13.9B15. 


C62.ol, 


.np 


Method 


AAT/NAP 








Start 


128 






End 


450 








GI 


4914318 






Score 


82 








Exons 


128. .450 
















GI Descrip. 


(AC005489) F14N23.4 [Arabidopsis thaliana] 








Seq. No. 


36163 






Seq. ID 


OJ990908 


_13, 


. 9B15. 


.C63 


Gene No. 


74507 






Strand 


+ 








Start 


5918 






End 


7076 








Name 


OJ990908 13.9B15. 


C63.o2, 


.gs 


Method 


GENSCAN 








Start 


5918 






End 


7076 








GI 


none 






Score 


.77 








Exons 


5918.. 5968, 6142. 


.6633, 


6716. . 


7076 










Seq. No. 


36163 






Seq. ID 


OJ990908 


_13, 


. 9B15, 


.C63 


Gene No. 


74508 






Strand 










Start' 


• 163 






End ' .. 


'4 931'.; 








Name 


OJ990908 13.9B15. 


C63. oUgs 


"Method 


GENSCAN 








Start 


163 . 






End 


4931 








GI 


none 






Score 


.57 








Exons 


163. .304, 522. .649, 921 


. .1065, 


4677. . ■ 


4781, 4817 


. .4 931 




Seq. No. 


36163 






Seq. ID 


OJ990908 


_13. 


. 9B15, 


.C63 


Gene No. 


74508 






Strand 










Start 


163 






End 


4931 








Name 


OJ990908 13.9B15. 


C63.ol 


.np 


Method 


AAT/NAP 








Start 


878 






End 


1152 








GI 


6691716 






Score 


73 








Exons 


878. .1152 

















35881 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq., .No.. ..„. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI " ■ 
Exons ■ 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



36163 
74508 
163 

OJ990908_13. 9B15.C63.ol .ts 

1739 

none 

1739. .2131, 1884. .2129 



Seq. ID OJ990908_13.9B15.C63 
Strand 

End 4931 

Method TBLASTX : Soybean 

End 2131 

Score 92 



36163 
74508 
163 

OJ990908_13. 9B15.C63.o3.np 
2558 
1084404 
2558.. 2821 

hypothetical protein - tomato gi 1667069 (L22186) ORF 
[Lycopersicon esculentum] 



Seq. ID OJ990908_13.9B15.C63 
Strand 

4931 
AAT/NAP 
2821 
82 



End 

Method 

End 

Score 



..36164 . . . , 

74509 
1 

OJ990908_13. 9B15.C66.ol .np 
1 

4680204 
1. .373 

(AF114171) hypothetical protein [Sorghum bicolor] 



.„ ,Se,q.... ia„..OJ.99.Q.90.8_l,3L..9BL5..j:66. 
Strand 

End 373 
Method AAT/NAP 
End 373 
Score 294 



36164 
74509 
1 

OJ990908_13. 9B15.C66.ol.tw 

53 

none 



Seq. ID OJ990908_13.9B15.C66 
Strand 

End 373 

Method . TBLASTX: Wheat 

End 373 

Score 38 



53. .85, 59. .103, 88. .225, 229. .372, 242. .373 



Seq. ID OJ990908_13.9B15.C68 

Strand + 

End 817 

Method AAT/NAP 

End .7 97 .. .. 

Score 535 



36165 
74510 
1 

OJ990 908_13, 9B15.C68.ol .np 
1 

4758556 • ... 
1. .797 • ■ 

U4/U6-associated RNA splicing factor gi 12708307 (AF016370) U4/U6 
small nuclear ribonucleoprotein hPrp3 [Homo sapiens] 



36165 
74510 
" 1 

OJ990908_13. 9B15.C68 .ol .ts 

9 

none 



Seq. ID OJ990908_13.9B15.C68 

Strand + 

End 817 

Method TBLASTX : Soybean 

End 362 

Score 286 



65, 74. .250, 123. .329, 129. .362, 130. .360 



35882 




Seq. No. 


36165 






Seq. ID 


OJ990908_13.9B15, 


.C68 


Gene No. 


74510 






Strand 


+ 




Start 


1 






End 


817 




Name 


OJ990908_ 


13 . 9B15 . C68 . ol 


.gs 


Method 


GENSCAN 




Start 


69 






End 


7 94 




GI 


none 






Score 


. 4 1 




Exons 


69 . .794 












Seq. No. 


36165 






Seq. ID 


OJ990908 13.9B15. 


. Coo 


Gene No. 


74510 






Strand 


+ 




Start 


1 






End 


817 




Name 


OJ990908 


13 . 9B15 . C6o . ol 


. tm 


Method 


TBLASTX : Maize 




Start 


370 






End 


817 




GI 


none 






Score 


293 




Exons 


370 . . 4 62 , 


371 . . 568 , 372 


. .569, 


372 . . 587 , 


/"■ 1 O OIC /"TO C 

612 . .815, 612 . . c 


3 T O 

312, 




con Q 1 "7 












Seq. No. 


36165 






Seq. ID 


OJ990908_13.9B15, 


.C68 


Gene No. 


74510 






Strand 


+ 




Start 


1 






T-l „ J 

End 


817 




Name 


. OJ990908_ 


13 . 9B15 . C68 . o2 


. ts 


Method 


TBLASTX : Soybean ... 




Starts 


_,636 


— — 





_End „ 


.7 91 . .„ 




GI ; . 


. ... none 






„ Score. 


4.8_ .. _ . , 




Exons 


636 . .611, 


652 . . 762 , 663 


. .791, 


668 . .78 4 






Seq. No. 


36166 






Seq. ID 


OJ990908 13.9B15. 


.C71 


Gene No. 


74511 






Strand 


- 




Start 


222 






End 


1015 




Name 


OJ990908_ 


13 . 9B15 . C71 . ol 


.gs 


Method 


GENSCAN 




Start 


222 






End 


1015 




GI 


none 






Score 


. 57 




Exons 


222 . .472, 


64 5 . . 751 , 988 


. .1015 








Seq. No. 


36167 






Seq. ID 


OJ990908 13.9B15. 


.C73 


Gene No. 


74512 






Strand 


- 




Start 


32 






End 


163 




Name 


OJ990908_ 


13 . 9B15 . C73 . ol 




Method 


GENSCAN 




Start 


32 






End 


163 




GI 


none 






Score 


. 4 5 




Exons 


32 . .163 












Seq. No. 


36168. 






Seq. ID 


OJ990908_13.9B15. 


.C74 


Gene No. 


74513 






Strand 






Start 


456 






End • 


o c n 

859 




Name* 


•QJ990908_ 


13 . 9B15 . C7-4 . ol 


.gs 


Method 


GENSCAN ■ • 




Start 


456 






End 


859 




GI 


none 






Score 


. 63 




Exons 


456 . . 634 , 


773 . .859 










Seq. No. 


. 36169 






Seq. ID 


OJ990908_13. 9B15, 


.C75 


Gene No. 


74514 






Strand 


+ 




Start 


7631 






End 


8700 




Name 


OJ990908 


13.9B15.C75.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


3508 






End 


4098 




GI 


none 






Score 


100 




Exons 


3508. .3555, 3666. .3911, 


3667. 


.3831, 3675. .3833, 3907. .4098, 



3918. .4016 



35883 




Seq. No. 


36169 








Seq. ID 


OJ990908 


_13.9B15.C75 


Gene No. 


74514 








Strand 


+ • . • 7 J ' 




Start 


7631 








End 


8700 V 




Name 


OJ990908 13 


. 9B15 


. C75 . o2 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3508 








End 


4005 




GI 


none 








Score 


106 




Exons 


3508 . . 3555, 


3666 


. .3812, 


3667 . 


3813, 3924. .4004, 


3928 . . 4005 


Seq. No. 


36169 . 








Seq. ID 


OJ990908 


_13.9B15.C75 


Gene No. 


74514 








Strand 


+ 




Start 


7631 








End 


8700 




Name 


OJ990908_13 


. 9B15 


.C75.o2 


tm 


Method 


TBLASTX: 


Maize 


Start 


3738 








End 


4041 




GI 


none 








Score 


87 




Exons 


3738 . .4019, 


3740 


. .3811, 


3889. 


4041 






Seq. No. 


36169 








Seq. ID 


OJ990908 


_13.9B15.C75 


Gene No. 


74514 








Strand 


+ 




Start 


7631 








End 


8700 




Name 


OJ990908_13 


.9B15 


.C75.ol 


np 


Method 


AAT/NAP 




„S.t.arJt , , 


_ 7 6.31. ... . „. 








.End „ 


.8 6.97,., 


■ ■ — 


,GI.,..! ..... 


. ..6.0 6.35 5.6.-,_ * 








.Score.... 


,.1129 




Exons 


7631. . 8174, 


827 6 


.'.8 697 " 










GI Descrip. 


(AP000615) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


36169 








Seq. ID 


OJ990908 


_13.9B15.C75 


Gene No. 


74514 








Strand 


+ 




Start 


7631 








End 


8700 




Name 


OJ990908_13 


. 9B15 


.C75.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7970 








End 


8650 




GI 


none 








Score 


97 




Exons 


7970 . .8185, 


8043 


. .8186, 


8069. 


8191, 8311.. 8349, 


8315 . . 8350 , 




8317 . . 8520, 


8352 


. .8519, 


8515. 


8649, 8537.. 8650 




Seq. No. 


36169 








Seq. ID 


OJ990908 


_13.9B15.C75 


Gene No. 


74514 








Strand 


+ 




Start 


7631 








End 


8700 




Name 


OJ990908_13 


. 9B15 


,C75.ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


7973 








End 


8695 




GI 


none 








Score 


132 




Exons 


7973 . . 8185, 


8040 


. .8186, 


8308. 


8520, 8311. .8349, 


8352 . .8516, 




8506. .8640, 


8515 


. .8661,' 


8537. 


8662, 8656. .8691, 


8657 . . 8695 


Seq; No, 


36169 ' " 








Seq. ID 


OJ9J90908 


_13; 9B15.C75 


Gene Nd. 


74514 








Strand 


+ 




Start 


7631 








End' 


8700 




Name 


OJ990908_13 


.9B15 


.C75.ol 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7 97 6 








End 


8457 




GI 


none 








Score 


133 




Exons 


7976. .8185, 


8040 


. .8186, 


8308. 


8457, 8311. .8349, 


8352. .8456 


Seq. No. 


36169 








Seq. ID 


OJ990908 


_13.9B15.C75 


Gene No. 


74514 








Strand 


+ 




Start 


7631 








End 


8700 




Name 


OJ990908 13 


. 9B15 


,C75.ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


8045 








End 


8510 





35884 



GI 

Exons 



none Score 107 

8045. .8185, 8046. .8186, 8311. .8349, 8317. .8460, 8352. .8510 



Seq. No. 36169 

Gene No. 74514 

Start 7631 

Name OJ990908_13 . 9B15 . C75 . o2 . tw 

Start 8469 

GI none 
Exons 



Seq. ID OJ990908_13.9B15.C75 

Strand + 

End 8700 

Method TBLASTX : Wheat 

End 8700 

Score 52 



8469. .8516, 8476.. 8520, 8515. .8661, 8537. .8659, 8656. .8700, 
8657. .8695 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

. Ge.ne_ Nq..,. „ , 
Start ... . . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36169 
74514 
7631 

OJ990908JL3. 9B15.C75.o3.tc 

8515 

none 



Seq. ID OJ990908__13.9B15.C75 

Strand + 

End 8700 

Method TBLASTX : Cress 

End 8700 

Score 92 



8515. .8661, 8516. .8659, 8659. .8700 



36170 

.J.451.5.. ....... . 

.1 - .,. . .... 

OJ990908_13. 9B15.C7 6.ol.np 
1 

1272347 
1. .244 

(U51739) secreted glycoprotein 2 [Ipomoea trifida] 



Seq. ID. OJ990908_13.9B15..C76 

..Strand., _ +. 

..End. _ .. . 24 4.... . . ... . 

Method AAT/NAP 
End 244 
Score 106 



36170 
74516 
407 

OJ990908_13 . 9B15 . C76 . ol . gs 

407 

none 



Seq. ID OJ990908_13.9B15.C76 

Strand + 

End 2397 

Method GENSCAN 

End 2397 

Score .65 



407. .517, 714. .825, 1123. .1153, 1658. .1794, 2375. .2397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36170 
74517 
2575 

OJ990908_13 . 9B15 . C76 . o2 . tm 

2575 

none 



Seq. ID OJ990908_13.9B15.C76 
Strand 

End 3072 

Method TBLASTX : Mai ze 

End 2868 . 

Score 57 



2575. ,2676, " 2671. .2868, 2672. .2734, 2680. .2835, 2756. .2866 



Seq. {Jo. ■ 36170 . " . 

Gene No. 74517 

Start 2575 

Name OJ990908_13 . 9B15 . C76 . ol . tw 

Start 2745 

GI none 

Exons 2745.. 2774, 2854.. 3072 



Seq. ID .OJ990908_13.9B15.C76. 
Strand 

End 3072 

Method TBLASTX : Wheat 

End 3072 

Score 167 



Seq. No. 36170 

Gene No. 74518 

Start 3147 

Name OJ990908 13 . 9B15 . C76 . ol . tm 



Seq. ID OJ990908_13.9B15.C76 
Strand 

End 3473 

Method TBLASTX: Maize 



35885 




Start 


3147 




End 


34 Id 


GI 


none 




Score 


96 


Exons 


3147.. 3473, 32 8 6. . 34 71, 


3333 


. . 3473 




Seq. No. 


36171 




Seq. ID 


OJ990908_13.9B15.C77' 


Gene No. 


74519 




Strand 




Start 


4 51 




T"~» „ _J 

End 


boy 


Name 


OJ990908_13 . 9B15 . C7 7 . ol 


gs 


Method 


GENSCAN 


Start 


451 




End 


/" o a 

68 9 


GI 


none 




Score 


. y o 


Exons 


ji r 1 A f\Q (TOT /"OA 

451 . . 4 98, 587 . . 689 








Seq. No. 


36172 




Seq. ID 


ojyyoyoy i3.9Bio.c/o 


Gene No. 


74520 




Strand 




Start 


349 




End 


10577 


Name 


OJ990908 13.9B15.C78.ol 


gp 


Method 


AAT/GAP 


Start 


211 




End 


y4 / 


GI 


5002953 




Score 


"} C A 

350 


Exons 


211. .392, 872. .947 








GI Descrip. 


4 680203/gb| AAD27566.1 | AF1141 


71_7 l.Oe- 


39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 






.Seq... No.. _ 


.3.6172 . ... „. 




„ .Seq..,. ID. 


, , 0 J 9 9 Q.9 0.8.. .1,3,. 9 B.l^ .£33. . . 


Gene No. 


74520 




Strand 




Start 


349 




End 


10577 


Name 


OJ990908 13.9B15.C78.ol 


np 


Method 


AAT/NAP 


Start 


325 




End 


4401 


GI 


4680203 




Score 


256 


Exons 


325. .910, 4365. .4401 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


36172 




Seq. ID 


T A A A n A n 10 Avt-\ 1 f— /— i *~J o 

OJ990908 13.9B15.C78 


Gene No. 


74520 




Strand 




Start 


349 




End 


10577 


Name 


OJ990908 13.9B15.C78.ol 


gs 


Method 


GENSCAN 


Start 


349 




End . 


10577 


GI 


none 




Score 


.74 ■ 


Exons 


349. .885, 2447. .2549, 2847. . 


2914, 3137 


..3189, 3480. .3680, " 




5.422. .5549, 8281. .8479, 


8781 


..8835, 10320. .10482, 10564.. 1057 


Seq. No. 


36172 




Seq. ID 


OJ990908_13.9B15.C78 


Gene No. 


74520 




Strand 




Start 


349 




End 


10577 


Name 


OJ990908 13.9B15.C78.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


436, . 




End 


937. . *- '.. 


GI . , 


none .. 




Scpre ' 


67 • 


Exons 


436.. 528', 529.. 633, 557 


.634 


, 658..699, 658. .696, 703. .750, 




739. .894, 755. .937 








Seq. No. 


36173 




Seq. ID 


OJ990908_13.9B15.C79 


Gene No. 


74521 




Strand 


+ 


Start 


367 




End 


1698 


Name 


OJ990908 13.9B15.C79.ol 


gs 


Method 


GENSCAN 


Start 


367 




End 


1222 


GI 


none 




Score 


.87 


Exons 


367. .442, 465. .1222 









35886 




Seq. No. 


36173 








Seq. ID 


OJ990908 


_13. 9B15.C79 


Gene No . 


74521 








Strand 


+ 




Start 


367 








End 


1698 




Name 


OJ990908 13 


. 9B15 


.C79.ol. 


np 


Method 


AAT/NAP 




Start 


367 








End 


1698 




GI 


3549626 . 








Score 


71 




Exons 


367.. 575, 1669.. 


1698 










GI Descrip. 


(AJ009696) 


wall- 


associated kinase 1 [Arabidopsis thaliana] 


Seq. No. 


36174 








Seq. ID 


OJ990908 


_13.9B15.C80 


Gene No. 


74522 








Strand 


+ 




Start 


881 








End 


8753 




Name 


OJ990908 13 


. 9B15 


.C80.ol. 


gs 


Method 


GENSCAN 




Start 


881 








End 


3256 




GI 


none 








Score 


.84 




Exons 


881. .903, 2 


851. . 


3095, 3147.. 


3256 






Seq. No. 


36174 








Seq. ID 


OJ990908 


_13.9B15.C80 


Gene No. 


74522 








Strand 


+ 




Start 


881 








End 


8753 




Name 


OJ990908 13 


. 9B15 


.C80.ol. 


np 


Method 


AAT/NAP 




..Start 


2 5.2.1-- 








End. „: 


-9 7_5„3. „ _ 




_GI....... , 


4.96634.7 .. 








^ .Score... 


.45.5 




Exons 


2521. .2583, 


2987 


. .3095, 


7181 


. .7279, 7691. .8753 




GI Descrip. 


(AC006341) 


Similar to gb|AJ012423 wall 


-associated kinase 2 




Arabidopsis 


thaliana . 










Seq. No. 


36174 








Seq. ID 


OJ990908 


_13.9B15.C80 


Gene No. 


74522 








Strand 


+ 




Start 


881 








End 


8753 




Name 


OJ990908 13 


. 9B15 


.C8O.0I. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3029 








End 


8477 




GI 


none 








Score 


85 




Exons 


3029. .3094, 


7153 


. .7206, 


7210 


..7293, 78 


82. .8037, 


7887. .7928, 




8036. .8122, 


8037 


. .8135, 


8175 


..8363, 8263.. 8313, 


8351. .8476, 




8352. .8477 














Seq. No. 


36174 








Seq. ID 


OJ990908 


_13.9B15.C80 


Gene No. 


74522 








Strand 


+ 




Start 


881 








End 


' 8753 




Name 


OJ990908 13 


. 9B15 


.C80.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3360 








End 


3649. 




GI 


none 








Score 


36 




Exons 


3360... 3488,. 


34 90 


. .3645,. 


3-4 91 


.-.3511,- 3542. .3649 * 




Seq,' No. 


*3.6174 








geq. ID.. 


•OJ990908 


_13.. 9B15.C80 


Gene No. 


74522 








Strand 


+ 




Start 


881 








End 


8753 




Name 


OJ990908 13 


. 9B15 


.C80.o2. 


gs 


Method 


GENSCAN 




Start 


4676 








End 


8750 




GI 


none 








Score 


.91 




Exons 


4676.-4739, 


6242 


. .6313, 


7181 


..7348, 7712. .7975, 


8173. .8750 


Seq. No. 


36174 








Seq. ID 


OJ990908 


_13.9B15.C80 


Gene No. 


74522 








Strand 


+ 




Start 


881 








End 


8753 




Name 


OJ990908 13 


. 9B15 


.C8O.0I. 


tm 


Method 


TBLASTX: 


Maize 



35887 




Start 


7792 


End 


8474 




GI 


none 


Score 


38 




Exons 


7792.. 7821, 7882 8037 , 7887 


..8036, 8036.'. 8116, 


8037 . .8132, 




8178.. 8363, 8342.. 8473, 8352 


. .8474 






Seq. No. 


36174 


Seq. ID 


OJ990908 


_13 . 9B15 . C80 


Gene No. 


74522 


Strand 


+ 




Start 


881 


End 


8753 




Name 


OJ990908 13 . 9B15 . C80 . ol . ts 


Method 


TBLASTX : 


Soybean 


Start 


7887 


End 


8474 




GI 


none 


Score 


69 




Exons 


7887. .7928, 7975. .8106, 8036 


..8134, 8037. .8138, 


8043 . .8147, 




8145. .8363, .8168. .8323, 8178 


..8336, 8349. .8474, 


8381 . .8470 


Seq. No. 


36174 


Seq. ID 


OJ990908 


_13.9B15.C80 


Gene No. 


74522 


Strand 


+ 




Start 


881 


End 


8753 




Name 


OJ990908_13 . 9B15 .C80 .ol. tw 


Method 


TBLASTX: 


Wheat 


Start 


8082 


End 


84 95 




GI 


none 


Score 


55 




Exons . 


8082. .8 138, 8175. .8327, 834 9 


..8495, 8351. .8491 




._.-,„,_.. ... _ „ w „ 
Seq..., No. , 


— r — ~~ 

3617.5.. . . „_..._ .. 


...Seq.,., ID. . 


76j;9a6m8^lX 9313 .£31, 


Gene No. 


74523 


Strand- 


+ 




Start 


454 


End 


8903 




Name 


OJ990908 13. 9B15.C81.ol.gs 


Method 


GENSCAN 




Start 


454 


End 


7655 




GI 


none 


Score 


.63 




Exons 


454.-547, 2019. .2098, 2342.. 


2431, 4905 


. .5080, 5661. .5761, 




5879.. 6007, 6526.. 7231, 7275 


..7381, 7489. .7655 




Seq. No. 


36175 


Seq. ID 


OJ990908 


_13.9B15.C81 


Gene No. 


74523 


Strand 


+ 




Start 


454 


End 


8903 




Name 


OJ990908 13. 9B15.C81 .o2.gp 


Method 


AAT/GAP 




Start 


6424 


End 


6935 




GI 


uC-osf lM202052c07bl 


Score 


999 




Exons 


6424 . . 6935 








GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] ' 


Seq. No. 


36175 


Seq. ID 


OJ990908 


_13.9B15.C81 


Gene No. 


74523 


Strand 


+ 




Start 


4 54 


.End 


8903 




Name 


OJ990908 13.9B15.C81.o2.np ' 


Method 


AAT/NAP 




Start . 


'6534 " ■ ■ 


.End - ^ 


8903 


■ * 


GI' : ' .'\ ' 


4234852 . 


Score. 


92:3 




Exons 


6534. .6710, 6744. .8903 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


36175 


Seq. ID 


OJ990908 


_13.9B15.C81 


Gene No . 


74523 


Strand 


+ 




Start 


454 


End 


8903 




Name 


OJ990908 13.9B15.C81.o3.gp 


Method 


AAT/GAP 




Start 


7167 • 


End 


7726 




GI 


uC-osflcyp006al0bl 


Score 


770 




Exons 


7167. .7382, 7489.-7726 








GI Descrip. 


'4234846 7.0e-13 (AF082130) 


gag-pol polyprotein 


[Zea mays] ' 



35888 




Seq. No. 


36175 








Seq. ID 


OJ990908_13.9B15.C81 


Gene No. 


74524 








Strand 




Start 


1366 








End 


3334 


Name 


OJ990908 13 


■9B15. 


.C81.ol 


.np 


Method 


AAT/NAP 


Start 


1366 








End 


3334 


GI 


6721516 








Score 


567 


Exons 


1366. . 1524, 


2292, 


. .2647, 


3056. 


.3334 




GI Descrip. 


(AP001072) : 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


36175 








Seq. ID 


OJ990908_13.9B15.C81 


Gene No. 


74525 








Strand 




Start 


7986 








End 


8312 


Name 


OJ990908_13 


. 9B15 . 


.C8I.0I. 


.tm 


Method 


TBLASTX: Maize 


Start 


6627 








End 


7566 


GI 


none 








Score 


479 


Exons 


6627. .7205, 


6749. 


. .7195, 


6883. 


.7236, 6951.. 7229, 7288. .7380, 




7486. .7566 












Seq. No. 


36175 








Seq. ID 


OJ990908 13.9B15.C81 


Gene No. 


74525 








'Strand 




Starts...; .. 


_7 9&6_ 










_&3.12 „ 


Name. 


...OJ9 9.090.8 _JL3 




.CB.i,.Q2,...g.s., v 


..Method .... 


..G.ENSCAN., „ „ f .^ 


Start 


7986 








End 


8312 


GI 


none 








Score 


.53 


Exons 


7986. .8013, 


8253 , 


. .8312 








Seq. No. 


36175 








Seq. ID 


OJ990908_13.9B15.C81 


Gene No. 


74526 








Strand 




Start 


8496 








End 


8902 


Name 


OJ990908 13 


. 9B15 . 


.C81.ol. 


.ts 


Method 


TBLASTX: Soybean 


Start 


8496 








End 


8902 


GI 


5509260 








Score 


166 


Exons 


8496. .8696, 


8693 , 


. .8902 








GI Descrip. 














Seq. No. 


36175 








Seq. ID 


OJ990908_13.9B15.C81 


Gene No. 


74526 








Strand 




Start 


8496 








End 


8902 


Name 


OJ990908 13 


. 9B15 , 


,C8i.o2, 


.tm 


Method 


TBLASTX: Maize 


Start 


8496 








End 


8794 


GI 


none 








Score . 


176 


Exons 


8496. .8696, 


8693. 


. .87 94 








Seq. No". " 


' 36175 : 








Seq,: ID 


OJ990.908_13: 9B15 . C81. 


Gene No.. 


74526 . . 








: .Strand 




Start 


8496 








End 


8902 


Name 


OJ990908 13 


.9B15, 


,C81.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


8615 








End 


8899 


GI 


none 








Score 


86 


Exons 


8615. .8695, 


8616. 


, .8696, 


8616. 


.8696, 8693. .8899, 8735. .8896 


Seq. No. • 


36176 








Seq. ID 


OJ990908_13.9B15.C82 


Gene No. 


74527 








Strand 


+ 


Start 


180 








End 


375 


Name 


OJ990908 13 


.9B15. 


,C82.ol. 


.gs 


Method 


GENSCAN 


Start 


180 








End 


375 



35889 



GI 

Exons 

Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

JSLfcaJd; 

. N.ame_. 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



none 

180. .197, 256. .375 

36176 
74528 
599 

OJ990908_13.9B15.C82.ol.tw' 

163 
none 

163. .279, 325. .564 

36176 
74528 
599 

OJ990908_13 . 9B15 . C82 . ol . gp 

599 

none 

599. .812 



Score 



.82 



Seq. ID OJ990908_13.9B15.C82 
Strand 

End 812 

Method TBLASTX : Wheat 

End 564 

Score 168 



Seq. ID OJ990908__13.9B15.C82 
Strand 

End 812 

Method AAT/GAP 

End 812 

Score 385 



Seq. ID OJ990908_13.9B15.C83 
Strand + 

... J.6„87_ : _ 



_End,-; 



36177 
74529 

™^6j9.909D8_.li.]-9Bl,5.,..C83..ol . np JYIe.thod. ., AATVNAP-. _ ,„ .. 

1 End 1687 

5001454 Score 139 

1..286, 1660. .1687 

(AC007730) putative non-LTR retrolelement reverse transcriptase 
[Arabidopsis thaliana] 



36177 
74529 
1 

OJ990908_13 . 9B15 . C83 . ol . tm 
13 

none 

13. .273, 14. .262, 310. .339 

36177 
■74529 
'1 

OJ990908_13.9B15.C83.ol.gs 

. 23 
none 

23.. 42, 112.. 235, 1198.. 1351 



Seq. ID OJ990908_13.9B15.C83 

Strand + 

End 1687 

Method TBLASTX : Mai ze 

End 339 

Score 177 



Seq. ID OJ990908_13.9B15.C83 

Strand- + 

End 1687 

Method GENSCAN 

End 1351 

Score .48 



■36178 * 
74530 
1 

OJ990908_13. 9B15.C84 .ol.np 
1 

2244839 

1..28, 1176. .2551, 3303. .3645, 3913. .4111 

(Z97337) hypothetical protein [Arabidopsis thaliana] 



Seq. I'D. OJ990908_13. -9B15..C84 
Strand 

End 564 9 

Method AAT/NAP 

End 4111 

Score 1188 



36178 
74530 
1 



Seq. ID OJ990908_13.9B15.C84 
Strand 

End 5649 



35890 



Name OJ990908_13 . 9B15 .C84 . ol . gs 
Start 1275 
GI none 

Exons ' 1275.. 1726, 1983.. 2551, 3303. 

Seq. No. 36178 
Gene No. 74530 
Start 1 

Name OJ990908_13 . 9B15 . C84 . o2 . tc 
Start 1302. 

GI none 

Exons 1302.. 1568, 1330.. 1569 

Seq. No. 36178 
Gene No. 74530 
Start 1 

Name OJ990908_13 . 9B15 . C84 . ol . tm 
Start 1311 

GI none 

Exons .1311. .1922, 1345. .1872, 1912. 

2020. .2094,' 2035. .2274, 2041. 

2im-~.Z355.,-JZl^'225&,~21Sa*. 

_ ...33.08.. .35.35, 3327 ... 3.4.67-. 

Seq. No. 36178 
Gene No. 74530 
Start 1 

Name OJ990908_13 . 9B15 . C84 . ol . ts 
Start 1437 
GI none 

Exons 1437.. 1535, 1536.. 1823, 1551. 

2416. .2526 



Method GENSCAN 

End 5635 

Score .77 

.3781, 4644. .4800, 5384. .5635 

Seq. ID OJ990908_13.9B15.C84 
Strand 

End 5649 

Method TBLASTX : Cress 

End 1569 

Score 98 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990908 13.9B15.C84 



5649 

TBLASTX: Maize 
3535 
156 

2181, 1921... 2091, 1924. 
2223, 2071.. 2277, 2080. 



,2106, 
,2256, 



,.2355-,_238J5.v • 2J5Z3,_2J QA^2AM+. 



Seq. ID OJ990908_13.9B15.C84 
Strand 

End 5649 

Method TBLASTX : Soybean 

End 2526 

Score 107 

.1814, 1627. .1824, 2035. .2130, 



Seq. No. 36178 

Gene No. 74530 

Start 1 

Name OJ990908_13 . 9B15 . C84 . ol . tw 

.Start 1512 

GI none 

Exons 1512. 

2008. 



,1598, 1651.. 1896, 1653, 
,2112, 2017.. 2277, 2197, 



OJ990908_13.9B15.C84 
5649 

TBLASTX: Wheat 
3535 ' 
127 ■ 

.1916, 1713.. 1832, 1912.. 2127, 
.2523, 2437. .2526, 3308. .3535, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3339. .3416 



Seq-. No. 

Gene . Nci". 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36178 ' Seq. ID OJ990908_13.9B15.C84 

74530 . ' . " ' " Strand - ; * ■ ' * ' . 

1 - " ~ - End ■ 5.64 9 " 

OJ990908_13 . 9B15 . C8 4 . o2 . np Method AAT/NAP 

1519 End 3544 

1402883 Score 522 

1519. .2714, 3443.-3544 

(X98130) unknown [Arabidopsis thaliana] gi | 14 95263 | emb | CAA66119 | 
(X97487) orf09 [Arabidopsis thaliana] 



Seq. No. 36178 Seq. ID 

Gene No. 74 530 Strand 

Start 1 End 

Name OJ990908 13 . 9B15 . C84 . ol . tc Method 



OJ990908_13.9B15.C84 
5649 

TBLASTX: Cress 



35891- 




Start 


1572 


End 


3535 


GI 


none 


Score 


47 


Exons 


1572.. 1673, 1677.. 1808, 1713. 


.1907, 1791.. 1916, 1918.. 2082, 




1924. .2478, 1925. .1966, 2008. 


.2379, 2035.. 2103, 2101.. 2271, 




2113. .2235, 2197. .2553, 3308. 


.3535, 3308.. 3517 


Seq. No. 


36178 


Seq. ID 


OJ990908_13.9B15.C84 


Gene No. 


74530 


Strand 




Start 


1 


End 


5649 


Name 


OJ990908 13.9B15.C84.o3.np 


Method 


AAT/NAP 


Start 


3499 


End 


5649 . 


GI 


3894194 


Score 


87 - s 


Exons 


3499.-3567, 5401.. 5649 






GI Descrip. 


(AC005662) putative strictosidine synthase [Arabidopsis 




thaliana] 






Seq. No. 


36179 


Seq. ID 


OJ990908_13. 9B15.C85 


Gene No. 


74531 


Strand 


+ 


Start 


1188 


End 


2846 


Name 


OJ990908 13 . 9B15 . C85 . ol . np 


Method 


AAT/NAP 


Start 


1188 


End 


2646 


01; I 


58£21.8.0_„ -„™ - 




». -.311 _ „,._ . . — : — „ 


Exons. . ,. , 


...11.88... 12.5 9,,_ '2 27.3.,. 2.6.4 6.. ..... , 


_ ... ..... 




GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


36179 


Seq. ID 


OJ990908 13.9B15.C85 


Gene No. 


74531 


Strand 


+ 


Start 


1188 


End 


2846 


Name 


OJ990908 13.9B15.C85.ol.gs 


Method 


GENSCAN 


Start 


2306 


End 


2846 


GI 


none 


Score 


.9 


Exons 


2306.. 2391, 2432.. 2846 






Seq. No. 


36180 


Seq. ID 


OJ990908_13.9B15.C86 


Gene No. 


74532 


Strand 


+ 


Start 


207 


End 


2071 


Name 


OJ990908 13.9B15.C86.ol.gs 


Method 


GENSCAN 


Start 


207 


End 


2071 


GI. 


none 


Score 


.86 


Exons 


207. .695, 788. .903, 1036. .107 


8, 1964. 


.2071 


Seq. No. 


36180 


Seq. ID 


OJ990908_13.9B15.C86 


Gene No . 


74533 


Strand 


+ 


Start 


2591 ■ . . 




2701 ■ ' 


Name * '■" 


OJ990908' 13."9B15:C86-;-ol.gp 


Method' 


AAT/GAP • " 


Start 


2591 


End 


2701 ' ; 


GI 


uC-osflcyp088bl2bl 


Score 


141 


Exons 


2591. .2701 






GI Descrip. 


' 5257255/dbj | AP000364 . 1 1 AP000364 3.0e- 


-36 Oryza sativa genomic 




DNA, chromosome. 8, clone : P0026F07 1 




Seq. No. 


36180 


Seq. ID 


OJ990908_13.9B15.C86 


Gene No. 


74534 


Strand 




Start 


1 


End 


8118 


Name 


OJ990908 13.9B15.C86.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


8118 


GI 


5295955 


Score 


267 



35892 



Exons 1..288, 654. .718, 768. .1184, 1909. .2032, 8002. .8118 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


36180 


Seq. ID 


OJ990908_13.9B15.C86 


Gene No. 


74534 


Strand 




Start 


1 


End 


8118 


Name 


0 J990908_13 . 9B15 . C8 6 . o2 . gs 


Method 


GEN SCAN 


Start 


2408 


End 


6536 


GI 


none 


Score 


.63 


Exons 


2408. .2586, 2746. .2791, 3281. 


.3515, 4721. .4823, 5947. .6090, 




6222. .6407, 6416. .6536 






Seq. No. 


36181 


Seq. ID 


OJ990908_13 . 9B15 . C87 


Gene No. 


74535 


Strand 




Start 


1 


End 


566 


Name 


OJ990908 13.9B15.C87.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


566 


GI 


6069646 


Score 


372 


Exons 


1. .566 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 


— . — 


; ,..[ Or yjza„^atlya L.gi J.. 6.9,0.111 2, Ldbj J.BMiO 6 3.9. 


. 1J _(&P.QjDJkl2 9_L .Similar. .to. 




. , . Arab i dop.ai s ^tha 1 i a na . ,.c hx omo.spme. ,X I . BAC 


_F 9 01,3 ..genomic,, s e que nc.e.,. . _ 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248 ) 




[Oryza sativa] 






Seq. No. . 


36181 


Seq. ID 


OJ990908_13. 9B15 .C87 


Gene No. 


74535 


Strand 


— 


Start 


1 


End 


566 


Name 


OJ990908 13.9B15.C87.ol.gs 


Method 


GENSCAN 


Start 


82 


End 


349 


GI 


none 


Score 


. 62 


Exons 


82. .349 






Seq. No. 


36181 


Seq. ID 


OJ990908_13.9B15.C87 


Gene No. 


74535 


Strand 




Start 


1 


End 


566 


Name 


OJ990908 13.9B15.C87.ol.tm 


Method 


TBLASTX: Maize 


Start 


108 


End 


525 


GI 


none 


Score 


104 


Exons 


108. .314, 319. .525, 326. .505 






Seq. No. 


'36182 / 


Seq. ID 


OJ990818_15.9B12.C1 


Gene No . 


74536 ■ • 


Strand 


+ 


Start 


13849 . ■ • . 


End ' ' 


' 14124 : . • 


Name 


OJ990818 15.9B12.Cl.o2.gp 


Method 


AAT/GAP 


Start 


13849 


End 


14124 


GI 


4392 1.R1084 


Score 


530 


Exons 


13849. .14124 






GI Descrip. 


'585350/sp|Q08466|KC22 ARATH 


5.0e-50 CASEIN KINASE II, ALPHA 




CHAIN 2 (CK II) >gi 419753 pir S31099 


casein kinase II (EC 




2.7.1.-) alpha-type chain (clone ATCKA2 ) - Arabidopsis thaliana 




>gi 391605 dbj BAA01091 (D10247) casein kinase II catalytic 




subunit [Arabidopsis thaliana 


] 1 




Seq. No. 


36182 


Seq. ID 


OJ990818_15.9B12.C1 . 


Gene No. 


74537 


Strand 





35893 




Start 


1082 








End 


3942 


Name 


OJ990818_15. 


9B12 . 


CI . ol . 


gs 


Method 


GENSCAN 


Start 


1082 








End 


3942 


GI 


none 








Score 


. 66 


Exons 


1082 . . 1384 , 


2619 . 


. 2860, 


3193 . 


.3238, 3907.. 3942 


Seq. No. 


36182 








Seq. ID 


OJ990818_15. 9B12.C1 


Gene No. 


74538 








Strand 




Start 


7305 








End 


13813 


Name 


OJ990818_15. 


9B12. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5324 








End 


7330 


GI 


none 








Score 


72 


Exons 


5324 . . 5413, 


5432 . 


. 5458, 


5552 . 


.5656, 5669. .5941, 5863. .5937, 




6029. . 6169, 


6034 . 


. 6156, 


6245 . 


.6319, 6262. .6321, 6464. .6682, 




6497 . . 6616, 


7214 . 


. 7330, 


7216. 


.7308 




Seq. No. 


36182 








Seq. ID 


OJ990818_15.9B12.C1 


Gene No. 


74538 








Strand 




Start 


7305 








End 


13813 


Name 


OJ990818 15. 


9B12. 


Cl.o4. 


np 


Method 


AAT/NAP 


Start 


7305 








End 


10476 


GI „ 


_ 669.3035.„ 








Score_ 


228 


Exons....... 


- .7.305.. .Z402,.. 


943X. 


."965.8^, 


.... 1.014.5 


....,10.206.., 


15.24.9 ...J..030.1, ,1.04,0.CU. 


GI Descrip. 


(AC012375) T22C5. 


15 [Arabidopsis thaliana] 


Seq. No. 


36182 








Seq. ID 


OJ990818_15.9B12.C1 


Gene No. 


74538 








Strand 




Start 


7305 








End 


13813- 


Name 


OJ990818 15. 


9B12. 


Cl.o3. 


gs 


Method 


GENSCAN 


Start 


8653 








End 


13813 


GI 


none 








Score 


.69 


Exons 


8653. .8907, 


9011. 


.9658, 


10145 


. .10301, 


10400. . 10612, 




11384 . .11521 


, 12945. .13242, 13807. .13813 


Seq. No. 


36182 








Seq. ID 


OJ990818_15.9B12.C1 


Gene No. 


74538 








Strand 




Start 


7305 








End 


13813 


Name 


OJ990818 15. 


9B12. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8726 








End 


9620 


GI 


none 








Score 


188 


Exons 


8726. .8908, 


8727. 


.8897, 


8731. 


.8922, 8 


972. .9373, 9030. .9320, 




9208. .9321, 


9311. 


.9619, 


9321. 


.9620 




Seq. No. 


36182 








Seq. ID 


OJ990818_15.9B12.-C1 


Gene No'. 


74538 " . 








Strand 




Start 


7305 








End 


■ 13813 


Name 


OJ990818 15. 


9B12. 


Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


9079 








End 


9469 


GI 


none 








Score 


212 


Exons 


9079. .9321, 


9080. 


.9373, 


9084 . 


.9320, 9311. .9469, 9321. .9455, 




9323. .9469 












Seq. No. 


36182 








Seq. ID 


OJ990818_15.9B12.C1 


Gene No. 


74538 








' Strand 




Start 


7305 








End 


13813 


Name 


OJ990818 15. 


9B12. 


Cl.ol. 


gp 


Method 


AAT/GAP 


Start 


11169 








End 


13229 



35894 



GI 22567_1.R1084 Score 1283 

Exons 11169. .11560, 12257 12363, 12945 .. 13082 , 13160.. 13229 

GI Descrip. ' 5689994 /emb | CAB52039 . 1 1 6.0e-ll (AL109731) hypothetical protein 
[Schizosaccharomyces pombe] ' 



Seq. No. 36182 

Gene No. 74538 

Start 7305 

Name OJ9908 18_15 . 9B12 . CI . o2 . tc 

Start 11235 

GI none 

Exons 11235. .11297, 11388 .. 11558, 
12258. .12365, 12 944 .. 13024 , 

Seq. No. 36182 

Gene No. 74538 

Start 7305 

Name OJ990818_15 . 9B12 . CI . o2 . tm 

Start 11385 

GI none 
Exons . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 15.9B12.C1 



13813 

TBLASTX: Cress 
13025 
156 

11398. .11559, 12250. .12366, 
12969. .13025 



Seq. ID OJ990818_15.9B12.C1 
Strand 

End 13813 

Method TBLASTX: Maize 

End 13027 

Score 181 



11385. .11561, .11388. . 11558, 11389. .11559, 12238... . 12366, 
.1.2.25.6. ,..12327, ..122.58 ..... 3L237.4 :*:JL2258_....12,36,5., . 12 9.41,,., .1.302 A ^ 
. L2969, ,,1.3025.,-„12.977 ... 13.Q27..., .... . , _ 



Seq. No. 36182 

Gene No. 74538 

Start 7305 

Name OJ9908 18_15 . 9B12 . CI . o2 . ts 

Start 11394 

GI none 

Exons 11394. .11561, 11398 11547, 
12238. .12366, 12258 12365, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 15.9B12.C1 



13813 

TBLASTX : Soybean 
13024 
172 

11405. .11569, 11409. .11558, 
12944. .13024 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



OJ990818_15.9B12.C2 

2996 
AAT/GAP 
478 
369 



36183 Seq. ID 

74539 Strand 
1 End 
OJ990818_15 . 9B12 . C2 . ol . gp Method 
1 End 
4392_1.R1084 Score 
1. .94, 199. .281, 417. .478 

, 585350/sp|Q08466|KC22_ARATH 5.0e-50 CASEIN KINASE II, ALPHA 

CHAIN 2 (CK II) >gi_419753_pir S31099 casein kinase II (EC 

2.7.1.*-) alpha-type chain (clone ATCKA2) - Arabidopsis thaliana 
>gi_391605__dbj_BAA01091_ (D10247) casein kinase II catalytic . 
s'ubunit ' [Arabidopsis thaliana]' 1 "' ' \" V * * 



36183 
74539 
1 

OJ990818_15.9B12.C2.ol.np 
1 

3821793 



Seq. ID OJ990818_15.9B12.C2 



Strand 
End 

Method 

End 

Score 



2996 
AAT/NAP 
2996 
1062 



1..94, 199. .281, 417. .482, 605. .695, 1129. .1285, 2112. .2306, 
2779. .2996 

(Y11526) casein kinase II alpha subunit [Zea mays] 



36183 



Seq. ID OJ990818_15. 9B12.C2 



35895 



Gene No. 74539 Strand 

Start 1 End 2996 

Name - OJ9908 18_15 - 9B12 . C2 . ol . tc Method TBLASTX : Cress 

Start 25 End 2295 

GI none Score 54 

Exons 25. .96, 32. .97, 195. .284, 199. .282, 414. .440, 445. .480, 

447. .497, 597. .701, 600. .674, 602. .715, 1119. .1262, 1128. .1262, 
1129. .1263, 1262. .1288, 2101. .2295, 2112. .2294 

Seq. No. 36183 Seq. ID OJ9908 18_15 . 9B12 . C2 

Gene No. 74539 Strand 

Start 1 End 2996 

Name OJ9908 18_15 . 9B12 . C2 . ol . tm Method TBLASTX : Maize 

Start 25 End 2913 

GI none Score 8 6 

Exons 25. .96, 26. .97, 195. .284, 199. .282, 414. .497, 415. .495, 

602. .715, 606. .701, 1100. .1258, 1119. .1262, 1128. .1262, 
1129. .1263, 1129. .1263, 1262. .1288, 2104. .2307, 2110. .2307, 
2112. .2309, 2780. .2908, 2815. .2913 

Seq. No. . . 36183 . . Seq. ID OJ9908 18_15 . 9B12.. C2 

_Gene_No ... 7.45.39 _ ... , Strand _ .• - ~- - 

...Start.,... - ..1 — .... -End... 2.99£ ,-, _ . 

Name OJ9908 18JL5 . 9B12 . C2 . o2 . ts Method ' TBLASTX : Soybean 

Start 25 . . End 1288 

GI none Score 8 4 

Exons 25. .96, 26. .97, 195. .284, 199. .282, 376. .408, 414. .494, 

414. .497, 415. .495, 416. .505, 597. .701, 600. .698, 602. .715, 
1119. .1256, 1128. .1262, 1129. .1263, 1141. .1263, 1262. .1288 

Seq. No. 36183 Seq. ID OJ9908 18_15 . 9B12 . C2 

Gene No. 74539 * Strand 

Start 1 End 2996 

Name OJ9908 18_15 . 9B12 . C2 . ol . gs Method GENSCAN 

Start 372 End 2908 

GI none Score . 54 

Exons 372. .482, 605. .695, 1153. .1379, 2112. .2306, 2779. .2908 

Seq. No. 36183 Seq. ID OJ990818_15 . 9B12 . C2 

Gene No. 74539 Strand 

Start 1 End 2996 

Name OJ9908 18_15 . 9B12 . C2 . ol . tw Method TBLASTX : Wheat 

Start 632 - End 2309 . 

GI none * . Score 84 

Exons V ' 632. . 7.15:, 6S3 .".701, 1100. .1258, 1119.\1262, 1128;. 1262V ■ 

1129, .1263, .1129. .1263, 1262. .1288, 2104 .. 2307, ' 2110 ... 2307 , 
2112. .2309 

Seq. No. 36183 Seq. ID OJ990818_15.9B12.C2 

Gene No. 74539 Strand 

Start 1 End 2996 

Name OJ9908 18_15 . 9B12 . C2 . ol . ts Method TBLASTX : Soybean 

Start 2105 End 2921 

GI none Score 153 

Exons 2105. .2278, 2106. .2309, 2111. .2293, 2113. .2307, 2780. .2902, 

2815. .2913, 2883. .2921 



35896 




Seq. No. 


36184 


Seq. ID 


OJ990818 


_15. 


9B12 


.C3 


Gene No. 


74540 


Strand 


+ 








Start 




hna 


QQ1 

981 








Name 


OJ99U8 lo_lo . 9Blz.C3.ol.gs 


Method 


f~* T7 1 VI C TV \7 

GENSCAN 








Start 


0 ft 

839 


End 


981 








GI 


none 


Score 


. / 








Exons 


839 . .981 












Seq. No. 


36184 


Seq. ID 


r\ t n o. n 0 1 0 
OJ 9908 18 


15 . 


Qni ft 


. C O 


Gene No. 


74541 


Strand 










Start 


904 


End 


2823 








Name 


OJ990818 15. 9B12.C3.ol.np 


Method 


AA1 /JNAr 








Start 


904 


End 


Z0Z0 








GI 


6498436 


Score 


93 








Exons 


904. .1004, 1611. .1934, 2803. 


.2823 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sat i va J 








Seq. No. 


36184 


Seq. ID 


OJ990818 


_15. 


9B12 


.C3 


Gene No. 


74541 


Strand 










Start 


904 


End 


0 0 0 q 
Z0Z0 








Name . 1 . 


.OJ990818 15..'9B12.C3..o2.g.s 


Method . 


GENSCAN . 








Starts. . . 


. 1 6.6/7... _ 


_£n.d 


,X 9.6,0 , 





— — 




.GI. _ ..... , 


none .. . .,- , 












Exons 


1667. .1960 












Seq. No. 


36185 


■Seq. ID 


OJ990818 


_15. 


9B12 


.C4 


Gene No. 


74542 


Strand 


+ 








Start 


92 


End 


ft c 0 

958 








Name 


OJ990818 15.9B12.C4.ol.gs 


Method 


GENSCAN 








Start 


92 


End 


ft C 0 

958 








GI 


none 


Score 


0 f 

. 0 0 








Exons 


92. .158, 771. .958 












Seq. No. 


36185 


Seq. ID 


OJ990818 


_15. 


9B12 


.C4 


Gene No. 


74543 


Strand 


+ 








Start 


2341 


End 


/line 








Name 


OJ990818 15.9B12.C4.ol.gp 


Method 


AAT/GAP 








Start 


2239 


End 


0 c ft 

ZbZ 6 








GI 


2310208 


Score 


a on 
48 / 








Exons 


2239..2S26 












Seq. No. 


36185 


Seq. ID 


OJ990818 


_1.5. 


9B12 


.C4 


Gene No. 


74543 


Strand 










Start 


2341 -■ . - . . 


- End ■ 


4195 








Name ' 


OJ990818 15.9B1'2,C4 .o2.gs 


* Method ' ' . 


GENSCAN 




* 




Start 


2301-. . ■ '* 


End 


"3 ft O /I 

3804 ■ 




* 




GI 


none 


Score 


ft o 
. 99 








Exons 


2341. .2626, 2727. .3118, 3304 


. .3804 










Seq. No. 


36185 


Seq. ID 


/"\ Tf1 ft ft O 1 O 

OJ9 90818 


_lo . 


9B1Z 


. C4 


bene ino . 


74543 


Strand 


+ 








Start 


2341 


End 


4195 








Name 


OJ990818 15.9B12.C4.ol.np 


Method 


AAT/NAP 








Start 


2370 


End 


3804 








GI 


3297816 


Score 


945 








Exons 


2370. .2626, 2727. .3118, 3304 


. .3804 










GI Descrip. 


(AL031032) putative protein 


[Arabidopsis thaliana] 







35897 



Seq. No. 


36185 






Seq. ID 


OJ990818_15. 9B12.C4 


Gene No. 


74543 






Strand 


+ 


Start 


2341 






End 


4195 


Name 


OJ990818_15 . 


9B12 .C4 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2425 






End 


3687 


GI 


none 






Score 


85 


Exons 


2425 . . 2526, 


2535 . . 2612, 


2536 . 


.2616, 2729.. 2929, 2809.. 2925, 




2981 . . 3121, 


3298 . . 3345, 


3306 . 


.3344, 3397. .3687, 3402. .3686 


Seq. No. 


36185 






Seq. ID 


OJ990818_15. 9B12.C4 


Gene No. 


74543 






Strand 


+ 


Start 


2341 






End 


4195 


Name 


OJ990818_15 . 


9B12 . C4 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


24zo 






End 


3768 


GI 


none 






Score 


264 


Exons 


2425 . . 2613, 


2532 . .2612, 


2726 . 


.2929, 2728.. 2925, 2981.. 3121, 




3297 . . 3344, 


3298 . . 3345, 


3370 . 


.3705, 3384.. 3686, 3730.. 3768 


Seq. No. 


36185 






Seq. ID 


OJ990818_15.9B12.C4 


Gene No. . 


.74543 






Strand . 


_+ . . _ . . . _ . 


Staxt_,._ 


„. 23.41. 


— -™ ~ — . 


— - 




. 4.1A5 _ . - , 


.Name . - - 


. .OJ9JJ081-8_.15., 


,9B12..C4-..o2 . 


.tc. 


„ Me.t.h.Qd 1.^ 


.TBLAS.TX.: Cr_e_s.s.,.^ 


Start 


2425 






End 


2929 


GI 


none 






Score 


185 


.Exons 


2425 . .2616, 


2544 . .2612, 


2732 . 


.2929, 2797.. 2925 


Seq. No. 


36185 






Seq. ID 


OJ990818_15.9B12.C4 


Gene No. 


74543 






Strand 


+ 


Start 


2341 






End 


4195 


Name 


OJ990818_15 . 


9B12 ,C4 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2732 






End 


3010 


GI 


none 






Score 


258 


Exons 


2732 . .2929, 


2740 . . 2928, 


2984 . 


.3010 




Seq. No. 


36185 






Seq. ID 


OJ990818_15.9B12.C4 


Gene No. 


7454 3 






Strand 


+ 


Start 


2341 






End 


4195 


Name 


OJ990818_15 . 


9B12 . C4 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


2993 






End 


3687 


GI 


none 






Score 


103 


Exons 


2993. .3109, 


3298. .3354, 


3361 . 


.3687 




Seq.- No. 


36185 






Seq. t ID 


OJ990818JL5. 9.B12.C4 


Gene . No . 


74543 . 






Strand 


■+■■■■'■•- ; -. - 


Start . 


' 2341 






End , ' 


4195 . ■ , • 


Name 


OJ990818 15. 


9B12.C4.o3. 


gp 


Method 


AAT/GAP 


Start 


3538 






End 


4195 


GI 


13689 1.R1084 




Score 


1266 


Exons 


3538. .4195 . 










GI Descrip. 


'3297816/emb|CAA19874.1| 3.0e 


-11 (AL031032) putative protein 




[Arabidopsis 


: thaliana] 1 








iSeq. No. 


36186 






Seq. ID 


OJ990818_15. 9B12.C5 


Gene No. 


74544 






Strand 




Start 


15 






End 


2227 


Name 


OJ990818 15. 


9B12.C5.ol. 


gs 


Method 


GEN SCAN 



35898 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

£xons._ 

G.I.. De.sjcr.ip.. 



15 End 2227 

none Score .94 

15. .82, 1352. .1416, 1935. .2227 

36187 Seq. ID OJ990818_15 . 9B12 . C6 

74545 Strand + 

1 End 2099 

OJ9908 18_15 . 9B12 . C6 . ol . np Method AAT/NAP 

1 End 2099 

5734621 Score 217 

1..38, 88. .298, 2067. .2099 

(AP000391) ESTs AU067 992 (C11433 ) , AU077424 (C114 33 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



36187 Seq. ID 

74545 Strand 
1 End 
OJ990818_15. 9B12.C6.o2 .np Method 
1 End 
3153821 . . ' .Score. 

1 3,5.,_12jJ.9.. sX6XQ.LJZQ33^.i2S)SSL~ ... ~~ 

AFjO 6,2 6 5 5)^p 1 enty-.o.f -pr oliae.s l- 1..0.1.;.,. JE0R1 .0 1 ;. S H3 - phi l.o -pratein ^ 
[Mus musculus] , 



OJ990818_15.9B12.C6 
+ 

2099 

AAT/NAP 

2099 

132. „ _. 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,5060 



OJ990818_ 
+ 

5175 
GENSCAN 
5060 
-.54 



36188 
74546 
568 

OJ990818_15 . 9B12 . C7 . ol . gs 
568 
none 

568. .667, 3620. .3730, 4755. 

36188 
74546 
568 

OJ990818_15.9B12.C7.ol.np 
2740 
84043 

2740.. 2934, 3106.. 3209, 5147.. 5175 

NADH dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 4 
Trypanosoma brucei mitochondrion (SGC6) 



15. 9B12.C7 



Seq. ID OJ990818_15.9B12.C7 

Strand + 

End 5175 

Method AAT/NAP 

End 5175 

Score 38 



36188 -. : Seq. ID 

•74546 .. 'Strand' 
568, - \ ' ' ; .... End 

OJ990818_15 . 9B12 . C7 . ol . gp Method 
3125 End 
LIB3477-003-P1-K1-E9 Score 
3125. .3207 

1 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990818_15.9B12.C7 

+ '*'*'..'* 

5175 . 

AAT/GAP 

3207 

112 



Seq. No. 
Gene No. 
Start 



36188 
74546 
568 



Seq. ID OJ990818_15.9B12.C7 
Strand + 
End 5175 



t 



35899 



Name 
Start - 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 

.JSxp.n.s „ ... 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990818_15. 9B12.C7.o2.np Method AAT/NAP 

4880 End 5175 

6522924 Score 115 

4880. .5023, 5066. .5175 

(AL132978) hypothetical protein [Arabidopsis thaliana] 



36189 
74547 
1 

OJ990818_15. 9B12.C8.ol.np 
1 

6522924 



Seq. ID OJ990818_15. 9B12.C8 

Strand + 

End 1942 

Method AAT/NAP 

End * . 1196 

Score 604 



1..206, 282. .524, 618. .1048, 1088. .1196 

(AL132978) hypothetical protein [Arabidopsis thaliana] 



36189 
74547 
1 

OJ990818_15.9B12.C8.ol.gs 
50 

none 

^5Q^X333^.X$M.u.s. 1.9,4 2 

36190 
74548 
479 

OJ990818_15.9B12.C9.ol.gs 

479 

none 

479. .556, 672. .839 



Seq. ID OJ990818_15.9B12.C8 

Strand + 

End 1942 

Method GEN SCAN 

End 1942 

Score .75 . . 



Seq. ID OJ990818_15. 9B12 .C9 

Strand + 

End 839 

Method GENSCAN 

End 839 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 

End 

Score 



36191 
74549 
396 

OJ990818_15.9B12.C10.ol.gs 
396 
none 

396. .558, 710. .792, 1424. .1543 

36192 
74550 
117 

OJ990818_15. 9B12.Cll.ol.gs 
117 

none : 

117. .217, 435...48£,- ; 1413/,1477, 2063. ,2140 



Seq. ID OJ990818_15.9B12.C10 
Strand 

1543 
GENSCAN 
1543 
.52 



Seq. ID OJ990818_15.9B12.C11 
Strand + 

2140 
GENSCAN 
2140 
.46 



End 

Method 
End • 
Score 



36193 
74551 
1 

OJ990818_15. 9B12.C12.ol.np 
1 

6759431 
1..21, 1190. .1359 

(AL137189) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990818_15.9B12.C12 

Strand + 

End 1731 

Method AAT/NAP 

End 1359 

Score 80 



Seq. No. 



36193 



Seq. ID OJ990818 15.9B12.C12 



35900 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



74551 Strand 
1 End 
OJ990818_15. 9B12.C12.ol.gs Method 
319 End 
none Score 
319. .433, 919. .965, 1153. .1264, 1700.. 

36193 Seq. ID 

74552 Strand 
2492 End 
OJ990818_15 . 9B12 . C12 . o2 . gs Method 
2492 End 
none Score 
2492. .2634 



1731 
GENSCAN 
1731 
. 67 

, 1731 

OJ990818_15.9B12.C12 

2772 
GENSCAN 
2634 
. 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons, _ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36193 Seq. ID 

74552 Strand 

2492 End 
OJ990818_15 . 9B12 . C12 . ol . tm Method 

2515 End 
none . Score. 
2515.... 2772, . 2519. .2737 

36194 



Seq. ID 
Strand 
End 

Method 
End 
Score 



74553 
1 

OJ990818_15. 9B12.C13.ol.np 
1 

6069646 
1..69, 570. .953 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ990818_15.9B12.C12 
2772 

TBLASTX: Maize 

2772 

81 



OJ990818_15.9B12.C13 
+ 

953 

AAT/NAP 

953 

184 



transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


36195 








Seq. ID 


OJ990818 


__15. 


. 9B12 


.C14 


Gene No. 


74554 








Strand 










Start 


. 872 








End 


988 








Name 


OJ990818 


_15.9B12.C14, 


.ol. 


.gs 


Method 


GENSCAN 








Start 


872 








End 


988 








GI 


none 








Score 


.52 








Exons 


872. .988 


















Seq. No. ; 


' 36196 








Seq. ID- 


OJ990818 


_15. 


. 9B12 


.CI 5 


Gene ,No# 


74555' • - 








Strand 










Start 


37 








End 


979 








Name 


OJ990818 


_15.9B12.C15, 


.ol. 


.gs 


Method 


GENSCAN 








Start 


37 








End 


979 








GI 


none 








Score 


.74 








Exons 


37. .209, 


856. .979 
















Seq. No. 


36196 








Seq. ID 


OJ990818_ 


_15. 


9B12 


• C15 


Gene No. 


74556 








Strand 










Start 


4050 








End 


4775 








Name 


OJ990818 


_15.9B12.C15. 


,o2. 


.gs 


Method 


GENSCAN 








Start 


4050 








End 


4775 









35901 



GI 


none 




Score 


. 42 






Exons 


4050. .4158, 4460. .4617, 


4707 . 


.4775 








Seq. No. 


36197 




Seq. ID 


OJ990818 


15. 


9B12.C16 


Gene No. 


74557 




Strand 


- 






Start 


150 




End 


1049 






Name 


OJ990818_15 . 9B12 ,C16. ol 


.gs 


Method 


GENSCAN 






Start 


150 




End 


1049 






GI 


none 




Score 


. 4 6 






Exons 


150 . . 418, 925 . . 1049 












Seq. No. 


36198 




Seq. ID 


OJ990818_ 


15 . 


9B12 . C17 


Gene No. 


74558 




Strand 


-f 






Start 


1 




End 


739 






Name 


OJ990818 15.9B12.C17.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


739 






GI 


3169180 




Score 


81 






Exons 


1..105, 317. .562, 709.. 


739 










GI Descrip. 


(AC004401) putative casein kinase II catalytic { 


alpha) subunit 




[Arabidopsis thaliana] 












Seq.._No._ 


. .3,6.198. ... . _ „ 




__Ss.q..... ICL . 


. OjJ990S1.8._ 


_15_ 


- - 

9B1.2..,CJ7„. _ 


Gene No.. , . 


- 7 4.558 . . 




...Strand 


. 






Start 


1 




End 


739 






Name 


OJ990818 15. 9B12.C17.ol 


.gs 


Method 


GENSCAN 






Start 


388 




End 


562 






GI 


none 




Score 


. 96 






Exons 


388. .562 












Seq. No. 


36199 




Seq. ID 


OJ990818_ 


15. 


9B12 .C18 


Gene No. 


74559 




Strand 


+ 






Start 






End 


4 DCS 






Name 


OJ990818 15.9B12.C18.ol 


.gs 


Method 


GENSCAN 






Start 


313 




End 


468 






GI 


none 




Score 


.56 






Exons 


313. .468 












Seq.- No. 


36200 ' 




Seq. ID 


OJ990818_ 


15. 


9B12.C20 


Gene No. 


74560 * 




Strand 


+ 






Start 


74 




End 


207 






Name 


OJ990818 15.9B12.C20.ol 


.gs 


Method 


GENSCAN 






Start 


74 




End 


207 






GI 


none 




Score 


.99 






Exons 


74. .207 * ■ 












Seq. .No. 


36200 .'. ' : 




Seq. ID 


OJ990£18_ 


15. 


9B12.C20.. 


Gene No. - 


74561 




Strand 


+ 






Start 


9909 




End 


10226 






Name 


OJ990818 15.9B12.C20.o2 


• gp 


Method 


AAT/GAP 






Start 


9909 




End 


10226 








none 




Score 


628 






Exons 


9909. .10226 












Seq. No. 


36200 




Seq. ID 


OJ990818_ 


15. 


9B12.C20 


Gene No. 


74562 




Strand " 


+ 






Start 


15612 




End 


15995 






Name 


OJ990818 15. 9B12.C20.o2 


.np 


Method 


AAT/NAP 







35902 



Start 
GI 

Exons 

GI Descfip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15612 End 15995 

3790593 Score 154 

15612. .15682, 15758. .15995 

(AF079185) RING-H2 finger protein RHYla [Arabidopsis thaliana] 



36200 
74563 
2469 

OJ990818_15. 9B12.C20.ol.gp 

2469 

5607590 

2469. .2618, 2723. .2863 

36200 
74564 
10109 

OJ990818_15.9B12.C20.o3.gs 

10109 

none 

10109. .10672, 10766. .11332, 
13289. . 13480, 14273 .. 14479, 



36200.., ..... _ . . , , .. . 

74564 

10109 

OJ990818_15.9B12.C20.ol.np 

10112 

6522918 

10112. .10486, 10562. . 10672, 
11399. .11587, 11657. .12104 



OJ990818_15.9B12.C20 

2863 ' 
AAT/GAP 
2863 
554 



OJ990818_15.9B12.C20 

14550 
GENSCAN 
14550 
.76 

11431. .12057, 12634. .12954, 
14488. .14550 . . 

Seq . ID_ .0 J990.8 £s_15 . 9Bl£.ci.O 
Strand 

End 14550 
Method AAT/NAP 
End 12104 
Score 936 
10766. .10928, 10986 11332, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



GI Descrip. (AL132978) putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start' . - • 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. , No. 
Gene No. 
Start 
Name 
Start 



36200 Seq. ID 

74564 Strand 

10109 End 

OJ9908 18_15 . 9B12 . C20 . o3 . gp Method 

11942 End 

uC-osroM202039h08bl Score 



OJ990818_15.9B12.C20 

14550 
AAT/GAP 
12651 
468 



.11942. . 12057, 12159.. 12228, 12574.. 12651 
'1946367 5.0e-09 (U93215) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ'990818 15.9B12.C20 



36200 
74565 ■ 

r6995 . • ' • . • • •' •. 

OJ9908 18_15 ^9B12 ; C2 0 . o3 . np 
16989 
3309620 
16989. . 17570, 17710. .19454 

(AF074916) resistance to Pseudomonas syringae protein 5 
[Arabidopsis thaliana] 



. 20038 ■ - 
AAT/NAP 
19454 
714 



36200 Seq. ID 

745"65 Strand 

16995 End 

OJ990818_15. 9B12.C20.o4 . gs Method 

16995 End 



OJ990818_15 . 9B12 . C20 

20038 

GENSCAN 

20038 



35903 



GI 

Exons 



none 

16995. .19255, 19293.. 20038 



Score 



.86 



Seq. No. 36200 

Gene No. 74566 

Start 20181 

Name ' OJ990818_15 . 9B12 . C20 . o3 . tm 

Start 2428 

GI none 

Exons 2428.-2475, 2429.. 2476, 2536. 

2722. .2820, 2727. .2807 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_15.9B12.C20 
20261 

TBLASTX: Maize 

2820 

56 



.2619, 2549.-2644, 2721. .2810, 



Seq. No. 36200 

Gene No. 74566 

Start 20181 

Name OJ990818_15 . 9B12 . C20 . ol 

Start 2545 

GI none 

Exons 2545.. 2628, 2549.-2632, 
2716. .2814, .2717. .2815 

§eq....Np, .. . 3620.0 . .. _ 

-Gene .No.., * 7.4 566 

Start 20181 

Name OJ990818_15 . 9B12 . C20 . o4 

Start 6369 

GI none 

Exons 6369.. 6509, 6371.. 6499, 
7888. .8022, 8554. .8745, 



Seq. ID OJ990818_15.9B12.C20 
Strand 

End 20261 

-tw Method TBLASTX: Wheat 

End 2815 

Score 132 
2588.-2629, 2712. .2813, 2713. .2814, 



._. „S.eq... -.ID. , p J9„9A8 1 8_1 5 .,3ai2 fc .£2..0_. 

. ..-Strand - . . 

End 20261 
-tm Method TBLASTX : Maize 
End 8748 
Score 119 
7839.. 8021, 7887.. 8006, 7888.. 8049, 
8555. .8746, 8556. .8741, 8557. .8748 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



36200 

74566 

20181 

OJ990818 

6374 

none 



15.9B12.C20.o4.tc 



Seq. ID OJ990818_15.9B12.C20 
Strand 
End 

Method 
End 
Score 



20261 

TBLASTX: Cress 

8765 

94 



6374. .6511, 6375. .6509, 7771. .7833, 7777. .8025, 7890. .8027, 
7891. .8034, 7893. .8027, 8556. .8765, 8558. .8740 



Seq. No. 


36200 






Seq. ID 


OJ990818 


__15.9B12 


.C20 


Gene No. 


74566 






Strand 








Start 


20181 






End 


20261 






Name 


OJ990818 15.9B12.C20 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


8579 






End 


8794' 






GI. 


none" 






" Score 


'122- . ' 






■Exons. . 


8579. 


8671,. 8580. .86 


72, 8654 


. .8794, .8655; .8756 . 






Seq. No. 


36200 






Seq. ID 


OJ990818 


_15. 9B12 


C20 


Gene No. 


74566 






Strand 








Start 


20181 






End 


20261 






Name 


OJ990E 


il8__15.9B12.C20 


. o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


10110 






End 


11041 






GI 


none 






Score 


39 






Exons 


10110. 


.10136, 10115. 


. 10138, 


10117. . 10146, 10127 


. .10228, 






10134. 


.10229, 10134. 


. 10229, 


10320. . 10439, 10325 


. .10402, 






10512. 


.10679, 10514. 


. 10672, 


10745. . 10924, 10754 


. . 10963, 






10767. 


.10937, 10931. 


. 10984, 


10950. . 10997, 10994 


. . 11041 





35904 




Seq. No. 


36200 




Seq. ID 


OJ990818_15.9B12 


Gene No. 


74566 




Strand 




Start 


20181 




End 


20261 


Name 


OJ990818 15.9B12.C20 


. ol . ts 


Method 


TBLASTX: Soybean 


Start 


10514 




End 


10963 


GI 


none 




Score 


117 


Exons 


10514. .10672, 10527. 


.10667, 


10766. .10963, 10767. .10943 


Seq. No. 


36200 




Seq. ID 


OJ990818_15.9B12 


Gene No. 


74566 




Strand 




Start 


20181 




End 


20261 


Name 


OJ990818 15.9B12.C20 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


10514 




End 


10916 


GI 


none 




Score 


93 


Exons 


10514. .10669, 10527. 


.10679, 


107 66. .10915, 107 67. . 10916 


Qprj KIz-s 

kJ \3- . IN w . 


36200 




Seq. ID 


OJ990818_15. 9B12 


Gene No. 


74566 




Strand 




Start 


20181 




End 


20261 


Name . 


OJ990818 15.9B12.C20 


.o2 . tw 


Method 


.TBLASTX: Wheat 


„S.t..ar.t .... 


...1.0.5 8,6 _ 


... 


-.End.. 


. 1.QS3.6 


GI... ,. 


. .none ... .. „ ... '. 


. ... ^ . 


- , Sc.ore v ^ .. 


. 87 ... _ 


Exons 


10586. . 10669, 10590. 


.10676, 


10766. .10906, 10766. .10936, 




10776. . 10916 








Seq. No. 


36200 




Seq. ID 


OJ990818_15.9B12 


Gene No . 


. 74566 




Strand 




Start 


20181 




End 


20261 


Name 


OJ990818 15.9B12.C20 


. o5 . tc 


Method 


TBLASTX: Cress 


Start 


11085 




End 


11278 


GI 


none 




Score 


55 


Exons 


11085. . 11141, 11099. 


.11188, 


11192. .11278, 11193. .11276 


Seq. No. 


36200 




Seq. ID 


OJ990818_15.9B12 


Gene No. 


74566 




Strand 




Start 


20181 • 




End 


20261 


Name 


OJ990818 15.9B12.C20 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 


11195 




End 


11583 


GI- 


none 




Score 


144 


Exons 


11195. .11332, 11196. 


. 11324, 


11422. .11583 


Seq. No. 


36200 




Seq. ID 


OJ990818_15. 9B12 


Gene No. 


74566 




Strand 




Start- 


• 20181 ' ." ■ " \ - ~ 




: End , • 


202 61 - 


Name r 


OJ99081.8 15. 9B12.C20 


. o3 . ts . 


Method 


"TBLASTX : Soybean. 


Start 


11722 




End 


12227 


GI 


none 




Score 


117 


Exons 


11722. . 12048, .11767. 


.11982, 


11816. .12034, 12153. . 12227 


Seq. No. 


36200 




Seq. ID 


OJ990818_15.9B12 


Gene No. 


74566 




Strand 




Start 


20181 




End 


20261 


Name 


OJ990818 15.9B12.C20 


. 06 . tm 


Method 


TBLASTX: Maize 


Start 


11725 




End 


11985 


GI 


none 




Score 


113 


Exons 


11725. .11985, 11828. 


.11971 







35905 



Seq. No. 36200 

Gene No. 74566 

Start 20181 

Name OJ990818_15 . 9B12 . C20 . o2 . tc 

Start 11746 

GI none 

Exons 11746. . 11994, 11767 .. 11934, 
12159. .12233 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_15.9B12.C20 
20261 

TBLASTX: Cress 

12233 

81 



11819. .11980, 12013. . 1204 5, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No.. 
j3ene_N.o., 
. Start,.-. . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36200 Seq. ID 

74566 Strand 

20181 End 

OJ990818_15. 9B12.C20.ol. tm .Method 

14291 End 

none Score 



OJ990818 15.9B12.C20 



14291. .14317, 14447. .14524, 14447, 
14643. .14678, 154 17 .. 154 55, 15424, 
15438. .16001, 15775.. 16002 



20261 

TBLASTX: Maize 
16002 
38 

14524, 14455. .14538, 
15735, 15432. .16001/ 



36200 . 

..2.4,566. _ 

.20,1.81..... . . . . .... ... 

OJ990818_15. 9B12.C20.o4 . ts 

15849 

none 

15849. .15977, 15852. .15986 



Seq. ID . OJ990.81.8JL5.9B12.C20. 
™Str.and__r — ™- 



End. ... .. 202.61.,. 

Method TBLASTX : Soybean 

End 15986 

Score 203 



36200 
74566 
20181 

OJ990818_15 . 9B12 . C20 . ol . tc 
18024 



none 
18024 . 
18738. 
19194 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18191, 18315. . 18422, 18522 
19010, 18745. . 18831, 18906 
19277, 19300. . 19353 



OJ990818 15.9B12.C20 



20261 

TBLASTX: Cress 
19353 
34 

18677, 18535. . 18666, 
19010, 19038. .19151, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36200 ■ • Seq. ID 

74566 Strand 
20181 End 
OJ990818_15. 9B12.C20.o5.tm Method 
18825 End 

none ' , ' Score 

18825V .19013/ 18829'.,.18948, ,18903 ... 19034 , 18-996 

19002. .19151, 19168. .19275,, 19194. .19277 : 



OJ990818 15.9B12.C20 



20261 

TBLASTX: Maize 
19277 

71 .■ . 

1-9115, 



36200 . Seq. ID OJ990818_15.9B12.C20 

74566 Strand 

20181 End 20261 

OJ9908 18_15 . 9B12 . C20 . o4 . gp Method AAT/GAP 

20181 End 20261 

69953JL.R1084 • Score 124 

20181. .20261 

'5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



35906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

JS,tar.t 

GI. . . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 



36201 
74567 
1 

OJ990818_15.9B12.C22.ol.np 

1 

3252807 
1..58, 480. .547, 908. .1983 

(AC004705) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990818_15.9B12.C22 

Strand + 

End 1983 

Method AAT/NAP 

End 1983 

Score 997 



36201 
74567 
1 

OJ990818_15 . 9B12 . C22 . ol . gs 

478 

none 

478. .547, 908. .1951 



Seq. ID OJ990818_15.9B12.C22 

Strand + 

End 1983 

Method GEN SCAN 

End 1951 

Score .58 



36201 
74567 
1 

OJ990818_15.9B12.C22.ol.ts 

. 4,8.2. . _ _ 

none . _ .., ... . 

482. .547, 905. .976, 951. .1265, 973. .1413, 974. .1414 



Seq. ID OJ990818_15.9B12.C22 
Strand + 

1983 

TBLASTX: Soybean . 



End 

Method 



.. „End_ UL4 

. ... S_co.r_e „ ..67. . . 



Seq. ID OJ990818_15.9B12.C22 

Strand + 

End 1983 

Method AAT/GAP 

End 1251 

Score 718 



36201 
74567 
1 

OJ990818__15 . 9B12 .C22 . ol . gp 
503 

2431342 
503. .547, 908. .1251 

3252807 1.0e-38 (AC004705) hypothetical protein [Arabidopsis 
thaliana] 



36201 
74567 
1 

OJ990818_15.9B12.C22.o2.tc 
905 
none 

905. .979, .977. .1114, 988. .1113 
36201 

74567 . \. 
1 , 

OJ990818_I 5 . 9B12 . C22 . ol . tw 
974 
none 

974. .1255, 974. .1243, 994. .1251 



Seq. ID OJ990818_15.9B12.C22 

Strand + 

End 1983 * 

Method . TBLASTX: Cress . 

End 1114 

Score 51 



Se.q. ID OJ990818_15.9B12.C22 

Strand " + 

End 1983 ^ ■ . 

Method TBLASTX : Wheat 

End 1255 

Score 352 



36201 
74567 
1 

OJ990818_15 . 9B12 . C22 . o2 . tm 

974 

none 



Seq. ID OJ990818_15.9B12.C22 

Strand + 

End 1983 

Method TBLASTX: Maize 

End 1369 

Score 481 



35907 



Exons 



974. .1348, 982. .1317, 986. .1369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name, 

Start. 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons \ 

GI Descrip. 



Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



36201 
74567 
1 

OJ990818_15. 9B12.C22.ol . tc 

1118 

none 



• Seq. . ID. OJ990818_15.9B12.C22 

Strand + 

End 1983 

Method TBLASTX : Cress 

End 1551 

Score 264 



1118. .1339, 1120. .1338, 1375. .1551, 1394. .1540 



36201 . 

74567 

1 

OJ990818_15. 9B12.C22.ol.tm 

1371 

none 



Seq. ID OJ990818_15.9B12.C22 

Strand + 

End 1983 

Method TBLASTX : Mai ze 

End 1978 

Score 523 



1371. .1973, 1375. .1767, 1376. .1978, 1376. .1969, 1837. .1974 

36201 Seq. ID OJ990818_15.9B12.C22 

74567 Strand + 

1 . . ' End . . . 1983 ' _ ... . 

.OJ9908J8_1>..9B12X22 .p2.. ts. Method _ TBLASTXuSo.yfee.ai^.^: 

,1436 ,,. . End™__,1.915 

none Score 123 

1436. .1648, 1453. .1560, 1591. .1764, 1691. .1786, 1787. .1834,. 
1874. .1975, 1916. .1969 



Seq. ID OJ990818_15.9B12.C22 

Strand + 

End 1983 

Method AAT/GAP 

End 1983 

Score 755 



36201 
74567 
1 

OJ990818_15. 9B12.C22.o2.gp 
1603 
3061088 
1603. .1983 

3252807 1.0e-28 (AC004705) hypothetical protein [Arabidopsis 
thaliana] 



36201 ' 

74567 

1 

OJ990818_15 . 9B12 . C22 . o2 . tw 

1781 

none 



Seq. iD OJ990818_15.9B12.C22 

Strand + 

End 1983 

Method TBLASTX : Wheat 

End 1983 

Score 131 



1781. .1867, 1794. .1868, 1865: : 1981, 187 1 .. 1981, 1873. .1983, 
1882. .1983 - . - ' " . , 



36202 
74568 
1 

OJ990818J.5.9B12.C23.ol.np 
1 

4468984 
1..582 

(AL035605) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990818J.5*. 9B12.C23. 

Strand + 

End 601 

Method AAT/NAP 

End 582 

Score 177 



36202 
74568 



Seq. ID OJ990818_15.9B12.C23 
Strand + 



35908 



Start 


1 




End 


DUl 




Name 


OJ990818__15 . 


9B12.C23.ol.gs 


Method 


f> -r? M CT 1 7\ XT 




Start 


77 




End 


oU 1 




GI 


none 




Score 


A C 




Exons 


77 . .601 










Seq. No. 


36202 




Seq. ID 


OJ990818 


15 . yBlz . Lz j 


Gene No. 


74569 




Strand 


+ 




Start 


7224 




End 


13411 




Name 


OJ990818 15. 


9B12.C23.o3.gs 


Method 


GEN SCAN 




Start 


7224 




End 


13411 




GI 


none 




Score 


.55 




Exons 


7224. .7297, 


7378. .7496, 9094. 


.9290, 9362. .9483, 


noon qqtq 

yy y y . . y y / y , 




10167. .10463, 10997. .11293, 1 1326 .. 114 65, 12657 


. . iz yz4 , 




13044. .13064 


, 13357. .13411 








Seq. No. 


36202 




Seq. ID 


OJ990818 


1 R QDl O POl 


Gene No . 


74570 




Strand 






Start 


1489 




End 


6875 




Name 


OJ990818 15. 


9B12.C23.o2.gs 


. Method 


GENSCAN 




Start . - 


1489 . 




End 


687 5 . 




GI _ 


_np.ne_ - 




, S.core. 4 


..71 




.Exons_ 


..' 118.9... .J. 5 2.6.,,... 


woTr..26i8,. Aiki'Z 


.4,270, ..5.4 4 6... ..,5.7 7 5., 


co^o cone 




6434 . .6591,' 


6684 . .6875 








Seq. No. 


36202 




Seq. ID 


OJ990818 




Gene No. 


74570 




Strand 






Start 


1489 




End 


6875 




Name 


OJ990818 15. 


9B12.C23.o2.np 


Method 


AAT/NAP 




Start 


5445 




End 


6854 




GI 


3169179 




Score 


899 




Exons 


5445. . 6305, 


6434.. 6582, 6680. 


.6854 






GI Descrip. 


(AC004401) similar to hooklessl (HLS1) 


[Arabidopsis thaliana 


Seq. No. 


36202 




Seq. ID 


OJ990818 


_15.9B12.C23 


Gene No. 


74571 




Strand 






Start 


13897 




End 


17967 




Name 


OJ990818 15. 


9B12.C23.o2. ts 


Method 


TBLASTX: 


Soybt an 


Start 


62 




End 


249 • ' 




GI 


none 




Score 


200 




Exons 


62. .247, 70. 


.249 








Seq. No. 


36202 




Seq. ID 


OJ990818 


_15. 9^2. : C?3 


Gene No.' 


74571 




Strand 






Start . '* 


■*'138 9T7 : - -r 




End 


1 7 9 ?>1 ' 




Name. . 


OJ990.818 15. 


9B12.C23.o2. tc 


Mp 






Start 


64 




..-.a 


262 




GI 


none 




Score 


207 




Exons 


64. .258, 74. 


.262 








Seq. No. 


36202 




Seq. ID 


OJ990818 


_15.9B12.C23 


Gene No. 


74571 




Strand 






Start 


13897 




End 


17967 




Name 


OJ990818 15. 


9B12.C23.o5. tm 


Method 


TBLASTX: 


Maize 


Start 


72 




End 


219 




GI 


none 




Score 


233 




Exons 


72. .218, 74. 


.217, 76. .219, 76 


. .219 







35909 



Seq. No. 

Gene No. 

Star-t 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
..Gejie.. No.. 
.Start ... 
Name 
Start 
GI 

Exons 



36202 
74571 
13897 

OJ990818_15. 9B12.C23.o3. tm 

220 

none 

220. .312, 221. .349, 221. .358, 
480. .542, 546. .581, 549. .581, 
771. .830, 781. .831, 879. .914 

36202 
74571 
13897 

OJ990818_15. 9B12.C23.ol.ts 

5442 

none 

5442.-5489, 5505. .5600, 5694. 
6143.. 6307, 6153.. 6308, 6433. 

36202 

.JL4.5.7J..: : 

.1 3.8.9.7 „:.. 

OJ990818_15. 9B12.C23.ol. tc 
5448 
none 
5448. 
5841, 
6682, 



Seq. ID 
Strand 
End 

Method 
End 

Score 187 
439. .471, 466 
578. .640, 654 



OJ990818 15.9B12.C23 



17967 

TBLASTX: Maize 
914 



.540, 
.734, 



470. 
682, 



.541, 
.723, 



,5498, 5449, 
,5939, 5966. 
,6831 



.5514, 5523. 
.6307, 6150. 



Seq. ID OJ990818_15.9B12.C23 
Strand 

End 17967 

Method TBLASTX : Soybean 

End 6836 

Score 53 

.5771, 5945.. 6088, 5970.. 6035, 
.6483, 6681. .6836 

Seq. ID OJ990818_15.9B12.C23 

:,S,txao.cU. ~ 

, End. ... . .^U3£J _ ^ ™ 

Method ■ TBLASTX: Cress 

End 6839 

Score 77 
.5600, 5524. .5562, 5694. .5774, 
.6308, 6427.. 6489, 6681.. 6839, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI / / ' 

Exons 



36202 
74571 
13897 

OJ990818_15. 9B12 ,C23.o4 . tm 

5840 

none 

5840. .5935, 5850. .5936, 5963. 
■6143.. 6202, 6150.. 6203 

36202 
74571 
13897 

OJ990818_15. 9B12 .C23.o6.tm ■' 
6681 

~norie - 



OJ990818_15.9B12.C23 
17967 

TBLASTX: Maize 

6203 

120 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6088, 5970.. 6059, 5972.. 6067, 



Seq. ID OJ990818_15.9B12.C23 
Strand 
End 

Method 
End 

Score . 

6681., 6761, 6682.. 6762, 6683.. 6790, 6761 .. 6811/ 67 62 .. 6827 , 
6765.. 6845, 6766.. 6846 7 



17967.- 

TBLASTX: Maize 

6846 

119 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



36202 Seq. ID 

74571 Strand 

1389.7 End 

OJ990818_15 . 9B12 .C23 .ol . tm Method 

13765 End 

none Score 



OJ990818_15.9B12.C23 
17967 . 

TBLASTX: Maize 

15468 

52 



13765. .13812, 137 66 .. 13813, 13850 .. 13906, 13851 .. 13907 , 
13859. .13906, 13864 .. 14037, 13916 .. 13957 , 1394 8 .. 13995, 
13976. .14023, 14024 .. 14 122, 14024 .. 14122, 14025 .. 14 123, 



35910 






14026. . 14124, 14124 . 


. 14231, 


14124 . . 142 


04, 14125. 


. 14208, 






14126. . 14221, 14294 . 


. 14437, 


14310. . 144 


20, 14311. 


. 14439, 






14312 . . 14437, 14985. 


. 15080, 


14986. . 150 


78, 14987. 


. 15100, 






15008 . . 15085, 15165. 


. 15284, 


15166. . 152 


73, . 15397 . 


. 15447, 






15403. . 15468 












Seq. No. 


36202 




Seq. ID 


OJ990818_ 


15. 9B12 


.C23 


Gene No . 


74571 




Strand 








Start 


13897 




End 


17967 






Name 


OJ990818 15 . 9B12 . C23 


. o4 .gs 


Method 


GEN SCAN 






Start 


13897 




End 


17786 






GI 


none 




Score 


.58 






Exons 


13897 . . 13968, 14312. 


. 14419, 


14988. .150 


77, 15165. 


. 15281, 






15396. . 15515, 17171. 


. 17350, 


17386. .17573, 17599. 


. 17786 




Seq. No. 


36202 




Seq. ID 


OJ990818_ 


15 . 9B12 


. C23 


Gene No. 


74571 




Strand 








Start 


13897 




End 


17967 






Name 


OJ990818 15.9B12.C23 


. ol .gp 


' Method 


AAT/GAP 






Start 


14085 




End 


1.52 93 






.GI 


LIB3434-040-P1-K1-D6 




Score 


807. . 






_EX.QQS., . 


_ XLQS^JAZZX ,„1 4 3 12,.. 


.a 4.419,,, 


,1 4.9.88... 15077, „ a5J6.5.,. 


,U52..9.3, 




GIl.D.escrlp.._ 


„J 32528.07... 1 . Q.e-38.. IAC0.0.4.705J.. 


. jxyp.o.t h e t X c a l>.p r.oteiruj Arab.i.dop s.i a 




thaliana] 1 












Seq. No. 


36202 




Seq. ID 


OJ990818_ 


15.9B12 


.C23 


Gene No. 


74571 




Strand 








Start ' 


13897 




End 


17967 






Name 


OJ990818 15.9B12.C23 


. o3.np 


Method 


AAT/NAP 






Start 


14115 




End 


17967 






GI 


5725435 




Score 


300 






Exons 


14115. .14221, 14312. 


.14419, 


14988. .15077, 15165. 


.15281, 






15396. .15515, 17171. 


.17503, 


17573. .17967 






GI Descrip. 


(AL109787) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


36202 




Seq. ID 


OJ990.818_ 


15. 9B12 


.C23 


Gene No . 


74571 




Strand 








Start 


13897 




End 


17967 






. Name 


OJ990818 15.9B12.C23 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


17403 




End 


17711 






GI 


none 




Score 


121 






Exons • 


17403. . 17498, 17403. 


.17543, 


17413. . 175 


11, 17487. 


.17696, 






17496. .17651, 17685. 


.17711 










Seq . No,. * 


' 36203 •. " 




Seq. ID 


OJ?9081'8_ 


15/9B12' 


• C2.4- % 


Gene No. 


-74572 




Strand " 








Start 


434 




End 


640 






Name 


OJ990818 15.9B12.C24 


. ol . gs 


Method 


GENSCAN 






Start 


434 




End 


640 






GI 


none 




Score 


.72 






Exons 


434. .640" 












Seq. No. 


36204 




Seq. ID 


OJ990818_ 


15. 9B12 


.C28 


'Gene No. 


74573 




Strand 








Start 


274 




End 


543 






Name 


OJ990818 15.9B12.C28 


. ol . np 


Method 


AAT/NAP 






Start 


274 




End 


543 







35911 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6498436 Score 103 

274. .543 

(AP000815) hypothetical protein [Oryza sativa] 



36205 
74574 
1 

OJ990818_11 . 9B12 . CI . ol . np 
1 

5902445 
1..659 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990818_11.9B12.C1 

Strand + 

End 659 

Method AAT/NAP 

End 659 

Score 570 



36205 
74574 
1 

OJ990818_1 1 . 9B12 . CI . ol . tw 
50 

none 



Seq. ID OJ990818_11.9B12.C1 

Strand + 

End 659 

Method TBLASTX : Wheat 

End 64 2 

Score 315 



50. .502, 65. .160, 199. .306, 527. .640, 532. .642 



-S w e&«~&o:< ■ .„ 3 62JJ6. ~. 

.Gene. .No.. 1., -...74.575 , . _ 

Start' 362 

Name OJ990818_1 1 . 9B12 . C2 . ol . gp 

Start 362 * 

GI 287048 . 

Exons 362.. 538 



...::„,. ,^„Sje,q.._JCP„ 
....... ...... St.r.and.. . 

End 



Method 

End 

Score 



JDJ9.&QS1&_U,. 9BJZ,.QZ 
538 

AAT/GAP 

538 

354 



Seq. No. 36206 

Gene No. 74576 

Start 410 

Name OJ990818_1 1 . 9B12 . C2 . ol . gs 

Start 410 

GI none 

Exons 410.. 490. 



Seq. ID OJ990818_11.9B12.C2 
Strand 

End 4 90 

Method GENSCAN 

End 4 90 

Score .84 



Seq. No. 36207 

Gene No. 74577 - 

Start 120 

Name OJ990818_11 . 9B12 . C3 . ol . gs 
Start .120 

GI none 

Exons 120; .261 • . . 



Seq. ID " OJ990818_11.9B12.C3" 

Strand - 

End 261 

Method GENSCAN 

End 261 

Score .78 



Seq. No.. 3,6208 

Gene No. 74578 

Start 75 

Name OJ990818_1 1 . 9B12 . C4 . ol . gs 

Start 75 

GI none 

Exons 75 . .167 



Seq:. ID' OJ990818_11.9B12.C4 

Strand - ' 

End 167 

Method GENSCAN 

End 167 

Score .79 



Seq. No. 36209 

Gene No. 74579 

Start 546 

Name OJ9908 18_11 . 9B12 .C5.ol.gs 



Seq. ID OJ990818_11.9B12.C5 
Strand 

End 1277 

Method GENSCAN 



35912 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. JSio. 

Gene^Noi 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



• 



546 
none 

546. .584, 1221. .1277 



End 
Score 



1277 
.57 



36210 
74580 
1 

OJ990818_11 . 9B12.C6.ol . gp 
1 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1..2226, 2262. .2281, 2364. .2461, 2571. .2959 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990818_11.9B12.C6 
+ 

3077 . 
AAT/GAP 
2959 
4809 



36210 
74580 
1 

OJ990818_11. 9B12.C6.o5.gp 
1 

342 1.R1084 



Seq. ID OJ990818_11.9B12.C6 

Strand + 

End 3077 

Method AAT/GAP 

End 3077 

Score 5002 



1..2226, 2262.. 2281, 2364.. 2461, 2571.. 3077. 

.sativa] 1 . fc _ .... \ .... . _ • , ~w . - ^ - -«...:...'....»- >• . 

Seq. ID OJ9'90818_11. 9B12.C6 



Strand 
End 

Method 

End 

Score 



36210 
74580 
1 

OJ990818__ll.9B12.C6.ol.np 
1 

6742729 
1. . 1637 

(AF121139) RIM2 protein [Oryza sativa] 

36210 Seq. ID 

74580 Strand 

1 End 

OJ9908 18_1 1 . 9B12 . C6 . o2 . gp Method 

1 End 

342 1.R1084 Score 



+ 

3077 
AAT/NAP 
1637 
2579 



OJ990818_11.9B12.C6 
+ 

3077 
AAT/GAP 
2956 
4803 
.2956 



1..2226, 2262.. 2281, 2364. .2461, 2571. 
'4574406/ gb | AAD2 4042.11 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



36210 

■74580, : • • •• 

1 

OJ990818_11. 9B12 .C6.ol.gs 

54 . 

none' 

54. .579, 602. .637, 652. .2154 

36210 
74581 
1815 

0 J9908 18_1 1 . 9B12 . C6 . o2 . tm 
1 

none 



Seq. ID O0r990818_.il,. 9B12.C6 

Strand "+" " ' 

End ' - 307.7 

Method GENSCAN 

End -2154 

Score . Q& 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_11.9B12.C6 
-2217 

TBLASTX: Maize 

288 

106 



35913 



Exons 



1..84, 94. .288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36210 
74581 
1815 

OJ990818_11. 9B12.C6.o3.tw 
1 

none 



Seq. ID OJ990818_11.9B12.C6 
Strand 

End 2217 

Method TBLASTX : Wheat 

End 254 

Score 7 6 



1..45, 12. .44, 25. .249, 46. .249, 48. .254 



36210 
74581 
1815 

OJ990818_11. 9B12.C6.ol.ts 

118 

none 

118. .360 



Seq. ID OJ990818_11.9B12.C6 
Strand 

End 2217 

Method TBLASTX : Soybean 

End 360 

Score 218 



Seq. ID OJ990818_11.9B12.C6 
Strand 

End 2217 

_Meibpjd.-^_ 7Shh$X)LyKh^^^ 

-..End. . . .8.0.3. - - 

Score 87 

393. .443, 394. .456, 462. .644, 466. .708, 712 .. 801, 717 .. 803, 
718. .801 



Seq. No. 36210 

Gene No. 74581 

Start . 1815 

„Name f „.„^^0^95..Qfi.l.8_l L; 9.B12,. p.2. J;.w__ 

, Start. . . . .393. . ...... ....... 

GI none 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



36210 
74581 
1815 

OJ990818_11. 9B12.C6.ol.tw 

804 

none 



Seq. ID OJ990818_11.9B12.C6 
Strand 

End 2217 

Method TBLASTX : Wheat 

End 2121 

Score 321 



804. .1529, 804. .1706, 805. .1722, 1717. .1761, 1721. .1756, 
1764. .1859, 1768. . 1827, . 1806. .1931, 1807. .1935, 1837. .1938, 
1978. .2040, 2029. .2121 



36210 
74581 
1815 

OJ990818JL1. 9B12.C6.ol. tm 

847 
none 



Seq. ID OJ990818_11.9B12.C6 
Strand 

End '2217 

Method TBLASTX : Mai ze 

End 1161 

Score 311 



847.. 1161, 858.. 1133, 931.. -1161 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



16210. ... 

74581 

1815 

OJ990818_11. 9B12.C6.ol.tc 

1088 

none 



Seq. I>D. OJ99Q818_ll.9B12.C6 
Strand 

End 2217 

.Method TBLASTX : Cress 

'End 1539 

Score 168 



1088. .1270, 1092. .1529, 1092. .1535, 1096. .1539, 1390. .1539 



36210' 

74581 

1815 

OJ990818_11. 9B12.C6.o3.gp 



Seq. ID OJ990818_11.9B12.C6 
Strand 

End 2217 

Method AAT/GAP 



35914 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

JiL: ~ : 

Exons... . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1815 End 2217 

LIB3431-028-P1-N1-A10 Score 769 

1815.. 2217 

»4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



3621$ 
74582 
125 

OJ990818_11.9B12.C7.ol.gs 

125 

none 



Seq. ID OJ990818_11. 9B12.C7 

Strand + 

End 4 968 

Method GENSCAN 

End 4 968 

Score . 65 



125. .326, 898. .902, 1271. .1645, 1664. .2115, 2362. .2527, 
2573. .2692, 2767. .3863, 3973. .4146, 4243.-4353, 4438. .4510, 
4605. .4703, 4783. .4968 



36211 
74582 
125 

OJ990818 
1256 



11.9B12.C7.o2.np 



Seq. ID OJ990818_11.9B12.C7 
Strand + 
End 4 968 
Method AAT/NAP 
End 4950 . . 
J5.GP.C.e^. J..Q.4JL ~ 



..1256.. ..^63.2.,,..27 61...3a63^,3.9,7X.,41.4 6 / ..4.243.. . 4.4,6.2,, .^8.13 ...J 9.5,0.. 
(AF114171) hypothetical protein' [Sorghum bicolor] 



36211 
74583 
5305 

OJ9908 18JL1 . 9B12 . C7 . o2 . gp 
5305 

21474_1.R1084 
5305. .5447 

'3894159 2.0e-10 (AC005312) 
thaliana] 1 

36211 

74584 * 

2100 ■* 

OJ990818JL1 . 9B12 . C7 . ol . tw - 

1899 

none 

1899.. 2039, 1899.. 2009, 1901. 
2132.. 2302 * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818 
+ 

5447 
AAT/GAP 
5447 
255 



11. 9B12.C7 



hypothetical protein [Arabidopsis 



OJ990818_11.9B12.C7 
8695 

TBLASTX: Wheat 

2302 

62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2137, 1901.. 2050,. 2002.. 2169, 



Seq. No. " '36211 "'. " ' " ; " ■'" " * ... . Seqy ID OJ9908 18_11 . 9B12 . C7 

Gene ■No.. • 7458.4. . \ . .Strand - 

Start 2100 End 8695 

Name OJ9908 18_11 . 9B12 . C7 . o4 . np Method AAT/NAP 

Start 2100 End 7079 

GI 130582 Score 239 

Exons 2100.. 2137, 6559.. 7079 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 



36211 



Seq. ID OJ990818_11.9B12.C7 



35915 




Gene No. 


74584 




Strand 








Start 


2100 




End 


8695 






Name 


OJ990818 11. 


9B12.C7.o2.tw 


Method 


TBLASTX : 


Wheat 




Start 


3790 




End 


4312 






GI 


none 




Score 


60 






Exons 


3790. .3870, 


3959. .4141, 4009. , 


.4134, 4241. .4312 






Seq. No. 


36211 




Seq. ID 


OJ990818 


_11.9B12 


,C7 


Gene No . 


74584 




Strand 








Start 


2100 




End 


8695 






Name 


OJ990818 11. 


9B12.C7.o2.gs 


Method 


GENSCAN 






Start 


5363 




End 


8695 






GI 


none 




Score 


.73 






Exons 


5363. .5547, 


6329. .6470, 6676. , 


.6864, 7281. .7461, 


7819. .7847 




8032. .8106, 


8580. .8695 










Seq. No. 


36211 




Seq. ID 


OJ990818 


_11 . 9B12 


.C7 


Gene No. 


74584 




Strand 








Start 


2100 




End 


8695 






Name 


OJ990818 11. 


9B12.C7.o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


„6559 




End . 


6738 . 






Gt 


„._,n.Q.ne, ,. ; 


, — — 


JS.c_o.r_e_ ■ 


37 






.Expna. - . 


, r 655_9..„. .665.6; 


656.Q..;, ,6.60.7.,. . 658,6... - 


.,67,3.8., .65.93... ..6.71.8 


^„ 




Seq. No. 


36212 




Seq. ID 


OJ990818 


_11. 9B12 


.C8 


Gene No. 


74585 




Strand 


+ 






Start 


12186 




End 


16681 






Name 


OJ990818 11. 


9B12.C8.o2.np 


Method 


AAT/NAP 






Start 


12186 




End 


15219 






GI 


100484 




Score 


130 






Exons 


12186. . 12216, 14519. .15219 










GI Descrip. 


hypothetical 


protein - garden 


snapdragon 






Seq. No. 


36212 




Seq. ID 


OJ990818 


_11. 9B12 


.C8 


Gene No . 


74585 




Strand 


+ 






Start 


12186 




End 


16681 






Name 


OJ990818 11. 


9B12.C8.o3.np 


Method 


AAT/NAP 






Start 


12762 




End * 


16681 






GI 


6742729 




Score 


155 






Exons 


12762. .12908 


, 14366. .14526, 14565 .. 1507 6, 16616 


. .16681 




GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. No. 


36212 




Seq. ID 


OJ990818 


_11.9B12 


,C8 


Gene No. 


74585 




Strand 


+ 






Start, • 


12186 - 




End 


16681 \ 






Name 


OJ990818- 11. 


9B12.C8.o3.gs. 


Method 


GENSCAN 






Start 


13295 




End 


14379 






GI 


none 




Score 


.82 






Exons 


13295. -,13372 


, 14311. .14379 










Seq. No. 


36212 




Seq. ID 


OJ990818 


J.1.9B12 


.C8 


Gene No. 


74586 




Strand 








Start 


16165 




End 


24158 






Name 


OJ990818 11. 


9B12.C8.o4 .gs 


Method 


GENSCAN 






Start 


16165 




End 


24090 






GI 


none 




Score 


.63 






Exons 


16165. .16274 


, 19469. .19516, 1 9615 .. 19807 , 21633 


. .21685, 





35916 



22456. .22566, 22960 234 42, 23447 . .23594 , 23881.. 24090 



Seq-. No. 


36212 


Seq. ID 


OJ990818_11 


9B12 


C8 


Gene No. 


74586 


Strand 


— 






Start 


16165 


End 


24158 






Name 


OJ990818 11. 9B12.C8.o2.gp 


Method 


AAT/GAP 






Start 


23522 


End 


24158 






GI 


701983 


Score 


636 






Exons 


23522. .23594, 23881. .24158 










Seq. No. 


36213 


Seq. ID 


OJ990818_11 


9B12 


C9 


Gene No. 


74587 


Strand 








Start 


1 


End 


611 






Name 


OJ990818 11.9B12.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


611 






GI 


4680203 


Score 


644 






Exons 


1..611 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


36213 


Seq. ID 


OJ990818_11 


9B12 


C9 


Gene No. 


74587 


Strand 













End " 


611 






.Namgu^, . 


...oaaaosLs:. 1 uaBiz.cs^ai ,xs__ 




.J?.BLA.$.TX:.Sjiybe.an«. 




Start 


3d . . . . 


End 


320 






GI 


none 


Score 


99 






Exons 


30. .95, 102. .320, 106. .312 










Seq. No. 


36213 


Seq. ID 


OJ990818_11 


9B12 


C9 


Gene No. 


74587 


St rand 








Start 


1 


End 


611 






Name 


OJ990818 11. 9B12.C9.ol.tw 


Met hod 


TBLASTX: Wheat 




Start 


87 


End 


442 






GI 


none 


Score 


157 






Exons 


87. .344, 100. .342, 102. .353, 


103. .345, 


359. .442 






Seq. No. 


36213 


Seq. ID 


OJ990818_11, 


9B12 


C9 


.Gene No. 


74587 


Strand 








Start 


1 


End 


611 






Name 


. OJ990818 11.9B12.C9.ol.gs 


Method 


GENSCAN 






Start 


335 


End 


556 






GI 


none 


Score 


.68 






Exons 


335. .556 










Seq. No. 


36213 


Seq. ID' 


OJ990818_11. 


9B12. 


C9 


Gene - No./'" * 


' 24587 • 


''Strand 








Start 


■■•I , . . . 


. ■ End 


'61-1 






Name 


OJ990818 11. 9B12.C9.o2.np 


Method 


AAT/NAP 






Start 


464 


End 


611 






GI 


5852182 


Score 


157 






Exons 


464.. 611 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 








Seq. No. 


36214 


Seq. ID 


OJ990818_11. 


9B12. 


CI 


Gene No. 


74588 


Strand 








Start 


1 


End 


750 






Name 


OJ990818 11.9B12.C10.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


593 







35917 




GI 


2310235 








Score 


320 


Exons 


1..142, 556 


. .593 










GI Descrip, 


. 5B52182/emb 


ICAB55420.il 


9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 












Seq. No. 


36214 








Seq. ID 


OJ990818_11. 9B12.C10 


Gene No. 


74588 








Strand 


- 


Start 


1 








End 


750 


Name 


OJ990818 11 


. 9B12 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


750 


GI 


5852182 








Score 


166 


Exons 


1..142, 702 


. .750 










GI Descrip. 


(AL117265) 


zhb0012.1 [Oryza 


sativa] 




Seq. No. 


36215 








Seq. ID 


OJ990818_11.9B12.C11 


Gene No. 


74589 








.Strand 


- 


Start 


4294 








End 


4394 


Name 


OJ990818 11 


.9B12 


.Cll.o2 


.gs 


Method 


GENSCAN 


Start 


4294 








End 


4394 


GI 


none 








Score 


.82 


Exons. 


. 42.9.4 . . 4394 












» ™ — 

JSje.q.-JflQ,.;. 


.. ~ — — — ~ -■ 

.3.6216....^,,.^. 








.^.Seq...„,I.D_ 


-ftmCLB 1.8_U,9BX2,,C„12, 


Gene No . 


7 4*590 








■ Strand ■ 


+ - - " " 


Start 


978 








End 


5748 


Name 


OJ990818 11 


. 9B12 


•C12.ol 


.np 


Method 


AAT/NAP 


Start 


978 








End 


5748 


GI 


4680203 








Score 


1699 


Exons 


978 . . 1013, 


2383. 


.4115, 


4272. 


.4496, 4773. .5748 


GI Descrip, 


(AF114171) 1 


TNP2- 


like protein 


[Sorghum bicolor] 


Seq. No. 


36216 








Seq. ID 


OJ990818_11.9B12.C12 


Gene No. 


74590 








Strand 


+ 


Start 


978 








End 


5748 


Name 


OJ990818 11 


. 9B12 


,C12.ol 


.gs 


Method 


GENSCAN 


Start 


1106 








End 


5726 


GI 


none 








Score 


.53 


Exons 


1106. . 1327, 


2383 


. .2809/ 


3073 


. .5726 




Seq. No. 


36216 








Seq. ID 


OJ990818_11.9B12.C12 


Gene No. 


74590 








Strand 


+ 


Start 


978 








End 


5748 


Name 


OJ990818 11 


. 9B12 


.C12.o2 


. t w 


Method 


TBLASTX: Wheat 


Start 


2877 . 








, End 


3470 


GI ■ ' 


" none* 








Score 


232 ■ . • ■ - ' . 


Exons 


. 2877. .3167,. 


'2879 


. .3169, 


3225 


..3341, 3228 v . 3326, 3345.. 3470, 




3362. .3469 










Seq. No. 


36216 








Seq. ID 


OJ990818_11.9B12.C12 


Gene No. 


74590 








Strand 


+ 


Start 


978 








End 


5748 


Name 


OJ990818 11 


. 9B12 


.C12.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2895 








End 


3193 


GI 


none 








Score 


295 


Exons 


2895. .3167, 


2912 


. .3193 








Seq. No. 


36216 








Seq. ID 


OJ990818_11.9B12.C12 



35918 



Gene No. 74590 Strand 

Start 978 End 

Name OJ990818_11 . 9B12 . C12 . o2 . ts Method 

Start 3210 End 

GI none Score 

Exons 3210.. 3485, 3245.. 3484 



+ 

5748 

TBLASTX : Soybean 

3485 

218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
, Expos.. 



36216 
74590 
978 

OJ990818_11.9B12.C12.o2.tc 

3234 

none 

3234.. 3566, 3320. .3370, 3404. 

36216 
74590 
978 

OJ990818_11, 
3372 
none 



9B12.C12.o2.tm 



Seq. ID OJ990818_11.9B12.C12 

Strand + 

End 5748 

Method TBLASTX : Cress 

End 3566 

Score 288 
.3511 

Seq. ID OJ990818_11.9B12.C12 



Strand 
End 

Method 

End 

Score 



+ 

5748 

TBLASTX: Maize 
3857 

102 „ .. ... 



.. ..33 .7 2 .MJ 6 , .3,38.0.. ,..3 4 75 3 4 7.9 . ,35 71 3 4 8.3,. ,,3 572 ,_3Jia. ,,3.67J5^ 

, . 3.6 .6.9 .,,..3/U£:,,. 3J XJ_... 3Z£4 3.7,6 i. -..-.3.8. 53,, ..3.168^3 JB. 57 _ 



Seq. No. 36216 Seq. ID 

Gene No. 74590 Strand 

Start 978 End 

Name OJ990818JL1 . 9B12 . C12 . o3 . tw Method 

Start 3471 End 

GI none Score 
Exons 



OJ990818_11.9B12.C12 
+ 

5748 

TBLASTX: Wheat 

3806 

57 



3471. .3512, 3516. .3614, 3518. .3613, 3660. .3758, 3671. .3742, 
3768. .3806 



Seq. No. 36216 Seq. ID 

Gene No.. . 74590 Strand 

Start 978 End 

Name * OJ990818_11. 9B12.C12 .ol.tm Method 

Start 4362 End 

GI none Score 

Exons 4362. .4430, 4430. .4744, 4431. .4745 



OJ990818_11.9B12.C12 
+ 

57 48 

TBLASTX : Maize 

4745 

63 



Seq. No. 
Gene No. 
Start". 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36216 
74590' 

978- ' ■ 
• OJ990818_11 . 9B12 . C12 .ol, tw 
4386 ■ , , 
none 

4386.". 5102, 4439. .5014, 5145. 
5297. .5416, 5418. .5519, 5420. 

36216 
74590 
978 

OJ990818_11.9B12.C12.ol.tc 

4677 

none 

4677. .5102, 4685. .5014 



Seq. ID OJ990818_11.9B12.C12 

Strand + 

End 57.4 8 ... 

-Method" TBLASTX: Wheat ' - 

End 5519 

Score 552 

.5309, 5162. .5293, 5286. .5387, 
.5512 

Seq. ID OJ990818_11.9B12.C12 

Strand + 

End 5748 

Method TBLASTX : Cress 

End 5102 

Score 314 



35919 



Seq. No. 


36216 








Seq. ID 


OJ990818 


JL1.9B12 


.C12 


Gene No. 


74590 








Strand 


+ 






Start 


978 








End 


5748 






Name 


OJ990818_11. 


9B12 


,C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4995 








End 


5285 






GI 


none 








Score 


140 






Exons 


4995 . .5165, 


5043 


. . 5159, 


5177 . 


.5284, 5178. .5285 






Seq. No. 


36216 








Seq. ID 


OJ990818 


_11 . 9B12 


.C12 


Gene No. 


74590 








Strand 


+ 






Start 


978 








End 


5748 






Name 


OJ990818_11 . 


9B12 


.C12.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5367 








End 


5579 






GI 


none 








Score 


187 






Exons 


5367 . . 5579, 


5367 


. . 5525 












Seq. No. 


36217 








Seq. ID 


OJ990818 


_11 . 9B12 


.C13 


Gene No. 


74591 








Strand 


+ 






Start 


96 








End 


4983 






Name „ _. _ . 


OJ99'08.1£_11. 


9B12 


.C13.ol. 


gs 


Method 


GEN SCAN. 






...Start. 


9.6 . ._ 


— r 


~„ , 




...EnoU ... . 









. GI. ... . - , 


...none., . ... 




- ~ - 




_ Score..,, . 


.....64^. 






Exons 


96 . . 173, 761 


. . 8.8 


7, 913 . . 


1036, 


1127.:1799, 2823. 


.3360, 






3446. . 3697, 


3977 


. . 4058, 


4333 . 


.4499, 4737. .4983 






Seq. No. 


36218 








Seq. ID 


OJ990818 


11 . 9B12 


.C14 


Gene No. 


74592 








Strand 


+ 






Start 


10 








End 


3306 






Name 


OJ990818_11. 


9B12 


,C14.ol. 


gs 


Method 


GENSCAN 






Start 


10 








End 


3306 






GI 


none 








Score 


.71 






Exons 


10. . 58, 1739 


. . 18 


37, 2851 


...2879, 3061.. 


3306 






Seq. No. 


36218 








Seq. ID 


OJ990818 


11 . 9B12 


.C14 


Gene No. 


74593 








Strand 


+ 






Start 


• 4424 








End 


7572 






Name 


OJ990818 11. 


9B12 


.C14 ,o2. 


np\ 


Method 


AAT/NAP 






Start 


3749 








End 


7572 






GI 


4680203 ' 








Score 


1003 






Exons 


3749. .3816, 


4536 


. .5939, 


7543. 


.7572 








GI Descrip . 


(AF114171) TNP2- 


like protein 


[Sorghum 


bicolor] 






Seq. No. 


36218 








Seq. ID 


OJ990818 


_11 . 9B12 


.C14 


Gene No . 


74593 ; ' 








Strand - 


+ " 






Start-; 


• 4424- 








.End' 


7572 " • 






Name 


OJ990818 11. 


9B12 


.C14 .o2. 


gs 


Method 


GENSCAN 






Start 


4424 








End 


6428 






GI 


none 








Score 


.9 






Exons 


4424 . .4436, 


4540 


. .5454, 


5881. 


.6428 








Seq. No. 


36218 








Seq. ID 


OJ990818 


_11.9B12 


.C14 


Gene No. 


74593 








Strand 


+ 






Start 


4424 








End 


7572 . • 






Name 


OJ990818 11. 


9B12 


.C14.ol. 


np 


Method 


AAT/NAP 






Start 


4540 








End 


5936 






GI 


4680203 








Score 


1000 







35920 



Exons 


4540. .5936 








GI Descrip. 


(AF114171) 


TNP2- 


like protein 


Seq. No. 


.36218 








Gene No. 


74593 








Start 


4424 








Name 


OJ990818 11 


. 9B12 


.C14.ol 


.tw 


Start 


4917 








GI 


none 








Exons 


4917 . . 5312, 


4985 


. . 5233, 


5321 . 


Seq. No. 


36218 








Gene No. 


74593 








Start 


4424 








Name 


OJ990818_11 


. 9B12 


.C14.ol 


. ts 


Start 


4968 








GI 


none 








Exons 


4968 . . 5015, 


4973 


. . 5023, 


5000 . 


Seq. No. 


36218 








Gene No. 


74593 








Start- .... 


.„.A£2A: 








Name... _ ... 


,._OJ9_90818 .1:1 


..9J312 




,.t.S..:v... 


Start 


5324 








GI 


none 








Exons 


5324 . . 5590, 


5328 


. . 5591 




Seq. No. 


36218 








Gene No. 


74593 








Start 


4424 








Name 


OJ990818 11 


. 9B12 


.C14 .ol 


. tc 


Start 


5325 








GI 


none 








Exons 


5325. . 5672, 


5330 


. . 5479, 


5519. 


Seq. No. 


36218 








Gene No. 


74593 








Start 


4424 








Name . 


OJ990818 11 


. 9B12 


.C14 .ol 


.tm 


Start 


5511 








GI 


none 








Exons 


5511 . . 5642, 


5516 


. .5743, 


•5517, 


.Seq. No. 


36218 








Gene No'.' ' ■ *" 


■ * 74593 • - 








Start'"", 


4424 








Name ■ 


OJ990818 11 


. 9B12 


. C14 .o3 V 


. tw 


Start 


5577 








GI 


none 








Exons 


5577. . 5618, 


5625 


. .5720, 


5625. 




5766. .5903 








Seq. No. 


36218 








Gene No. 


74593 








Start 


4424 








Name 


OJ990818 11 


.9B12 


.C14 .o2 


.tw 


Start 


5906 









[Sorghum bicolor] 

Seq. ID OJ990818_11.9B12.C14 

Strand + 

End 7572 

Method TBLASTX : Wheat 

End 5576 

Score 237 

.5431, 5325. .5444, 5451. .5576 

Seq. ID OJ990818_11.9B12.C14 

Strand + 

End 7572 

Method TBLASTX : Soybean 

End 5305 

Score 47 

.5254, 5021.. 5305, 5022.. 5303 

Seq. ID OJ990818_11.9B12.C14 
Strand + ' . . 

_En<i_-„_JL^7.2; . 1 • „ 

,. Method. TBLASTX : So.ybe.an, , 



End 
Score 



5591 
216 



Seq. ID OJ990818_11.9B12.C14 
Strand + 

7572 

TBLASTX: Cress 
5672 
315 



End 

Method 
End 
Score 
.5671 



Seq. ID OJ990818_11.9B12..C14 

Strand + 

End 7572 

Method TBLASTX : Mai ze 

End 5932 

Score 223 

.5759, 5738.. 5932, 5766... 5930 

Seq. . ID OJ990818_11.9B12.C14 

.'Strand +' • ' 

End ' 7572. ( v .. , - 

Method ' TBLASTX: Wheat 

End 5903 

Score 56 

.5720, 5627.. 5722, 5765.. 5902, 



Seq. ID OJ990818_11.9B12.C14 

Strand + 

End 7572 

Method TBLASTX : Wheat 

End 6401 



35921 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 14 6 

5906. .6061, 5937. .6062, 5947. .6063, 6078. .6128, 6085. .6126, 
6129. .6182, 6201. .6305, 6306. .6401 



36218 
74593 
4424 

OJ990818_11. 9B12.C14 .o2.ts 

6114 

none 

6114. .6362, 6116. .6232 



Seq. ID OJ990818_11.9B12.C14 

Strand + 

End 7572 • 

Method TBLASTX : Soybean 

-End 6362 

Score 225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq,. .Np.. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name * 
Start . 
GI 

Exons 



36219 Seq. ID 

74594 Strand 
1 . End 

OJ990818_11. 9B12.C15.ol.np Method 
1 End 
5852180 Score 
1..273, 2122. .2175, 3155. .3280, 3309. 
8772. .8790 

(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990818_11.9B12.C15 
+ 

8790 
AAT/NAP 
8790 
452 

3715, 6144. .6222, 



.3.6.21.9. . ..... . ,, ., 

74594 
1 

OJ990818_11.9B12.C15.ol.gs 

138 
none 



S.eq ID.. p.J590.8X8,_l 1 . 9B.1Z.X15, 

Strand + 

End 8790 

Method GENSCAN 

End 8477 

Score .48 



138. .531, 1044. .1303, 2122. .2175, 3139. .3715, 4488. .4633, 
4671. .4716, 4815. .4895, 5109. .5420, 5508. .6113, 6222. .6394, 
6473. .6643, 6726. .7014, 8280. .8477 



36219 
74595 
9463 

OJ990818_11. 9B12.C15.o2.gs 

94 63 

none 



Seq. ID OJ990818_11.9B12.C15 



Strand 
End 

Method 

End 

Score 



+ 

15808 
GENSCAN 
15316 
.48 



9463.-9595,. 11599 .. 11 668 , 13220 134 58 , 14345 .. 14476,. 
14490. .15316 



Seq. No. 
Gene No. 
Start ■ 
, Name ; " ' : ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



36219 
74595 
9463 
.OJ99Q81 
14342 
6907087 
14342. . 
(AP0011 
region 
sativa] 



8 11 s . 9B12.Ci5.o2inp 



Seq. ID OJ990818_11.9B12.C15 
Strand + ' 
End 15808 . . 

'Method' ' .AAT/NAP " ' ' : ' ' ' 
End . m " 1580-8 
Score * 682 

15166, 15707.. 15808 

29) ESTs C72771 (E2215) , AU082313 (E2215) correspond ; to a 
of the predicted gene.; hypothetical protein [Oryza 



36219 Seq. ID 

74596 * Strand 

16268 End 

OJ990818_11 . 9B12 . C15 . o3 . gp Method 

16268 End 



OJ990818_11.9B12.C15 
+ 

16423 

AAT/GAP 

16423 



35922 




GI 


uC-osflcyp033a04bl 


Score 


285 




Exons 


16268. .16423 








GI Descrip. 


* 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 


sativa genomit 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


36219 


Seq. ID 


OJ990818 


_11 . 9B12 .C15 


Gene No. 


74597 


Strand 






Start 


2024 


End 


2405 




Name 


OJ990818 11.9B12.C15.ol.gp 


Method 


AAT/GAP 




Start 


2024 


End 


2405 




GI 


uC-osf Icyp033a04bl 


Score 


663 




Exons 


2024. .2405 








GI Descrip. 


1 601684 5/dbj I AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 


sativa genomii 




DNA, chromosome 1, clone : P07 11E10 ? 






Seq. No. 


36219 


Seq. ID 


OJ990818 


_11.9B12.C15 


Gene No. 


74598 


Strand 


- 




Start 


15701 


End 


16423 




Name 


OJ990818 11.9B12.C15.o3.gs 


Method 


GENSCAN 




Start 


15701 


End 


16308 




GI . 


. none 


Score 


. 96 


.... 


.J5^jn£_ 


^X5Jm~,^ 




„ : - — - 


. ™ 


Seq. No. 


* '36219" 


Seq. ID 


OJ990818 


11 . 9B12 . C15 


Gene No . 


74598 


Strand 






Start 


15701 


End 


16423 




Name 


OJ990818 11.9B12.C15.o3.np 


Method 


AAT/NAP 




Start 


16201 


End 


16423 




GI 


4680186 


Score 


353 




Exons 


16201. .16423 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


36220 


Seq. ID 


OJ990818 


_11.9B12.C16 


Gene No. 


74599 


Strand 


+ 




Start 


142 


End 


489 




Name 


OJ990818 11.9B12.C16.ol.gs 


Method 


GENSCAN 




Start 


142 


End 


489 




GI 


none 


Score 


. 64 




Exons 


142. .232, 461. .489 








Seq. No. 


36220 


Seq. ID 


OJ990818 


_11.9B12.C16 


Gene No . 


74600 


Strand 


+ 




Start 


8262 


End 


9562 ' 




Name 


OJ990818 11.9B12.C16.o3.gs 


m Method 


GENSCAN 




Start 


• 8262 ' ' ' 


End 


9562 . ' 


* 


GI 


none 


Score . 


6 5 




Exons 


8262.. 8318, 8723.. 8802, 8822. 


.8853, 8966. .9082, 


94 23. . 9562 


Seq. No. 


36220 


Seq. ID 


OJ990818 


_11 . 9B12 .C16 


Gene No. 


74601 


Strand 






Start 


1440 


End 


5954 




Name 


OJ990818 11. 9B12.C16.o2.gs 


Method 


GENSCAN 




Start 


1440 


End 


5954 




GI " 


none 


Score 


.41 




Exons 


1440.. 1621, 1673.. 1694, 1862. 


.2199, 2359.. 2517', 


2639. .2741, 




3238.-3387, 3671.. 3787, 583.5. 


.5954 







35923 




Seq. No. 


36221 




Seq. ID 


OJ990818JL1. 


9B12 


C17 


Gene No. 


74602 




Strand 


+ 






Start 


728 




End 


i f r r 

1666 






Name 


OJ990818_11. 9B12.C17.ol 


.gs 


Method 


GENSCAN 






Start 


728 




End 


1666 






GI 


none 




Score 


. 4 1 






Exons 


728. .844, 1514. .1666 












Seq. No. 


36221 




Seq. ID 


OJ990818_11. 


9B12 


C17 


Gene No. 


74603 




Strand 


+ - 






Start 


2376 




End 


4599 






Name 


OJ990818_11. 9B12.C17.o2 


.gs 


Method 


GENSCAN 






Start 


2376 




End 


4599 






GI 


none 




Score 


.75 






Exons 


2376. .2441, 3212. .33yl, 


Jozy . 


.3576, 4498.. 4599 






Seq. No. 


36221 




Seq. ID 


OJ990818_11. 


9B12 


.C17 


Gene No. 


74604 




Strand 








Start 


5826 




End 


6456 






Name 


OJ990818_11 . 9B12.C17.o3 


.gs 


Method 


GENSCAN 






Start 


5'826 




End 


6456 . 


- 




GI.. _ . ^ 


„*non.e_ „ , 




_ .Score 


..6 „. 







..Exona.. 


.5 8 2 6 ... -6.3 4 9 , ... 6 4,0, 9 . . ,6 4 5,6. . 


„• 










Seq. No. 


36222 




Seq. ID 


OJ990518_06. 


9B05 


.C2 


Gene No. 


74605 




Strand 








Start 


51 




End 


498 






Name 


OJ990518_06. 9B05.C2 .ol . 


gs 


Method 


GENSCAN 






Start 


51 




End 


498 






GI 


none 




Score 


.68 






Exons 


51. .236, 287. .435, 441. 


. 4 98 










Seq. No. 


36223 




Seq. ID 


OJ990518_06. 


9B05 


.C3 


Gene No. 


74606 




Strand 








Start 


63 




End 


113 






Name 


OJ990518_06. 9B05.C3.ol. 


gs 


Method 


GENSCAN 






Start . 


63 




End 


113 






GI 


none 




Score 


.75 






Exons 


. 63. . 113 * 












Seq. No. 


36224 




Seq. ID 


OJ990518__06. 


9B05 


,C4 


Gene No. 


74607 




Strand 


+ 






Start 


2125 




End 


2910 






Name _ 


OJ990518 06. 9B05.C4 .ol . 


gs 


Method 


GENSCAN 






Start* . ' • 


■ 2125 ' .'■ ■ ■* y 




"End • ■■' ; 


2910- . ' • 






GI 


none ... . 




Score 


-97 ■ 






Exons 


2125. .2910 












Seq. No. 


36224 




Seq., ID 


OJ990518_06. 


9B05 


.C4 


Gene No. 


1 4 bUo 




Strand 


+ 






Start 


3152 




End 


7617 






Name 


OJ990518 06.9B05.C4 .ol. 


np 


Method 


AAT/NAP 






Start 


3152 




End 


7617 






GI 


4680341 




Score 


494 






Exons 


3152. .3217, 4945. .5060, 


5087 


.5170, 5229.-5597, 7529. .7617 


GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp. indica 



35924 



Seq. No. 


36224 








Seq. ID 


OJ990518_ 


_06. 


,9B05. 


,C4 


Gene No. 


.74608 








Strand 


+ 








Start 


3152 








End 


^ c i "7 
/ ol / 








Name 


OJ990518_06 . 


, 9B05 . 


. C4 . o2 . 


gs 


Method 


GENSCAN 








Start 


4687 








IT n ^ 

bna 


cone 








GI 


none 








Score 


. 0 / 








Exons 


4687 . . 4939, 


5073 . 


. . 5206 














Seq. No. 


36224 








Seq. ID 


OJ990518 


_06. 


.9B05. 


.C4 


Gene No. 


74609 








Strand " 










Start 


54 41 








End 


7585 








Name 


OJ990518_06 . 


, 9B05 , 


. C4 . o3 . 


gs 


Method 


GENSCAN 








Start 


5441 








End 


7585 








GI 


none 








Score 


.58 








Exons 


IT A A 1 r r o ii 

5441. . 5534 , 


C C\ C\ O 

5998 , 




C O /I o 


.6378, 7251.. 7585 








Seq. No. 


36225 








Seq. ID 


OJ990518 


_06, 


.9B05, 


.C5 


Gene No. 


74610 








Strand 










Start 


1976 








End 


5282 








Name 


OJ990518 06. 


.9B05, 


.C5.o2. 


gs 


Method 


GENSCAN 








Start . „ 


. 1976 . .. 








End . . 


5282 ... 









GI . ,none. .„ . . ,„ . _Score . 81 „ 

'ExQns„_.: ...... „ ,1-97,6.... .2Q23L,... .2839.. ..2.962,. 3.363 . . 34.17.,. .3.7,31. .386.6,- AZ08 4,419, . 



4921. .5282 





Seq. No. 


36226 




Seq. ID 


OJ990518_ 


_06. 


, 9B05. 


.C6 




Gene No. 


74611 




Strand 


+ 










Start 


723 




End 


2223 










Name 


OJ990518 


06. 9B05.C6.ol.gs 


Method 


GENSCAN 










Start 


723 




End 


2223 










GI 


none 




Score 


.8 










Exons 


723. .737, 


1000.. 1235, 2007. 


.2223 












Seq. No. 


36227 




Seq. ID 


OJ990518_ 


_06. 


, 9B05, 


.C7 




Gene No. 


74612 




Strand 












Start 


651 




End 


. 946 










Name 


OJ990518 


06.9B05.C7.ol.gs 


■ Method 


GENSCAN 










Start 


651 




End 


946 










GI 


. none 




. Score 


.73 










Exons 


651. .946 
















Seq. No. 


36228 




Seq. ID 


OJ990518_ 


_06. 


.9B05 


.C8 




Gene No. 


74613 




Strand 


+ * 










Start 


64 




End 


887 










* Name . • 


' OJ990518 


06 : ; 9B05 .C8;.ol .gs • 


. Method.'. 


GENSCAN 










Start 


; 64 




'End 


.887 










GI 


none 




Score 


.53 










Exons 


• 64. .119, 


863. .887 














Seq. No. 


36229 




Seq. ID 


OJ990518_ 


_06, 


. 9B05 


.C10 




Gene No. 


74614 




Strand 


+ 










Start 


586 




End 


786 










Name 


OJ990518 


06. 9B05.C10.ol.gs 


Method 


GENSCAN 










Start 


586 




End 


786 










GI 


none 




Score 


.8 










Exons 


586. .786 















35925 



Seq. No. 


36230 








Seq. ID 


OJ990518 


06 . 9B05 . C12 


Gene No . 


74615 








Strand 


+ 




Start 


1133 








End 


4448 




Name 


OJ990518_06 


. 9B05 


. Clz . ol 


.gs 


Method 


GENSCAN 




Start 


1133 








End 


4448 




GI 


none 








Score 


.58 




Exons 


1133. .1183, 


1501 


. . 1622, 


1686. . 


1810, 1912.. 2219, 


3131. .3304, 




34 60 . . 3545, 




o o o c 

. . JOOO, 


O C\ H 1 


4176, 4376. .4448 




Seq. No. 


36230 








Seq. ID 


OJ990518 


_06.9B05.C12 


Gene No. 


74616 








Strand 






Start 


4507 








End 


4872 




Name 


OJ990518_06 


. 9B05 


. C12 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4507 








End 


4872 




GI 


none 








Score 


96 




Exons 


4507 . . 4650, 


4624 


. .4689, 


4 677. , 


4769, 4771. .4872 




Seq. No. 


36231 








Seq. ID 


OJ990518 


06 . 9B05 . C15 


Gene No. 


74617 








Strand 






Start 


856 








End 


1397 




Name 


OJ990518_06 


. 9B05 


.C15 . ol 


.gs 


Method 


GENSCAN . 




.Start., 


, .85.6 








..End 


JL3.92 „ m . 


• — — : 


,G I, 


.„ ,noae...„ ^„ 








Score. _ 


,..9.2 


— — 


Exons 


856 . . 1060, 


1324 . 


. 1397 










Seq. No. 


36232 








Seq. ID 


OJ990518 


_06.9B05.C16 


Gene No . 


74618 








Strand 


+ 




Start 


389 








End 


2147 




Name 


OJ990518 06 


.9B05 


.C16.ol 


• n P 


Method 


AAT/NAP 




Start 


389 








End 


2147 




GI 


5902448 








Score 


257 




Exons 


389. .808, 2074. . 


2147 










GI Descrip. 


(AB030283) 


orf3 


[Oryza 


sativa^ 








Seq. No. 


36232 








Seq. ID 


OJ990518 


_06.9B05.C16 


Gene No. 


74619 








Strand 


+ 




Start- 


2257 








End 


9145 




Name 


OJ990518 06 


.9B05 


.C16.o2 


• gs 


Method 


GENSCAN 




Start 


2257 








End . ■ 


9145 




GI 


none 








Score 


.79 




Exons 


2257. .2413, 


2437 


. . 2710, 


2870 . 


3056, 3288.. 3395, 


3667. . 3752, 




■ 3827. .4088, 


4202 


. .4401, 


5051 . 


5293, 5399.. 5675, 


5906. . 6040, 




6161. .6241, 


6763 


. . 6852, 


6944 . 


7039, 7250.. 7318, 


7437. .7523, 




_ 7817 . .7918, 


8013 


. .8102, 


8183 % 


8263, 9044.. 9145 




Seq., No. " . 


, 36232 






• -. - 


Seq. ID 


.OJ9905L8 


_06.9B05.CL6 


Gene No . 


74619 








Strand 


+' 




Start 


2257 








End 


9145 




Name 


OJ990518 06 


.9B05 


.C16.o3 


.np 


Method 


AAT/NAP 




Start 


2957 








End 


5291 . 




GI 


5932532 








Score 


227 




Exons 


2957. .3021, 


4320 


. .4401, 


4799. 


5291 






GI Descrip. 


(AC009465) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


36232 








Seq. ID 


OJ990518 


_06.9B05.C16 


Gene No. 


74619 








Strand 


+ 




Start 


2257 








End 


9145 





35926 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . . 

_S.eq._No..,- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start' 

GI . 

"Exons" 

GX -Descrip. 



OJ990518_06. 9B05.C16.ol .gp Method AAT/GAP 

5227 End 5945 

426342 Score 711 

5227. .5293, 5399. .5675, 5906. .5945 



36232 
74620 
1 

OJ990518_06. 9B05.C16.o2.np 
1 

5902445 

1..29, 774. .1204, 2402. .2470 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990518_06.9B05.C16 
Strand 

2470 
AAT/NAP 
2470 
436 



End 

Method 

End 

Score 



36232 
74620 
1 

OJ990518_06.9B05.C16.ol .gs 

618 

none 



Seq. ID OJ990518_06.9B05.C16 
Strand 

End 2470 

Method GENSCAN 

End 1807 

Score .84 



618.. 1049, .1347.. .1479, 1659.. 1807 



..3.6232. ... - ,.. - „.-.S.e.q....JD...,. QJ99.0518_D,6...9B i 0^C16 M . 

74620 Strand . "- * 

1 End 2470 

OJ990518_06.9B05.C16.ol.tw Method TBLASTX: Wheat 

783 End 1168 

none Score 114 

783. .977, 784. .966, 1008. .1085, 1019. .1168, 1020. .1166 



36232 
74621 
4884 

OJ990518_06.9B05.C16.ol. tm 

4884 

none 



Seq. ID OJ990518_06.9B05.C16 
Strand 

End 5228 

Method TBLASTX: Maize 

End 5228 

Score 103 



4884. .4976, 4895. .4969, 4983. .5228, 5010. .5165 



Seq. ID OJ990518_06.9B05.C17 
Strand 

End 341 

Method AAT/NAP 

End 341 " " 

Score 101 



36233 
74622 
1 

OJ990518_06.9B05.C17.ol.np 
1 

4544462. ■ 

1..-.341 * - J ■'. ' . ■ " : *\ ■-- . - ' /.- ' ; V ■ 

(AC006580) NAM (no apical meristem),-like protein [Arabidopsis 
thaliana] 



Seq. No. -j 36233 

Gene No. 74622 

Start 1 

Name OJ990518_06 . 9B05 . C17 . ol . tm 

Start 81 

GI none 

Exons 81. .203, 82. .192, 225.-338 



Seq. ID OJ990518JD' 
Strand 

End 341 

Method TBLASTX : Maize 

End 338 

Score 79 ' 



305. C17 



Seq. No. 



36234 



Seq. ID OJ990518_06.9B05.C22 



35927 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



74623 Strand 

12 End 1041 

OJ990518_06.9B05..C22.ol.gs Method GENSCAN 

12- End 1041 

none Score . 65 

12.. 174, 400.. 590, 705.. 855, 1034.. 1041 



36234 
74623 
12 

OJ990518_06.9B05.C22.ol.np 
444 

5932532 
444 . . 870 

(AC009465) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990518__06.9B05.C22 
Strand 

End • "1041 

Method AAT/NAP 

End 870 

Score 189 



Seq. No. 


36235 








Seq. ID 


OJ990518 


_06. 


9B05 


C25 


Gene No. 


74624 








Strand 


- 








Start 


199 








End 


877 








Name 


OJ990518 


06. 9B05.C25. 


ol. 


gs 


Method 


GENSCAN 








;. Start 


. . 19.9.. . . 


... _ - 






End. ... 


.877 


_ . ... 






6J_~ 




— 






_._S..Qore _ 


„. ^.9:2_.^„ 


— ™ 






•j'j ~ ...Exons.,. . .. .... 

'SI' " 


... JL99., ,334, 


. .6.66.,., S7.3. J.. 








•'-<-—* - 








Seq. No'. 


36236 








Seq. ID 


OJ990518_ 


_06. 


9B05 


.C26 


; = : ; Gene No. 


74625 








Strand 










m Start 


287 








End 


557 








r\ Name 


OJ990518 


06. 9B05.C26. 


ol 


gs 


Method 


GENSCAN 








Start 


287 








End 


557 








!';! GI 


none 








Score 


. 65 








"]•[ Exons 


287 . . 557 


















:s Seq. No. 


36237 








Seq. ID 


OJ990518 


_06. 


9B05 


.C29 


r\ Gene -No . 


74626 








Strand 


+ 








^.i Start 


120 








hna 


Ol Q 








; '* Name 


OJ990518 


06.9B05.C29. 


ol 


gs 


Method 


GENSCAN 








{S V Start 


120 








End 


319 










none 








Score 


'.59 








~]\ . Exons 


. 120. .183, 


260.. 319 
















Seq. No. 


36238 








Seq. ID 


OJ990518 


_06. 


9B05 


.C34 


Gene No. * 


74627 








Strand 










Start 


486 








End 


603 " " 








Name 


" OJ990518. 


0-6.9B05.C34. 


. 01 


.gs 


Method 


GENSCAN 






J. 


• ■' 'Start*-.- " 


' ; 4 8 6 - : . 








• End;' " * ■ 


.■603 


* 






GI 


none m . 








...Score 


.51 " . , 








Exons 


486. . 603 


















Seq. No. 


36239 








Seq. ID 


OJ990518 


_06. 


9B05 


.C35 


Gene No. 


74628 








Strand 










Start 


336 








' End 


461- 








Name 


OJ990518 


_06.9B05.C35. 


ol 


.gs 


Method 


GENSCAN 








Start 


336 








End 


461 








GI 


none 








Score 


.•87 








Exons 


336. .461 


















Seq. No. 


36240 








Seq. ID 


OJ990518 


_06. 


9B05 


.C37 



35928 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



74629 Strand + 

1 End 485 

OJ990518_06 . 9B05 . C37 . ol . np Method AAT/NAP 

1 End 485 

4680341 Score 308 
1..85, 112. .195, 254. .485 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



36240 Seq. ID 

7 4 629 Strand 

1 End" 
OJ990518_06 . 9B05 . C37 . ol . gs Method 

98 End 

none Score 
98. .231 



OJ990518_06.9B05.C37 
+ 

485 

GENSCAN 

231 

.68 



Seq. No. 
Gene No. 
Start 
Name 

Start/,.-. . 

„ 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36241 
74630 
2640 

OJ990518_06 . 9B05 . C38 . ol . gs 

.264.0". . _ 

.none ; . , ... .... 

,2.640 . ..27.65.,. .2.81.7 ... 2a8.3 . ^ 

36241 
74631 
3652 

OJ990518_06. 9B05.C38 . o2 .gs 

3652 

none 

3652. .3836, 3889.-3937 



Seq. ID 

Strand 

End 

Method 
.End . . 
_Scor.e._- . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_06.9B05.C38 
+ 

2883 
GENSCAN 

2883.. ._ . _I 
_..,4„ • . ; 



OJ990518_06.9B05.C38 

3937 
GENSCAN 
3937 
.43 



OJ990518_06.9B05.C40 
+ 



36242 Seq. ID 

74 632 Strand 

1 End 436 

OJ990518_06. 9B05.C40.ol.np Method AAT/NAP, 

1 End 436 

69*07090 Score 144 
1. .436 

(AP001129) Similar to Oryza sativa root-specific RCc3 mRNA 
(L27208) 



Seq. No. 
Gene No. 
Start ; ' ' ' ■ 
•Name . . 
Start / 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



36242 Seq. ID 

74 633 ' Strand 

1009*:; ' End 

■ OJ990518_06. 9B05.C4 0..o2 .np. " Method 
1009 End 
103076 Score 
1009.. 1336 

Bkm-like sex-determining region hypothetical protein CS314 
fruit fly (Drosophila melanogaster ) (fragment) 



OJ990518_06.9B05.C40 
+ . 

1336 ' " • .' "' 

AAT/NAP 
1336 . - 
173 ' 



36243 Seq. ID 

74634 Strand 

7847 . End 

OJ9905 18_06 . 9B05 . C4 1 . o2 . gs Method 

7847 End 



OJ990518_06.9B05.C41 
+ 

22550 
GENSCAN 
,9752 



35929 




GI 


none 






Score 


. 97 


Exons 


7847. .8042, 


8211. .8554, 


9390. 


. 9752 




Seq. No. 


36243 






Seq. ID 


OJ990518 06.yB05.C41 


Gene No. 


74634 






Strand 


+ 


Start 


7847 






End 


22550 


Name 


OJ990518 06. 


9B05.C41.ol, 


,np ' 


Method 


AAT/NAP 


Start 


7859 






End 


22550 


GI 


1418990 






Score 


279 


Exons ■ 


7859. .8035, 


8210. .8486, 


22531 


. .22550 





GI Descrip. (Z75524) unknown [Lycopersicon esculentum] 



Seq. No. 


36243 




Seq. ID 


OJ990518_ 


_06.9B05 


.C41 


Gene No. 


74634 




Strand 


+ 






Start 


7847 




End 


22550 






Name 


OJ990518 06.9B05.C41 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


8222 




End 


21351 






GI 


none 




Score 


111 






Exons 


8222. .8335, 8236. .8331, 8366. .8479, 8368. .8478, 


14242 . . : 


1434i 




14373. .14489, 14380. 


.14493, 


14380. .14532, 21081 


. .21212, 




. . _. 


21087 21203/ 21088. 


.21213, 


21246. ..21320, 21249. 


. .2.13.32 ,. 






... .„.2.1.2.5.Q.,...2A.3.3.3./- .2132 2,._ 


..2.i35.!_ 


— 


■■- -r~ ™- 






Seq. No. • 


36243 ' 




,,v.. 

Seq. ID 


. 

OJ990518_ 


'06?9B05 


.C41 


Gene No. 


74634 




Strand 


+ 






Start 


7847 




End 


22550 






Name 


OJ990518 06.9B05.C41 


.ol.gp 


Method 


AAT/GAP 






Start 


9689 




End 


9907 






GI 


2798094 




.Spore 


419 






Exons 


9689. .9907 












Seq. No. 


36243 




Seq. ID 


OJ990518_ 


06. 9B05 


. C41 


Gene No. 


74634 




Strand 


+ 






Start 


7847 




End 


22550 






Name 


OJ990518 06.9B05.C41 


. o3 . gs 


Method 


GENSCAN 






Start 


11605 




End 


12677 






GI 


none 




" Score 


.59 






Exons 


11605. .11626, 12595. 


.12677 










Seq. No. 


36243 




Seq. ID 


OJ990518 


_06.9B05 


.C41 


Gene No. 


74634 




Strand 


+ 






Start 


7847 




End . 


22550 






Name 


OJ990518 66.9Bb5.C41 


,o4 . gs 


Method 


GENSCAN 






Start 


13878, « 




End 


15964' ■ 






GI -" - 


■ '* none 




Score' 


. 8 " .-: • 






Exons 


13878. .14052,^14184. 


.14325, 


.14361. .145 


65, 15650 


. .15964 




Seq. No. 


36243 




Seq. ID 


OJ990518 


_06.9B05 


.C41 


Gene No. 


74634 




Strand 


+ 






Start 


7847 




End 


22550 






Name 


OJ990518 06.9B05.C41 


. o5 . gs 


Method 


GENSCAN 






Start 


16777 




End 


18070 






GI ' 


none 




Score 


.84 






Exons 


16777. .16941,' 17115. 


.17249, 


17852.. 18070 






Seq. No. 


36243 




Seq. ID 


OJ990518 


_06.9B05 


.C41 


Gene No. 


74634 




Strand 


+ 







35930 



Start 


7847 




End 


22550 


Name 


OJ990518 06.9B05.C41. 


,o6.gs 


Method 


GEN SCAN 


Start 


18409 




End 


19527 


GI 


none 




Score 


.83 


Exons 


18409. .18508, 19418. . 


.19527 






Seq. No. 


36243 




Seq. ID 


OJ99051I 


Gene No. 


74634 




Strand 


+ 


Start 


7847 




End 


22550 


Name 


OJ990518 06.9B05.C41. 


, o7 . gs 


Method 


GENSCAN 


Start 


20711 




End 


21377 


GI 


none 




Score 


.91 


Exons 


20711. .20906, 21088.. 


,21377 






Seq. No. 


36243 




Seq. ID 


OJ99051! 


Gene No . 


74634 




Strand 


+ 


Start 


7847 




End 


22550 


Name 


OJ990518 06.9B05.C41. 


. o2 . np 


Method 


AAT/NAP 


Start ■ 


20723 




End 


21333 


GI 


1418990 




Score 


174 


Exons 


. .20723. .20899, 21087.. . 


.21333 






G.I„ Qescxip.. 




Seq. No. 


36244 




Seq. ID. 


OJ99051! 


Gene No. 


74635 




Strand 




Start 


3046 




End 


3206 


Name 


OJ990518 06.9B05.C43. 


, o2 . gs 


Method 


GENSCAN 


Start 


3046 




End 


3206 


GI 


none 




Score 


.62 


Exons 


3046. .3206 









Seq. No. 36245 

Gene No. 74 636 

Start 1740 

Name OJ990518_06 . 9B05 . C4 4 . o2 . np 

Start 1691 

GI. 4544462 

Exons 1691. .1887, 

GI Descrip. (AC006580) NAM 
thaliana] : ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_ 
+ 

2455 
AAT/NAP 
2455 
180 



06.9B05.C44 



2085. .2455 

no apical meristem) -like protein [Arabidopsi 



Seq. .No.... 36245. . _ . , Seq. ID. 

Gene No/ 74636' ... Strand 

Start 1740 . End 

-Name ;:: * : ' ■ • 0 J'9 9-0 5 1 8_0 6 . 9B05 YC4 4": ol . gs . ' Method 

Start' •• 1740 ; * ■ End ■ 

GI none Score 
Exons 1740.. 1890 



OJ990518_06, 9B05.C44 
+ 

,2455 ; 

GENSCAN ' ■ :*■ 

1890 / 

.54 



Seq. No. 36245 

Gene No. 74636 

Start 1740 

Name OJ990518_06 . 9B05 . C4 4 . ol . tm 

Start 2102 

GI none 
Exons 



Seq. ID. OJ990518 06.9B05.C44 



Strand 
End 

Method 

End 

Score 



+ 

2455 

TBLASTX: Maize 

2359 

106 



2102. .2215, 2116. .2214, 2237. .2359, 2237. .2266, 2248. .2358 



35931 




Seq. No. 


36246 






Seq. ID 


OJ990518 


06. 9B05 


.C45 


Gene No. 


74637 






Strand 


■f 






Start 


103 






End 


1150 






Name 


OJ990518 06. 


9B05.C45.ol. 


gs 


Method 


GENSCAN 






Start 


103 






End 


1150 






GI 


none 






Score 


."88 






Exons 


103. .161, 739. .1150 












Seq. No. 


36246 






Seq. ID 


OJ990518_ 


06. 9B05 


.C45 


Gene No. 


. 74638 






Strand 








Start * ' 


1862 






End 


4917 






Name 


OJ990518 06. 


9B05.C45.o2. 


gs 


Method 


GENSCAN 






Start 


1862 






End 


4917 






GI 


none 






Score 


. 47 






Exons 


1862. . 1909, 


2016. .2182, 


2290 


..2455, 2538. .2934, 


4849. .4917 


Seq. No. 


36247 






Seq. ID 


OJ990518_ 


06. 9B05 


.C46 


Gene No. 


74639 






Strand 


+ 






Start 


1244 






End 


1713 






Name 


OJ990518 06. 


9B05 . C46 . ol . 


gs 


Method 


GENSCAN 






.Start 


124 4 _ ' ~~ 






- End 


1713 






m_„^:„. 


t jiong, • 




„ 


„ S.c,Qr,e„ 


_.J7 4 






.Exons. ..^ , 


.124 4 . .-133.1, 


,15.32. ~.17JL3„^ 












Seq. No. 


- 36248 






Seq. ID 


OJ990518_ 


06. 9B05 


.C47 


Gene No. 


74640 






Strand 


+ 






Start 


2526 






End 


2861 






Name 


OJ990518 06. 


9B05.C47.ol. 


gs 


Method 


GENSCAN 






Start 


2526 ~ 






End 


2861 






GI 


none 






Score 


. 97 






Exons 


2526. .2861 














Seq. No. 


36248 






Seq. ID 


OJ990518_ 


06. 9B05 


.C47 


Gene No. 


74641 






Strand 


+ 






Start 


2791 






End 


3370 






Name 


OJ990518 06. 


9B05.C47.ol. 


gp 


Method 


AAT/GAP 






Start ' 


2791 






End 


3370 






GI 


none 






Score 


713 






Exons 


2791. .2894, 


3040. .3370 












Seq. No. 


36248 






Seq. ID 


OJ990518_ 


06. 9B05 


.C47 


Gene No. 


.- 74642 






Strand 








Start 


4363 






End 


15139 






Name 


OJ990518 06. 


9B05.C4 7.o2. 


gs. ' 


Method 


' GENSCAN 






Start ■ ' ■ 


4363" : 7 






End V: 


15055 - " ■ 






GI ■ . 


none 






. : Score • 


- .4 






Exons 


4363. .4673, 


5493. .5660,' 


6863 


..6974, 7001. .7024, 


9149. . 9174, 




11741. .12287 


, 12318.. 124 


88, 


12552. . 13086, 13108. 


.13319, 






13330. .13446, 13591 .. 1388 6, 


14082. .14719, 14922. 


.15055 




Seq. No. 


36248 






Seq. ID 


OJ990518_ 


06.9B05 


.C47 


Gene No. 


74642 






Strand 








Start 


4363 






End 


15139 






Name 


OJ990518 06. 


9B05.C47.ol. 


np 


Method 


AAT/NAP 






Start 


11117 






End 


15139 






GI 


4512618 






Score 


1630 






Exons 


11117. .11277 


, 11741. .13590, 


13778. .14968, 15084. 


.15139 





35932 




GI Descrip. (AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



Seq. No. 


* 36248. 






Seq. ID 


OJ990518_06.9B05, 


CA1 


Gene No. 


74642 






Strand 






Start 


4363 






End 


15139 • 




Name 


OJ990518 06.9B05.C47 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11781 






End 


12074 




GI 


none 






Score 


124 




Exons 


11781. . 


,12074, 11782. 




11790. .12074 




Seq. No. 


36248 






Seq. ID 


OJ990518_06.9B05, 


cai 


Gene No. 


74642 






Strand 






Start 


4363 






End 


15139 




Name 


OJ990518 06.9B05.C47 


. oi . ts 


Method 


TBLASTX : Soybean 




Start 


11784 






End 


12380 




GI 


none 






Score 


156 




Exons 


11784. . 


,12197, 11857. 




12225. .12380, 12262.. 12375 




Seq.. No..... . 


' .36248 






Seq. .ID 


OJ990518_06.9B05., 


c ai 




.7-4-64 2_ 




" 


S.tr-.anc}„ 




.„ 


.Start.-, .... 


..... 1363..,. 




— ... , . 


... End ^ ..... 


1 5lJ 9~7~ Z 'Z~L 2 \ 




Name 


OJ990518 ^06.9B05.C47 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12075 






End 


12458 




GI 


none 






Score 


128 




Exons 


12075. . 


.12452, 12075. 




12091. .12456 




Seq. No. 


36248 






Seq. ID 


OJ990518_06.9B05 


CA 1 


Gene No. 


74642 






Strand 






Start 


4363 






End 


15139 




Name 


OJ990518 06.9B05.C47 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12144 






End 


12575 




GI 


none 






Score 


112 




Exons 


12144. . 


.12401, 12145. 


i o a n o 
. LZ 4 Uz, 


12414. .12575, 12415. .12567 




Seq. No. 


36248 






Seq. ID 


OJ990518_06.9B05 


CA 1 


Gene No. 


74642 






Strand 






Start 


4363 






End 


15139 




Name 


OJ990518 06.9B05.C47 


. oZ . tm 


Method 


TBLASTX: Maize 




Start 


12510 






End 


12957 






none 






Score 


242 


■ - 


Exons 


.12510.", 


. 12947, ".12511*. 


. iz yo / , 


12513.. 12947 




Seq.' No. ' 


•36248." 






■/ ' Seq. :ID 


OJ990518_06. 9B05 


. U4 / 


Gene No. 


74642. 




' ' ' 


Strand 






Start 


4363 






End 


15139* 




Name ( 


OJ990518 06.9B05.C47 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12744 






End 


13073 




GI 


none 






Score 


73 




Exons 


12744 . , 


.13073, 12766. 


.12930, 


12994. .13071 




Seq. No. 


36248 






Seq. ID 


OJ990518_06.9B05 


.C47 


Gene No. 


74642 






Strand 






Start 


4363 : 






End 


15139 




Name 


OJ990518 06.9B05.C47 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12759 






End 


13253 





35933 




GI 


5509260 




Score 


91 


Exons 


12759. . 13253, 12775. 


. 12930 






GI Descrip. 


— 








Seq. No. 


36248 




Seq. ID 


OJ990518 06.9B05.C47 


Gene No. 


74642 




Strand 




Start 


4363 




End 


15139 


Name 


OJ990518 06.9B05.C47 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


12870 




End 


13145 


GI 


none 




Score 


219 


Exons 


12870 . . 13145 








Seq. No. 


36248 




Seq. ID 


OJ990518_06.9B05.C47 


Gene No. 


74642 




Strand 




Start 


4363 




End 


15139 


Name 


OJ990518_06. 9B05.C47 


.o5.tm 


Method 


TBLASTX :Maize 


Start 


12963 




End 


13209 


GI 


none 




Score 


52 


Exons 


12963. .13208, 12970. 


. 13032, 


13017. .13208, 13057. .13209 


Seq. No. 


.36248. 




Seq. ID 


OJ990518 06. 9B05.C47 


£ene_No.. ; 


,. 7 4.6. 12.. ... 


^ _,„..., „ . 


Sirand 




.S.tart . 


_J363._-_ . 


~- - 


_ .End 


,.151 3j9„ 


Name 


OJ990518 06.9B05.C47 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


13780 




End 


14220 


GI 


none 




Score 


77 


Exons 


13780. . 14220, 13784 . 


. 13924, 


13952. . 140 


20 


Seq. No. 


36248 




Seq. ID 


OJ990518 06.9B05.C47 


Gene No. 


74642 




Strand 




Start 


4363 




End 


15139 


Name 


OJ990518 06.9B05.C47 


.o2 . tw 


Method 


TBLASTX: Wheat 


Start 


13792 




End 


14133 


GI 


none 




Score 


103 


Exons 


13792 . . 14133, 13847 . 


. 13993, 


14042. .141 


31 


Seq. No. 


36248 




Seq. ID 


OJ990518_06.9B05.C47 


Gene No. 


74642 




Strand 




Start 


4363 




End 


15139 


Name 


OJ990518 06.9B05.C47 


. o3 . ts 


Method 


TBLASTX: Soybean 


Start 


13798 




End 


14259 


GI 


none 




Score 


24 7 


Exons 


13798. .14259 ' 








Seq. No. 


"36248-''. : ' 




■ Seq. ' ID " 


OJ990518_06.9B05.C47 


Gene. No. . 


- 74642 ' 




Strand 




Start 


4363 




End 


15139 


Name 


OJ990518 06.9B05.C47 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


13808 




End 


14265 


GI 


none 




Score 


207 


Exons 


13808. .14206, 13810. 


.14205, 


14164. .142 


65 


Seq. No. 


36248 




Seq. ID 


OJ990518_06.9B05.C47 


Gene No. 


74642 




Strand 




Start 


4363 




End 


15139 


Name 


OJ990518 06.9B05.C47 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


14359 




End 


14661 



35934 



GI 


none 




Score 


174 




- 


Exons 


14359 . . 14445, 14449., 


. 14 661 










Seq. No. 


* ** 

36248 




Seq. ID 


OJ990518 


_06. 9B05 


.C47 


Gene No. 


74642 




Strand 








Start 


4363 




End 


15139 






Name 


OJ990518 06.9B05.C47, 


. 06 . tm 


Method 


TBLASTX : 


Maize 




Start 


14 380 




End 


14769 






GI 


none 




Score 


62 






Exons 


14380 .. 14475, 14393.. 


. 144 97, 


14497. .14550, 14617 


. . 14655, 






14 68 3 . . 14769 












Seq. No. 


36248 




Seq. ID 


OJ990518 


_06. 9B05 


. C47 


Gene No. 


74642 




Strand 








Start 


4363 




End 


15139 






Name 


ATOonci o n c done p/ii 


, o4 . tw 


Method 


TBLASTX : 


Wheat 




Start 


14 4 55 




End 


14904 






GI 


none 




Score 


79 






Exons 


1 A A T~ T~ -1 A T~ A ~1 "1 A A t~ /~ 

144 55 .. 14547 , 14456.. 


,14548, 


14602. .14643, 14634 


. .14753, 






14719 . . 14904 , 14738.. 


, 14788 










.Se^-..N.cu 


«:_3fi.25 9_:., ™ 




™_„Se..q,._XGL„ ; 


05,1,8. 




Gen.e,_No.. 


....Z4.64.3 _ 




St.rand._-. 






-~ — 


Start 


68 - ' * 




End 


4 94 






Name 


OJ990518_06 . 9B05 . C4 8 . 


. ol . gs 


Method - 


GENSCAN 






Start 


68 




End 


494 






GI 


none 




Score 


.79 






Exons 


68 . . 4 94 












Seq. No. 


36250 




Seq. ID- 


OJ990518 


_06. 9B05 


.C49 


Gene No. 


74644 




Strand 








Start 


25 




i_<na. 


1U J 






Name 


OJ990518_06 . 9B05 ,C49 . 


ol . gs 


Method 


GENSCAN 






Start 


25 




End 


103 






GI 


none 




Score 


.59 






Exons 


25 . . 103 












Seq. No. 


36251 




Seq. ID 


OJ990518 


_06. 9B05 


.C50 


Gene No. . 


74645 




Strand 








Start 


359 




End 


558 






Name 


OJ990518_06 . 9B05 . C50 . 


ol . gs 


Method 


GENSCAN 






Start 


359 




End 


558 






GI 


none 




Score 


".92 






Exons 


359 . . 558 












Seq. No." 


. 36252 




Seq. .;ID 


0^990518 


__06.9B05, 


.C51 


Gene No . 


74646 




Strand 








Start 


24 




End 


170 






Name 


OJ990518 06. 9B05.C51. 


ol . qs } 


Method 


GENSCAN 






Start 


24 




End 


170 






P T 


none 




Score . 


.58 






Exons 


24. .170 












Seq. No. 


36253 




Seq. ID 


OJ990518 


_06. 9B05. 


.C53 


Gene No. 


74647 




Strand 








Start 


660 




End 


770 






Name 


OJ990518 06.9B05.C53. 


ol . gs 


Method 


GENSCAN 







35935 



Start 
GI 

Exons 



660 
none 

660. .770 



End 
Score 



770 
.71 



Seq. No. 36254 Seq. ID 

Gene No. 74648 Strand 

Start 104 End 

Name OJ990518_06 . 9B05 . C56 . ol . gs Method 

Start 104 . End 

GI none Score 

Exons 104 . .406 



OJ990518_06.9B05.C56 
+ 

406 

GENSCAN 

406 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

J3ejie„ Jte.,_._ 
Start.. „ 
Name 
Start 
GI 

Exons 

GI Descrip 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. . 
Start 
Name 
StaTf* ■■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36255 Seq. ID 

74649 Strand 

59 End 
OJ990518_06. 9B05.C58.ol.gs Method 

59 End 

none Score 
59. . 181 



OJ990518_06.9B05.C58 
+ 

181 

GENSCAN 

181 

.9 



36255 . Seq. ID. 

„ _7J£50_™ ffitwnd-.. 

. . 4.6.4 .. , „ .End,. „. .. . 

OJ990518_06.9B05.C58.ol.gp ' Method 

4 64 End 

LIB34 34-017-P1-K1-F5 Score 

464. .544 

•5257255/dbj IAP000364 .1|AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990518_06.9B05..C58 

. ; , 

...5.4 4... 7J__ 
AAT/GAP 
544 
88 



Seq. ID OJ990518_06.9B05.C58 
Strand 

End 1147 

Method AAT/NAP 

End 1147 

Score 196 



36255 
74651 
1 

OJ990518_06. 9B05.C58.ol.np 
1 

5295955 
1..237, 982. .1147 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



36256 Seq. ID 

74652 Strand 
1 ' End 

OJ990518_06.9B05.C59.o2.np Method 
1 /' ' " '' ' ' End ■ 

4557066 Score 
1..24, 2362. .2791, 3017. .3059, 5186. .5218 
(AC007045) putative retroelement gag/pol polyprotein 
[Arabidopsis thaliana] 



OJ990518_06.9B05.C59 
+ 

5218 
AAT/NAl? 

5218- ', ' 

160 



36256 
74652 
1 

OJ990518_06. 9B05.C59.ol.gp 
800 

uC-osflcyp088bl2bl 
800. .912 



Seq. ID OJ990518_06.9B05.C59 

Strand + 

End 5218 j 

Method- - AAT/GAP 

End 912 

Score 151 



35936 



GI Descrip. ' 5257255/dbj I AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 36256 

Gene No. 74653 

Start 1 

Name OJ990518_06 . 9B05 .C59 . ol . np 

Start 1 

GI 5295955 

Exons 1..69, 120.. 237 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. ID OJ990518_06.9B05.C59 

Strand 

End 237 

Method' AAT/NAP /. " 

End 237 

Score 151 



Seq. No. 36256 Seq. ID 

Gene No. 74654 Strand 

Start 6765 End 

Name OJ990518_06 . 9B05 . C59 . o2 . gp Method 

Start 6765 End 

GI 5004635 Score 

Exons 6765.. 7158 



OJ990518_06.9B05.C59 

7158 
AAT/GAP 
7158 
705 



_S„e.q.. Na,.„._. . 3.62 5.7.. _ . „ 

Gene. .No.. . „ 7,16 5. 5... „ . _ _ „ 

Start 2.66 

Name OJ990518_06 . 9B05 . C60 . ol . gs 

Start 266 

GI none 

Exons 266.. 329, 606.. 787 



.Strand. 



End 

Method 

End 

Score 



787 

GENSCAN 

787 

.65 



Seq. No. 36257 Seq. ID 

Gene No. 74656 Strand 

Start 1 End 

Name OJ990518_06 . 9B05 . C60 . ol . gp Method 

Start 1 End 

GI 5004635 Score 

Exons 1..402 



OJ990518_06.9B05.C60 
402 

AAT/GAP 

402 

732 



Seq. No. 36257 

Gene No. - 74657 . 

Start 2518 

Name OJ990518_06 . 9B05 . C60 . o2 . gs 

Start 2518 

GI none 

Exons 2518.. 2619, 3037.. 3162, 3211. 
' 4.951. .5046, >5138. . 5 : 227, '5322*. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3300, 3393 
.S417 . . - • 



OJ990518 06.9B05.C60 



5417 
GENSCAN 
5417 
.72 

3537, 



4485. .4564, 



Seq. No. 36258 "Seq. ID 

Gene No.... . 74658 Strand 

Start 154., End 

Name OJ990518_06 . 9B05 . C61 . ol . gs Method 

Start 154 End 

GI none Score 

Exons 154. .234, 352. .486, 706. .868 



OJ990518_06.9B05.C61 
868 

GENSCAN 

868 

.59 



Seq. No. 
Gene No. 
Start 



36259 
74659 
1 



Seq. ID 

Strand 

End 



OJ990518 06.9B05.C63 



241 



35937 




Name OJ990518_06.9B05.C63.ol.np Method AAT/NAP 

Start 1 End 241 

GI 6815062 Score 116 

Exons 1..241 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 

Seq. No. 36259 Seq. ID OJ990518_06.9B05.C63 

Gene No. 74659 ' Strand 

Start 1 End., 241 

Name OJ990518_06 . 9B05 . C63 . ol . gs Method GENSCAN 

Start 115 End 154 

GI none Score .92 

Exons 115. . 154 

Seq. No. 36260 Seq. ID OJ990518_06.9B05.C68 

Gene No. 74660 Strand 

Start 1 End 1640 

Name OJ990518JD6 . 9B05 . C68 . ol . np Method AAT/NAP 

Start .. 1 . _ _ . . . End . 1640 . . : _ 

„ ^MXSQJo2 . „ .SAp.r.^„_iX;Q.6_.._„. __ 

s „ ( . ..Exons. .1.^285.,. 36.3.... 4.61.,, .5.43.- . 8. 8.8- ,,.9.3.2 .....1137 ,. ,1230 ...,1.4.2.2,.. .1.4 99 ,^L64,Q... 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome. II BAC 

W F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza - 

\\\ sativa] 

% Seq. No. 36260 * Seq. ID OJ990518_06.9B05.C68 

:; z \ Gene No. 74660 Strand 

Start 1 End 1640 

C\ Name OJ990518_06 . 9B05 . C68 . ol . gs Method GENSCAN 

f;i Start 84 End 1385 

GI none Score . 64 

1. Exons 84. .285, 363. .461, 543. .888, 932. .1137, 1230. .1385 

v i Seq. No. 36260 Seq. ID OJ990518_06.9B05.C68 

h = . Gene No. ...74660 Strand 

C\ Start 1 * End 1640 

s »: Name OJ990518_06 . 9B05 . C68 . ol . tm . Method . TBLASTX : Maize 

.=!! Start 202 End ' 1640 

GI none Score 67 

Exons 202. .300, 543. .839, 931 .. 957, . 964 .. 1131, 964 . . 1131, 1212 .. 1289, 
1299. .1340, 1393... 1434, 1496. .1639, 1503. .1640' 

SeqV No; ' 36261V ■ ■ . ■ . . ■ ■■' " .Seq; ID OJ990518_06 . 9BQ5 1 C69 " 

. Gene No-. .74661 • . ■ '. Strand ' 

Start 1 ' End 1378 - 

Name OJ990518_06 . 9B05 . C69 . ol . np Method AAT/NAP 

Start ; 1 End 1378 

GI 6815062 Score 2422 

Exons 1..1378 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana- chromosome II BAC 
F16P2 genomic sequence; mudrA like protein (AC004561) [Oryza 
sativa] 

Seq. No. 36261 Seq. ID OJ990518_06.9B05.C69 

Gene No. 74661 Strand 



35938 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990518_06. 9B05.C69.ol. tm 

794 

none 



End 

Method 

End 

Score 



1378 

TBLASTX: Maize 

1337 

39 



794. .1159, 814. .837, 870. .1160, 1178. .1333, 1212. .1337 



36262 
74662 
21 

OJ990518_06 . 9B05 . C70 . ol . gs 
21 

none 
21. .178 



Seq. ID OJ990518_06.9B05.C70 

Strand + 

End 178 

Method GENSCAN 

End 178 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . 
..GJ.^RejsjQjrip.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36262 Seq. ID OJ990518_06.9B05.C70 

74663 Strand 

27 End 248 

OJ990518_06. 9B05. C70.ol. np Method AAT/NAP 

27 End 248 

6815062 Score 231 

27. .2.4 8.... _ .... . ... ' .". .. . 

. J^,Q,(UJL&P^^^ thajiana.j^^^ 

_F1 6.P2 . ge,nomi c^s.e.qu.ence.; mudrA. .1 i ke„pxo.t e in..- .( ACQ OA 5 62 .). . J.Q.r&z.a^-,,-.. 
sativa] . 



OJ990428JD9. 9B05.C1 
+ 

213 

AAT/NAP ' 

213 

230 



36263 Seq. ID 

74664 Strand 
1 End 
OJ990428_09 . 9B05 . CI . ol . np Method 
1 End 
1351666 Score 
1..213 

PUTATIVE ATP- DEPENDENT RNA HELICASE C1F7.02C 

gi | 2130294 |pir | | S62574 hypothetical protein SPAC1F7.02C - 

fission yeast (Schizosaccharomyces pombe) 

gi I 1067204 | embi CAA91949.il (Z67998) probable ATP-dependent . RNA 
■helicase [Schizosaccharomyces pombe] 



36263 , 
74664 ■ 
1 

OJ990428_09.9B05.Cl.ol.ts 
24 

none 



Seq. ID OJ990428_09.9B05.C1 

Strand + 

End 213 

Method TBLASTX : Soybean _ 

End 213 

Score -90 - 



•24;. 203, 25; .2T3,; 27* .7.1, 37. .201, 138.;212 



36264 Seq. ID 

74665 Strand 

1 End 

OJ990428_09 . 9B05 . C2 . ol . gp Method 

1 End 

none Score 
1. . 63 



OJ990428_09. 9B05.C2 
751 

AAT/GAP 

63 

119 



Seq. No. 
Gene No. 
Start 



36264 
74665 
1 



Seq. ID 

Strand 

End 



OJ990428 09.9B05.C2 



751 



35939 




Name 


OJ990428 09.9B05.C2 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


751 




GI 


4539301 




Score 


331 




Exons 


1..40, 145. .751 










GI Descrip. 


(AL049480) putative 


mitochondrial protein [Arabidopsis 


thai 


Seq. No. 


36264 




Seq. ID 


OJ990428 09.9B05 


.C2 


Gene No. 


74665 




Strand 






Start 


1 




End 


751 




Name 


OJ990428 09.9B05.C2. 


ol.gs 


Method 


GENSCAN 




Start 


" 133 




End 


725 




GI 


none 




Score 


.93 




Exons 


133. .591, 606. .725 










Seq. No. 


36264 




Seq. ID 


OJ990428_09.9B05 


.C2 


Gene No. 


74665 




Strand 






Start 


1 




End 


751 




Name 


OJ990428 09.9B05.C2. 


ol.ts . 


Method 


TBLASTX: Soybean 




Start 


151 




End 


725 




GI 


none 




Score 


48 




Exons 


151. .546, 152. .262, 


338 547, 


595" 708, 


597.-. 725 




.S.e<q,...,. No_..._:„„ 






.S.eq,. ._JD-^ 


,Q.J9.9.a4.2&,iX9 .i>EQ.5,:,£2^ 


Gene No. ■ 


74665 




Strand 






Start 


1 




End 


751 




Name 


OJ990428 09.9B05.C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


187 




End 


547 




GI 


none 




Score 


108 




Exons 


187. .297, 187. .546, 


188 . . 547 








Seq. No. 


36264 




Seq. ID 


OJ990428_09.9B05 


,C2 


Gene No. 


74665 




Strand 






Start 


1 




End 


751 




Name 


OJ990428 09.9B05.C2. 


ol . tc 


Method 


TBLASTX: Cress 




Start • 


238 




End 


547 




GI 


none 




Score 


118 




Exons 


238 . . 543, 335. . 547 










Seq. No. 


36264 




Seq. ID 


OJ990428_09.9B05 


.C2 


Gene No. 


74 665 




Strand 






Start 


1 




End 


751 




Name 


.O.J9904 28 09._9B05.C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


322' 




End 


544 




GI 


none 




Score 


109 




Exons 


"322 . . 543, 353. . 544 










Seq. No. 


36264 




Seq. ID 


OJ9*90428_09.9B05 


.C2 


Gene No. 


74665 




Strand 






Start 


1 




End 


751 




Name 


OJ990428 09.9B05.C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


594 




End 


738 




GI 


none 




Score 


137 




Exons 


594. .725, 595. .738 










Seq. No. 


36265 




Seq. ID 


OJ990428_09. 9B05 


,C3 


Gene No. 


74666 




Strand 


+ 




Start 


794 




End 


3495 





35940 




Name OJ990428__09 . 9B05 . C3 . ol . gs Method GENSCAN 

Start 794 End 3422 

GI none 7 Score .72 

Exons 794.. '997, 1083.. 1224, 1332.. 1454, 1550.. 1634, 3253.-3422 

Seq. No. 36265 Seq. ID OJ990428_09 . 9B05 . C3 

Gene No. 74666 Strand + 

Start 794 End . 3495 

Name OJ990428_09 . 9B05 . C3 . ol . np Method AAT/NAP 

Start 999 End ;'3392 

GI 4836900 Score ^2.42 

Exons 999.. 1224, 1332.. 1390, 1550.. 1634, 3253.. 3392 

GI Descrip. (AC007369) Unknown protein [Arabidopsis thaliana] 

Seq. No. 36265 Seq. ID OJ990428_09 . 9B05 . C3 

Gene No. 74666 Strand + 

Start 794 End 3495 

Name OJ990428_09 . 9B05 . C3 . ol . gp Method AAT/GAP 

Start 1187 End 3495 

GI LIB3433-040-P1-K1-A1 Score 891 

Exons. ... '. 1187. .1224, .1332 ... 14.5.4,.. 15.50 1634, . 3253 3495 '„.. . 

, JAEabij£op.ais^£ 

Seq. No. 36265 Seq. ID OJ990428_09 . 9B05 . C3 

Gene No. 74667 Strand + 

Start 11047 End 12635 

Name OJ990428_09 . 9B05 . C3 . o2 . np Method AAT/NAP 

Start 11047 End 12635 

GI 3128176 Score 250 

Exons 11047. .11392, 12368.. 12635 

GI Descrip. (AC004521) unknown protein [Arabidopsis thaliana] 

Seq. No. 36265 Seq. ID OJ990428_09 . 9B05 . C3 

Gene No. 74668 Strand 

Start 3782 End 5741 

Name OJ990428_09 . 9B05 . C3 . o2 . gs Method GENSCAN 

Start 3782 End 5741 

GI . none Score .67 

Exons 3782;. 3845, 4026.. 4156, 4917.. 5024, 5673.. 5741 

Seq. No. 36265 \ Seq. ID OJ9904 28_0 9 . 9B05 V C3._ 

Gene No. 74669 " Strand ". 

Start ■ 8911 . End 1002.9 . 

Name' ' 'OJ990428_09.-9B05.C3.o3.gs ' .Method • G*ENSCAN 

• Start 8911 • , . ■' " *' ....End " 10029. - 

GI none Score . 5 

Exons 8911. . 9042, 9602. . 9624, 9936. .10029 

Seq. No. 36265 Seq. ID OJ990428_09 . 9B05 . C3 

Gene No. 74 670 Strand 

Start 11146 End 11403 

Name OJ990428_09 . 9B05 . C3 . ol . tc Method TBLASTX : Cress 

Start 11146 End 11403 

GI none Score 66 

Exons 11146. . 11220, 11208 .. 11372, 11209. .11403 



35941 



Seq. No. 


36265 




Seq. ID 


OJ990428 


_09.9B05 


,C3 


Gene No. 


74670 




Strand 








Start 


11146 




End 


11403 






Name 


OJ990428_09. 9B05.C3 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


11146 




End 


11403 






GI 


none 




Score 


62 






Exons 


11146. .11205, 11208, 


. 11360, 


11209. . 11403 






Seq. No. 


36265 




Seq. ID 


OJ990428 


_09.9B05 


,C3 


Gene No. 


74670 




Strand 








Start - 


11146 




End 


11403 






Name 


OJ990428_09 . 9B05 .C3 , 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


11146 




End 


11393 






GI 


none 




Score 


82 






Exons 


11146. . 11220, 11212 . 


. 11391, 


11214 . . 11393 






Seq. No. 


36265 




Seq. ID 


OJ990428 


_09. 9B05 


.C3 


Gene No. 


74670 




Strand 








Start 


11146 




End 


11403 






Name 


OJ990428_09. 9B05.C3, 


ol . tm 


Method 


TBLASTX: 


Maize 




.Start 


.11146 




. End . .. 


11393 






_GI„ 




— 


^^lSj^qxjsl 


.233. 


„ 




.Exons, „_^. 


,. ...11 li-6 . ... IX39X, V .~ X 1X1,5. 


..J 1.3.93., 










Seq. No. 


36266 




Seq. ID 


OJ99042S 


_09.9B05 


.C4 


Gene No. 


74671 




Strand 








Start 


3930 




End 


7602 






Name 


OJ990428 09.9B05.C4, 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


3789 




End 


5964 






GI 


none 




Score 


35 







Exons 3789.. 3824, 3900.. 3968, 3914.. 3961, 3964.. 4062, 3964.. 4062, 

3965. .4063, 3966. .4064, 5487. .5555, 5488. .5556, 5489.-5557, 

5654. .5767, 5656.-5766, 5666.-5767, 5667. .5792, 5840. .5962, 

5841.. 5963, 5841.. 5963, 5842.. .5964 



Seq. No. 


36266 




Seq. ID 


OJ99042E 


i_09. 


9B05 


,C4 


Gene No. 


74671 




Strand 










Start 


3930 




End 


7602 








Name 


OJ990428 09 


■9B05.C4.ol.np 


Method 


AAT/NAP 








Start 


3930 




End 


7602 








GI 


2827552 




Score 


172 








Exons.. 


3930. .4061, 


5490. .5611,., 5665. 


.5754,^ 75 


53. .7602 








GI Descrip. 


(AL021635) 


predicted protein 


[Arabidopsis thaliana] 






Seq; No. 


362 66' " *■ 




'Seq.' ID ' 


OJ99042E 


SJD9; 


9B05 


.C4 


Gene. No . . . 


746-71- 




Strand' 










Start 


3930 




End 


7602 








Name 


OJ990428 09 


.9B05.C4.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


5678 




End 


5964 








GI 


none 




Score 


79 








Exons 


. 5678. .5767, 


5679.. 5792, 5841. 


.5963, 5842.-5964 








Seq. No. 


36266 




Seq. ID 


OJ99042E 


J_09. 


9B05 


.C4 


Gene No. 


74671 




Strand 










Start 


3930 




End 


7602 








Name 


OJ990428 09 


. 9B05.C4 .o2.gs 


Method 


GENSCAN 








Start 


7269 




End 


7286 









35942 



GI 


none 


Score 


.81 


Exons 


7269. .7286 






Seq. No. 


36267 


Seq. ID 


OJ990428_09.9B05.C5 


(tipnf=> No 


74672 


Strand 


+ 


Start 


2242 


End 


10805 


Name 


OJ990428 09. 9B05 . C5 . ol . gs 


Method 


GENSCAN 


Start 


2242 


End 


10805 


GI 


none 


Score 


.79 


Exons 


2242.-2653, 6144. .6244, 6256. 


.6504, 6866. .6951, 7359. .7425, 




7867. .8902, 8999. .9511, 10413 


. .10601, 


10672. .10805 


Seq. No. 


36267 


Seq. ID 


OJ990428_09.9B05.C5 


Gene No. 


74672 


Strand 


+ 


Start 


2242 


End 


10805 


Name 


OJ990428 09. 9B05 . C5 . o3 . np 


Method 


AAT/NAP 


Start 


4822 


End 


10805 


GI 


4914342 


Score 


1710 


Exons 


4822. .4874, 6303. .6418, 7303. 


.7431, 7£ 


S67..8902, 8999. .9511, 




10413. .10601, 10672. .10805 






GI Descrip. . 


(AC005489) F14N23.28 [Arabidopsis thaliana] .... „ 


. — , 

Se.q,.. .-No,.. 


. 36262^. - ^ ....... 


.,£eq._ID. 


_,QJ9 .aoj 2 8_-Q-9... 93d5,X5- ^ . 


Gene No . 


74.672 - 


.Strand 


• + - - • - - '-• • 


Start 


2242 


End 


10805 


Name 


OJ990428 09. 9B05 . C5 . o2 . np 


Method 


AAT/NAP 


Start 


4925 


End 


8729 


GI 


6721547 


Score 


87 


Exons 


4925. .5014, 8699. .8729 






GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 


Seq. No. 


36267 


Seq. ID 


OJ990428_09. 9B05.C5 


Gene No. 


74672 


Strand 


+ 


Start 


2242 


End 


10805 


Name 


OJ990428 09.9B05.C5.o2.gp 


Method 


AAT/GAP 


Start 


9116 


End 


9508 


GI 


LIB3432-048-P2-K1-A8 


Score 


732 


Exons 


9116. .9508 






GI. Descrip. . 


M914342/gb|AAD32890.1|AC005489 28 3.0e-32 (AC005489) F14.N23.2 




[Arabidopsis thaliana] 1 






Seq. No. . 


36267 


Seq. ID 


OJ990428_Q9.9BQ5.C5 


Gene No. 


.74673 


Strand 




Start . 


1 ■ 


End 


9268 


Name • • '. 


OJ990'428 09..9B0S.C5.ol.np — 


"Method " 


AAT/NAP • " : 


Start 


1 . 


End ■ 


8783 


GI 


2827552 


Score 


467 


Exons 


1. .118, 764. .855, 959. .1202, 


2261.. 2473, 8718., .8783 


GI Descrip. 


(AL021635) predicted protein 


[Arabidopsis thaliana] 


Seq. No. 


36267 


Seq. ID 


OJ990428_09.9B05.C5 


Gene No. 


74673 


Strand 




Start 


1 


End 


9268 


Name 


OJ990428 09. 9B05 . C5 . o3 . tm 


Method 


•TBLASTX: Maize 


Start 


765 


End 


2481 


GI 


none 


Score 


143 


Exons 


765. .854, 765. .854, 766. .855, 


941. .1201, 945. .1202, 957. .1223, 



35943 




958.. 1203, 2253.. 2468, 2300.. 2473, 2405.. 2473, 2422.. 2481 



Seq. No. 36267 Seq. * ID OJ990428_09 . 9B05 . C5 

Gene No. 74673 Strand- - 

Start 1 End 9268 

Name OJ990428_09 . 9B05 . C5. . ol . t s Method TBLASTX : Soybean 

Start 815 End 1223 

GI none Score 52 

Exons 815. .856, 815. .853, 957. .1022, 958. .1014, 1071. .1223, 1072. .1203 

Seq. No. 36267 Seq. ID OJ990428_09 . 9B05 . C5 

Gene No. 74673 Strand 

Start 1 End 9268 

Name OJ990428_09 . 9B05 . C5 . ol . gp Method AAT/GAP 

Start 1097 End 2643 

GI 43967_1.R1084 Score 942 

Exons 1097.. 1202, 2261.. 2643 

GI Descrip. 1 2827552/emb | CAA16560 | 5.0e-25 (AL021635) predicted protein 
[Arabidopsis thaliana] 1 

Seq. No.. 36267 . Seq. ID . OJ990428_09 . 9B0.5 . C.5. . . . 

G.e.Q.e^ JSP... : . 7 4 6J3. , l , ^ „SXr iind„ - „ ... . ... . „ _ _ 

.Sjtar.t. : ,_...... .1. . a _ . End .9268. , , 

Name OJ990428_09 . 9B05 . C5 . o3 . tc Method TBLASTX : Cress 

Start 1101 End 2461 

GI none Score 111 

Exons 1101. .1223, 1105. .1197, 2253.-2459, 2309. .2461 

Seq. No. 36267 Seq. ID OJ9904 28_09 . 9B05 . C5 

Gene No. 74673 Strand 

Start 1 End 9268 

Name OJ990428_09 . 9B05 . C5 . o3 . ts Method TBLASTX : Soybean 

Start 2286 End 2461 

GI none Score 116 

Exons 2286.. 2459, 2300.. 2461 

Seq. No. 36267 Seq. ID OJ990428_09 . 9B05 . C5 

Gene No. 74673 Strand 

Start 1 " End 9268 

Name OJ990428 _09 . 9B05 . C5 . o2 .'tc Method TBLASTX : Cress 

Start 8036 End 8384 

GI none Score 291 

Exons ' 8036. .8344, 8203 . .8331 , 834 9 .. 8384 

Seq. No.' " ' 36267' " ' ' ' " ' Seq. TD" 0 J9904 28_09 .'9B05 . C5 

Gene No. 74 673 • - Strand . - . . - ■ ~ 

Start 1 End 9268 

Name OJ990428_09 . 9B05 . C5 . o2 . tm Method TBLASTX : Maize 

Start 8095 - End 85-63 

GI none Score 391 

Exons 8095, .8553, 8111.. 8563, 8114.. 8554, 8185.. 8559 

Seq. No. 36267 Seq. ID OJ9904 28_09 . 9B05 . C5 

Gene No. 74 673 - Strand - • 

Start 1 End 9268 

Name OJ990428JD9 . 9B05 . C5 . ol . tm Method TBLASTX : Maize 

Start 8648 End 9268 
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GI 


none 






Score 


264 




Exons 


8648 . . 8851, 


o r c a 

8 655 . 


.8885, 8boo 


.".8837, 8665. .8841, 8834. .8911, 




8841. . 8903, 


0 9 90 . 


. 9z bo , o yyu 


..9145, 8997. .9215, 8998. .9267 


Seq. No. 


36267 






Seq. ID 


OJ990428_09.9B05. 


C5 


Gene No. 


74673 






Strand 






Start 


l 






End 


9268 




Name 


OJ9904Z8 09. 


none 
9BU5 . 


Co . oz . ts 


Method ' 


TBLASTX: Soybean 




Start 


o o c a 

8855 






End 


9232 




GI 


none 






Score 


53 




Exons 


8855 . .8911, 


o o /~o 
OOOO . 


.8903, o yo / 


..9232, 8990. .9154, 8998. .9231 


Seq. No. 


36267" 






Seq. ID 


OJ990428_09. 9B05. 


C5 


Gene No. 


74674 






Strand 






Start 


9283 






End 


10806 




Name 


pi TQQn/i oq no 

uo y y U4 u y . 


9B05. 


C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


n o o *d 

9283 






End 


10740 




GI 


none 






Score 


256 




Exons 


9283 . . 9504 , 


9284 . 


.9511, 10401. .10604, 


10406. .10609, 






10406 . . 10603 


, 10669. . 10698, 


10669. . 10695, 10693. .10740 




Seq.._ f No...._._ iJ .., 


, .3,62 67__ ; 






™Se„q fc .. . I D„. 


. ..OjJ 9.9 Q;4 -9 




.G.eae.J.o.,,,^.,. 


. 7.4.674.... .. : ... 






_wJS.trancL. _ 






Start 


o o o o 

928 J 






End 


" 108 06'""""*" ~~ 




Name 


OJ990428 09. 


9B05. 


C5.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


n -5 o o 

9328 






End 


10480 




GI 


none 






Score 


222 




Exons 


9328 . .9513, 


9329. 


'. 9511, 10404. .10478,- 


10421. .10480 




Seq. No. 


36267 






Seq. ID 


OJ990428_09. 9B05. 


C5 


Gene No. 


74674 






Strand 






Start 


9283 






End 


10806 




Name 


OJ990428 09. 


9B05. 


C5.o4 . tm 


Method 


TBLASTX: Maize 




Start 


10413 






End 


10806 




GI 


none 






Score 


233 




Exons 


10413. .10601, 10443. .10601, 


10444. .10677, 10 669. .10806, 






10671. .10805 












Seq. No. 


. 36268 






Seq. ID ■ 


OJ990428_09.9B05. 


C6 


Gene No. 


74675 






Strand 


+ 




Start 


1 






End 


3431 




Name 


OJ990428 09. 


9B05. 


C6_. ol . np 


Method 


AAT/NAP 




Start 


1 . 






." End 


844' 




'QI 


4914342. 






Score 


• 272 




Exons " 


■l; .'■1-54; ■ 225: 


.■358; 


■ 706. : .844 " 








GI Descrip..- 


. (AC0-0-5489). F14N23 


1.28 [Arabidopsis thaliana] ; 




Seq. No. 


36268 






Seq. ID 


OJ990428_09.9B05. 


C6 


Gene No. 


74675 






• Strand 


+ 




Start 


1 






End 


3431 




Name 


OJ990428 09. 


9B05. 


C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


43 






End 


293 




GI 


none 






Score 


171 




Exons 


43. .156, 44. 


. 157, 


222. .251, 


222. .248, 


246. .293 




Seq. No. 


36268 






Seq. ID 


OJ990428_09. 9B05. 


C6 


Gene No. 


74675 






Strand 


+ 





35945 



Start 
Name 
Start 
.GI 

Exons 



OJ990428_09. 9B05 . C6 . o2 . tm 
44 

none 



End 

Method 

End 

Score 



3431 

TBLASTX: Maize 

890 

175 



44. .154, 50. .154, 57. .230, 222. .359, 224. .358, 654. .740, 
707. .769, 707. .769, 766. .876, 776. .889, 777. .890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . . 
..Expris.. : 

_GI. .Des.crip. 



36268 
74675 
1 

OJ990428__09.9B05.C6.ol.gs 
50 

none 



Seq. ID OJ990428_09.9B05.C6 

Strand + 

End * 3431 

Method GENS CAN 

End 3271 

Score .72 



50. .154, 225. .358, 706. .799, 2540. .3271 



36268 
74675 
1 

OJ990428_09. 9B05 . C6 . ol . gp 
2576 

873_1.R1084 

2.5.L6.,.. ? .3,4 31._ . ; _ 

'J3 2.9 3 5 5,9 „1...0.e-10.3 .,lAF.07.2694J.,.garminrli.ke_pr.ot^in.,l.. LOryz^ 
sativa] ' 



Seq. ID OJ990428_09. 9B05.C6 

Strand + 

End 3431 

Method AAT/GAP 

End 3431 

Score 1672 . _ . ... . 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq'. No'. 
Gene, No . 
■ Start 
Name 
Start 
GI 

Exons 



36268 
74675 
1 

OJ9904 28_09.9B05.C6.o2.np 
2606 
3293559 
2606. .3268 

(AF072694) germin-like protein 7 [Oryza sativa] 



Seq. ID OJ990428_09. 9B05.C6 

Strand + 

End 3431 

Method AAT/NAP 

End 32 68 

Score 1128 



36268 
74675 
1 

OJ9904 28_09.9B05.C6.ol.tm 

2609 

none 



Seq. ID OJ990428JD9. 9B05.C6 

Strand + 

End 3431 

Method TBLASTX : Mai ze 

End 3100 ' - 

Score 7 9 



2609. .2710, 2660. .2722, 2729. .3100, 2743. .3099 



36268 
74675 

OJ9904 28_09 . 9B05 . C6 . ol : tc 

2669 

none 



Seq. ID OJ990428_09. 9B05.C6 
Strand, ■+ 

End- ■ 3431 * ' " 
Method . TBLASTX: Cress 
End 3262 
Score 48 



2669. .2704, 2726. .2767, 2836. .3261, 2837. .3229, 3050. .3262 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



36268 
74675 
1 

OJ990428_09. 9B05.C6.ol. ts 

2669 

none 



Seq. ID OJ990428_09.9B05.C6 

Strand + 

End 3431 

Method TBLASTX : Soybean 

End 32 61 

Score 57 



2669. .2707, 2746. .3015, 2747. .3226, 3046. .3261 



35946 



Seq. No. 36268 

Gene No. 74 675 

Start 1 

Name OJ990428_09 . 9B05 . C6 . ol . tw 

Start 2677 

GI none 

Exons 2677.. 2781, 2678.. 2830, 2819. 
2969. .2986 



Seq. ID OJ990428_09.9B05.C6 

Strand + 

End 3431 

Method TBLASTX : Wheat 

End 298 6 

Score 152 

2968, 2824. .2967, 2834. .2968, 



Seq. No. 36268 

Gene No. 74675 

Start 1 

Name OJ990428_09 . 9B05 . C6 . o2 . tw 

Start 2992 

GI none 

Exons 2992.. 3240, 2996.. 3241 



Seq. ID OJ990428_09.9B05.C6 

Strand + 

End 3431 

Method TBLASTX : Wheat 

End 3241 

Score 194 



Seq. No. 36269 Seq. ID 

Gene No. 74676 Strand 

Start . 193 . . . . . End 

Jfeme„_. J1J^Q4Z8_&9_^ 

„Start„__,,, .....1.93.. .-.^...^...^ ... 

GI none Score 

Exons 193.. 304 



OJ990428_09.9B05.C7 
+ 

304 



End..,,„..,~ *3DA 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36270 
74677 
184 

OJ990428 
184 
none 
184. .841 



09. 9B05.C8 .ol.gs 



Seq. ID OJ990428_09.9B05.C8 

Strand + 

End 841 

Method GENSCAN 

End 841 

Score .54 



Seq. No. 


36270 




Seq. ID 


OJ990428_09. 9B05.C8 


Gene No. 


74678 




Strand 




Start 


697 




End • 


1274 


Name 


OJ990428 


_09.9B05.C8.ol.gp 


Method 


AAT/GAP 


Start 


697 




End 


1274 • 


GI 


none 




Score 


1081 


Exons. 


697. .1274 








Seq." No. 


36270 




Seq.' ID 


OJ990428_09.9B05.C8 


Gene No. 


74679: 




Strand 




Start ■* 


■ ■■ 1717 : - • - 




End 


1819 - ■ ' ■* ■ 


Name . 


OJ990428. 


09.9B05.C8,ol..tm 


Method 


TBLASTX: Maize 


Start 


179 




End 


816 


GI 


none 




Score 


151 


Exons 


179. .325, 


182. .325, 187. .591, 


345. .392, 


377. .706, 381. .659, 




425. .685, 


668. .811, 757. .816 






Seq. No. 


36270 




Seq. ID 


OJ990428_09. 9B05.C8 


Gene No. 


74679 




Strand 




Start 


1717 




End 


1819 


Name 


OJ990428 


09.9B05.C8.o2.gs 


Method 


GENSCAN 


Start 


1717 




End 


1819 


GI 


none 




Score 


.98 



35947 




Exons 


1717 . . its 19 








Seq. No. 


36271 


Seq. ID 


OJ990428_09.9B05 


.C9 


Gene No. 


74680 


Strand 


+ 




Start 


237 


End 


560 




Name 


OJ990428 09 . 9B05 . C9 . ol . gs 


Method 


GENSCAN 




Start 


237 


End 


560 




GI 


none 


Score 


. 74 




Exons 


237 . . 291 , 381.. 560 








Seq. No. 


36272 


Seq. ID 


OJ990428 09.9B05 


. C10 


Gene No. 


74681 


Strand 


+ 




Start 


1 


End 


948 




Name 


OJ990428 09.9B05.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


945 






5882743 


Score 


662 




Exons 


1..72, 184. .471, 564. .692, 772. .945 






GI Descrip. 


(AC008263) ESTs gb|H36134 and gb|H36132 come from this 


gene 




[Arabidopsis thaliana] 








Seq. No. 


36272 . . 


Seq... ID 


OJ990428_09.9B05 


.C10 


J3e.ne^ .Rq..„ „ 


.7.4 68,1 , 


_S.tr and, . 


+ 




..Ststr,t a _^..„ 


... J_ — ... . 


_,End . 


3.4 8..--: ....... ^ 




Name 


OJ990428_09 . 9B05 . CIO . ol . tnr 


Method . 


TBLASTX: Maize 




Start 


180 


End 


'945 




GI 


none 


Score 


124 




Exons 


180. .419, 183. .479, 184. .480, 


433 . .498 


, 548 . . 694, 564 . . 


695, 




772. .945, 787. .945 " 








Seq. No. 


36272 


Seq. ID 


OJ990428_09 . 9B05 


.C10 


Gene No. 


74681 


Strand 


+ 




Start 


1 


End 


948 




Name 


KJuz?yu i i£.o Uj.iJDUj.LlU.Ol.LW 




TRT Z\ CTY • TA7ho=i h 

i nLit\o i a . i/yneai 




Start 


183 


End 


336 




GI 


none 


Score 


180 




Exons 


183. .335, 184. .336 








Seq. No. 


36272 . 


Seq. ID 


OJ990428_09.9B05 


.C10 


Gene No. 


74681 


Strand ■ 


+ 




Start 


1 


End 


948 




Name 


OJ990428 09. 9B05 . C10 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


193 


End 


476 




GI 


none , . 


Score 


280 




Exons 


193.. 450,' 198.. 476, 421.. 471 








Seq/ No. ' . 


36272 - • 


Seq. ID 


OJ990428_09.. 9B05 


.CIO 


Gene No . 


74681 


Strand 


+ 




Start 


' 1 


End 


948 




Name .; 


OJ990428 09. 9B05 . C10 . ol . gs 


Method 


GENSCAN 




Start 


292 


End 


945 




rir 


none 


Score 


.76 




Exons 


292. .471, S64..692, 772. .945 








Seq. No. 


36272 


Seq. ID 


OJ990428_09. 9B05 


.C10 


Gene No. 


74681 ■ 


Strand 


+ 




Start 


1 


End 


948 




Name 


OJ990428 09. 9B05 . C10 . ol . tc 


Method 


TBLASTX: Cress 





35948 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. Seq..,. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



433 
none 



End 
Score 



948 
51 



433. .471, 435. .467, 564. .695, 569. .694, 772. .945, 772. .948 



36272 
74681 
1 

OJ990428_09. 9B05 . CIO . o2 . ts 

564 

none 



Seq. ID OJ990428_09. 9B05.C10 

Strand + 

End 94 8 

Method TBLASTX : Soybean 

End 840 

Score 200 



564. .695, 569. .694, 571. .699, 772. .840, 772. .828 



36273 
74682 
1 

OJ990428_09.9B05.Cll.ol.np 
1 

5882743 

1..287, 1458. .1565, 1831. .2034 

(AC008263) ESTs gb|H36134 and gb|H36132 come from this gene. 
[Arabidopsis thaliana] 



Seq. ID OJ990428_09.9B05.C11 

Strand + 

End 2308 

Method AAT/NAP 

End 2034 

Score 581 



.3.627 a „ 

74682 • -' 
1 

OJ990428_09.9B05.Cll.ol.gs 

114 

none 

114. .287, 1458. .1565, 1831. 



.._Seq,..,,J.D_. .OJ990..428_0.a. 9B05,.C.11_ 

Strand ■.+ '■'-"' • 

End 2308 

Method GENSCAN 

End 2308 

Score .74 
1862, 2200.. 2308 



36273 
74683 
2436 

OJ990428_09.9B05.Cll.o2.tm 

113 

none 



Seq. ID OJ990428_09.9B05.C11 
Strand + 
End 14124 
Method TBLASTX : Mai ze 
End 2192 
Score 256 

113. .289, 114. .287, 118 . . 288 , 120 . . 290, 1420. .1563, 1455. .1565, 
1457.. 1564, 1457.. 1567, 1825.. 2052, 1830.. 2045, 1831.. '2052, 
■ 1836. .2063,. 2157. .2192 



Seq. No. 
Gene No . 
• Start 
Name 
Start 
GI 

Exons 



36273 
74683 
2436 

OJ9904 28_09. 9B05 . Cll .' o2 ..tc 
I1'4 ■ ■ • " • ~ 

none . •■ ■ 



Seq. ID OJ990428_09. 9B05.C11 

Strand + 

End 14124 

Method TBLASTX: Cress 

End ' • 1543 

Score 209 



114. .287, 114. .290, 1455. .1505, 1455. .1508, 1457. .1537, 
1457. .1543 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



36273 
74683 
2436 

OJ990428_09.9B05.Cll.o2.ts 

.114 

none 



Seq. ID OJ990428_09.9B05.C11 

Strand + 

End ' 14124 

Method TBLASTX : Soybean 

End 1505 

Score 100 



114. .200, 177. .287, 227. .289, 1455. .1505 



35949 



Seq. No. 36273 

Gene No. 74683 

Start 2436 

Name OJ990428_09.9B05.cn.ol.tc 

Start 1825 

GI none 
Exons 



Seq. ID OJ990428_09.9B05.C11 
Strand 
End 

Method 
End 
Score 



+ 

14124 

TBLASTX: Cress 

2037 

289 



1825.. 2004, 1834.. 2004, 1835.. 2005, 2008.. 2037 



Seq. No. 


36273 








Seq. ID 


OJ990428_09.9B05.C11 


Gene No. 


74683 








Strand 


+ 


Start 


2436 








End 


14124 


Name 


OJ990428 09. 


9B05. 


Cll.ol. 


,ts 


Method 


TBLASTX : Soybean 


Start 


1825 








End 


2005 


GI 


none 








Score 


284 


Exons 


1825. .2004, 


1830. 


.2003, 


1835. 


.2005 




Seq. No. 


36273 








Seq. ID 


OJ990428_09.9B05.C11 


Gene No. 


74683 








Strand 


+ 


Start 


2436 








End 


14124 


Name 


OJ990428 09. 


9B05. 


Cll.o2. 


.np 


Method 


AAT/NAP 


Start 


2436 








End 


7746 ". 


SI — - ~~ , 


4 4 553-03-. 








Score 


.422 


.Exobs,-_ 


^24,3.6^..2521 /r * 


.4J.18., 


4.93.2.,. 


.505.3... 


... J5.2J. 7 S ,„ 6.1 .93. ...6 52 I,... :668.6,. . 6,15,6.,* 




680'3. . 6960, ' 


6988. 


.7346, 


7633. 


. 7746 




GI Descrip. 


(AL035528) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


36273 








Seq. ID 


OJ990428_09.9B05.C11 


Gene No. 


74683 








Strand 


+ 


Start 


2436 








End 


14124 


Name 


' OJ990428 09. 


9B05. 


Cll.o2, 


,gs 


Method 


GENSCAN . 


Start 


3444 








End 


14005 


GI 


none 








Score 


.73 


Exons 


3444. .3921, 


4225. 


.4358, 


4498. 


.5277, 6193.. 6507, 6711.. 7322, 




7618. .7722, 


9851. 


.9977, 


10248 


. .11953, 


12064. .12281, 12472. .: 



Seq. No. 36273 

Gene No. 74683 

Start 2436 

■Name OJ990428_09 . 9B05 . Cll . o3 . 

Start 6483 

GI none 

Exons 6483.. 6530, 6483.. 6524, 
6689.. 6895. 

Seq. No; — 36273 ' " . " *' ' 

; Gene No, 74683.. 

Start 2436 

Name OJ990428_09 . 9B05 . Cll . o3 . 

Start 9836 

GI 4455304 

Exons 9836.. 9997, 10225.. 11953 
GI Descrip. (AL035528) hypothetical 

Seq. No. 36273 

Gene No. 74683 

Start 2436 

Name OJ990428 09 . 9B05 . Cll . ol . 



Seq. ID OJ990428_09. 9B05.C11 

Strand + 

End 14124 

tm . Method TBLASTX : Maize 

End 6896 

Score 66 
6685.. 6894,, 6686. .6895,. 6687.. 6896, 

' Seq. ID OJ990428_09:9B05.C11" 

Strand ■ + 

End 14124 
np Method AAT/NAP 

End 14124 

Score 2285 
, 12064. .12281, 12478. .14124 
protein [Arabidopsis thaliana] 

Seq. ID OJ990428_09. 9B05.C11 

Strand + 

End 14124 

tm Method TBLASTX : Maize 



35950 



Start 
GI 

Exons 



13636 End 14122 

none Score 155 

13636. .13767, 13643 137 65, 13760 14056, 13762 .. 14 115 , 

13763. .14122 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq..,;:,Na, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



36274 
74684 
1 

OJ990428_09. 9B05 . C12 . ol . np 
1 

4455304 



Seq. ID OJ990428_09.9B05.C12 



Strand 
End 

Method 

End 

Score 



+ 

3065 
AAT/NAP 
3065 
733 



1..195, 394. .711, 1474. .1731, 2063. .2305, 2405. .2468, 2502. .3065 
(AL035528) hypothetical protein [Arabidopsis thaliana] 



36274 
74684 
1 

OJ990428_09 . 9B05 . C12 . ol . gs 
68 

none 



Seq. ID OJ990428_09.9B05.C12 

Strand + 

End 3065 

Method GEN SCAN 

End 2922 

Score .89 



68. .195, 394. .711, 1.474.. 1731, 2063. .2922 



.3.6274. 



. ."^^ _:_Se.q-._ ID.^.OJ9.90,4Za_0.9,.3BA5_C1.2 i ; 



74684 Strand 

1 End 

OJ990428JD9 . 9B05 . C12 . o2 . tm Method 

2058 End 

none Score 



+ 

3065 

TBLASTX: Maize 

2293 

126 



2058.. 2273, 2070.. 2288, 2071.. 2292, 2072.. 2293 



Seq. No. 36274 
Gene No. 74684 
Start 1 

Name OJ990428_09 . 9B05 . C12 . ol . tm 

Start 2396 
GI none 

Exons 2396.. 2539, 2398.-2538, 2399. 

2558. .2752, 2564 . .2722 ,• 2598 . 
. . 2735. .2815, 2735. .2815, 2750. 
2848.. 3000, 2849.. 3001 



Seq. ID OJ990428_09.9B05.C12 

Strand + 

End 3065 

Method TBLASTX : Mai ze 

End 3001 

Score 85 

.2539, 2422. .2544, 2547. .2717, 
.2741, 2733. .2813, 2733. .2813, 
.2794, 2750. .2794, 2753. .2815, 



Seq. No. -36274 Seq. ID 
Gene No. 74 684 : . . Strand 
Start 1 • End - ' 
Name * " ' OJ990428_09 . 9B05". C12 . ol . gp- " Method- 
Start 2582 " End'. 
GI 4878418 Score 
Exons 2582.. 2853 



OJ990428_09.9B05.C12 
+ 

3065 . 

AAT/GAP ' : • - : 

2853 

532 



Seq. No. 36275 

Gene No. 7 4 685 

Start 484 

Name OJ990428_09 . 9B05 . C13 . ol . np 

Start 484 

GI 5882743 
Exons 



Seq. ID OJ990428_09.9B05.C13 

Strand + 

End 5041 

Method AAT/NAP 

End 4565 

Score 1505 



484. .515, 2107. .2318, 2346. .2561, 2692. .2924, 3024. .3311, 
3394. .3522, 3614. .3787, 4157. .4264, 4359. .4565 



35951 



GI Descrip. 



(AC008263) ESTs gb|H36134 and gb|H36132 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36275 
74685 
484 

OJ990428J39. 9B05 . C13 . ol . gs 

1748 

none 

1748. .2561, 2692. .2924, 3132, 
4157. .4264, 4359. .4564, 4951, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_ 
+ 

5041 
GEN SCAN 
5041 
.91 



09.9B05.C13 



,3311, .3316. .3522, 
,5041 



3614 . .3787, 



Seq. No. 36275 Seq. ID OJ990428_09.9B05.C13 

Gene No. 7 4 685 Strand + 

Start 484 End 5041 

Name OJ990428_09 . 9B05 . C13 . ol . gp Method AAT/GAP 

Start 2758 End 3476 

GI LIB3479-012-Q6-K1-G11 Score 921 

Exons 2758.. 2924, 3024.. 3311, 3394.. 3476 

GI Descrip. 1 588274 3/gb | AAD55296 . 1 | AC008263_27 2.0e-60 (AC008263) ESTs 
gb_H36134 and gb_H36132 come from this gene. [Arabidopsis 

: ; fclha i la.o.aXL__ „„:__, ^ „ ~ : — 



Seq/ No. 36275 

Gene No. 74686 

Start 5914 

Name OJ990428_09 . 9B05 . C13 . ol . ts 

Start 2242 

GI none 

Exons 2242.. 2559, 2246.. 2287, 2345. 
3023.. 3106, 3024.. 3104 



Seq. ID OJ990428_09.9B05.C13 

Strand + 

End 8452 

Method TBLASTX : Soybean 

End 3106 

Score 54 

.2560, 2688. .2924, 2690. .2923, 



Seq. No. 36275 Seq. ID 

Gene No. 74 686 Strand 

Start 5914 End 

Name OJ990428_09 . 9B05 . C13 . o3 . tm Method 

Start 2348 End 

GI none Score 

Exons 2348.. 2560, 2359.. 2559, 2688.. 2747 



OJ990428_09.9B05.C13 
+ 

8452 

TBLASTX: Maize 

2747 

289 



Seq. No. 36275 

Gene No. 74 686 ■ 

Start 5914 ; 

Name " 6j99Q428_09.9B05.C13.o3.tc 
Start - 2706" '. 

GI .none 

Exons. 2706.. 2924, 2708.. 2923, 2766. 

Seq. No. 36275 

Gene No. 7 4 686 

Start 5914 

Name OJ990428_09 . 9B05 . C13 . ol . tw 

Start 2724 

GI none 

Exons 2724.. 2771, 2793.. 2924, 2798. 

3024 . .3176, 3024 . .3176 



OJ990428_09.9B05.C13 
+ 

8452 • 
TBLASTX: Cress . 
■ 292-4 • / • ' "•' 

272 



Seq. ID 
Strand 
End 

Method 
End ' 
Score* 
.2924 

Seq. ID 
Strand 
End 

Method 
End 
Score 

.2923, 2815.. 2925, 3023.. 3175, 



OJ990428_09.9B05.C13 
+ 

8452 

TBLASTX: Wheat 

3176 

36 



35952 




Seq. No. 


36275 








Seq. ID 


OJ990428_09.9B05.C13 


Gene No. 


74686 • 








Strand 


+ 


Start 


5914 








End 


8452 


Name 


OJ990428_09 


.9B05 


C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2750 








End 


4382 


GI 


none 








Score 


167 


Exons 


2750 . . 2920/ 


2751 


. 2921, 


3023 . 


.3259, 3024.. 3260/ 3030.. 3260, 




3273. .3311, 


3390 


. 35-36, 


3394 . 


.3537, 3403. .3537/ 3614. .3787, 




3635 . . 3772/ 


4 154 


. 4267 , 


4156. 


.4266, 4353.. 4382 


Seq. No. 


36275 








Seq. ID 


OJ990428_09.9B05.C13 


Gene No. 


74686 








Strand 


+ 


Start 


5914 








End 


8452 


Name 


OJ990428 09 


. 9B05 


C13 . o5 


. ts 


Method 


TBLASTX: Soybean 


Start 


3107 








End 


3317 


GI 


none 








Score 


211 


Exons 


3107. .3259/ 


3108 


.3260/ 


olOo . 


.3260, 3273.. 3317 


Seq. No. 


36275 








Seq. ID 


OJ990428_09.9B05.C13 


Gene No. 


74686 








Strand 


+ 


Start 


5914 








End . . 


8452 


Name_.._„ ■„ 


OJ990428 09. 9B05.C13._ol 


•AC. 


. M££Jh.o.cl 


TB.LAS,TK.:Cre.s.s.. ,, .., 


S,t.ar±. 


■ '3213 


— — 


- ~ v 




, JEnd _ „ 


A 2A3,^^^^ ^ 


GI 


none . 








Score 


51 


Exons 


oZ / o . . OJll , 


OL / O 


. jjU / / 


3276 . 


.3323, 3394.. 3525, 3409.. 3525, 






JDlO 


• Oil If 


3614 . 


.3787, 37E 


8. .3814, 4151. .4249 


Seq. No. 


ooZ to 








Seq. ID 


OJ990428_09.9B05.C13 


Gene No. 


H A c o a 

1 4 bob 








Strand 


+ 


Start 


5914 








End 


8452 


Name 


OJ990428 09 


. 9B05 


C13.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


3626 








End 


4582 


GI 


none 








Score 


185 


Exons 


3626. .3787/ 


4150 


.4239, 


4151 . 


.4267, 4353.. 4568, 4354.. 4557, 




4355. .4582/ 


4358 


.4567 








Seq. No. 


36275 . 








Seq. ID 


OJ990428_09.9B05.C13 


Gene No. 


74686 








Strand 


+ 


Start 


5914 








End 


8452 • • 


Name 


OJ990428 09 


.9B05 


C13.04 


. tm 


Method 


TBLASTX: Maize 


Start 


4346 








End 


4568 


GI 


none 








Score 


188 


Exons 


4346.. 4507', 


4383 


.'4508, 


4 384 . 


.4509, 45C 


8. ..4567, ' 4509. .4568 


Seq. No'.'/ 


36275 








' Seq.' ID • 


OJ9904 28_09. 9B05.C13 


Gene No... 


- 74686 








Strand . 


+ 


Start 


* 5914 








End 


8452 


Name 


OJ990428 09 


.*9B05 


C13.04 


. tc 


Method 


TBLASTX: Cress 


Start 


4353 








End 


4571 


GI 


none. 








Score 


105 


Exons 


4353. .4418/ 


4362 


.4409, 


4419. 


.4535, 4422. .4535, 4533. .4571 


Seq. No. 


36275 








Seq. ID 


OJ990428_09.9B05.C13 


Gene No. 


74686 








Strand 




Start 


5914 








End 


8452 


Name 


OJ990428 09 


. 9B05 


C13.o2 


.np 


Method 


AAT/NAP 


Start 


5911 








End 


7644 



35953 




GI 6437556 Score 706 

Exons 5911.. 6047, 6161.. 6218, 6326.. 6431, 6764.. 6821, 6906.. 7088, 

7346.-7644 

GI Descrip. (AC011623) unknown protein [Arabidopsis thaliana] 



Seq. No. 36275 

Gene No. 74686 

Start 5914 

Name OJ990428_09 . 9B05 . C13 . o2 . gs 

Start 5914 

GI none 
Exons 



Seq. ID OJ990428_09.9B05.C13 

Strand + 

End 8452 

Method GENSCAN 

End 8452 

Score . 67 



5914. .6047, 6161. .6218, 6326. .6431, 6906. .7081, 7161. .7221, 
7346.-7638, 8127. .8326, 8343. .8452 



Seq. No. 36275 
Gene No. 74686 
Start 5914 

Name OJ990428_09 . 9B05 . C13 . o4 . ts 

Start 5989 
GI none 

Exons 5989.. 6051, 6147.. 6206, 6158. 

, .„,67fil. v ..6.82.6.,_6.7 6.1. f ,.6.8.25^6863.. 

-_„.6915... .,10.8.2.. 



Seq. ID OJ990428_09.9B05.C13 

Strand + 

End 8 4 52 

Method TBLASTX : Soybean 

End 7082 

Score 72 

.6223, 6325.. 6426, 6326.. 6418,. 
,.7.0X8,. ,68.Q2^.J025,.„$.9QA 7JJ17 ,.„. 



Seq. No. 36275 
Gene No. 7 4 686 

Start 5914 

Name OJ990428_09 . 9B05 . C13 . o2 . tc 

Start v 614 6 

GI none 

Exons 6146.. 6202, 6147.. 6206, 6325. 

6760. .6780, 6761. .6826, 6881. 
7360. .7491, 7522. .7644, 7527. 



Seq. ID OJ990428_09.9B05.C13 

Strand + 

End 8452 

Method TBLASTX : Cress 

End 7644 

Score 69 

.6414, 6326. .6430, 6755. .6826, 
.7078, 6904. .7080, 7344. .7493, 
.7643 



Seq. No. 


36275 








Gene No. 


74686 








Start- 


5914 








Name 


OJ990428 09 


9B05. 


C13.ol 


Start 


6772 








GI 


none 








Exons 


6772. . 


6837, 


6773. 


. 6847, 




7159. . 


7221, 


7160. 


.7219, 




'7344 . . 


7655, 


'7360. 


.7656 " 


Seq: No:' 


' 36275 








Gene No. 


74686 








Start 


5914 








Name 


OJ990428 09 


9B05. 


C13.o3 


Start 


7158 








GI 


none 








Exons 


7158. . 


7220, 


7343. 


.7.471, 


Seq. No.' 


36276 








Gene No. 


74687 








Start 


1 








Name 


OJ990428 09. 


9B05. 


C14.ol 


Start 


1 









Seq. ID OJ990428_09.9B05.C13 

Strand + 

End 8452 
.tm Method TBLASTX : Maize 

End . 7656 

Score 82 
6881. .7078, 6904. .7080, 7158. .7220, 
7332. .7649, 7343. .7654, 7343. .7654, 



Seq. ID. /OJ990428_09."9B05.C13' 
Strand + . ... * 

End 8452 
.ts Method TBLASTX : Soybean 
End 7 668 

Score 63 
7344. .7643, 7360. .7497, 7522. .7668 

Seq. ID OJ990428_09.9B05.C14 

Strand + 

End 723 

■np Method AAT/NAP 

End 723 



35954 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6437556 Score 243 

1..177, 262. .443, 652. .723 

(AC011623) unknown protein [Arabidopsis thaliana] 



36276 
74687 
1 

OJ990428_09. 9B05.C14 .ol.tc 

111 

none 



Seq. ID OJ990428_09.9B05.C14 

Strand + 

End 723 

Method TBLASTX: Cress 

End 4 36 

Score 4 0 



111. .182, 116. .136, 117. .182, 237. .434, 260. .436 



Seq. No. 36276 

Gene No. 74687 

Start 1 

Name OJ990428_09 . 9B05 . C14 . ol . ts 

Start 117 

GI none 
•Exons 



Seq. ID OJ990428_09.9B05.C14 

Strand + 

End 723 

Method TBLASTX : Soybean 

End 561 

Score 82 



117. .182, 117. .182, 219. .434, 243. .431, 260. .433, 271. .438, 
526. .561 



.Seq,. No,.... ."3J.2I6 

..G.ene.-No ^,.JA6.$3 -.^^ _ ... 

Start ' 1 

Name OJ9904 28_09 . 9B05 . CI 4 . ol . gs 

Start 120 

GI none 

Exons 120. .177, 262. .437, 481. .577 

Seq. No. 36276 

Gene No. 74687 

Start 1 

Name OJ990428_09 . 9B05 . C14 . ol . tm 

Start 128 

GI none 

Exons 128.. 193, 129.. 203, 237.. 434, 
516. .575 

Seq. No. 36277 

Gene No. 74688 

Start 57 

Name OJ990428_09 . 9B05 . C15 . ol . gs 

Start * 57.' 

GI none 

■ Exons" • 57.. 617' ' ' ' " ' " ' " ' ' 



. _ ? ,_\..-. Seq..,. .I.D_„OJ99D.12.8_.0.a..,9B0.5 vCH. 

_ ...... M „ . ^ ^ . _ stxa ad .„ ., ^ +. 



End 

Method 

End 

Score 



723 

GENSCAN 

577 

.79 



Seq. ID OJ990428_09.9B05.C14 

Strand + 

End 723 

Method TBLASTX : Mai ze 

End 576 

Score 82 

238. .447, 260. .436, 514. .576, 



Seq. ID OJ990428_09.9B05.C15 

Strand + 

End 684 

Method GENSCAN 

End 617 

Score .51 



Seq. No. 36277 

Gene No. 74688 

Start 57 

Name OJ990428_09 . 9B05 . CI 5 . ol . np 

Start 139 

GI 5882743 

Exons 139.. 392, 420.. 684 

GI Descrip. (AC008263) ESTs gb|H36134 and gb|H36132 come from this gene. 
[Arabidopsis thaliana] 



Seq. ID OJ990428_09.9B05.C15 

Strand + 

End - ; 684 

Method AAT/NAP 

End 684 

Score 336 



Seq. No. 



36277 



Seq. ID OJ990428_09.9B05.C15 



35955 




Gene No. 


74688 






Strand 


+ 


Start 


57 






End 


684 


Name 


uj y y U4 Zo 


uy. ynUj.tij.oi. 




Method 


TBLASTX : Soybean 


Start 


O A Q 

2. 4 y 






End 


640 


GI 


none 






Score 


54 


Exons 


z4 y . . ji 4 , 


ZOO . . JZD, JlD . 


COT 
. JO / , 


olo . .41/, 


too cno oot r 

J2J..by2, 327.. 596, 




4 y o . . o y / / 


4 y o . . bz i / o o y . 


£ *3 Q 


con c a n 
3 ytj . . o4 U 




oeq. JNO . 








oeq. id 


ujyyu4Zo uy.ybuo.uio 


Gene No. 


74688 






Strand 


+ 


Start 


57 






End 


684 


Name 


OJ990428 


09.9B05.C15.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


429 






End 


640 


GI 


none 






Score 


301 


Exons 


429. .596, 


431. .622, 493. 


.597, 


590. .640 





Seq. No. 36278 Seq. ID OJ990428_09 . 9B05 . CI 6 

Gene No. 74689 Strand + 

Start 1 End 363 

Name OJ990428_09. 9B05 . C16 . ol . np Method AAT/NAP 

Start ' 1 End 363 

GI.._ .; 4. 18. 60. 4 „. Score. . . .619. .,„_.__ 

Exons - .1.. ..363 ...... . ....... , . - .., .^^^^w. 

GI Descrip. HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



Seq. No. 


36279 


Seq. ID 


OJ990428 


_09. 


9B05 


.C17 


Gene No. 


74690 


Strand 










Start 


50 


End 


309 








Name 


OJ990428 09. 9B05 . C17 . ol . gs 


. Method 


GENSCAN 








Start 


50 


End 


309 








GI 


none 


Score 


.87 








Exons 


50. .309 












Seq. No. 


36280 


Seq. ID 


OJ990428 


_09. 


9B05 


.C19 


Gene No. 


74691 


Strand 










Start 


1 


End 


797 








Name 


OJ990428 09. 9B05 . C19 . ol . np 


Method 


AAT/NAP 








Start 


1. 


End 


797 








GI 


4455304 


•Score 


116 








Exons 


1..53, 180. .585, 773. .797 












GI Descrip. 


(AL035528) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


36280 


Seq. ID 


.OJ990428 


_09. 


.9B05 


.C19 


Gene Noi 


74691 ' • *' • • ; ' • -. 


Strand 










Start 


1 . 


End ; 


797 








Name 


OJ990428 09.9B05.C19.ol.gs 


Method 


GENSCAN 








Start 


193 


End. 


333 








GI 


none 


Score 


.68 








Exons 


193.. 333 












Seq. No. 


36281 


Seq. ID 


OJ990428 


_09. 


9B05 


.C22 


Gene No. 


74692 


Strand 


+ 








Start 


131 


End 


309 








Name 


OJ990428 09.9B05.C22.ol.gs 


Method 


GENSCAN 








Start 


131 


End 


309 








GI 


none 


Score 


. 65 









35956 




Exons * 131.. 309 

Seq. No. 36282 Seq. ID OJ990428_09.9B05.C23 

Gene No. 74693 Strand + 

Start 730 End 4299 

Name OJ990428_09 . 9B05 . C23 . ol . gp Method AAT/GAP 

Start 730 End 1489 

GI 93991_1.R1084 Score 828 

Exons 730.. 967, 1058.. 1115, 1205.. 1309, 1431.. 1489 

GI Descrip. '2435511 2.0e-ll (AF024504) contains similarity to prolyl 
4 -hydroxylase alpha subunit [Arabidopsis thaliana] ? 

Seq. No. 36282 Seq. ID OJ990428_09.9B05.C23 

Gene No. 74693 Strand + 

Start 730 End 4299 

Name OJ990428_09 . 9B05 . C23 . ol . gs Method GENSCAN 

Start 801 End 4299 

GI none Score . 61 

Exons 801. .967, 1058. .1115, 1205. .1309, 1431. .1488, 1581. .1756, 
2023. .2248, 3592. .3638, 3649. .3977, 4278. .4299 

. .SjsiwNo- J 3&28Z JSg^JlL^^ 

...aene.Np... ........ ...74693. . ... ............ . Strand, ; , , 

Start 730 r End 4299. 

Name OJ990428_09 . 9B05 . C23 . ol . np Method AAT/NAP 

Start 813 End 2277 

GI 6437556 Score 678 

Exons * 813. .967, 1058. .1115, 1205. .1309, 1431. .1488, 1581. .1763, 

1979.. 2277 

GI Descrip. (AC011623) unknown protein [Arabidopsis thaliana] 

Seq. No. 36282 Seq. ID OJ9904 28_09.9B05.C23 

Gene No. 74693 Strand + 

Start 730 End 4299 

Name' OJ990428_09 . 9B05 . C23 . o2 . np Method AAT/NAP 

Start 832 End 2277 

GI 2980790 . .Score ' 324 

Exons 832.. 1173, 1431.. 1796, 1979.. 2277 

. GI Descrip. (AL022197) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 36282 Seq. ID OJ9904 28_09.9B05.C23 

Gene No. 74693 .Strand + 

Start 730 . ' ' ' End 4299 

Name . OJ990428_09 . 9B05 . £23 . o2 . gp Method' AAT/GAP ■ 

Start " 1953 ' ' End : "2674 

GI . ' 979.43_1.R1084 Score •. 1310 

Exons " 1953. .2674 

GI Descrip. ' 2980790/emb | CAA18166 . 1 | 9.0e-16. (AL022197) hypothetical protein 
[Arabidopsis thaliana] 1 

Seq. No. 36282 Seq. ID OJ990428_09.9B05.C23 

Gene No. 74694 Strand + 

Start 8858 End 9108 

Name OJ990428_09 . 9B05 . C23 . ol . ts Method TBLASTX: Soybean 

Start 951 End 2277 

GI none Score 36 

Exons 951. .968, 1055. .1105, 1056. .1121, 1186. .1302, 1199. .1309, 



35957 






1428 . .1487, 


14 28 


. .1481, 


1579 . 


.1758, 1580.. 1756, 


i c\ ~i r\ i r\ r\ c 

1879 . . 1905, 




1953 . .2126, 


1975 


. . 2124 , 


2151 . 


.2270, 2152.. 2277 




Seq. No. 


36282 








Seq. ID 


OJ990428 


_09. 9B05.C23 


Gene No. 


74694 








Strand 


+ 




Start 


8858 








End 


9108 




Name 


OJ9'90428_09. 


,9B05, 


X23.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1056 








End 


2277 




GI 


none 








Score 


72 




Exons 


1056. . 1121, 


1199 , 


. . 1303, 


1207 . 


.1302, 1427. .1483, 


1428 . .1487, 




1552 . .1755, 


1580 , 


. . 1756, 


1583 . 


.1762, 1963. .2112, 


1974 . .2126, 




1975 . . 2124 , 


2 14 6 , 


. . 2277 , 


2160 . 


.2276 






Seq. No. 


36282 








Seq. ID 


OJ990428 


__09. 9B05 .C23 


Gene No. 


74694 








Strand 


+ 




Start 


8858 








End 


9108 




Name 


OJ990428_09. 


9B05. 


.C23.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1056 








End 


2277 




GI 


none 








Score 


76 




Exons 


1056. . 1121, 


1199 . 


. . 1309, 


1216 . 


.1296, 1427. .1483, 


1428 . .1487, 




1579 . .1758, 


1580 . 


. .1756, 


18 64. 


.1905, 1974.. 2126, 


1 975 . 2124 , 


— 




-2I5JL 




_2JJ>£L. 


..221 Q 


, 


- 


Seq. No., 


36282 




— 




Seq. ID 


OJ990428 


_09. 9B'05.C:23 


Gene No. 


74694 








Strand 


+ 




Start 


8858 








End 


9108 




Name 


OJ990428 09. 


9B05 . 


,C23.o3 


.gp 


Method 


AAT/GAP 




Start 


8729 








End 


9108 




GI 


none 








Score 


664 




Exons 


8729 . .9108 














Seq. No. 


36282 








Seq. ID 


OJ990428 


_09.9B05.C23 


Gene No. 


74694 








Strand 


+ 




Start 


8858 








End 


9108 




Name 


OJ990428 09. 


9B05 . 


. C23 . o3 


. gs 


Method 


GENSCAN 




Start 


8858 








End 


9104 




GI 


■ none 








Score 


.54 




Exons 


8858 . . 9104 














Seq. No. 


36283 








Seq. ID 


OJ990428 


_09.9B05.C24 


Gene No. 


74695 








Strand 


+ 




Start 


8 9 








End 


738 




Name - 


OJ990428 09. 


9B05 . 


C24 . ol 


• gp' 


Method 


AAT/GAP 




Start 


8 9 








End 


738 




GI 


none ■ .' 








Score 


1194 




Exons .. 


8 9.-. 738 














Seq. No. 


36283' 








Seq. ID 


OJ990428 


_09.9B05.C24 


Gene No. 


74695 








Strand 


4- 




Start 


. 89 








End 


738 




Name 


OJ990428 09. 


9B05 . 


C24 . ol 


. gs 


Method 


GENSCAN 




Start 


165 








End 


575 




GI 


none 








Score 


1 




Exons 


165. .575 














Seq. No. 


36283 








Seq. ID 


OJ990428 


_09.9B05.C24 


Gene No. 


74696 








Strand 


+ 





35958 




Start 11150 End 13550 

Name OJ990428_09 . 9B05 . C24 . o4 . gs Method GENSCAN 

Start 11150 — * ' End 12638 

GI none Score .86 

Exons 11150. .11323, 11754 .. 11822, 11910 11981, 12504.. 12638 



Seq. No. 36283 Seq. ID OJ990428_09.9B05.C24 " 

Gene No. 74696 Strand + 

Start 11150 End 13550 

Name OJ990428_09 . 9B05 . G24 . o2 . np Method AAT/NAP 

Start 11207 End 13550 

GI 6520231 Score 280 

Exons 11207. .11374, 11552 .. 11617 , 11754 .. 11822, 11910 .. 12026, 
13505. .13550 

GI Descrip. (AB028232) helix-loop-helix protein homolog [Arabidopsis 
thaliana] 

Seq. No. ' 36283 Seq. ID OJ990428_09.9B05.C24 

Gene No. 74697 Strand 

Start 24 94 End 6637 

Name OJ9904 28_09 . 9B05 . C24 . o2 . gs Method GENSCAN 

Start 2 .4 9,4 .„...„ . ^E.acl;:_„. 6,4.8.4 : 1 l. 

J3I. ,.*_npne , . w..> ^ . £cpxe_, __./7 ^*_. r ^- , 

Exons' 2494.. 3008, 3154.. 3205, 384 6 . . 3875, ' 4747 . /4809, 4 914 . ,*5034 , 
5115.. 5256, 6295.. 6484 " 

Seq. No. 36283 Seq. ID OJ990428_09.9B05.C24 

Gene No. 74 697 Strand 

Start 2494 End 6637 

Name OJ9904'28_09 . 9B05 . C24 . o2 . gp Method AAT/GAP 

Start 3453 End 6637 

GI 16497_1.R1084 Score 2033 

Exons 3453.. 3875, 4747.. 4809, 4914.. 5034, 5115.. 5256, 6295.. 6637 

GI Descrip. 1 4090884 3.0e-95 (AF025333) vesicle-associated membrane protein 
7B; synaptobrevin 7B [Arabidopsis thaliana] 1 

Seq. No. 36283 Seq. ID OJ990428_09.9B05.C24 

Gene No. 74697 Strand 

Start . 24 94 End 6637 

Name OJ9904 28_09 . 9B05 . C24 . ol . np Method AAT/NAP 

Start 3735 End 6484 

GI 4090884 ■ Score 891^ 

Exons 3735.. 3875, 4747 . . 4809, 4914 .. 5034 , 5il5 5256, - 6295 .. 6484 

. GP Descrip.. (AF025333) vesicle-associated membrane protein 7B; synaptobrevin 
7B [Arabidopsis thaliana] " ' '* 

Seq.' No. 36283 * * Seq. ID OJ990428_09.9B05.C24 

Gene No. 74698 Strand 

Start 8891 End 9878 

Name OJ990428_09 . 9B05 . C24 . o3 . gs Method GENSCAN 

Start 8891 End 9878 

GI . none Score . 91 

Exons 8891.. 9299, 9733.. 9878 

Seq. No. 36283 Seq. ID OJ990428_09.9B05.C24 

Gene No. 74699 Strand 

Start 12993 End 13113 



35959 



Name 

Start 

GI 

Exons 



OJ990428_09 . 9B05 . C24 . o2 . tm 

3516 

none 

3516.. 3542, 3516.. 3539, 3565. 
3677.. 3760, 3723.. 3878, 3726. 



Method TBLASTX : Maize 
End 387 9 

Score 37 

.3594, 3566.. 3595, 3675.. 3719, 
.3758, 3736.. 3879, 3813.. 3878 



Seq. No. 36283 

Gene No. 74699 

Start 12993 

Name OJ9904 28_09 . 9B05 . C24 . ol . tc 

Start 3733 

GI none 

Exons 3733, 
4908, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 09.9B05.C24 



,3876, 3735.. 3878, 3739. 
,5033, 4914. .5033, 4915. 



13113 

TBLASTX: Cress 
6484 
96 

3879, 3813. .3878, 4747. .4812, 
5034, 5114. .5254, 5181. .5252, 



6293. .6484, 6294. .6479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI; 

„ ..Ex oas, ....... 



36283 Seq. ID 

74699 Strand 
12993 End 
OJ990428_09. 9B05 . C24 . ol . ts Method 

3736 . . . End. 
..none .._ . . „ ... . , ...... . „ . „ Scpre .... 



OJ990428_09.9B05.C24 
13113 

TBLASTX: Soybean 

6484 

.138, , 



.37.3.6 . ...38 7.9..,„..313.9..,„.miQ ^AJAJ^ABIZ^AI^ 
4915. .5028, 5114. .5254, 5181 .. 5252, - 6293 . 



6484,. 6294 . . 6479 



Seq. No. 36283 

Gene No. 74699 ■ 

Start 12993 

Name OJ990428_09 . 9B05 . C24 . ol . tm 

Start 4744 

GI none 

Exons 4744. .4812, 4746. .4817, 4914, 
5181. .5255, 6293. .6484, 6294, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5030, 4915 
.6479 



OJ990428 09.9B05.C24 



13113 

TBLASTX: Maize 
6484 
64 

5031, 5114. .5254, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Se,q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36283 
74699 
12993 

OJ990428JD9. 9B05 . C24 . o3 . tm 
11306 . 



OJ990428 09.9B05.C24 



none 
11306, 
11526. 
11751. 
12504 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,11374, 11308. .11373, 11312 11374 , 11314 1137 6, 
,11618, 1154 9. .11620, -11552. .11620, 11751. .1184 9, 
,11822, 118 98. .11981, 11898. .11987, 11915.' . 11992 , 
,12641, 12506. .12640, 12512'. .12655 



13113 

TBLASTX: Maize 

12655 

118 



Seq. ID OJ990428_09. 9B.05.C24 
Strand 

End 13113 
Method TBLASTX : Wheat 
. End 12640 
Score 60 

11375, 11339. .11374, 11549 .. 11620, 11550 .. 11618 , 
,11620, 11751. .11849, 11751 .. 11822 , 11904 .. 11951, 
,11981, 11937. .11981, 12502 .. 12633 , 12504 .. 12638 , 



36283 
74699 
12993 

OJ990428_09 . 9B05 . C24 . ol. tw 
11337 
none 
11337. 
11552. 
11922, 

12509. .12 64 0, 12518. .12637, 1254 3. .12638 



Seq. No. 



36283 



Seq. ID OJ990428_09.9B05.C24 



35960 



Gene No. 74699 Strand 

Start 12993 End 13113 

Name ' OJ990428_09 . 9B05 . C24 . o5 . gs Method GENSCAN 

Start " ' 12993 End 13113 

GI none Score .88 

Exons 12993. .13113 



Seq. No. 36284 

Gene No. 74700 

Start 151 

Name OJ990428_09 . 9B05 . C25 . ol . gs 

Start 151 

GI none 
Exons 



Seq. ID OJ990428_09.9B05.C25 

Strand + 

End • 3619 

Method GENSCAN 

End 3619 

Score .65 



151. .261, 748. .834, 1001. .1123, 1728. .1834, 1930. .2101, 
3527. .3619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

. GI 

.JExqnS:. „, 



36285 
74701 
230 

OJ9904 28_09 . 9B05 . C2 6 . ol . tm 
189 . 



..AQngL. 



Seq. ID OJ990428_09.9B05.C26 

Strand + 

End 1701 

Method TBLASTX : Mai ze 

End 1141 



. „ S.oor.e . 



.1.8.9 • ,.32.Q.,.,.:2Q2.^,321. / _.2.03.,,.322.,._2a3.-. ..322, ,..412 .^540.,~413..^53J5 4 ,._,. 

444. .542, '450. .548, , 1058. .1141, 1058. .1141 



Seq. No. 36285 

Gene No. 74701 

Start 230 

Name OJ9904 28_09 . 9B05 . C26 . ol . gs 

Start 230 

GI none 
Exons 



Seq. ID OJ990428_09.9B05.C26 

Strand + 

End 1701 

Method GENSCAN 

End 1701 

Score .76 



230. .322, 414. .537, 1071. .1113, 1225. .1416, 1505. .1701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



36286 
74702 
1 

QJ990428_09.9B05.C27.ol.np 

1 

2827700 



Seq. ID OJ990428_09.9B05.C27 

Strand + 

End 4968 

Method AAT/NAP 

End * 4 968 

Score 1117 



1..106, 366. .551, 822. . 1007, 1253. .1336, 1457. .1509, 1619. .1676, 
1753. .2052, 2136. .2174, 2264. .2368, 2447. .2515, 2600. .2725, 
3221. .3312, 4908. .4968 

(AL021684) DEAD* box ATP dependent helicase protein [Arabidopsis 
thaiiana] 



Seq* No.. • .3628 6 

Gene No. 74702 

Start ' 1 

Name OJ990428_09 . 9B05 . C27 . ol . gs 

Start 29 

GI none 
Exons 



Seq. IP OJ990428_09.9Bp5.C27. 

Strand +* 

End 4 968 

■Method GENSCAN 

End 3403 

Score .83 



29. .106, 366. .551, 822. .1007, 1253. .1336, 1587. .1676, 
1753. .2052, 2136. .2174, 2264. .2368, 2447. .2515, 2534. .2725, 
3221. .3403 



Seq. No. 
Gene No. 



36286 
74702 



Seq. ID OJ990428_09.9B05.C27 
Strand + 



35961 



Start 


1 


End 


4 9oo 


Name 


OJ990428 09.9B05.C27.ol.gp 


Method 


AAT/GAP 


Start 


2464 


End 


3078 


GI 


uC-osflcyp!57c03bl 


Score 


1004 


Exons 


2464. .2515, 2600. .3078 - 






GI Descrip. 


1 5803100/ref I NP_0067 64 . 1 | pDDX18 | 9. Oe- 


13 DEAD/H 




(Asp-Glu-Ala-Asp/His) box polypeptide 


18 (Myc-regulated) 




>gi_1498229_emb_CAA67295_ (X98743) RNA 


helicase [Homo sapiens] 


Seq. No. 


36286 


Seq. ID 


OJ990428_09.9B05.C27 


Gene No. 


74703 


Strand 


+ 


Start 


6964 


End 


7323 


Name 


OJ990428 09.9B05.C27.o3.gs 


Method 


GENSCAN 


Start 


6964 


End 


7323 


GI 


none 


Score 


. 67 


Exons 


6964. .7323 






Seq. No. 


36286 


Seq. ID 


OJ990428_09.9B05.C27 


Gene No. 


74704 


Strand 


+ 


Start 


12112 


End 


13470 


Name 


.OJ990428 09. 9B05. C27 . o5 . gs 


Method 


GENSCAN 


...S.t art 


12112 ■ 


End.,- 


„ .1.347.0, „ , 


GT 


.....none .*....■-.-„... ^ . 


Score,. - 




Exons 


121 12. .12 199, . 13012. .13202, 


13354 . . 13470 


Seq. No. 


36286 


Seq. ID 


OJ990428_09.9B05.C27 


Gene No. 


74705 


Strand 




Start 


3140 


End 


3578 


Name 


OJ990428 09.9B05.C27.o2.gp 


Method 


AAT/GAP 


Start 


3140 


End 


3578 


GI 


none 


Score 


838 


Exons 


3140. .3578 






Seq. No. 


36286 


Seq. ID 


OJ990428_09.9B05.C27 


Gene No. 


74706 


Strand 




Start 


3648 


End 


552 9 


Name 


OJ990428 09.9B05.C27.o2.gs 


Method 


GENSCAN 


Start 


3648 


End 


5440 


GI 


none 


Score 


.97 


Exons 


3648. .4530, 4788. .5440 






Seq. No. . 


36286- . 


Seq. ID 


OJ9904 28_09. 9B05.C27 


Gene No. 


74706 ' . * "*'.*. 


Strand - 




Start 


364 8 ; 


"End 


"5529 • 


Name 


• OJ990428 09.9B05;C2'7-;o3".gp 


Method 


AAT/GAP 


Start'. 


5030 , ... 


End 


5529 • 


GI 


none 


Score 


978 


Exons 


. 5030. .5529 






Seq. No. 


36286 


Seq. ID 


OJ990428_09.9B05.C27 


Gene No. 


74707 


Strand 




Start 


8742 


End 


10804 . 


Name 


OJ990428 09.9B05.C27.o3.tc 


Method 


TBLASTX: Cress 


Start 


11 


End 


911 


GI 


none 


Score 


73 ; 


Exons 


11. .124, 358. .543, 363. .551, 


371. .547, 


819. . 911 



35962 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36286 
74707 
8742 

OJ9904 28_09 . 9B05 . C27 . o3 . ts 

465 

none 



OJ990428 09.9B05.C27 



Seq. ID 
Strand 
End 

Method 
End 
Score 

465. .551, 819. .1007, 821. .865, 831. .995, 932. .1006, 1249. .1332, 
1253. .1333, 1454. .1507, 1456. .1506, 1585. .1620, 1641. .1679 



10804 

TBLASTX : Soybean 

1679 

112 



Seq. No. 36286 
Gene No. 7 4707 

Start 8742 

Name OJ990428_09 . 9B05 . C27 . ol . tm 

Start 1759 
GI none 

Exons 1759.. 2052, 1761.. 2054, 1773. 

2146. .2175, 2262. .2369, 2263. 
2440. .2511, 2441. .2533, 2600. 
3218.. 3367, 3367.. 3402, 3368. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 09.9B05.C27 



10804 

TBLASTX: Maize 
3406 
470 

2069, 2131. .2175, 2136. 
2370, 2263.-2367, 2437. 
2725, 2600. .2728, 3214. 
3406 



,2174, 
,2511, 
,3366, 



Seq. No. 36286. 

-£ejie_No.._ ...74,107- .... ™. 

„S.tar.t_. . _ . . 8.14.2. .... .. - , „■ . . v.- 

Name " OJ990428_09 . 9.B05 . D27 . ol . tc 

Start 1801 

GI none 

Exons 1801.. 2052, 1803.. 2054, 2135. 

2275. .2412, 2441. .2515, 2599. 
- 3224. .3313 



Seq. ID 

..Str.aacL; 
.End ,., ... .. 

Method 

End 

Score 



OJ99042.8 09.9B05.C27 



1 0.8 Q 4_,. w 
TBLASTX: Cress 
3313 
279 

2170, 2136.. 2171, 2264 2320, ^ 
2709, 2599.. 2709, 2600,. 2722, 



Seq. No. 36286 

Gene No. 74707 

Start 8742 

Name OJ990428_09 . 9B05 ; C27 . o2 . ts 

Start 1920 

GI none 
Exons 



Seq. ID OJ990428_09.9B05.C27 
Strand 

End 10804 

Method TBLASTX : Soybean 

End 2343 

Score 206 



1920. .2054, 1921. .2052, 1.923. .2054, 1925. .2068, 2135. .2176, 
2136. .'2174, 2143. .2175, 2261. .2320, 2275. .2343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI v 

Expns 



GI Descrip. 



36286 
74707 
8742 

OJ990428_09V9B05.C27.o4.ts 
2428 

4298843 " 



OJ990428_09.9B05.C27 
10804 

TBLASTX: Soybean ■ 
3410 
69 

•2428. .2514, .2441. .2515,- 2600. .2725, 2603.... 2725, 3146. .3184, 
3214. .3261, 3218. .3304,. 3218. .3280, 3263. .3328, 3287. .3406, 
3298.. 3396, 3318.. 3410 

2827700/emb_CAA16673_ 4.0e-30 (AL021684) DEAD box ATP dependent 
helicase protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



Seq. No. 


36286 


Seq. ID 


OJ990428_09. 9B05 


Gene No. 


74707 


Strand 




Start . 


.8742 


End 


10804 


Name 


OJ990428 09.9B05.C27.'ol.ts 


Method 


TBLASTX : Soybean 


Start 


3666 


End 


10660 


GI 


none 


Score 


48 



35963 



Exons 


3666. .4061, 


3667. 


.3777 , 


3853 




4799. .4936, 


5000. 


.5074, 


9314 




9794 . . 10153, 


9996 


..10142, 10 


Seq. No. 


36286 








Gene No. 


74707 








Start 


8742 








Name 


OJ990428 09. 


9B05 . 


C27.o3. 


tm 


Start • 


3702 








GI 


none 








Exons 


3702. .3812, 


3702. 


, 3935, 


3703 




9368 . . 9571 








Seq. No. 


36286 








Gene No. 


74707 








Start 


8742 








Name 


OJ990428 09. 


9B05 . 


C27 .o2 . 


tc 


Start 


3753 








GI 


none 








Exons 


3753. .4058, 


3850. 


.4035, 


9360 


Sea No. 


;3j6,2.8JL 








Gene Jo.,,. !lt .,. 




^ . 






Start * " ■• " 


8742 








Name 


OJ990428 09. 


9B05. 


C27 .ol . 


tw 


Start 


3837 








GI 


none 








Exons 


3837 . . 4058, 


3868 . 


.4026, 


9470 


Seq. No. 


36286 








Gene No. 


74707 








Start 


8742 








Name 


OJ990428 09. 


9B05. 


C27.o2. 


tm 


Start 


3939 








GI 


none 








Exons . 


3939. .4061, 


3943. 


.4032, 


3996 




4225. .45.12, 


9572. 


. 9706, 


9573 


Seq. No. . 


36286 








Gene No . 


74707 








Start 


8742 








Name 


OJ990428 09. 


9B05. 


C27 .o4 . 


tc 


Start 


4293 








GI 


none 








Exons 


42.93. .4355'/ 


4300. 


,4413, 


4356' 




10005. . J0115 








Seq. No. 


36286 








Gene No. 


74707 








Start 


8742 








Name 


OJ990428- 09. 


9B05. 


C27.o5. 


tm 


Start 


4814 








GI 


none 








Exons 


4814. .4936, 


4815. 


.4925, 


1014 



Seq. ID OJ990428_09.9B05.C27 
Strand 

End 10804 

Method TBLASTX: Maize" 

End 9571 

Score 109 



Seq. ID OJ990428_09.9B05.C27 
Strand 

End 10804 

Method TBLASTX : Cress 

End 9695 

Score 87 



_Se<q.._ID_ QJ33M2&J>3„J}3Q5l*£Z. 
..Strand. . .... . . ..... 

End 10804 

Method TBLASTX : Wheat 

End 9692 

Score 78 
.9649, 9470.. 9691, 950*7.. 9692 

.Seq. ID OJ990428_09.9B05.C27 
Strand 

End 10804 

Method TBLASTX : Mai ze 

End 10139 

Score 106 



Seq. ID OJ990428_09.9B05.C27 
Strand 

End 10804 
Method TBLASTX: Cress 
End • 10115 
Score • "74 



Seq. ID OJ990428_09.9B05.C27 
Strand 

End 10804. 

Method TBLASTX : Maize 

End 1.0324 

Score 121 



Seq. No. 
Gene No. 



36286 
74707 



Seq. ID OJ990428_09.9B05.C27 
Strand 



35964 




Start 


8742 


End 


10804 


Name 


OJ990428 09. 9B05 . C27 . o4 . tm 


Method 


TBLASTX: Maize 


Start 


5192 . 


End ' 


10766 


GI 


none 


Score 


78 


Exons 


5192.. 5287, 5192.. 5347, 10508 .. 10732 , 


10509. .10763, 10728 . .1076 


Seq. No . . 


36286 


Seq. ID 


OJ990428 09.9B05.C27 


Gene No. 


74707 


Strand 




Start 


8742 


End 


10804 


Name 


OJ990428 09.9B05.C27.o4.gs 


Method 


GENSCAN 


Start 


8742 


End 


10798 


GI 


none 


Score 


. 95 


Exons 


8742.-8937, 9240. .10798 






Seq. No. 


36286 


Seq. ID 


OJ990428_09.9B05.C27 


Gene No. 


74707 


Strand 




Start 


8742 


End 


10804 


Name 


OJ990428 09. 9B05 . C27 . o4 . gp 


Method 


AAT/GAP 


Start 


9068 


End 


9763 


GI 


15951 1.R1084 


Score 


1358 


Exons 


9068. .9763 . 






JSJL .Be.S£r x. p„,_ 






~ 


mitpchQndrial_pro„te,in_ [Arabidopsis .thaliana].! .. . ^ . _ ^..^..^ v 


Seq. No. 


36286 


Seq. ID 


OJ990428_09.9B05.C27 


Gene No. 


74707 


Strand 




Start 


8742 


End 


10804 


Name 


OJ990428 09. 9B05 :C27 . o2 . np 


Method 


AAT/NAP 


Start 


9263 


End 


10804 


GI 


4835244 


Score 


682 


Exons 


9263. .9711, 9754. .10804 






GI Descrip. 


(AL049862) putative mitochondrial protein [Arabidopsis thaliana 


Seq. No. 


36286 


Seq. ID 


OJ990428_09.9B05.C27 


Gene No. 


74707 


Strand 




Start 


8742 


End 


10804 


Name 


OJ990428 09.-9B05.C27,o5.gp 


Method 


AAT/GAP 


Start 


9944 


End 


10325- ■ 


GI 


3762098 . . 


Score 


752 


Exons 


9944. .10325 






GI Descrip. 


4874284/gb| AAD31347. 1 IAC007212 3 4 . Oe- 


25 (AC007212) putative 




mitochondrial protein [Arabidopsis thaliana] 


"Seq. "No. 


36287 - 


Seq. ID 


OJ990428_09.9B05.C30 


Gene No. 


74708 ' • . ' . - \ .- 


'Strand" 




Start 


469 


- End ' 


.'667 


Name 


OJ990428 09. 9B05 . C30 . ol . gs 


Method 


■ GENSCAN 


Start 


469 


End 


667 


GI 


none 


Score 


.,8 6 


Exons 


469.. 536, 574.. 667 






Seq. No. 


36288 


Seq. ID 


OJ990428_09.9B05.C31 


Gene No. 


74709 


Strand 




Start 


92 


End ■ 


219 


Name 


OJ990428 09. 9B05 . C31 . ol . gs 


Method 


GENSCAN 


Start 


92 


End 


219 


GI 


none 


Score 


.9 



35965 




Exons 92.. 219 



Seq. No. 


36289 


Seq. ID 


OJ990428 09.9B05 


.C33 


fl&nes Mo 


74710 


Strand 


+ 






1 


End 


599 




Name 


OJ990428 09.9B05.C33.ol.np 


Method 


AAT/NAP 




Cf arh 
OLdi L 


1 


End 


599 




O -L 


4455304 


Score 


396 




Exons 


1. .599 








GI Descrip. 


(AL035528) hypothetical protein [Arabidopsis thaliana] 






36290 


Seq. ID 


OJ990428_09.9B05 






74711 


Strand 


- 




Start 


82 


End 


187 




IN a. nit; 


OJ990428 09. 9B05 . C35 . ol . gs 


Method 


GENSCAN 




Cf art* 
O Lai L 


82 


End 


187 




ci T 
yj X 


none 


Score 


.7 




Exons 


82. .187 










36291 


Seq. ID 


OJ990428_09. 9B05 


. Cob 




74712 . . 


Strand 


+ 




PX.ari;., m ;, 


-6.90- : _ 


End... „ 


._aao, ; 




...Name^ „„ * ... 


,..QJ.9,90i2.a,09..3B05..C36.ol.gs. 


, Mat had. ... 


...GEN SCAN _ 






'690 


End 


990 




oX 


none 


Score 


.93 




Exons 


690. .773, 837. .990 








Seq. No. 


36292 


Seq. ID 


OJ990428 09.9B05 


.C37 




74713 


Strand 


+ 




o Lai L 


1 


End 


330 




Name 


OJ990428 09. 9B05 . C37 . ol . np 


Method 


AAT/NAP 




Crarr 

o Lai L. 


1 


End 


330 




O J. 


2827552 


Score 


68 




Exons 


1..67, 160. .330 








GI Descrip. 


(AL021635) predicted protein 


[Arabidopsis thaliana] 




O C Lj • IN U . 


36292 


Seq. ID 


OJ990428 09.9B05 


aat 

C31 


•jciic lnl> . 


74713 


Strand 


+ 




q+- 


.1 


End 


330 




Name 


OJ990428 09. 9B05.C37.ol. tm 


Method 


TBLASTX: Maize 




Of -a -r f- 


40 


End 


260 




riT 


- none 


Score 


56 




Cj ALU lo 


'40. .72, .41. .73, 122.". 247, 147 


..248, 147. .260, 148. .258 




Seq. No: ' 


362 93" / ' - . ' • • 


Seq/ ID- 


OJ990428_09.9B05. 


C40. 


■ uCilc LNL> • 


■ 74714 


Strand 


• + - " 






1 


End 


5*39 




Name 


OJ990428 09. 9B05 . C40 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


539 




GI 


4455304 


Score 


321 




Exons 


1. .539 








GI Descrip. 


(AL035528) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


36293 


Seq. ID 


OJ990428 09>9B05. 


C40 


Gene No. 


74714 


Strand 


+ 




Start 


1 


End 


539 




Name 


OJ990428 09. 9B05 . C40 . ol . gs 


Method 


GENSCAN 





35966 



Q f- o v-+- 


1 CQ 

lo y 








XT' _ -J 

End 


ox 


none 








Score 


Exons 


ICQ 010 










Seq. No. 


36294 








Seq. ID 


Gene No. 


74715 








Strand 


OLdI L 


iUl 










Name 


Pi TO OH A OQ HQ 




CA O «1 

. £ . Ol 


.gs 


Method 


oEdlL 


i £i 

1 O 1 








End 


C T 


none 








Score 


Exons 


1 6 1 9 £^ 










Seq. No. 


36295 








Seq. ID 


Gene No. 


74716 








Strand 


OLdI U 


56 








T? t-s /A 


Nanie 


OJ990428 09 


. 9B05 


.C44.ol 


. gs 


me tnoa 


C -I- -a 
OLail 


56 






bna 


p t 


none 








Score 


Exons 


56. .663, 915. .1026 






Seq'. No. 


36295 








Seq. ID 


.Qe..oe„ Mo_. 


.„14.7Jw7 '„ 








_._Stxaad_„ 


- p U_a XL ^ ■ .i .-. » 


. 93.8. 










Name 


OJ990428 09 


. 9B05 


.C44.ol 


■ gp 


Method 


Of T V-f 

otarc 


938 






End 


P T 


none 








Score 


Exons 


938. . 1322 










Seq. No. 


36296 








Seq. ID 


Gene No. 


74718 








Strand 




643 








bna 


Name 


OJ990428 09 


. 9B05 


.C45.ol 


gp 


Method 


otaiL 


643 






End 


p t 


2427870 








Score 


IT 1 v /~\ r^i o 


643. . 939 










Seq. No. 


• 36296 








Seq. ID 


Gene No. 


74718 








Strand 


O l_ a l. L 


643 








bna 


Name 


OJ990428 09 


. 9B05 


.C45.ol. 


gs 


Method 


Q-f- ^ rf 
OLdll 


704 






End 




none 








Score 


IT 1 v /-x r*i e? 


704 . . 1326, 1410.- 


1464 






oeq. no ., 


36296 " : 








Seq. ID 


Gene - No." 


74718 








..Strand " 


Start 


643 








End 


Name * 


OJ990428 09 


9B05 


C45.ol. 


tm 


Method 


otart 


1168 








End 


P T 


none 








Score 


Exons 


1168. .1266, 


1174. 


.1224, 


1207 


1266 12 




1404. .1526, 


1407. 


.1529, 


1411 


. .1530, 14 


Seq. No. 


36296 . 








Seq. ID 


Gene No. 


74718 








Strand 


Start 


643 








End 


Name 


OJ990428 09. 


9B05. 


C45.o2. 


gp 


Method 



272 
.86 



OJ990428_09.9B05.C42 
+ 

263 

GENSCAN 

263 

.8 



OJ990428_09. 9B05.C4 4 
+ 

1026 
GENSCAN 
1026 
.98 



OJ990428_09.9B05.C44 

+ _ 

. 1322I /J^S'Zl^'Tl 

AAT/GAP 

1322 

694 



OJ990428_09. 9B05.C4 5 
+ 

1600 
AAT/GAP 
939 
498 



OJ990428_09. 9B05.C4 5 
+ 

1600 
GENSCAN 
1464 
. 68 



.+ 

1600 

TBLASTX: Maize 

1600 

58 



OJ990428_09. 9B05.C4 5 
+ 

1600 
AAT/GAP 



35967 




C 4- o y-f 


1 991 




17 r-N ,-J 


1 COC 

lOZD 


(it 






Score 


A O A 

4 Z4 ^. . 




1991 1 ^9 6 


JLH L\J . . ± OZ 0 






Cart M /-n 

oeq. ln o > 






beq. lu 


ojyyu4zo uy.yBUo.C4o 




74719 




Strand 




Start 


1 




End 


556 


Name 


OJ990428 09. 


9B05.C48.ol.np 


Method 


AAT/NAP 




1 




End 


556 




5882743 




Score 


277 




1..109, 189. 


.317, 410. .556 








(AC008263) ESTs gb|H36134 and gb|H36132 come from this gene 




[ Arabidopsi s 


thaliana ] 






Seq. No. 


^ £9 Ql 




Seq. ID 


OJ9y04zo U9.yBU5.C48 


Gene No. 


*7 A *7 1 Q 

/ 4 / ± y 




Strand 






1 




bna 


C C /T 

bob 


Name 


PiTQQfl/IOQ HQ 

uj yyu^zo u y . 


ybuo . t4o .oi.gs 


Metnod 


GENSCAN 


C-l- -a r-+- 
OLalU 


21 




End 


484 




none 




Score 


.93 


DAUllo 


91 1 AQ 1 Q Q 


■}i 7 /tin /tQ/i 
..jiff 4 1U . . 4 0 4 


1 — „ 




S.eq. N,o.,.. ... 




; 

» . ...... • „.-_ J ^. . _« . 


„. . S^eq. ID„ 


, v Q J[ 9 9. Q.4 2 8.. ,0 9 .. . 9. B 0. 5.. „C 4 8, 


Gene No. 


7/111 Q 

/ 4 / 1 y 




Strand 






1 




bna 


C C £ 

ODD 


Name 


uj y y U4 z 0 u y . 


ybuo.u4o .01 . tc 


Method 


TBLASTX : Cress 




Z J 




End 


448 




none 




Score 


139 


DAUllO 


23. .109, 186 


..317, 187. .312, 


410. .448, 


414.. 446 


Seq. No. 


0 oz y / 




Seq. ID 


OJ990428 09.9B05.C48 


Gene No. 


n AH '\ Gk 

1 4 / 1 y 




Strand 






1 
1 




End 


556 


Name 


uj yyu4Zo uy . 


ybUD.u4o.oi. tm 


Method 


TBLASTX : Mar ze 


O Ldl L 


9 ^ 
z b 




T-l _ J 

End 


O A O 

303 


w -L 


none 




Score 


A T 

4 0 




26.. 121, 75. 


.110, 186. .302, 


186. .302, 


187. .303 


Can Ma 


36297 




■ Seq. ID 


OJ990428_09 . 9B05 . C4 8 


Gene No. 


74719 




Strand 




Start 


1 




End 


556 


Name 


OJ990428 09. 


9B05 .C48 .ol. ts 


Method 


TBLASTX: Soybean 




41 




End - 


448 




none ' 




Score 


4 4 


Exons 


41. .109, *53. 


.109, 182.. 310; 


1.86. .317,, • 


187.. .312,. ,410. I 448, 


* 


414.. 446 




* 




JCLJ • IN KJ > 


36298 




Seq. ID 


OJ990428_09.9B05.C52 


Gene No. 


74720-; 




Strand 




Start 


1 




End 


817 


Name 


OJ990428 09. 


9B05.C52.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


817 


GI 


5882743 




Score 


724 


Exons 


1. .270, -382. 


.614, 732. ..817 







GI Descrip. (AC008263) ESTs gb|H36134 and gb|H36132 come from this gene. 
[Arabidopsis thaliana] 



35968 



Seq. No. 36298 Seq. ID 

Gene No. 74720 Strand 

Start 1 End 

Name OJ990428_09 . 9B05 . C52 . ol . tm Method 

Start 15 End 

GI none Score 
Exons 



OJ990428_09.9B05.C52 
817 

TBLASTX: Maize 

556 

83 



15. .179, 34. .120, 34. .270, 35. .271, 385. .555, 386. .556 



Seq. No. 


36298 










Seq. ID 


OJ990428_09.9B05, 


.C52 


Gene No. 


74720 










Strand 








i 

X 












ft 1 7 
0 x / 




Name 


n.TQQOzl 9ft 


_09. 


9B05.C52 


r>9 




list uoq 


1 Dij-rVO 1 A . oUyUcall 
















tillCl 


1 ft Cs 

loo 






none 










Score 


1 99 




Exons 


. . ± O O , 


35. 


.184 












Seq. No. 


36298 










Seq. ID 


OJ990428_09.9B05, 


,C52 


Gene No. 


74720 










Strand 






Start 


1 










End 


817 




Name 


OJ990428 


_09. 


9B05.C52 


.ol, 


,gs 


Method 


GENSCAN 




Start 


52 










End 


606 






.OQRe 










„ JS.c.q r„e_.„_ 


_..5JL ,_ . _ „ 




Expns,..., 


_ _ 5 2... J. 6.2,. 


,3. 8,2... ...60.6.^ 












Seq. No. 


36298 










Seq. ID 


OJ990428_09.9B05. 


.C52 


Gene No. 


74720 










Strand - 






Start 


1 










End 


817 




Name 


OJ990428 


_09. 


9B05.C52 


.01. 


,tw 


Method 


TBLASTX: Wheat 




Start 


118 










End 


561 




GI 


none 










Score 


91 





Exons 118. .261, 118. .270, 131. .271, 382. .510, 383. .508, 517. .561 



Seq. No. 


36298 






Seq. ID 


OJ990428_09.9B05.C52 


Gene No. 


74720 






Strand 




Start 


1 






End 


817 


Name 


OJ990428 


09.9B05.C52.ol, 


.ts 


Method 


TBLASTX: Soybean 


Start 


187 






End 


817 


GI 


none 






Score 


84 


Exons 


187. .270, 


188-. .271, 382, 


, .618, 


383. . 619, 


718.. 816, 734. .817 


Seq. No. 


36298 






Seq. ID 


OJ990428_09.9B05.C52 


Gene No. 


74720 






Strand 




Start 


1 






End 


817 :•*'.' 


Name 


OJ990428 


09. 9B05.C52".ol, 


. tc 


Method 


TBLASTX: Cress 


Start - 


' 308 * • ■ 






End 


600 


GI 


none 






Score 


217 


Exons 


308. ./598, 


382. .600 ' 








Seq. No ; . 


36298 






Seq. ID 


OJ99Q428_09 . 9B05 . C52 


Gene No. 


74720 






Strand 




Start 


1 






End 


817 


Name 


OJ990428 


: 09. 9B05.C52.o2, 


,tm 


Method 


TBLASTX: Maize 


Start 


559 






End 


817 


GI 


none 






Score 


60 


Exons 


559. .618, 


564. .614, 565. 


. .615, 


581. .619, 


732. .815, 733. .8i6, 




734. .817, 


734 . .817 









35969 




Seq. No. 


36299 






Seq. ID 


OJ990428_09 . 9B05 


. C53 


Gene No. 


74721 






Strand 


+ 




Start 


1 






End 


619 




Name 


OJ990428 


_09.9B05.C53.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


619 




GI 


4914342 






Score 


446 




Exons 


1. .619 












GI Descrip. 


(AC005489) F14N23.28 [Arabidopsis thaliana] 




Seq. No. 


36299 






Seq. ID 


OJ990428_09 . 9B05 


,C53 


Gene No. 


74721 






Strand 


+ 




Start 


1 






End 


619 




Name 


OJ990428 


09. 9B05.C53.ol 


. gs 


Method 


GENSCAN 




Start 


121 






End 


447 




GI 


none 






Score 


.54 




Exons 


121. .447 












Seq. No. 


36299 






Seq. ID 


OJ990428_09 . 9B05 


.C53 


Gene No. 


74721 " 






Strand 


+ 




btart 


1 






End 


619 




Name 


OJ990428 


09. 9B05.C53.ol 


. tc 


Method . . 


TBLASTX: Cress 




Start.../ 


...i.,6,8 ;„ 






...End. r „; 


.51, 6; 


«-~ — 


GI . . • . ... 


none ^ ... 






Scoxe, . 


.2.9.1. J, 


^■- ^ 


Exons 


168. .476, 


335.. '463, 481 


. .516 








Seq. No. 


36299 






Seq. ID 


OJ990428_09. 9B05 


.C53 


Gene No. 


74721 






Strand 


+ 




Start 


1 






End 


619 




Name 


OJ990428 


_09.9B05.C53.ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


227 






End 


619 




GI 


none 






Score 


362 




Exons 


227. .610, 


243. .617, 246 


. .608, 


274. .609, 


317. .619 




Seq. No. 


36300 






Seq. ID 


OJ990428_09.9B05 


.C54 


Gene No. 


74722 






Strand 


+ 




O 4- — v+- 

btart t ■ 


1 






End 


692 




Name 


OJ990428 


09.9B05.C54.ol 


.gp 


Method 


AAT/GAP 




Start 


1 






End 


83 






4878418 






Score 


158 




Exons 


1..83 












Seq. No. 


36300 






Seq. ID 


OJ990428_09. 9B05 


. C54 


Gene No. 


74722 






■ Strand 


+ " 




Start 


1 






End • 


692 




Name 


OJ99.0428 


09'.'9B05.C54 ,ol 


.rip 


Method 


AAT/NAP ' : 




•Start 


1 * 






End ■ 


474 




GI 


4455304 






Score ■ 


254 




Exons 


1. .474 . 












GI Descrip. 


(AL035528) hypothetical 


protein [Arabidopsis thaliana] 




Corf VI /s 

oeq . no . 


36300 






Seq. ID 


OJ990428_09.9B05 




Gene No. 


74722 






Strand 


+ 




Start 


■ 1 






End 


692 




Name 


OJ990428 


09.9B05.C54.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


34 






End 


324 




GI 


none 






Score 


136 




Exons 


34. .201, 


40. .108, 74. .190, 84 


..197, 222 


..305, 223. .324, 


259 



35970 



Seq. No. . 


36300 


Seq. ID 


OJ990428 


_09. 9B05. 


C54 


Gene No. 


74722 


Strand 


+ 






Start 


1 


End 


692 






Name 


OJ990428_09. 9B05.C54 . ol. tw 


Method 


TBLASTX : 


Wheat 




Start 


59 


End 


408 






GI 


none 


Score 


314 






Exons 


59. . 196, 69. .362, 70. .363, 


82. .363, 355. .408 






Seq. No. 


36300 


Seq. ID 


OJ990428 


_09. 9B05. 


C54 


Gene No. 


74722 


Strand 


+ 






Start 


1 


End 


692 






Name 


OJ990428_09. 9B05.C54 . ol. tm 


Method 


TBLASTX: 


Maize 




Start 


78 


End 


459 






GI 


none 


Score 


306 






Exons 


78. .374, 79. .354, 367. .459 










Seq. No. 


36300 


Seq. ID 


OJ990428 


_09. 9B05. 


C54 


Gene No. 


74722 


Strand 


+ 






Start 


1 


End 


692 






Name . . 


OJ990428_09. 9B05.C54 . o2 .gp 


Method 


AAT/GAP 






.SJ;ajr^_„_ 


.JL' 8A„._,;.. — — : 


1 ' l£nd . 


&92 _ 






gx, k. 


# .LIB.34J.3-Q57-ElrK-X-E2. ... .... 


,^_,Sc.or;e , . 


... 9.4 X., .- 






Exons 


184 . . 692 










GI Descrip. 


1 4455304/embl CAB36839. 1 | 3. 


0e-10 (AL035528) hypothetical 


prot 


[Arabidopsis thaliana] 1 










Seq. No. 


36301 


Seq. ID 


OJ990428 


_09. 9B05. 


C60 


Gene No. 


74723 


Strand 


+ 






Start 


30 


End 


475 






Name 


OJ9904 28_09 . 9B05 .C60 .ol . gs 


Method 


GENSCAN 






Start 


30 


End 


475 






GI 


none 


Score 


.67 






Exons 


30. .39, 251. .475 










Seq. No. 


36302 


Seq. ID 


OJ990528 


_09.9B05. 


CI 


Gene No. 


. 74724 


Strand 








Start 


1 


End 


708 






Name 


OJ990528 09.9B05.Cl.ol.np 


.Method 


. AAT/NAP 






Start 


■1 


End 


708 






GI 


6815062 


Score 


307 






Exons 


1..254, 313. .552, 638. .708 










GI Descrip. 


(AP001080) Similar. to Arabidopsis thaliana chromosome II 


BAC 




F16P2 genomic sequence ;mudr A like protein (AC004561)' [Oryza" 




sativa] 










Seq. No. 


36302 


Seq. ID 


OJ990528 


_09. 9B05. 


CI 


Gene No. 


74724 


Strand 








Start 


1 


End 


708 






Name 


OJ990528 09.9B05.Cl.ol.tm 


Method 


TBLASTX :. 


Maize 




Start 


2 


End 


552 






GI 


none 


Score 


71 






Exons 


2. .130, 170. .247, 344. .406, 


397. .552, 


398. .502 






Seq. No. 


36302 


Seq. ID 


OJ990528 


_09. 9B05. 


CI 


Gene No. 


74724 


Strand 








Start 


1 


End 


708 







35971 



Name 


OJ990528_09. 9B05.C1 


. ol . gs 


Method 


GENSCAN 








Start 


147 




End 


639 








GI 


none 


* :r .. 


. Score 


. 53 








Exons 


147 . . 239, 638 . . 639 














Seq. No. 


36303 




Seq. ID 


OJ990528 


_09. 


9B05. 


C3 


Gene No. 


74725 




Strand 


- 








Start 


524 




End 


2301 








Name 


OJ990528 09. 9B05.C3 


. ol . gs 


Method 


GENSCAN 








Start 


524 




End 


.2301 








GI 


none 




Score 


. 52 








Exons 


524 . . 573, 629 . .771, 


931 . .1098 


, 2099 . . 


2301 








Seq. No. 


36303 




Seq. ID 


OJ990528 


_09. 


9B05. 


C3 


Gene No. 


74725 




Strand 










Start 


524 




End 


2301 








Name 


OJ990528 09.9B05.C3 


.ol.gp 


Method 


AAT/GAP 








Start 


762 




End 


1198 








GI 


2428230 




Score 


682 








Exons 


762 . . 961, 991 . .1198 
















• J3J13JQJ' " ™- . _ ■ , - ; 




_S.eq^._XQ 






- 


Gene.. No.. , 


..J74726 „ 




. Strand 










Start 


1 




End 


659 








Name 


OJ990528 09.9B05.C4 


. ol.np 


Method 


* AAT/NAP 








Start 


1 




End 


659 








GI 


6498441 




Score 


628 








Exons 


1..430, 614. .659 















GI Descrip. 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


36304 






Seq. ID 


OJ990528 


_09. 9B05 


.C4 


Gene No. 


74726 






Strand 


+ 






Start 


1 






End 


659 






Name 


OJ990528 


09. 9B05.C4.ol 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


86 






End 


.527 






GI 


none 






Score 


551 






Exons 


86. .520, 


93.. 527, 129. 


.521 










Seq. No. 


36304 






Seq. ID 


OJ990528 


_09. 9B05 


.C4 


Gene No. 


74726 






Strand 


+ 






Start 


1 






End 


659 






Name 


OJ990528 


09. 9B05.C4.ol 


.ts 


Method' 


TBLASTX: 


Soybean 




Start " ' ' 


105 • 






• End"' 


- 470 .. 






G.I, . ■ 


none . 






. ' Score 


109 






Exons 


105.'. 329, 


336. .470 












Seq. No. 


36304 






Seq. ID 


OJ990.528 


_09. 9B05 


.C4 


Gene No. 


74726 






Strand 


+ 






Start 


1 






End 


659 






Name 


OJ990528 


09.9B05.C4.ol 


. gs 


Method 


GENSCAN 






Start 


120 






End 


430 






GI 


none 






Score 


.62 






Exons 


120. .430 














Seq. No. 


36304 






Seq. ID 


OJ990528 


_09. 9B05 


.C4 



35972 



Gene No. 74726 Strand 

Start 1 End 

Name OJ990528_09 . 9B05 . C4 . ol . tm Method 

Start 195 End 

GI none Score 

Exons 195.. 551, 230.. 541, 435.. 551 



+ 

659 

TBLASTX: Maize 

551 

382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 

£J_„ : 

GI Descrip. 



36305 
74727 
1 

OJ990528_09. 9B05 . C6 . o3 . np 
1 

4680183 

1..20, 3050. .3120, 3727. .3816 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990528_09. 9B05.C6 

Strand + 

End 3816 

Method AAT/NAP 

End 3816 

Score 206 



36305 
74728 
4515 

OJ990528_09. 9B05.C6.o4 .np 

4515 .. / 

,67 2/1560...™ 

.4515.. ...4.628.,,., 4L,6fi2 



Seq. ID OJ990528_ 
Strand + 
End 4 98 9 
Method AAT/NAP 
End 4989 
, _Scpre . ,23.9_ 



09.9B05.C6 



A989.. 

(APO'01073) hypothetical protein [Oryza sativa] 

gi I 6815085 I dbj IBAA90371.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene Nol 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36305 Seq. ID 

.74729 Strand 

5132 End 

OJ990528_09 . 9B05 . C6 . o5 . np Method 

5132 End 

6721559 Score 
5132.. 5592, 5627.. 5760 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj |BAA90370.1| (AP001081) hypothetical protein 
[Oryza sativa] 



OJ990528_09.9B05.C6 
+ 

5760 
AAT/NAP 
5760 
659 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI - 

Exons''' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36305 
74730 
673 

OJ990528_09.9B05.C6.ol.gs 

673 • - 

none - . / 

*673. .758'/ 764. .1013., 1765. 

5051. .5191, 552?. .5603 

36305 
74730 
673 

OJ990528_09.9B05.C6.ol.np 
701 

6063554 



Seq. ID OJ990528 09.9B05.C6 



Strand 
End 

Method 
" End 
Score 
.2358, 447-7, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5603 

GENSCAN 

'5603 

:5 - - ■ 

,4667, 4-928.v4993r 



OJ990528_09.9B05.C6 

5603 
AAT/NAP 
2887 
246 



701. .991, 1108. .1383, 1723. .1827, 2843. .2887 

(AP000615) ESTs AU07560*9 (C63344) , C71850 (E0464 ) ,C98611 (E0464 ) 
correspond to a region of the predicted gene . ; hypothetical 
protein [Oryza sativa] 



35973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36305 Seq. ID OJ990528_09 . 9B05 . C6 

74730 Strand 

673 End 5603 

OJ990528_09 . 9B05 . C6 . o2 . np Method AAT/NAP 

782 End 2292 

5042448 Score 905 

782.. 1053, 1721.. 2292 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36306 Seq. ID OJ990528_09 . 9B05 . C7 

74731 Strand 

426 End 6103 

OJ990528_09 . 9B05 . C7 . ol . gs Method GENSCAN 

426 End 5910 

none Score . 52 

426. .577, 632. .697, 790. .1031, 1299. .1368, 1725. .2103, 

2119. .2498, 2766. .3181, 3199. .3548, 3626. .4833, 5071. .5643, 

5794. .5910 



.Sejq..„.J8Q J ._ 363.0.6 „ „ , 

Gene .No. 24731.,, ■> 

Start 426 

Name OJ990528_09 . 9B05 . C7 . ol . np 

Start 1711 

GI 4680179 

Exons 1711.. 6103 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 36306 

Gene No. 74731 

Start 426 

Name OJ990528_09 . 9B05 . C7 . o7 . tm 

Start 1735 

GI none 

Exons • 1735.. 1932 



Strand ... , 

End 6103 

Method AAT/NAP 

End 6103 

Score 7057 

sativa subsp. indica] 

Seq. ID OJ990528_09. 9B05.C7 
Strand 

End 6103 

Method TBLASTX : Mai ze 

End 1932 

Score 187 



Seq. No. 
Gene No. 
Start 
Name 
Start" 
GI ■ 
Exons " 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



36306 
74731 
426 

OJ990528_09 . 9B05 . C7 . 06 . tw 

1756. 

none 

1756'. . 2088, 1874 . .2089/' 

36306 
74731 
426 

OJ990528_09 . 9B05 . C7 . ol . tm 

1936 

none 

1936. .2376, 1952. .2374, 2374, 

36306 
74731 
426 



Seq. ID OJ990528_09. 9B05.C7 
Strand 

End 6103 

Method TBLASTX: Wheat 

End 2089 ■' 

Score 83 . . 



Seq. ID OJ990528_09.9B05.C7 
Strand 

End 6103 

Method TBLASTX : Maize 

End 2535 

Score 226 
.2535, 2381.. 2527 

Seq. ID OJ990528_09. 9B05.C7 
Strand 

End 6103 



■35974 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

£eg,_No, 
..Gene .No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



OJ990528_09 . 9B05 . C7 . ol . tw Method 

2089 End 

none Score 
2089.. 2715, 2090.. 2713 



TBLASTX: Wheat 

2715 

361 - 



36306 
74731 
426 

OJ990528_09. 

2587 

none 

2587. .2874, 

36306 
74731 
426 

OJ990528_09, 

2674 

none 

2674 . .2934, 

JL63.Q.6 _j . 

.7.47.3.1 

426 

OJ990528_09. 

2698 

none 

2698. .2841, 

36306 
74731 
426 

OJ990528_09. 

2722 

none 

2722. .3129, 

36306 
74731 
426 

OJ990528_09. 
3204 
. none 
3204 .. 3581, 

36306 ' • 

74731 

426 

OJ990528_09. 

3283 

none 

3283. .3579, 
3578. .3637 

36306 
74731 
426 



9B05.C7.o4.tm 



2588. .2875 



9B05.C7.o2.ts 



2675.. 2929, 2773 



Seq. ID OJ990528_09.9B05.C7 
Strand 

End 6103 

Method TBLASTX : Mai ze 

End 2875 

Score 216 



Seq. ID OJ990528_09. 9B05.C7 
Strand 

6103 

TBLASTX: Soybean 
2934 
149 



End 

Method 
End 
Score 
.2931 



9B05.C7.ol.tc 



2699. .2839, 2848 



9B05.C7 .o4 . tw 



jSe g, D_ _ P.CL25.Q 5„2S_.Q3 ,,9aQ5.-£L, 

, S t rand . » , . „ - ^^^^ 

End 6103 
Method TBLASTX : Cress 
End 3015 
Score 72 
.'3015 

Seq. ID OJ990528_09. 9B05.C7 
Strand 

End 6103 
Method TBLASTX : Wheat 
End 3130 
Score 233 
2723. .2977, 2754. .2978, 2755. .3111, 3029. .3130 



Seg. ID OJ990528_09. 9B05.C7 
Strand 

End 6103 

Method TBLASTX : Wheat 

End 3709 . 

Score' 288 " 
.3709, 3591. ,3698. 

Seg. ID 'OJ990528_09.9B05.C7 
Strand 

End 6103 

Method TBLASJX : Mai ze 

End 3637 ' 

Score 220 

.3579, 3303.. 3584, 3422.. 3601, 



9B05.C7.o2.tw 

3295.. 3582, 3578. 

■ * * ,: ." » 

9B05.C7.o2.tm 
3288.. 3581, 3295. 



Seg. ID OJ990528_09. 9B05.C7 
Strand 

End 6103 



35975 




Name 


OJ990528 09 


. 9B05 


.C7.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3674 








End 


4174 






GI 


none 








Score 


63 






Exons 


3674 . . 4009, 


3713 


. . 3922, 


3995. 


.4174 








Seq. No. 


36306 








Seq. ID 


OJ990528 09.9B05 


.C7 


Gene No. 


74731 








Strand 








Start 


426 








End 


6103 






Name 


OJ990528_09 


. 9B05 


.C7.o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3710 








End 


4012 






GI 


none 








Score 


209 






Exons 


3710 . . 4012, 


3711 


. .3980, 


3931. 


.4011 








Seq. No. 


36306 








Seq. ID 


OJ990528" 


_09. 9B05 


. C7 


Gene No. 


74731 








Strand 








Start 


426 








End 


6103 






Name 


OJ990528 09 


9B05 


.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3725 








End 


4120 






GI 


none 








Score 


98 






Exons 


3725 . . 4084, 


3819 


. .3980, 


4088 . 


.4120, 4092. .4118 






>Se„q, r .„.Np^„™ 











Seq. ID 


OJ99052S 




Gene. No... „ 


, ,.74.7.31... ■ 






. — ... 


. .Strand 








Start 


426 








End 


6103 






Name 


OJ990528 09 


9B05 


.C7.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4061 








End 


4543 






GI 


none 








Score 


194 






Exons 


4061. .4543, 


4106 


. .4432, 


4119. 


.4439 








Seq. No. 


36306 








Seq. ID 


OJ990528 


JD9.9B05 


.C7 


Gene No. 


74731 . 








Strand 








Start 


426 








End 


6103 






Name 


OJ990528_09, 


9B05 


,C7.o3. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


4193 








End 


4507 




GI 


none 








Score 


63 






Exons 


4193. . 4507, 


4194 


. .4391 












Seq. No. 


36306 








Seq. ID 


OJ990528 


_09.9B05 


.C7 


Gene No. 


74731 








Strand 








Start 


426 








End 


6103 






Name 


OJ990528 09. 


9B05 


C7.o5. 


tm 


Method 


TBLASTX : 


Maize 




Start 


4242 








End 


4531 






Si ". 


none 








Score 


162 






•Exons 


4242. .4 433, 


4244 


^4531, 


4280. 


.4435 








Seq. . .No . 


36306 








Seq. IP 


OJ990528 


_09. 9B05 


C7 


Gene No. 


74731 








Strand 








Start 


426 








... End 


6103 






Name 


OJ990528 09. 


9B05. 


C7 . 08 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4718 . 








End 


5122 






GI 


none 








Score 


64 






Exons 


4718. .4867, 


4719. 


.4817, 


4751. 


.4858, 4928.. 5122, 


5001. .5072 


Seq. No. 


36306 








Seq. ID 


OJ990528 


_09. 9B05. 


C7 


Gene No. 


74731 








Strand 








Start 


426 








End 


6103 






Name 


OJ990528 09. 


9B05. 


C7.o6. 


tm 


Method 


TBLASTX: 


Maize 





35976 




Start 


54 65 




End 


5761 




GI 


none 




Score 


84 




Exons 


5465;-. 5761/ 5574. .5744 










Seq. No. 


36306 




Seq. ID 


' OJ990528JD9.9B05 


.CI 


Gene No. 


74731 




Strand 






Start 


426 




End 


6103 




Name 


OJ990528_09. 9B05.C7.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


5642 




End 


6000 




GI 


none 




Score 


92 




Exons 


5642.. 5 92 3, 5643.. 5843 


, 5923. 


. 6000 






Seq. No. 


36307 




Seq. ID 


OJ990528 09.9B05 


. C8 


Gene No. 


74732 




Strand 


+ 




Start 


1 




End 


2037 




Name 


OJ990S2o 09 . 9B05 . Co . Oo 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2037 




GI 


5852180 




Score 


56 




Exons 


1 . . 33, 1843 . . 2037 










GI Descrip. 


(AL117265) zhbOOOlO.l 


[Oryza 


sativa] 








«.3..63.Q7 . ' _ 




....Ss.q..„I.P.. 


„ Oj3a9pJ,2Sj3J9..J.BJ15. 




:Ge.n.e.,JSJQ.. ^ „,.. 


_J ,4.732 




...Strand... „ 


. + ..^/; ,_^^..v.,..,. 




Start 


1 




* End 


2037 




Name 


OJ990528 09 . 9B05 . C8 . ol 


.gs 


Method , 


GENSCAN 




Start 


312 




End 


766 




GI 


none 




Score 


.51 




Exons 


312 . . 380, 503 . . 766 










Seq. No. 


36307 




Seq. ID 


OJ990528_09. 9B05 


. C8 


Gene No. 


74733 




Strand 






Start 


1 




End 


685 




Name 


a TrtrtAC n n nnnc on _ i 

OJ990528 09 . 9B05 . C8 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


685 




GI 


4 680179 




Score 


1047 




Exons 


1 . . 685 










GI Descrip. 


(AF111709) polyprotem 


[Oryza 


sativa subsp. indica] 




Seq. No. 


36307 




Seq. ID 


OJ990528_09.9B05 


.C8 


Gene No. 


74734 




Strand 






Start 


943 




End 


2037 




Name ■ 


OJ990528 09 . 9B05 . C8 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


.60 




'End 


418" ' 




GI 


none — • 




Score 


92. 




Exons 


60. .341, 61. .261, 341. 


.418" . 








Seq. No. 


36307 




Seq. ID 


OJ990528_09. 9B05 


,C8 


Gene No. 


74734 




Strand 






Start 


943 




End 


2037 




Name 


OJ990528_09. 9B05 ,C8 .o2 


.gs 


- Method 


GENSCAN 




Start 


943 




End 


1929 




GI 


none 




Score 


.9 




Exons 


943. .1157, 1926. .1929 










Seq. No. 


36307 




Seq. ID 


OJ990528_09.9B05 


.C8 


Gene No. 


74734 




Strand 






Start 


943 




End 


2037 





35977 



Name OJ990528_09 . 9B05 . C8 . o2 . np Method AAT/NAP 

Start 946 End 2037 

GI 5042448 Score 404 

Exons 946.. 1259, 1952.. 2037 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 36308 Seq. ID 

Gene No. 74735 Strand 

Start 1 End 

Name OJ990528_09 . 9B05 . C9 . ol . np Method 

Start 1 End 

GI 5852180 Score 

Exons 1..111, 863. .899 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990528_09.9B05.C9 
+ 

899 

AAT/NAP 

899 

69 



Seq. No. 


36308 


Seq. ID 


OJ990528 


_09.9B05.C9 


Gene No. 


74735 


Strand 


+ 




Start- 


1' 


End 


899 




Name 


OJ990528 09. 9B05 . C9 . ol . gs 


Method 


GENSCAN 




Start 


306 


End 


384 




GI 


none . . . . . 


. . ... S.core. ... r 


...6.3., 




Exons., ,-; 


.306. .,384 ,.. 








Seq. No. 


36308 


Seq. ID 


OJ990528 


_09. 9B05.C9 


Gene No. 


74736 


Strand 






Start 


117 


End 


899 




Name 


OJ990528 09. 9B05 . C9 . o2 . np 


Method 


AAT/NAP 




Start 


117 


End 


899 




GI 


6063554 


Score 


131 




Exons 


117. .290, 856. .899 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344) , C71850 (E0464) , C98611 (E0464) 




correspond to a region of 


the predicted gene.; 


hypothetical 



protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36309 Seq. ID OJ990528_09.9B05.C11 

74737 Strand 

3550 End 3990 

OJ990528_09.9B0-5.Cll.ol.np Method AAT/NAP 

700 End 3990 

5903050 Score 108 

700. .855, 3749. .3990 

(AC008016) ESTs gb|T44179, gb|T20783 and gb|AA395386 come from 
this gene. [Arabidopsis thalianaj 



Seq.. No. 36309 ■ ^ Seq. ID 

Gene No. 74737 Strand 

Start 3550 End 

Name OJ990528_0>9 . 9B05 . CI 1 . ol . gs Method 

Start 3550 End 

GI none Score 

Exons 3550.. 3572, 3614.. 3903 

Seq. No. 36310 Seq. ID 

Gene No. 74738 Strand 

Start 303 End 

Name OJ990528_09 . 9B05 . C12 . ol . gs Method 



OJ990528JD9. 9B0.5.C11 

3990 
GENSCAN 
.3903 . 
.67 



OJ990528_09.9B05.C12 
+ 

1313 
GENSCAN 



35978 



C 4- -i 

otart 


303 








End 


1313 


bl 


none 








Score 


.95 


Exons 


303. .374, 444. .557, 635 


. . /yi 


, 847. .1313 


C ^ « XT- 

Seq. No. 


36310 








Seq. ID 


OJ990528_09.9B05.C12 


bene ino . 


74739 








Strand 


+ 


Start 


3842 








End 


3985 


Name 


OJ990528 09 


.9B05 


.C12.ol 


• gp 


Method 


AAT/GAP 


Start 


3842 








End 


3985 


GI 


21474 1.R1084 






Score 


245 


Exons 


Jo 4 £ . . J9a 5 












GI Descrip. 


jo y4 io 9 z . 


Oe-lU 


(AC005312) 


hypothetical protein [Arabidops 




tnaliana] 












Seq. No. 


36310 








Seq. ID 


OJ990528_09.9B05.C12 


Gene No. 


"7 A 1 A A 
/4 /4U 








Strand 




Of n vf 

o tart 


1614 








End 


3829 


Name 


^taaacoo /^ri 

OJ990528 09 


. 9B05 


.C12.o2 


.gs 


Method 


GENSCAN 


Start 


1614 








End 


3829 


GI 


none 








Score 


-75 


Exons 

-" 


1614 . . 1921 , 


1967 


.2106, 


2131 


..2450, 3320. .3366, 3778. .3829 


.Seq.. No . .... .._ 


..3 6.3 10. ... 








. . S.e.q... 


„ O.ja9.Q5.2JB_.09 ...9B.05...CI2. 


Gene No. 


' 74741 








Strand ' 




Start 


A O "7 C 
4 j / 6 








End 


8093 


Name 


OJ990528 09 


. 9B05 


C12.o3 


. gs 


Method 


GENSCAN 


Start 


4 j 7 6 








End 


8078 


GI 


none 








Score 


.72 


Exons 


a in a a a c\ 
4J/D. . 4 D bl , 


4834 


.4906, 


4991 


..5101, 5198. .5371, 5481. .6580, 




/" C C /"TOO 

6655 . . 6738 , 


6777 


.8078 








beq. no. 


36310 








Seq. ID 


OJ990528_09.9B05.C12 


Gene No. 


"7 A "7 A T 

/ 4 / 4 1 








Strand 




Start 


4 3/6 








End 


8093 


Name 


/"VTAAACOO aa 

OJ990528 09 


. 9B05 


C12.ol 


. np 


Method 


AAT/NAP 


Start 


A *D A /I 

4394 








End 


8093 


bi 


vl C O A O A A 

4 68 0204 








Score 


1068 


Exons 


4 394. .4 531, 


4882. 


.5101, 


5198 


..5371, 54 


81. .6580, 6655. .8093 


GI Descrip. 


/ n tri 1/117 1 \ 
l/ir 1 1 fl 1 IX) 


hypothetical 


protein [Sorgh 


am bicolor] 


Seq. No. 


36310 








Seq. ID 


OJ990528_09.9B05.C12 


Gene No. 


74741 








Strand 




Start 


4376 








End 


'8093 


Name - 


OJ99052-8 09 


.9B05. 


C12.o2. 


. tw 


Method 


TBLASTX: Wheat 


o tart 


5032 








* End 


5554 


bl 


- none • 








Score 


68" 


Exons 


5032. .5103, 


5203. 


.5385, 


5210 


.'.5335, '5474. .5554 


Con VI — 


36310 








Seq. ID 


OJ990528_09.9B05.C12 


Gene No. 


74741 








Strand 




Start 


4376 








End 


8093 


Name 


OJ990528 09 


.9B05. 


C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7047 








End 


7450 


GI 


none 








Score 


84 


Exons 


7047. .7217, 


7180. 


.7347, 


7212 


..7448, 7299. .7448, 7310. .7450, 



7340. .7450 



35979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36311 
74742 
231 

OJ990528JD9 . 9B05 . C13 . ol . gp 
231 

342 1.R1084 



OJ990528 09.9B05.C13 



Seq. ID _ 
Strand 

End 1596 
Method AAT/GAP 
End 1596 

_ Score 1948 

231. .737, 846. .943, 1026 104 5, 1081 1596 

? 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

lt4Ct 

..Name,,.. ^ , 

Start 

GI 

Exons 



36311 
74742 
231 

OJ990528_09. 9B05 . C13 . ol . np 

1147 

4680203 

1147. .1596 

(AF114171) TNP2-like protein 

36311 
74742 

.231™-. 

0.J3 90 5 28_Q 9. .33.0 5 ,. C 1 3. ol . £ w_, 

1201 

none 

1201.. 1293, 1202. .1267, 1282. 
1376. .1489, 1463. .1558, 1495. 
1562. .1591 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_09.9B05.C13 

1596 
AAT/NAP 
1596 
420 



[Sorghum bicolor] 

Seq. ID OJ990528_09.9B05.C13 

Strand 

-End::,. J...,..1SS6„_ 

. Method . . JT.BLAS/TX; Wheat . 

End 1596 

Score 52 

.1362, 1367. .I486, 1375. .1488, 
.1554, 1559. .1591, 1561. .1596, 



Seq. No. 36312 Seq. ID OJ990528_09.9B05.C14 

Gene No. 74743 Strand 

Start 41 End 3074 

Name OJ990528_09 . 9B05 . C14 . ol . gp Method AAT/GAP 

Start 41 End 3022 

GI 342_1.R1084 Score 5082 

Exons 41.. 3022 

GI Descrip. * 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 36312 Seq. ID 

Gene No. 74743 Strand 

Start 41 End 

Name ' OJ990528_09 9B05 . C14 . ol . gs . Method 

Start ' * 87 . ^ End 

GI ■ . none " " " " Score ' * 

Exons 87. .3026 . 



OJ990528_09.9B05.C14 

3074 
GEN SCAN 
■302.6- 

-.84 ; . . 



Seq. No. 

Gene' No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



36312 Seq. ID 

74743 Strand 

41 End 
OJ990528_09. 9B05.C14 .ol.np Method 

253 End 

6742729 Score ' 
253. .2213 
(AF121139) 



OJ990528_09.9B05.C14 

3074 
AAT/NAP 
2213 . 
3156 



36312 



RIM2 protein [Oryza sativa] 

Seq. ID OJ990528 09.9B05.C14 



35980 






Gene No . 


"7 A "7 A "5 




Strand 






Start 


41 




End 


.3074 




Name 


OJ990528_09. 9B05.C14.o4 


• gp 


Method 


AAT/GAP 




Start 


2571 




End 


3074 




GI 


2310235 




Score 


241 




Exons 


2571. .2596, 2oo/..oU/4 










GI Descrip. 


5852182/emb | CAB554 20 . 1 | 


9 . ue 


-13 (AL117265) zhb0012.1 [Oryza 






sativa] 










Seq. No. 


36312 




Seq. ID 






Gene No. 


74743 




Strand 






Start 


41 




End 


3074 




Name 


OJ990528 09.9B05.C14.o2 


.np 


Method 


AAT/NAP 




Start 


2697 




End 


3026 




GI 


5852182 




Score 


4 24 




Exons 


2697. .3026 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. ' 


36312 




Seq. ID 


OJ990528 09.9B05.C14 




Gene No. 


74744 




Strand 






Start 


5778 




End 


5977 . . . .... 




... Name.. , . 


;„0 J9 9 0,5 2,8 . .0.9;,, 9B.0.5. _...C.l 4. . o 1 




. MeJz.hQcL ' „ 


TBLASTX :.Wh.e.at_ „. - _ . 




Start. 


, 4,1.. ... 




End. _ , 


,108 6 _ 


■'. • ! 


GI 


none 




Score 


4 6 - ■ 


"z z 1 


Exons 


41. .115, 64. .114, 129.. 


173, 


134. .169, 


168 1085, 183 .. 500, 


: ; 




184. .1086, 361. .1086 








:i : : 


Seq. No. 


36312 




Seq. ID 


OJ990528_09 . 9B05 . CI 4 




Gene No. 


74744 




Strand 




: . : 


Start 


5778 




End 


5977 




Name 


OJ990528 09.9B05.C14.ol 


. tc 


Method 


TBLASTX : Cress 


: : 


Start 


351 




End 


802 




GI 


none 




Score 


84 


i: 


Exoris 


351. .500, 351. .794, 355 


..798, 361. .798 


, 620. . 802 


: sa : 


Seq. No. 


36312 




Seq. ID 


OJ990528_09 . 9B05 . CI 4 


h 


Gene No. 


74744 




Strand 




: : 


Start 


"5778 




End 


5977 


,E 3 , 


Name 1 : 


OJ990528 09.9B05.C14.o2 


. tnv 


Method 


TBLASTX: Maize 


.: s . 


Start 


729 




End 


1043 




GI 


none 




Score 


71 




Exons 


729.. 959, 729.. 1043, 757. .1032 






Seq. No. 


36312 




Seq. ID 


OJ990528_09.9B05.C14 




Gene No. " 


7.474 4 "" .. 




Strand 






. Start 


5778 « 




End 


5977 . ... - ; 




Name 


OJ990528 09.9B05.C14.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1087 




End 


1497. 




GI 


none 




Score 


81 




Exons 


1087. .117.3, 1089. .1178, 


1089 


..1172, 1206. .1424, 1246. .1428, 






1434. .1496, 1447. .1497 










Seq. No. 


36312 




Seq. ID 


.OJ990528_09.9B05.C14 




Gene No. 


74744 




Strand 






Start 


5778 




End . 


5977 




Name 


OJ990528 09.9B05.C14.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1530 




End 


1772 



35981 




GI 


none 








Score 


216 




Exons 


1530. . 1772 














Seq. No. 


36312 








Seq. ID 


OJ990528JD9. 9B05. 


C14 


Gene No. 


74744 - 








Strand 






Start 


5778 








End 


5977 




Name 


OJ990528 09. 


9B05. 


C14 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1602 








End 


2060 




GI 


• none 








Score 


103 




Exons 


1602. .1796, 


1806. 


. 2060, 


1806 


. 2048 






Seq. No. 


36312 








Seq. ID 


OJ990528_09. 9B05. 


C14 


Gpnp No 


74744 








Strand 






Start 


5778 








End 


5977 




Name 


OJ990528 09. 


9B05. 


C14 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1636 








End 


2105 




GI 


none 








Score 


172 




Exons 


1636. .1842, 


1636. 


. 1845, 


1641 


.1865, 1845. .1943, 1846. .1938, 




1947 . .2051, 


1951. 


.2040, 


2052 


.2105, 2053. .2097 




Seq. No. 


36312 








Seq. ID 


OJ9905.28_0.9. 9B05. 


C14 


Gene. No-.. . 


... 7A744_. 






. ... 


._$jtrand,._ 






.Start 


. 5,77.8., > . 








. End . . . 


75977 //'*V' ~"l"-'.'=..~ 




Name 


/OJ990528 09. 


9B05. 


C14 .o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1893 








End 


2241 




GI 


none 








Score 


88 




Exons 


1893. .2234, 


1912. 


. 2049, 


2089 


.2241 






Seq. No. 


36312 








Seq. ID 


OJ990528_09.9B05. 


C14 


Gene No. 


74744 








Strand 






Start 


5778 








End 


5977 




Name 


OJ990528 09. 


9B05. 


C14 .ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1974 








End 


2403 




GI 


none 








Score 


121 




Exons 


1974 . .2270, 


1992. 


.2216, 


2265 


.2327, 2320. .2403, 2328. .24 


02 


Seq. No. 


36312 








Seq. lb 


OJ990528_09.9B05. 


C14 


Gene No. 


74744 








Strand 






Start 


5778 








End 


5977 




Name 


OJ990528 09. 


9B05. 


C14 .o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


• 2319 








End 


2675 




GI 


■ none 








Score 


139 




Exons 


23i9. .2576, 


2332". 


. 2574, 


2334 


.'2585, 2335".'. 2577, 2544 . .'2675 


Seq. No." 


36312 








Seq. ID- 


' OJ990528_0'9;9B05: 


CI 4 


Gene No. 


74744 '. ... 


* • 




. ■ , 


Strand. 






Start 


5778 








End 


5977 




Name 


OJ990528 09. 


9B0S;. 


C14 .o2 


.gs 


Method 


GENSCAN 




Start 


5778 . 








End 


5977 




GI 


none 








Score 


.87 




Exons 


5778. .5977 














Seq. No. 


36313 








Seq. ID 


OJ990528_09. 9B05. 


C16 


Gene No. 


74745 








Strand 


+ 




Start 


122 








End 


575 




Name 


OJ990528 09. 


9B05. 


C16.ol 


.gs 


Method 


GENSCAN 




Start 


122 








End 


575 





35982 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. .No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 



Score 


. 61 


Seq. ID 


OJ990528 


Strand 


+ 


End 


O C\ C 1 

8 951 


Method 


GENSCAN 


End 


O A O "1 

8 4 81 


Score 


a a 

. 4 8 


O A O 1 

84 81 




Seq. ID 


OJ990528 


Strand 


+ 


End 


8951 


Method 


AAT/NAP 


End 


8951 


Score 


2162 



none 

122. .168, 494. .575 

36313 
74746 
7027 

OJ990528_09. 9B05.C16.o4 ,gs 
7027 
none 

7027;. 7450, 7630. .8223, 8333. 

36313 
74746 
7027 

OJ990528_09. 9B05 . CI 6 . ol . np 
7474 
6630696 
7474. .8951 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94.. (P10978) [Oryza sativa] 



_36.313_„._ _ - ^. ~ 

74747 
1112 

OJ990528_09. 9B05 . C16 . o2 . gs 

1112 

none 

1112. .1425, 2689. .2890 

36313 
74748 
4007 

OJ990528_09. 9B05 . C16 . o3 . gs 

4007 

none- 

4007. .4162, 4918. .4950 

36313 • 

74749 

8757 

OJ990528_09. 9B05.C16.ol. tw 
7369 • 
none 

7369. V. 7503, 738 6,". 7'4 66, .7532, 
7582. .7764 

36313 
74749 
8757 

OJ990528_09. 9B05 . C16 . o2 . tm 

7523 

none 

7523.-7825, 7524.. 7823 

36313 
74749 



.S e.q. , . ID.. J0.J3 905 2&_0 9 , 9BQ5^S:i 6 . 

Strand - 

End 2890 

Method GENSCAN 

End 2890 

Score .75 



Seq. ID OJ990528_09.9B05.C16 
Strand 

End 4950 

Method GENSCAN 

End 4950 

Score .55 



Seq. ID OJ990528_09.9B05.C16 
Strand 

End 8879 

Method TBLASTX : Wheat 

End '7764 ' * 

Score 133 . 
.7.750;- 7542.. ; 77 63, : 755*4\ .7763/ 



Seq. ID OJ990528_09.9B05.C16 
Strand 

End 8879 

Method TBLASTX: Maize 

End -7825 

Score 281 



Seq. ID OJ990528_09.9B05.C16 
Strand 



35983 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

J3I _Dje scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8757 End 

OJ990528_09. 9B05.C16.ol. tm Method 

8309 " ■: .* End 

none Score 



8879 

TBLASTX: Maize 

8713 

394 



8309. .8653, 8332. .8616, 8333. .8632, 8651. .8713 



36313 
74749 
8757 

OJ990528JD9. 9B05 . C16 . o5 . gs 

8757 

none 

8757. .8879 



Seq. ID OJ990528_09.9B05.C16 
Strand 

End 8879 

Method GENSCAN 

End 8879 * 

Score .47 



Seq. ID OJ990528_09.9B05.C17 
Strand + 

1029 
AAT/NAP 
1029 
1547 



36314 
74750 
1 

OJ990528_09.9B05.C17.ol.np 
1 

6630696 

1. .1029 . . - 
( APaO Q.9 g 9 ); ._E S Is. M 2 11 4 J CX, 0 33AU ASJLQ7.6 IDA LZ2Ai23J-SiQXXS sbpj^I Jtfiu_a„ 
.....region of . -the predicted .gene..; ..Similar., t a-.. re txoyarus-rela.t e.d : ,pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



End 

Method 

End 

Score 



36314 
74750 
1 

OJ990528JD9. 9B05 . C17 . o2 . tw 
1 

none 

1..153, 2. .175, 3. .176 

36314 
74750 
1 

OJ990528_09. 9B05.C17 .ol. tm 
3 

none . 

3. .341, 161. .334 

36314 
74750 
1 , 

OJ990528_09. 9B05 . C17 . ol . ts ' 
12 9 ^ ■ * 

none 

129. .347, 131. .349, 354. .527 

36314 
74750 
1 

OJ990528J39. 9B05 . C17 . ol . tc 

144 

none 

144. .347, 363. .551, 555. .620 



Seq. ID OJ990528_09.9B05.C17 

Strand + 

End ■ 1029 

Method TBLASTX : Wheat 

End 176 

Score 73 



Seq. ID OJ990528_09.9B05.C17 

Strand + 

End 1029 

Method TBLASTX : Mai ze 

End '341 

Score 243 



Seq. ID OJ990528_09.9B05.C17 

Strand + 

End " 102 9 ' 

Method- TBLASTX: Soybean 

End ■ 527 * » ■■ • 

Score 190 



Seq. ID OJ990528_09.9B05.C17 

Strand + 

End 1029 

Method TBLASTX : Cress 

End 620 

Score 128 



35983 




Seq. No. 


36314 








Seq. ID 


OJ990528_09. 9B05, 


.C17 


Gene No. 


74750 








Strand 


+ 




Start 


1 








End 


i f> o n 




Name 


OJ990528_ 


09 . 9B05 . C17 


. ol , 


. tw 


Method 


TBLASTX : Wheat 




Start 


177 








End 


932 




GI 


none 








Score 


892 




Exons 


177 . . 932, 


185 . . 682, 


399 , 


. . 923, 


418.. 321 






Seq. No. 


36315 








Seq. ID 


OJ990528JD9.9B05, 


.C18 


Gene No. 


74751 








Strand 


+ 




Start 


1 








End 


8775 




Name 


OJ990528 


09.9B05.C18 


.o2, 


.np 


Method 


AAT/NAP 




Start 


1 








End 


3647 




GT 


6630696 








Score 


2059 





Exons 1..50, 2325.. 3647 

GI Descrip. (AP000969) ESTs D22 114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


36315 


Seq. ID 


OJ990528_09.9B05.C18 


Gene No . 


74751 . . 


Strand . 


. + . .... . 


-jStsUTt v. 




JEod; _ 


.87.75 . . • 


jName^. 


\.0 J_9.9a5.28 iO'S ...9JB05.."\C 1.8. . o.l ,.„gs . .;. 


_Mei:hod..-.-_ 




Start 


236 


End 


4114 


GI 


none 


Score 


.4 


Exons 


236.-569, 2440. .2507, 2730. .2839, 3334, 


..3600, 4098. .4114 


Seq. No. 


36315 


Seq. ID 


OJ990528_09.9B05.C18 


Gene No . 


. 74751 


Strand 


+ 


Start 


1 


End 


8775 


Name 


OJ990528 09.9B05.C18.o4.np 


Method 


AAT/NAP 


Start 


3652 


End 


8775 


GI 


585217 5 


Score 


162 


Exons 


3652. .3679, 4809. .4913, 6230. 


.6369, 7486. .7621, 8045. .8097, 




8635. .8775 






GI Descrip. 


(AL117265) zhb0005.1 [Oryza sativa] 




Seq. No. 


36315'- 


Seq. ID 


OJ990528_09.9B05.C18 


Gene No. .. 


74752 


Strand 




Start 


1 


End 


2138 


Name 


OJ990528 09. 9B05.C18 .ol . np 


Method 


AAT/NAP 


Start 


.1 


-End 


2138 


GI 


5295955 - 


Score 


480 . * - 


Exons • 


1.".46, 86. .161, 241. .537, 581 


.".707,- 13t 


38. .1502, 2045. .2138-- 


GI Descrip:. 


(AB0262 95) Similar to Epstein' 


-Barr virus (EBV). genome. (V015f 




[Oryza sativa]. - ^ 




.* ; ♦ ■ . . . 


Seq. No. 


36315 


Seq. ID 


OJ990528_09.9B05.C18 


Gene No. 


74753 


Strand 




Start 


4342 


End 


8775 


Name 


OJ990528 09.9B05.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


2324 


End 


2748 


GI 


none 


Score 


300 


Exons 


2324.. 2362, 2332. .2748, 2437. 


.2499, 2535. .2645 


Seq. No. 


36315 


Seq. ID 


OJ990528__09.9B05.C18' 


Gene No. 


74753 


Strand 





35985 




Start 


4342 








End 


8775 


Name 


OJ990528_09 


. 9B05 


C18.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2332 








End 


2712 


GI 


none 








Score 


280 


Exons 


2332 . .2667, 


2334 . 


.2462, 


2437 


..2658, 2677.. 2712 


Seq. No. 


36315 








Seq. ID 


OJ990528_09.9B05.C18 


Gene No. 


74753 








Strand 




Start 


4342 








End 


8775 


Name 


OJ990528_09 


. 9B05. 


C18 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2332 








End 


2829 


GI 


none 








Score 


258 


Exons 


2332 . .2628, 


2617 . 


.2829 








Seq. No. 


36315 








Seq. ID 


OJ990528__09.9B05.C18 


Gene No. 


74753 








Strand - 




Start 


4342 








End 


8775 


Name 


OJ990528_09 


9B05. 


C18 .o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


2713 








End 


3033 


GI 


none 








Score 


96 


Exons 


2713 . . 2841, 


2842 i 


. 3030, 


2844 . 


.3029, 2851.. 3033 


S.e.q.. No... , 




- ~™ 




— 


_,Seq.."...j:.D„ 


„ Q J,9~9 0 5.2.8 _0.9>. 9BQ5. .£18, 


Gene No. 


"'74 753 








Strand 




Start 


4342 








End 


8775 


Name 


OJ990528__09 


9B05. 


C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2833 








End 


3179 


GI 


none 








Score 


182 


Exons 


2833. . 3033, 


2839. 


. 3030, 


2847 . 


.3035, 3035.. 3178, 3036.. 3179 


Seq. No. 


36315 








Seq. ID 


OJ990528_09.9B05.C18 


Gene No. 


74753 








Strand 




Start 


4342 








End 


8775 


Name 


OJ990528_09. 


9B05 . 


C18 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3023 








End 


3511 


GI 


none 








Score 


113 


Exons 


. 3023. .3109, 


3036. 


.3110, 


3036. 


.3116, 3041. .3124, 3117. .3509, 




3125 . . 3511, 


3136 . 


. 3510 








Seq. No. 


36315 








Seq. ID 


OJ990528_09.9B05.C18 


Gene No. 


74753 








Strand 




Start 


4342 








End 


8775 


Name 


OJ990528_09. 


9B05 . 


C18 ,o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


3042 








End . 


3383 


GI ' v ;• 


"■ none 








Score ' 


92 ' .- • " ■' ■ 


Exons 


/ 3042 . .3155,. 


3077> 


. 3148,-- 


3174 . 


.3383, 3206. .3322 , ' . 


Seq. No. 


36315 








Seq. ID 


' OJ990528_09.9B05.C18 


Gene No. 


74753 








Strand .. 




Start 


4342 








End 


8775 


Name 


OJ990528 09. 


9B05. 


C18.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3520 








End 


3840 


GI 


none 








Score 


123 


Exons 


3520. .3603, 


3521. 


.3610, 


3522. 


.3611, 3523. .3612, 3650. .3745, 




3656. .3742, 


3660. 


.3776, 


3664. 


.3777, 3800.. 3829, 3802.. 3840 



Seq. No. 



36315 



35986 



Seq. ID OJ990528_09.9B05.C18 




Gene No. 


74753 




Strand 






Start 


4342 




End 


8775 




Name 


OJ.990528_09. 9B05.C18.o3 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3786 




End 


4122 




GI 


none 




Score 


68 




Exons 


37 86.. 3857, 3787.. 3858, 


3859 


..3930, 386 


1. .3941, 


job / . . 3y^y, 




3930 . .4 007, 3932 . .4 000, 


3933 


..4004, 3934. .4008, 


4 04 0 ... 4 1ZZ i 




4048.. 4110, 4050.. 4121 










Seq. No. 


36315 




Seq. ID 


OJ990528 


An none 010 

09 . 9BUb . Clo 


Gene No . 


74753 




Strand 






Start 


4342 




End 


8775 




Name 


OJ990528 09.9B05.C18.o3 


.np 


Method 


AAT/NAP 




Start 


4342 




End 


8775 




GI 


5852175 




Score 


24 




Exons 


4342. .4442, 6127. .6251, 


6319 


..6446, 8724. .8775 




GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 






Seq. No. 


36315 




Seq. ID 


OJ990528 


_09.9B05.C18 


Gene No. 


74753 




Strand 






Start 


4342 




End 


8775 




..Name_.,„. . v _ 


. .Q.J990.528 ..,Q9,. 9.B05...C1.8...P.2 




„ , ^ethqd .. 




„. . 


,S.t.ar.t , r ... 


_.4.81.6.^. ... . 




_,.End . 


.6.4 7J 




GI 


none 




Score 


.52 




Exons 


4816. .4897, 6095. .6477 










Seq. No. 


36315 




Seq. ID 


OJ99052S 


_09.9B05.C18 


Gene No. 


74753 




Strand 






Start 


4342 




End 


8775 




Name 


OJ990528 09.9B05.C18.o3 


. gs 


Method 


GENSCAN 




Start 


7381 




End 


8683 




GI 


none 




Score 


. 95 




Exons 


7381. .7919, 8605. .'8683 










Seq. No. 


36316 




Seq. ID 


OJ99052E 


09 . 9B05 . CI y 


Gene No. 


74754 




, • Strand • 






Start 


98 




End 


408 




Name 


OJ990528 09. 9B05.C19.ol 


• gp 


Method 


AAT/GAP 




Start 


98 




End 


408 




GI 


61605 3.R1084 




Score 


428 




Exons 


98. .408 










GI Descrip. 


' 1402920/emb | CAA66965 I 


2.0e- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] ' 










Seq." No. . 


36317 " - 




Seq. ID 


OJ99052E 


i_09.9B05.C20 : 


Gene. ISto. 


74755. ; . 




Strand 






Start 


306 




End 


564 




Name 


OJ990528 09. 9B05.C20.ol 


.gs 


Method 


GENSCAN 




Start 


306 




End 


564 




GI 


none 




Score 


.81 




Exons 


306. .428, 529. .564 










Seq. No. 


36318 




Seq. ID 


OJ99052£ 


i_09.9B05.C21 


Gene No. 


74756 




Strand 


+ 




Start 


306 




End 


1330 




Name 


OJ990528 09.9B05.C21.ol 


.gs 


Method 


GENSCAN 




Start 


306 




End 


1330 





35987 



GI none 

Exons 306.. 367, 1219.. 1330 

Seq. No. 36319 

Gene No. 74757 

Start 274 

Name OJ990528_09 . 9B05 . C22 . ol . gs 

Start 274 

GI none 

Exons 274.. 379 



Score .76 



Seq. ID OJ990528_09.9B05.C22 

Strand + 

End 37 9 

Method GENSCAN 

End 37 9 

Score .96 



Seq. No. 36320 Seq. ID 

Gene No. 74758 Strand 

Start 142 End 

Name OJ990528_09 . 9B05 . C23 . ol . gs Method 

Start 142 End 

GI none Score 

Exons 142.. 312 



OJ990528_09.9B05.C23 
312 

GENSCAN 

312 

.6 



Seq. No. 


36321 






Seq. ID 


OJ990528_09.9B05.C24 


Gene No. 


74759 






Strand 


+ 




..„4A7. 






_.EncL,_ 


556 


, . ~ Name 


OJ 99 0.5.2.8 


1qX~9J305 


..C21..ol.gs^ 


M.eihod_ 


.GENSCAN, ™ ... - 


Start 


- 487 






End 


556 " 


O GI 


none 






Score 


.46 


t! f i Exons 


487. .556 










rl \ 

y*i Seq. No. 


36321 






Seq. ID 


OJ990528_09.9B05.C24 


y. Gene No. 


74760 






Strand 




yi Start 


1 






End 


401 


w Name 


OJ990528 


_09. 9B05 


.C24.ol.np 


Method 


AAT/NAP 


ill Start 


1 






End 


332 




6539553 






Score 


450 


; = = : Exons 


1. .332 










i"! GI Descrip. 

" \ i 


(AP00083 


6) Similar to Oryza 


australiensis retrotransposon RIRE1 


(D85597) 


[Oryza 


sativa] gi | 6539590 1 dbj | BAA88206 . 1 1 (AP000837) 




Similar. 


to Oryza 


australiensis retrotransposon RIRE1 (D85597) 


"i : 1 


[Oryza sativa] 








Seq. No. 


36321 






Seq. ID 


OJ990528_09.9B05.C24 


Gene No. 


74760 






Strand 




Start 


■ 1 






.End 


401 


Name 


OJ990528 


_09.9B05 


.C24 .ol. tm 


Method 


" TBLASTX: Maize 


Start 


63 






End 


386 


GI' " ' " 


" none 






. Score - 


3'9 '■ ' ■ ■ . ■ 


• Exons 


.63 f . 188, 


.63. .lg-7 


, 177. .338, 


205. .3.39, 


320. .385,, 348.. .386 ; . 


Seq. No. 


36321 






Seq. ID 


OJ990528_09. 9B05.C24 


Gene No. 


74760 






Strand 




Start 


1 






End 


401 


Name 


OJ990528 


_09.9B05 


.C24.ol.tw 


Method 


TBLASTX: Wheat 


Start 


63 






End 


401 


GI 


none 






Score 


129 


Exons 


63. . 173, 


63. .197 


, 157. .342, 


159. .341, 


347. .385, 348. .401 


Seq. No. 


36322 






Seq. ID 


OJ990528_09.9B05.C25 


Gene No. 


74761 






Strand 


+ 



35988 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



679 

AAT/NAP 
67:9, 
1033' 



OJ990528_09.9B05.C25.ol.np 
1 

6498441 
1..679 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 - type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


36322 




Seq. ID 


OJ990528_09.9B05 


.C25 


Gene No. 


/4 /ol 




Strand 


+ 




Start 


1 




End 


679 




Name 


OJ990528_09 . 9B05 . C25 . ol 


.gs 


Method 


GENSCAN 




Start 


83 




End 


616 




GI 


none 




Score 


. 44 




Exons 


83 . .616 










Seq. No. 


36322 




Seq. ID 


OJ990528_09.9B05 


.C25 


Gene No. 


747 61 




Strand 


+ 




Start 


1 




End 


679 




Name 


OJ990528 09 . 9B05 . C25 . ol 


. tm 


Method 


TBLASTX: Maize 




„.Sta.ri._.. „ 


.„1.5A_ _ 




..End.. 


: w 




...G.I ..... .„ 


..-none ■ _..w .„ 


— 


.-.Score 


. 3.70.. „, _ 


. 


Exons 


154..477, 183..464, 274 


. .486, 


469. .516 






Seq. No. 


o *r o o o 




Seq. ID 


OJ990528_09. 9B05 


. C25 


Gene No. 


/ 4 / bl 




Strand 


+ 




Start 


I 




End 


679 




Name 


OJ990528_0.$;9B05.C25.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


157 




End 


548 




GI 


none 




Score 


368 




Exons 


157. .546, 180. .470, 492 


. .548 








Seq. No. 


36323 




Seq. ID 


OJ990528_09.9B05 


.C26 


Gene No. 


74762 




Strand 


+ 




Start 


1 




End 


275 




Name 


OJ990528 09.9B05.C26.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


275 




GI 


6721559 




Score 


258 




Exons 


1. .107, 142. .275 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






gi I 6815084 I dbj | BAA90370 


11 (AP001081) 


hypothetical protein 




[Oryza .sativa] 










Seq. No. ' 


"36324 • • ' 




Seq'. ID. 


O'J990528_09. 9B05 


:c'30" 


^Gene No., 


74763 . . . . • , . 




Strand 






Start 


1 




End 


513' 




Name 


OJ990528 09. 9B05.C30.ol 


np 


Method 


AAT/NAP 




Start 


1 -> 




End 


513 




GI 


5042454 




Score 


578 




Exons 


1. .513 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


36324 




Seq. ID 


OJ990528_09.9B05 


.C30 


Gene No. 


74763 




Strand 






Start 


1 




End 


513 




Name 


OJ990528 09.9B05.C30.ol. 


tw 


Method 


TBLASTX: Wheat 





35989 




Start 


61 




End 


314 




GI 


none 




Score 


70 




Exons 


61 . . 198 , 63 


.10 0 1 r r OCT 

. .182, 165.. 257, 


166 . .24 6, 


270 . .314 




Seq. No. 


36324 




Seq. ID 


OJ990528_09.9B05. 


.C30 


Gene No. 


74763 




Strand 






Start 


1 




End 


513 




Name 


OJ990528_09 


. 9B05 . C30 . ol . gs 


Method 


GENSCAN 




Start 


128 




End 


4 61 




GI 


none 




Score 


".71 




Exons 


128 ..461 










Seq. No. 


36325 




Seq. ID 


OJ990528 09.9B05. 


. C32 


Gene No. 


74764 




Strand 


+ 




Start 


1 




End 


542 




Name 


OJ9 9Uo^o_U9 


.9B05.C32.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


542 




GI 


6705984 




Score 


546 




Exons 


1 . . 542 










GI Descrip. 


(AB033235) > 


gag-pol polyprotein [Oryza 


sativa] 




S„eq_., No.._ 


_3J5J3.2J5„ \. 








„ . „ ...Geae....Na... , 


...7A7.6.5 




.^jSJtr_a.n.d 






r\ Start 


1 




End 


4 92 




Name 


OJ990528_09 


.9B05.C33.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


492 






5902445 




Score 


524 




\y Exons 


1 . . 492 










V 3 ',\ GI Descrip. 


(AB030283) i 


GAG-POL precursor 


[Oryza sativa] 




i. l i 

r-i Seq. No. 


36326 




Seq. ID 


OJ990528_09. 9B05. 


.C33 


V.] Gene No. 


74765 




Strand 


+ 




:i: Start 


1 




End 


4 92 




il Name 


OJ990528_09 


. 9B05.C33.ol.tm 


Method 


TBLASTX: Maize 




}\]\ Start 


12 




End 


368 




: U GI 


none 




Score 


344 




i s . : Exons 


12 ; . 368, 21 


..254, 95. .349 








Seq. No. 


36326 




Seq. ID 


OJ990528_09.9B05. 


,C33 


Gene No. 


74765 




Strand 


+ 




p Start 


1 




End 


492 




Name 


OJ990528 09 


.9B05.C33.ol.tw- 


Method 


TBLASTX: Wheat 




Start 


42 




End 


'461 




GI 


none 




Score 


499 




..Exons ' ' 


'42 .". 4 61'," " 4 5 


.'.320, 65.'. '436- 








Seq. No. 


36326 




Seq. ID 


OJ990528_09. 9B05. 


.C33. 


Gene No. 


7 47 65- 




Strand • 


+ .. 




Start 


1 




End 


492 




Name 


OJ990528_09 


.9B05.C33.ol.gs 


Method 


GENSCAN 




Start 


69 




End 


452 




GI 


none 




Score 


.69 




Exons 


69. .452 










Seq. No. 


36326 




Seq. ID 


OJ990528_09. 9B05, 


.C33 


Gene No. 


74765 




Strand 


+ 




Start 


1 




End 


■ 492 





35990 



Name 

Start 

GI 

Exons 



OJ990528_09. 9B05 . C33 . ol . ts Method 

90 End 

none Score 
90. .491, 113. .280 



TBLASTX: Soybean 

491 

292 



Seq. No. 36327 Seq. ID 

Gene No. 74766 Strand 

Start 519 End 

Name OJ990528_09 . 9B05 . C34 . ol . gs Method 

Start 519 End 

GI none Score 

Exons 519.. 629 



OJ990528_09.9B05.C34 
629 

GENSCAN 
629 

.54 ,c- ' 



Seq. No. 36328 Seq. ID 

Gene No. 74767 Strand 

Start. 143 End 

Name OJ990528JD9 . 9B05 . C38 . ol . gs Method 

Start 143 End 

GI none Score 

Exons 143.. 282 



OJ990528_09. 9B05.C38 
+ 

282 

GENSCAN 

282 

.7 



. .Sj&q.,_,.lto..; 3.632.8. ~ . . _ . _ . Se.q. „ I p . 

Gene_No." 3-4.7.68..... , . , .,_.jStrand . 

Start 1 End 

Name OJ990528_09 . 9B05 . C38 . ol . np Method • 

Start 1 End 

GI 4680179 Score 

Exons 1..4 97 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



;,Q J9 9Q52£_i) 9^9BO_5^G3J3 

4 97 *~ 
AAT/NAP 
497 
753 



Seq. No. 


36328 








Seq. ID 


OJ990528_09. 9B05 


.C38 


Gene No. 


74768 








Strand 






Start 


1 








End 


497 




Name 


OJ990528 


_09.9B05. 


C38.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


184 




GI 


none 








Score 


145 




Exons 


1...183, 


5:T184 - 




V 








Seq. No. 


36328 








Seq. ID 


OJ990528_09.9B05 


.C38 


Gene No. 


74768 








Strand 






Start 


1 








End 


497 




Name 


OJ990528 


_09. 9B05. 


C38.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


31 








End 


' 4 10 




GI 


none 








Score- 


58 




Exons 


- -31.. 201, 


198. .410 


, 223, 


.4 02 








Seq. No. 


36328 








Seq. ID 


OJ990528_09. 9B05 


.C38 


Gene No. 


74768 








' Strand 






Start 


1 








End 


497 




Name 


OJ990528 


_09.9B05. 


C38.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


52 








End 


342 




GI 


none 








Score 


129 




Exons 


52. .213, 


56. .214, 


210. . 


341, 


226. .342 






Seq. No. 


36328 








Seq. ID 


OJ990528_09. 9B05 


.C38 


Gene No. 


74768 








Strand 






Start 


1 








End 


497 





35991 



Name 

Start 

GI 

Exons 



OJ990528_09 . 9B05 . C38 . ol . tw Method 

190 End 

none Score 

190. .216, 209. .343, . 210; .458, 211. .444, 



Seq. No. 36329 Seq. ID 

Gene No. • 74769 Strand 

Start 212 End 

Name OJ990528_09 . 9B05 . C39 . ol . gs Method 

Start 212 End 

GI , none Score 

Exons 212.. 442 



TBLASTX: Wheat 

458 

223 

, 221. .445, 237. .455 

OJ990528_09.9B05.C39 
+ 

442 

GENSCAN 

442 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Seq... Ho...... . 

.Geae„No... ...... 

Start 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



36330 Seq. ID 

74770 Strand 

229 End 
OJ990528_09. 9B05.C4 0.ol .gs Method • 

229 End 

none Score 

229. .269, 448. .522 



OJ990528_09.9B05.C40 
522 

GENSCAN 

522 

.65 



End 

Method 

End 

Score 



8179 
AAT/NAP 
5885 
6398 



..3.6.331.. ...... - 

..7J.771..,.,.- • 

1982 

OJ990'528_09.9B05.C41.ol.np 
1982 
6539553 
1982. .5885 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

36331 Seq. ID OJ990528_09.9B05.C41 

74771 Strand + 

1982. End 8179 

OJ990528_09 . 9B05 . C4 1 . o2 . np ''"Method ■ AAT/NAP 

3583 End 8179 

3023751 Score 32 

3583.. 3710, 7153.. 7225, 8097.. 8179 

70 KD PEPTIDYLPROLYL ISOMERASE ( PEPTIDYLPROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE)- gi | 107 6772 | pir | IS55383 
peptidylprolyl isomerase (EC. 5. 2. 1.8) - wheat 
gi I 854626 |'emb|CAA60505| (X'86903) peptidylprolyl isomerase^ 
[Tri'ticuiri aestivum] • ' 



Seq. No. 36331 . Seq. ID 

Gene No. 74772 Strand 

Start 11265 End 

Name OJ990528_09 . 9B05 . C41 . ol . gp Method 

Start 10303 End 

GI none Score 

Exons 10303. . 10453, 10735.. 10852 



Seq. No. 
Gene No. 
Start 



36331 
74772 
11265 



Seq. ID 

Strand 

End 



OJ990528_09.9B05.C41 

14936 
AAT/GAP 
10852 
460 



OJ990528 09.9B05.C41 



14936 



35992 




Name 


ojyyub-:o uy. 


ybuo 


p/i 1 0 

. (_4 1 . 0_ . 


gp 


Method. 






Start 


llZ4 J 








TP -r> r\ 


11/19 9 
1 1 ft Z Z 




GI 


none 








Score 


JUft 




Exons 


1 1 z ft O . . 














Seq. No. 


36331 








Seq. ID 


OJ990528JD9.9B05. 


C41 


Gene No. 


74772 








Strand 






Start 


1 1 ZOO 








End 


14936 




Name 


ojyyuozo uy. 


9B05 


.C41.o3. 


gs 


Method 


GEN SCAN 




Start 


llzOO 








End 


14936 




GI 


none 








Score 


.67 




Exons 


1 1 occ; 1 1 one 
llzoo . . lUUo 


., 12502. .12562, 


13176. .13243, 14871. .14936 




Seq. No. 


36331 








Seq. ID 


OJ990528_09. 9B05. 


,C41 


Gene No. 


74773 








Strand 






otart 


1 O 1 Ofi 








End 


17311 




Name 


ujyyuozo uy. 


9B05 


.C41.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 Ql C 

1 y / d 








End 


2362 




GI 


none 








Score 


356 




Exons 


1 QT/r 9 "3 C. 9 
iy / 0 . . Z JDZ, 


1987 


. .2361 










,sm-.J&Q- 


i<5 3.3J 








q_.,_I EL 


_px93.oA2a^o„a.,.9B05.j:jx 


_G.enev.-NQ 


7.4.77.3. - 


^. .^^ _ 






..^S.txand-..,. 






Start 


1 bl Ofl 








End 


17311 




Name 


ojyyuozo uy. 


9B05 


.C41.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2111 








End 


2422 




GI 


none 








Score 


361 




Exons 


0111 0/00 

z 1 1 1 . . z4 zz , 


2117 


. .2419, 


2119 


. .2421 






Seq. No. 


36331 








Seq. ID 


OJ990528_09. 9B05. 


,C41 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 




Name 


(jjyyuDZo uy. 


9B05 


.C41.o2. 


, tm 


Method 


TBLASTX: Maize 




Start 


0 0 c c 

z y 06 








End 


3243 




GI 


none 








Score 


360 




Exons 


OQCC "39/11 

z y 00 . . jZfii, 


2967 


. .3242, 


2968 


..3243, 2968..3243 




Seq. No. 


36331 








Seq. ID 


OJ990528_09. 9B05, 


,C41 


Gene No. 


74773 








Strand 






Start 


lolo4 








End 


17311 




Name 


oj yyuozo_uy . 


9B05 


.C41.o4. 


, ts 


Method 


TBLASTX : Soybean 




Start 


O O 1 A 

32 /U 








■ End 


3656 




GI 


none 








Score 


84 




Exons 


Jz /U . . o4zo, ■ 


3408 


. .3656 










Seq. No. 


36331. 








. Se.q. • ID 


OJ990-52.8_09.9B05. 


.C41 


Gene No. 


74773 








Strand 






Start 


1 O 1 1>4 








End 


17311 




Name 


atqqacoo no 

ojyyuozb uy. 


9B05 


,C41.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


J J Id 








End 


3713 




GI 


none 








Score 


256 




Exons 


3375. .3713, 


3507 


. .3692 










Seq. No. 


36331 








Seq. ID 


OJ990528_09. 9B05. 


,C41 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 




Name 


OJ990528 09. 


9B05 


.C41.o4. 


tm 


Method 


TBLASTX: Maize 





35993 



Start 


34 44 








End 


3o /8 




GI 


none 








Score 


A Q A 

2o y 




Exons 


A VI VI VI A A T A 

3444. . 3878 , 


A C A O 

3698 


A A C A 

. .3853 










Seq. No. 


36331 








Seq. ID 


OJ990528_09. 9B05 


.C41 


Gene No. 


74773 








Strand 






Start 


lol 64 








End 


17311 




Name 


OJ990528 uy 


AO A C 


. C4 1 . 03 


. ts 


Method 


TBLASTX: Soybean 




Start 


~i r r r 

3666 








End 


4064 




GI 


none 








Score 


180 




Exons 


a c c c icon 

jddd. . Jo yu, 


ODDO 


Q Q / vi 
. . jo 4 4 , 


"3 Q Q 1 

Joy i . 


.4064, 3899. .3937 




Seq. No. 


36331 








Seq. ID 


OJ990528_09.9B05 


.C41 


Gene No. 


74773 








Strand 






Start 










End 


17311 




Name 


ujyyuozo uy 


AQ A C 


/-i VI *! ~ A 


■4— — , 

. zc 


Method 


TBLASTX: Cress 




Start 


3681 








End 


4088 




GI 


none 








Score 


119 




Exons 


3681 . . 3881, 


A O A /I 

3894 


A A O O 

. 4 Ooo 










Seq. .No. 


36331 








Seq. ID 


OJ990528_09.9B05 


. C4 1 


,Ge„ne .No.._, 


.,7.4.7.7.3. 








„S.t £and: 






Starts 


. 161.6.4.-.^ ........ 








End, .... 


,,17 3.11 


- 


Name 


r\ t A A A C AO A A 

OJy90528 uy 


AT) A C 


C4 1 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3714 








End 


4469 




GI 


none 








Score 


589 




Exons 


A *7 "1 VI VI 1 A 

3714 . .4163, 


A A A O 

3722 


A A A T 

. 4201, 


A "7 VI T 

3/41. 


.4469, 3742. .4164, 4222. .4 


/ICO 

4 52 , 




4236 . .4469 














Seq. No. 


36331 








Seq. ID 


OJ990528_09. 9B05 


A 1 
. 1 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 




Name 


oj yyooz8_uy 




C4 1 . Ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


vi a o a 

4 389 








End 


4853 




GI 


c C A A A /"A 

55092 60 








Score 


366 




Exons 


4 389 . .4853 














GI Descrip. 
















Seq. No. 


36331 








Seq. ID. 


OJ990528_09. 9B05 


.C41 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 




Name • 


/ATAAACAO a a 

ojyyuoz8 09 


A O A C 

9B05 


C4 1 . Ol 


tc 


Method 


TBLASTX: Cress 




Start 


A A O A 

4 482 








End 


"4742 




GI • 


none 








Score 


265- 




Exons ■ " 


VI VI A A - VI "*7 VI A ■ 

4 4 82 . . 4742 














Seq. No. 


36331' 








Seq. ID 


#■ 

OJ990528JD9. 9B05 


.C41 


Gene No. 


74773 








Strand 






Start 


1 (~ 1 /" VI 

16164 








End 


17311 




Name 


^TAAACAA aa 

OJ990528 09 


9B05 . 


C4 1 . o3 


tm 


Method 


TBLASTX: Maize 




Start 


4524 








End 


4988 




GI 


none 








Score 


317 




Exons 


4524. .4988, 


4659. 


. 4841 










Seq. No. 


36331 








Seq. ID 


OJ990528_09.9B05 


.C41 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 





35994 



Name 

Start 

GI 

Exons 



OJ990528JD9. 9B05 . C4 1 . o3 . tw Method 
4524 End 
none Score 
4524. .4868, 4671. .4844, 4863. .5069 



TBLASTX: Wheat 

5069 

287 



Seq. No. 


36331 








Seq. ID 


OJ990528_09 . 9B05 . 


C4 1 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 




Name 


OJ990528 09 


. 9B05 


.C41.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


4922 








End 


5267 




GI 


none 








Score 


284 




Exons 


4922 . . 5122, 


4923 


. .5267 










Seq. No. 


36331 








Seq. ID 


OJ990528_09. 9B05 


C41 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 




Name 


OJ990528 09 


. 9B05 


.C41.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


5078 








End 


5417 




GI 


none 








Score 


277 




Exons 


5078 . .5416, 


5079 


. . 5417 










.Seq ,;._Np;._. 


3.6331 l„„ „ 





™ 








.£ene_Np.. _ 


.J7..4.7.7.3... 


■ 


------- — 




.^..StxaneL. 






Start 


' 16164' 








End 


17311 




Name 


OJ990528 09 


. 9B05 


. C41 . o5 


. ts 


Method 


TBLASTX: Soybean 




Start 


5268 








End 


5636 




GI 


none 








Score 


80 




Exons 


5268 . . 5393, 


5412 


. . 5636 










Seq. No. 


36331 








Seq. ID 


OJ990528_09. 9B05 


.C41 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 




Name 


OJ990528 09 


. 9B05 


. C41 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


5273 








End 


5749 




GI 


none 








Score 


86 




Exons 


5273. .5326, 


5274 


. .5348, 


5275 


..5346, 5279. .5362, 5355. .5711, 




5363. .5548, 


5364 


. .5672, 


5621 


. .5749 






Seq. No. 


36331 . 








Seq. ID 


OJ990528_09.9B05 


.C41 


Gene No. 


74773 








Strand 






Start 


16164 








End 


17311 




Name 


.OJ990528 09 


.9B05 


.C41.o4 


• 9 s .. _ 


Method 


GENSCAN 




Start 


16164 . 








End ' 


17311 




GI 


none 








Score ■ 


.65' ' - 




Exons 


16X64; ,16169,. 16721. : 16826/ ' 


17256. .17311 : 




4 4 

Seq. No. 


36332 








Seq. ID 


OJ990528_09.9B05 


.C44 


Gene No. 


74774 








Strand 






Start 


87 








End 


256 




Name 


OJ990528 09 


.9B05 


.C44.ol 


.np 


Method 


AAT/NAP 




Start 


87 








End 


256 




GI 


4680183 








Score 


55 




Exons 


87. .256 














GI Descrip. 


(AF111709) 


gag-Tpol protein [Oryza sativa subsp. indica] 




Seq. No. 


36333 








Seq. ID 


OJ990528_09. 9B05 


.C45 


Gene No. 


74775 








Strand 


+ 





35995 



Start 1 End 354 

Name OJ990528_09. 9B05 . C45 . ol . np Method AAT/NAP 

Start 1 End 354 

GI 5902444 Score 177 

Exons 1 . . 354 



GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 36333 Seq. ID 

Gene No. 74775 Strand 

Start 1 End 

Name OJ990528_09 . 9B05 . C4 5 . ol . tw Method 

Start 52 End 

GI none Score 

Exons 52. .147, 124. .345, 138. .344 



OJ990528_09.9B05.C45 
+ 

354 

TBLASTX: Wheat 

345 

174 



Seq. No. 


36333 












Seq. ID 


OJ990528_ 


09. 


9B05 


C45 


Gene No. 


74775 












Strand 


+ 








Start 


1 












End 


354 








Name 


OJ990528 


09.' 


9B05. 


C45 


.ol 


gs 


Method 


GENSCAN 








Start 


133 












End 


233 








GI 


none 












Score 


.83.. 








Exap^__; 


13.3...-v23-3,- 






















Seq'. No. 


36334 












Seq. ID 


~Oj¥$0528_ 


oV 


9B05 


C46 


Gene No. 


14116 












Strand 


+ 








Start 


243 












End 


321 








Name 


OJ990528 


09. 


9B05. 


C46 


.ol 


gs 


Method 


GENSCAN 








Start 


243 












End 


321 








GI 


none 












Score 


.53 








Exons 


243. .321 























Seq. No. 36334 Seq. ID 

Gene No. 74777 Strand 

Start 194 End 

Name OJ990528_09 . 9B05 . C4 6 . ol . np Method 

Start 194 End 

GI 5852175 Score 

Exons 194.. 290, 675.. 739 

GI Descrip. (AL117265) zhb0005.1 [Oryza sativa] 



Seq. No. 36335 
Gene No. 74778 
'Start 1 

Name 1 . OJ990528_09 . 9B05 . C4 8 . ol . np 

Start •* ' 1 : / " • • 

GI " f 6630696 . . - -. . • 

Exons 1 . . 424 

GI Descrip. (AP000969) ESTs D22 114 (C10364 ] 
region of the predicted gene. 



Seq. ID 

Strand 

End 

Method ' 
End' 
Score. , 



OJ990528_09.9B05.C46 
739 

AAT/NAP 

739 

106 



OJ990528_09.9B05.C48 
424 

AAT/NAP 
424' ; 
661.. 



, . AU076106 (E20423) correspond to a 
Similar to ; retrovirus-related pol 



polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 36335- Seq. ID 

Gene No. 74778 Strand 

Start 1 End 

Name OJ990528_09 . 9B05 . C48 . ol . tw Method 

Start 90 End 

GI none Score 



OJ990528_09.9B05.C48 
424 

TBLASTX: Wheat 

424 

385 



35996 



Exons 



90.. 422, 92.. 424 



Seq. No. 36335 

Gene No. 74778 

Start 1 

Name OJ990528JD9 . 9B05 . C48 . ol . gs 

Start 152 

GI none 

Exons 152.. 292 



Seq. ID OJ990528_09.9B05.C48 
Strand 

End 424 

Method GENSCAN 

End 292 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. . 

Start _ 

. Name,..,.-.^- ... ^ 
Start 
GI 

Exons 



36336 
74779 
8 

OJ9 90528_0 9 . 9B05 . C4 9 . ol . np 
8 

5852182 
8. .337 

(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ990528_09.9B05.C49 
Strand 

385 

AAT/NAP 
337 
401 



End 

Method 
End 
Score 



36336 
74779 . 

ZZoJlS9D52K^9.,.^B05. jSiLol ..gs _ ..Method 



Seq. ID OJ990.528_09.9B05.C49 

Strand. - .... 

End ...... 3.8.5 : 

GENSCAN 



54 

none 
54. .337 



End 
Score 



337 
.69 



Seq.. No. 36336 

Gene No. 74779 

Start 8 

Name OJ990528_09 . 9B05 . C4 9 . ol . gp 

Start 198 

GI 2310235 

Exons 198 . .385 

GI Descrip.' 5852182/emb | CAB55420 . 1 1 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990528_09.9B05.C49 
Strand 

End 385 

Method AAT/GAP 

End 385 

Score 229 



Seq. No. 
Gene No. 
Start' 
Name 
Start 

GI \ 
Exons 

GI* Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36337 
.74780 
1 

OJ990528_09. 9B05 .C50.ol.np 
1 

'6630696 - 
1. . 188 ' 

- (AP0009L69) -ESTs D22114' (C10364 )' , AU076106-{E20423) ' correspond to a 
region of the predicted gene . ; Similar to retro'virus-related pol 
polyprotein from transposon, Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990528_09.9B05.C50 

Strand + 

End 188 

Method AAT/NAP 

End 188 . 

Score " 189' . • 



36338 - 

74781 

150 

OJ990528_09 . 9B05 . C52 . ol . gs 

150 

none 

150. .219 



-Seq. ID OJ990528_09.9B05.C52 

Strand + 

End 219 

.Method GENSCAN 

End 219 

Score .84 



Seq. No. 



36339 



Seq. ID OJ990528_09.9B05.C53 



35997 




Gene No. 


74782 




Strand 


+ 




Start 


1 




End 


827 




Name . 


OJ990528 09.9B05.C53.ol 


.np 


Method 


AAT/NAP 




Start 


1 ■ • 




End 


827 




GI 


5295955 




Score 


188 




Exons 


1..195, 738. .827 










GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V0155 




[Oryza sativa] 










Seq. No. 


36339 




Seq. ID 


OJ990528 09.9B05. 


, Coo 


Gene No. 


74782 




Strand 


+ 




Start 


1 




End 


827 




Name 


OJ990528 09. 9B05.C53.ol 


.gs 


Method 


GENSCAN 




Start 


126 




End 


263 




GI 


none 




Score 


.86 




Exons 


126. .263 










Seq. No. 


36340 




Seq. ID 


OJ990528_09. 9B05 . 


,C54 


Gene No. 


74783 




Strand 


+ 




Start 


32 




End 


379 




Name 


OJ990528 .09.9B05.C54.ol 


.gs ' 


Method 


GENSCAN . . 




Start..;... ... . 


..3.2. 


~ 


..End,.;. „ 


- ,..3,7-9/._ : 





.GI...., . 


. n.one - . , .. . 


.. , . . .. 


.Scare., . 


...... 82., . „ . 




Exons ■ 


32. .379 










Seq. No. 


36340 




Seq. ID 


OJ990528_09. 9B05, 


. C54 


Gene No. 


74784 




Strand 






Start 


633 




End 


1992 




Name 


OJ990528_09. 9B05.C54.ol 


. np 


Method 


AAT/NAP 




Start 


624 




End 


1992 




GI 


4680179 




Score 


2250 




Exons 


624. .1992 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


36340 




Seq. ID 


OJ990528__09 . 9B05 , 


,C54 


Gene No. 


74784 




Strand 






Start 


633 




End 


. 1992 




Name 


OJ990528 09. 9B05.C54 .o2 


.gs 


Method 


GENSCAN 




Start 


633 




End 


1823 




GI 


none 




Score 


.53 




Exons 


633. .1823 










Seq. No^ 


"3634 0 




Seq. ID 


OJ990528_09 . 9B05 . 


.C54 


Gene No. 


74784 




Strand 






Start 


633 ■ ' 




End - 


1992 




Name 


OJ990528 09. 9B0'5.C54.o3 


. tm 


Method * 


-TBLASTX : Maize 




Start 


660 




End 


860 




GI 


none 




Score 


191 




Exons 


660. .860 










Seq. No. 


36340 




Seq. ID 


OJ990528JD9. 9B05, 


.C54 


Gene No. 


74784 




Strand 






Start 


633 




End 


1992 




Name 


OJ990528 09.9B05.C54.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


669 




End 


1002 




GI 


none 




Score 


77 




Exons 


669. .1001, 865. .1002 











35998 




Seq. No. 


36340 








Seq. ID 


OJ990528_09.9B05. 


C54 


Gene No. 


74784 








Strand 






start 


633 








CjIIU 


1 QQ9 




Name 


OJ990528 09, 


. 9B05 


.C54.ol 


. tm 


rieunoa 


1 Olxf-io I A . LYla IZc 




Start 


861 










1 A A R 
J. fi fl O 




GI 


none 








Score 


1 




Exons 


861. .1130, 862..: 


1122, 1191.. 


1 9RQ 1 1 Q9 


1 9P7 1991 19RC 






1 9 Q*7 1 A AQ 
1Z O / . . 1 4 4 0 , 


1294 


. .1440, 


1296 


1 A A 9 
. . 1 4 4 Z. 






Seq. No. 


36340 








Seq. ID 


OJ990528_09.9B05. 


C54 


Gene No . 


74784 








C+- r-a rtri 

otrana 






Start 


£ "3 "3 

boo 










1 QQ9 
J. z? z? z 




Name 


ojyyuozo uy. 


. 9B05 


.C54'.ol 


. tw 


Mernoa 


1 oJ_ii-io X A . WilcdL 




Pi. - «4- 

Start 


i n n o 
1UUZ 








CjIIQ 


1 fi9ft 




t 

GI 


none 








Score 


^71 
o / ± 




Exons 


inno i coo 
1UUZ . . IbZo , 


1003 


. .1572 










Seq. No. 


36340 








Seq. ID 


OJ990528_09. 9B05. 


C54 


Gene No . 


74784 








Strand. 






Start 


O J j 










i ? yz 




,Name„ ... 


ojyy.up.zb o.y_, 


( „9B05..C5A-P2^tm_ 


. ,. Me.thp.d . ... 


TUT TiCTY 'Mai r7£i 




.St. art ... 


14.9/ .... ^. .... .... 









_ . ,fcna . _ 


1 TOO ■ 

_ IXap..- - -.w. 




GI 


none 








Score 


OCA 
Z JU 




Exons 


14 y / . .i/o/, 


1501 


..17 88 










Seq. No. 


36340 








Seq. ID 


OJ990528JD9.9B05. 


C54 


Gene No . 


74784 








Strand 






Start 


boo 








X? 


1 QQO 

i y yz 




Name 


ojyyuozo uy, 


. 9B05 


.C54 .ol 


. ts 


Method 


i nii/\o i a . ooyoean 




Start 


i COT 

loo / 








bna 


10 4/ 




GI 


none 








Score 


1 £9 




Exons 


lDO / . . lb 4 / , 


1588 


. .1842 










Seq. No. 


36340 








Seq. ID 


OJ990528_09.9B05. 


C54 


Gene No. 


74784 








our ana 






Start 


boo 








Tp r-, H 


1 QQ9 




Name 


ojyyoozo uy, 


. 9B05 


.C54.ol 


. tc 


Mernoa 


1 DJ_lH.O 1A . LlcSS 




Start 


loll 










1 Q"37 
1 yj / 




GI 


none 








Score 


o b 




Exons 


loll. . 1 / 54 , 


1612 


. .1752, 


1755 


. . iyo / 






Seq. No.' 


00O4 U 








Seq.' ID 


OJ990528_09. 9B05. 


C54 


Gene No . 


74784 














Start 


'633- 








. bna 


1 QQO "* 

iyyz 




Name 


• OJ990.528 09, 


.9B05 


:C54.o2 


. tw . 


Method 


i bLi^o -TA : wneat ' 




Start 


1635 








bna 


1 QQQ 

i y o y 




GI 


none 








Score 


or/ 

Z b4 




Exons 


1635. .1-988, 


1636 


. .1989 










Seq. No. 


36341 








Seq. ID 


OJ990528_09.9B05. 


C55 


Gene No. 


74785 








Strand 






Start 


1 








End 


3442 




Name 


OJ990528 09, 


.9B05 


.C55.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


3442 




GI 


4680179 








Score 


4669 




Exons 


1. . 3442 















35999 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 36341 

Gene No. 74785 

Start 1 

Name OJ990528J39 . 9B05 . C55 . o4 . tw 

Start 1 

GI none 
Exons 



Seq.. ID OJ990528_09.9B05. 
Strand 

End 34 4 2 

Method TBLASTX : Wheat 

End 359 

Score 55 



C55 



1..48, 1..48, 5. .64, 48.-359, 49. .264, 66. .341 



Seq. No. 36341 

Gene No. 74785 

Start 1 

Name OJ990528_09 . 9B05 . C55 . ol . tw 

Start 363 

GI none 

Exons 363.. 872, 454.. 840 



Seq. ID OJ990528_09.9B05, 
Strand 

End 3442 

Method TBLASTX : Wheat 

End 872 

Score 298 



C55 



Seq. No. 36341 

Gene No. 74785 

Start 1 

Name.... PiJ.93,Q.523JiS * SB.Q5.. CJ55.-. «s>l . gs 

..Start ...4.-41. . 

GI none 

Exons 441.. 1262, 1319.. 3439 



Seq. ID OJ990528_09. 9B05, 
Strand 

End 3442 

„We thQd. „ SENS.CAJJ _ : 

. End .3A3&_-._ „ _„,,_^,. 

Score . 9 



C55 



Seq. No. 36341 

Gene No. 74785 

Start 1 

Name OJ990528_09 . 9B05 . C55 . ol . tm 

Start 447 

GI none 

Exons 447.. 800, 462.. 758, 532.. 798 



Seq. ID OJ990528_09.9B05. 
Strand 

End 3442 

Method TBLASTX : Maize 

End 800 

Score 150 



C55 



Seq. No. 36341 

Gene No. 74785 

Start . 1 

Name OJ990528_09 . 9B05 . C55 . o2 . ts 

Start 621 

GI none 

Exons 621.. 863 



Seq. ID OJ990528_09.9B05, 
Strand 

End 34 4 2 

Method TBLASTX : Soybean 

End - 863 .. 

Score 192 



C55 



Seq. No. 36341". 

Gene No. 74785 

Start - : 1 " ' • 

Name , , . OJ990528_09...9B05 . C55 . o2 . tm. 

Start 837 

GI none 
Exons 



"Seq. ID OJ990528_09. 9B05. 

Strand - 

End '34 4 2 

Method' - TBLASTX : Maize '- 



C55 



End 
Score 



837. .1172, 1158,. 1247, 1256. .1336 



1336 
65 



Seq. No. 36341 

Gene No. 74785 

Start 1 

Name OJ990528_09 . 9B05 . C55 . o3 . tw 

Start 873 

GI none 

Exons 873.. 1175, 874.. 1137 



Seq. ID OJ990528_09.9B05. 
Strand 

End 3442 

Method TBLASTX : Wheat 

End 1175 

Score 201 



C55 



36000 
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